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EXPRESSION PROFILES AND METHODS OF USE 

CROSS REFERENCE TO RELATED APPLICATIONS 
The present application is related to and claims, under 35 U.S.C. § 1 19(e), the benefit 
5 of U.S. Provisional Patent Application Serial No. 60/276,947, filed 20 March 2001 , which is 
incorporated herein by reference. 



FIELD OF THE INVENTION 
The present invention relates to gene expression profiles, algorithms to generate gene 
10 expression profiles, microarrays comprising nucleic acid sequences representing gene 

expression profiles, methods of using gene expression profiles and microarrays, and business 
methods directed to the use of gene expression profiles, microarrays, and algorithms. 

The present invention further relates to protein expression profiles, algorithms to 
generate protein expression profiles, microarrays comprising protein-capture agents that bind 
1 5 proteins comprising protein expression profiles, methods of using protein expression profiles 
and microarrays, and business methods directed to the use of protein expression profiles, 
microarrays, and algorithms. 



BACKGROUND OF THE INVENTION 
20 The identification and analysis of a particular gene or protein generally has been 

accomplished by experiments directed specifically towards that gene or protein. With the 
recent advances, however, in the sequencing of the human genome, the challenge is to 
decipher the expression, function, and regulation of thousands of genes, which cannot be 
realistically accomplished by analyzing one gene or protein at a time. To address this 
25 situation, DNA microarray technology has proven to be a valuable tool. By taking advantage 
of the sequence information obtained from DNA microarrays, the expression and functional 
relationship of thousands of genes may be resolved. 

The expression profiles of thousands of genes have been examined en masse via 
cDNA and oligonucleotide microarrays. See, e.g., Lockhart et al., Nucleic Acids Symp. 
30 Ser. 1 1-12 (1998); Shalon et al., 46 Pathol. Biol. 107-109 (1998); Schena et al., 16 TRENDS 
BlOTECHNOL. 301-306 (1998). Several studies have analyzed gene expression profiles in 
yeast, mammalian cell lines, and disease tissues. See, e.g., Welford et al., 26 NUCLEIC ACIDS 
Res. 3059-3065 (1998); Cho et al., 2 Mol. Cell 65-73 (1997); Heller et al., 94 Proc. Natl. 
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Acad. Scl USA 2150-2155 (1997); Schena et al., 93 Proc. Natl. Acad. Sci. USA 10614- 
10619(1996). 

Microarray technology provides the means to decipher the function of a particular 
gene based on its expression profile and alterations in its expression levels. In addition, this 
5 technology may be used to define the components of cellular pathways as well as the 

regulation of these cellular components. High-density oligonucleotide microarrays may be 
used to simultaneously monitor thousands of genes or possibly entire genomes (e.g., 
Saccharomyces cerevisiae). 

Microarrays may also be used for genetic and physical mapping of genomes, DNA 

10 sequencing, genetic diagnosis, and genotyping of organisms. Microarrays may be used to 
determine a medical diagnosis. For example, the identity of a pathogenic microorganism 
may be established unambiguously by hybridizing a patient sample to a microarray 
containing the genes from many types of known pathogenic DNA. A similar technique may 
also be used for genotyping an organism. For genetic diagnostics, a microarray may contain 

15 multiple forms of a mutated gene or multiple genes associated with a particular disease. The 
microarray may then be probed with DNA or RNA, isolated from a patient sample (e.g., 
blood sample), which may hybridize to one of the mutated or disease genes. 

Microarrays containing molecular expression markers or predictor genes may be used 
to confirm tissue or cell identifications. In addition, disease progression may be monitored 

20 by analyzing the expression patterns of the predictor genes in disease tissues. An alteration in 
gene expression may be used to define the specific disease state and stage of the disease. 
Monitoring the efficacy of certain drug regimens may also be accomplished by analyzing the 
expression patterns of the predictor genes. For example, decreases or increases in gene 
expression may be indicative of the efficacy of a particular drug. 

25 Generally, oligonucleotide probes are used to detect complementary nucleic acid 

sequences in a particular tissue or cell type. The oligonucleotide probes may be covalently 
attached to a support, and arrays of oligonucleotide probes immobilized on solid supports are 
used to detect specific nucleic acid sequences. To assess gene expression in a given tissue or 
cell sample, DNA or RNA is isolated from the tissue or cell, labeled with a fluorescent dye, 

30 and then hybridized to the DNA microarray. The microarray may contain hundreds to 
thousands of DNA sequences selected from cDNA libraries, genomic DNA, or expressed 
sequence tags (ESTs). These DNA sequences may be spotted or synthesized onto the support 
and then crosslinked to the support by ultraviolet radiation. Following hybridization, the 
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fluorescence intensities of the microarray are analyzed, and these measurements are then used 
to determine the presence or relative quantity of a particular gene within the sample. This 
hybridization pattern is used to generate a gene expression profile of the target tissue or cell 
type. 

5 Thus, differences in gene expression profiles may be used to identify the pathology 

of many diseases involving alterations of gene expression. The types of genes and their 
expression levels may distinguish normal tissue and diseased tissue. For example, cancer 
cells evolve from normal cells into highly invasive, metastatic malignancies, which 
frequently are induced by activation of oncogenes, or inactivation of tumor suppressor genes. 
10 Differentially expressed sequences can serve as markers or predictors of the transformed 
state and are, therefore, of potential value in the diagnosis and classification of tumors. 
The assessment of expression profiles may provide meaningful information with respect 
to tumor type and stage, treatment methods, and prognosis. 



1 5 SUMMARY OF THE INVENTION 

The present invention relates to gene expression profiles, algorithms to generate gene 
expression profiles, microarrays comprising nucleic acid sequences representing gene 
expression profiles, methods of using gene expression profiles and microarrays, and business 

20 methods directed to the use of gene expression profiles, microarrays, and algorithms. 

In a specific embodiment of the present invention, the gene expression profile may be 
an endothelial cell gene expression profile comprising one or more nucleic acid sequences 
substantially homologous to a nucleic acid sequence or complementary sequence thereof 
selected from the group consisting of SEQ ID NO: 1; SEQ ID NO: 2; SEQ ID NO: 3; SEQ 

25 ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; SEQ ID NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; 
SEQ ID NO: 10; SEQ ID NO: 1 1; SEQ ID NO: 12; SEQ ID NO: 13; SEQ ID NO: 14; SEQ 
ID NO: 15; SEQ ID NO: 16; SEQ ID NO: 17; SEQ ID NO: 18; SEQ ID NO: 19; SEQ ID 
NO: 20; SEQ ID NO: 21; SEQ ID NO: 22; SEQ ID NO: 23; SEQ ID NO: 48; SEQ ID NO: 
63; SEQ ID NO: 70; SEQ ID NO: 82; SEQ ID NO: 94; and SEQ ID NO: 144. With regard to 

30 this gene expression profile, the present invention provides a microarray comprising one or 
more protein-capture agents that specifically bind to all or a portion of one or more of the 
proteins encoded by the genes comprising the gene expression profile. 
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In another embodiment of the present invention, the gene expression profile may be a 
muscle cell gene expression profile comprising one or more nucleic acid sequences 
substantially homologous to a nucleic acid sequence or complementary sequence thereof 
selected from the group consisting of SEQ ID NO: 24; SEQ ID NO: 25; SEQ ID NO: 26; 
5 SEQ ID NO: 27; SEQ ID NO: 28; SEQ ID NO: 29; SEQ ID NO: 30; SEQ ID NO: 31; SEQ 
ID NO: 32; SEQ ID NO: 33; SEQ ID NO: 34; SEQ ID NO: 35; SEQ ID NO: 36; SEQ ED 
NO: 37; SEQ ID NO: 39; SEQ ID NO: 40; SEQ ID NO: 41; SEQ ID NO: 42; SEQ ID NO: 
54; SEQ ID NO: 55; and SEQ ID NO: 69. With regard to this gene expression profile, the 
present invention provides a microarray comprising one or more protein-capture agents that 

1 0 specifically bind to all or a portion of one or more of the proteins encoded by the genes 
comprising the gene expression profile. 

In an alternative embodiment of the present invention, the gene expression profile 
may be a primary cell gene expression profile comprising one or more nucleic acid sequences 
or complementary sequences thereof, or portions of said nucleic acid sequences or 

1 5 complementary sequences thereof, selected from the group consisting of SEQ ID NO: 1 ; SEQ 
ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; SEQ ID NO: 7; 
SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID NO: 1 1; SEQ ID NO: 12; SEQ ID 
NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 16; SEQ ID NO: 17; SEQ ID NO: 
18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ID NO: 21; SEQ ID NO: 22; SEQ ID NO: 23; 

20 SEQ ID NO: 24; SEQ ID NO: 25 ; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID NO: 28; SEQ 
ID NO: 29; SEQ ID NO: 30; SEQ ID NO: 31 ; SEQ ID NO: 32; SEQ ID NO: 33; SEQ ID 
NO: 34; SEQ ID NO: 35; SEQ ID NO: 36; SEQ ID NO: 37; SEQ ID NO: 39; SEQ ID NO: 
40; SEQ ID NO: 41 ; SEQ ID NO: 42, SEQ ID NO: 43; SEQ ID NO: 44; SEQ ID NO: 45; 
SEQ ID NO: 46; SEQ ID NO: 47; SEQ ID NO: 48; SEQ ID NO: 49; SEQ ID NO: 50; SEQ 

25 ID NO: 51; SEQ ID NO: 52; SEQ ID NO: 53; SEQ ID NO: 54; SEQ ID NO: 55; SEQ ID 
NO: 56; SEQ ID NO: 57; SEQ ID NO: 58; SEQ ID NO: 59; SEQ ID NO: 60; SEQ ID NO: 
61 ; SEQ ID NO: 62; SEQ ID NO: 63; SEQ ID NO: 64; SEQ ID NO: 65; SEQ ID NO: 66; 
SEQ ID NO: 67; SEQ ID NO: 68; SEQ ID NO: 69; SEQ ID NO: 70; SEQ ID NO: 71; SEQ 
ID NO: 72; SEQ ID NO: 73; SEQ ID NO: 74; SEQ ID NO: 75; SEQ ID NO: 76; SEQ ID 

30 NO: 77; SEQ ID NO: 78; SEQ ID NO: 79; SEQ ID NO: 80; SEQ ID NO: 81; SEQ ID NO: 
82; SEQ ID NO: 83; SEQ ID NO: 84; SEQ ID NO: 85; SEQ ID NO: 86; SEQ ID NO: 87; 
SEQ ID NO: 88; SEQ ID NO: 89; SEQ ID NO: 90; SEQ ID NO: 91 ; SEQ ID NO: 92; SEQ 
ID NO: 93; SEQ ID NO: 94; SEQ ID NO: 95; SEQ ID NO: 96; SEQ ID NO: 97; SEQ ID 
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NO: 98; SEQ ID NO: 99; SEQ ID NO: 100; SEQ ID NO: 101; SEQ ID NO: 102; SEQ ID 
NO: 103; SEQ ID NO: 104; SEQ ID NO: 105; SEQ ID NO: 106; SEQ ID NO: 107; SEQ ID 
NO: 108; SEQ ID NO: 109; SEQ ID NO: 1 10; SEQ ID NO: 1 1 1 ; SEQ ID NO: 112; SEQ ID 
NO: 1 13; SEQ ID NO: 114; SEQ ID NO: 115; SEQ ID NO: 116; SEQ ID NO: 1 1 8; SEQ ID 
5 NO: 119; SEQ ID NO: 120; SEQ ID NO: 121 ; SEQ ID NO: 122; SEQ ID NO: 123; SEQ ID 
NO: 124; SEQ ID NO: 125; SEQ ID NO: 126; SEQ ID NO: 127; SEQ ID NO: 128; SEQ ID 
NO: 129; SEQ ID NO: 130; SEQ ID NO: 131; SEQ ID NO: 132; SEQ ID NO: 133; SEQ ID 
NO: 134; SEQ ID NO: 135; SEQ ID NO: 136; SEQ ID NO: 137; SEQ ID NO: 138; SEQ ID 
NO: 139; SEQ ID NO: 140; SEQ ID NO: 141; SEQ ID NO: 142; SEQ ID NO: 143; SEQ ID 

10 NO: 144; SEQ ID NO: 145; SEQ ID NO: 146; SEQ ID NO: 147; SEQ ID NO: 148; SEQ ID 
NO: 149; SEQ ID NO: 150; SEQ ID NO: 151; SEQ ID NO: 152; SEQ ID NO: 153; SEQ ID 
NO: 154; SEQ ID NO: 155; SEQ ID NO: 156; SEQ ID NO: 157; SEQ ID NO: 158; SEQ ID 
NO: 159; SEQ ID NO: 160; SEQ ID NO: 161; SEQ ID NO: 162; SEQ ID NO: 163; SEQ ID 
NO: 164; SEQ ID NO: 165; SEQ ID NO: 166; SEQ ID NO: 167; SEQ ID NO: 168; SEQ ID 

15 NO: 169; SEQ ID NO: 170; SEQ ID NO: 171; SEQ ID NO: 172; SEQ ID NO: 173; SEQ ID 
NO: 174; SEQ ID NO: 175; SEQ ID NO: 176; SEQ ID NO: 177; SEQ ID NO: 178; SEQ ID 
NO: 179; SEQ ID NO: 180; SEQ ID NO: 181; SEQ ID NO: 182; SEQ ID NO: 183; SEQ ID 
NO: 184; SEQ ID NO: 185; and SEQ ID NO: 186. 

With regard to this gene expression profile, the present invention provides a 

20 microarray comprising one or more protein-capture agents that specifically bind to all or a 
portion of one or more of the proteins encoded by the genes comprising the gene expression 
profile. 

In a further aspect of the present invention, the gene expression profile may be 
an epithelial cell gene expression profile comprising one or more nucleic acid sequences or 

25 complementary sequences thereof, or portions of said nucleic acid sequences or 

complementary sequences thereof, selected from the group consisting of SEQ ID NO: 47; 
SEQ ID NO: 60; SEQ ED NO:67; SEQ ID NO: 73; SEQ ID NO: 75; SEQ ID NO: 76; SEQ 
ID NO: 77; SEQ ID NO: 78; SEQ ID NO: 80; SEQ ID NO: 96; SEQ ID NO: 98; SEQ ID 
NO: 99; SEQ ID NO: 1 1 1 ; SEQ ID NO: 1 12; SEQ ID NO: 123; SEQ ID NO: 127; SEQ ID 

30 NO: 131; SEQ ID NO: 150; SEQ ID NO: 153; SEQ ID NO: 154; SEQ ID NO: 155; SEQ ID 
NO: 156; SEQ ED NO: 157; SEQ ID NO: 158; SEQ ID NO: 159; SEQ ID NO: 160; SEQ ED 
NO: 161; SEQ ID NO: 162; SEQ ID NO: 163; SEQ ED NO: 164; SEQ ID NO: 165; SEQ ED 
NO: 166; SEQ ID NO: 167; SEQ ID NO: 168; SEQ ID NO: 169; SEQ ID NO: 170; SEQ ID 
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NO: 171; SEQ ID NO: 172; SEQ ID NO: 173; SEQ ID NO: 174; SEQ ID NO: 175; SEQ ID 
NO: 176; SEQ ID NO: 177; SEQ ID NO: 178; SEQ ID NO: 179; SEQ ID NO: 180; SEQ ID 
NO: 181; SEQ ID NO: 182; SEQ ID NO: 183; SEQ ID NO: 184; SEQ ID NO: 185; and SEQ 
ID NO: 186. With regard to this gene expression profile, the present invention provides a 
5 microarray comprising one or more protein-capture agents that specifically bind to all or a 
portion of one or more of the proteins encoded by the genes comprising the gene expression 
profile. 

In yet another embodiment, a keratinocyte epithelial cell gene expression profile may 
comprise one or more nucleic acid sequences or complementary sequences thereof, or 

10 portions of said nucleic acid sequences or complementary sequences thereof, selected from 
the group consisting of SEQ ID NO: 187; SEQ ID NO: 188; SEQ ID NO: 189; SEQ ID NO: 
190; SEQ ID NO: 191; SEQ ID NO: 192; SEQ ID NO: 193; SEQ ID NO: 194; SEQ ID NO: 
195; SEQ ID NO: 196; SEQ ID NO: 197; SEQ ID NO: 198; SEQ ID NO: 199; SEQ ID NO: 
200; SEQ ID NO: 201; SEQ ID NO: 202; SEQ ID NO: 203; SEQ ID NO: 204; SEQ ID NO: 

15 205; SEQ ID NO: 206; SEQ ID NO: 207; SEQ ID NO: 208; SEQ ID NO: 209; SEQ ID NO: 
210; and SEQ ID NO: 211. With regard to this gene expression profile, the present invention 
provides a microarray comprising one or more protein-capture agents that specifically bind to 
all or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile. 

20 The present invention also provides a mammary epithelial cell gene expression profile 

comprising one or more nucleic acid sequences or complementary sequences thereof, or 
portions of said nucleic acid sequences or complementary sequences thereof, selected from 
- ; "Tiie gt&up "cbnsi^ting of SEQ ID NO: 78; SEQ ID NO: 212; SEQ ID NO: 213; SEQ ID NO: 
216; SEQ ID NO: 225; SEQ ID NO: 226; SEQ ID NO: 227; SEQ ID NO: 239; SEQ ID NO: 

25 27 1 ; SEQ ID NO: 285; and SEQ ID NO: 289. With regard to this gene expression profile, 
the present invention provides a microarray comprising one or more protein-capture agents 
that specifically bind to all or a portion of one or more of the proteins encoded by the genes 
comprising the gene expression profile. 

In an alternative embodiment, a bronchial epithelial cell gene expression profile may 

30 comprise one or more nucleic acid sequences or complementary sequences thereof, or 

portions of said nucleic acid sequences or complementary sequences thereof, selected from 
the group consisting of SEQ ID NO: 27; SEQ ID NO: 131; SEQ ID NO: 150; SEQ ID NO: 
169; SEQ ID NO: 214; SEQ ID NO: 215; SEQ ID NO: 223; SEQ ID NO: 224; SEQ ID NO: 
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241; SEQ ID NO: 243; SEQ ID NO: 244; SEQ ID NO: 255; SEQ ID NO: 256; SEQ ID NO: 
261; and SEQ ID NO: 314. With regard to this gene expression profile, the present invention 
provides a microarray comprising one or more protein-capture agents that specifically bind to 
all or a portion of one or more of the proteins encoded by the genes comprising the gene 
5 expression profile. 

The present invention also provides a prostate epithelial cell gene expression profile, 
which may comprise one or more nucleic acid sequences or complementary sequences 
thereof, or portions of said nucleic acid sequences or complementary sequences thereof, 
selected from the group consisting of SEQ ID NO: 64; SEQ ID NO: 217; SEQ ID NO: 218; 

10 SEQ ID NO: 259; SEQ ID NO: 293; SEQ ID NO: 302; and SEQ ID NO: 320. With regard to 
this gene expression profile, the present invention provides a microarray comprising one or 
more protein-capture agents that specifically bind to all or a portion of one or more of the 
proteins encoded by the genes comprising the gene expression profile. 

In yet another embodiment, a renal cortical epithelial cell gene expression 

15 profile may comprise one or more nucleic acid sequences or complementary sequences 
thereof, or portions of said nucleic acid sequences or complementary sequences thereof, 
selected from the group consisting of SEQ ID NO: 49; SEQ ID NO: 57; SEQ ID NO: 104; 
SEQ ID NO: 123; SEQ ID NO: 160; SEQ ID NO: 165; SEQ ID NO: 166; SEQ ID NO: 219; 
SEQ ID NO: 267; SEQ ID NO: 270; SEQ ID NO: 279; SEQ ID NO: 280; SEQ ID NO: 283; 

20 SEQ ID NO: 291; SEQ ID NO: 305; SEQ ID NO: 307; SEQ ID NO: 310; SEQ ID NO: 313; 
SEQ ID NO: 325; SEQ ID NO: 326; and SEQ ID NO: 327. With regard to this gene 
expression profile, the present invention provides a microarray comprising one or more 
protein-capture agents that specifically bind to all or a portion of one or more of the proteins 
encoded by the genes comprising the gene expression profile. 

25 The present invention further provides a renal proximal tubule epithelial cell gene 

expression profile comprising one or more nucleic acid sequences or complementary 
sequences thereof, or portions of said nucleic acid sequences or complementary sequences 
thereof, selected from the group consisting of SEQ ID NO: 106; SEQ ID NO: 138; SEQ ID 
NO: 158; SEQ ID NO: 228; SEQ ID NO: 236; SEQ ID NO: 242; SEQ ID NO: 250; SEQ ID 

30 NO: 258; SEQ ID NO: 260; SEQ ID NO: 262; SEQ ID NO: 266; SEQ ID NO: 272; SEQ ID 
NO: 273; SEQ ID NO: 274; SEQ ID NO: 275; SEQ ID NO: 276; SEQ ID NO: 278; SEQ ID 
NO: 284; SEQ ID NO: 288; SEQ ID NO: 295; SEQ ID NO: 296; SEQ ID NO: 297; SEQ ID 
NO: 299; SEQ ID NO: 300; SEQ ID NO: 301; SEQ ID NO: 306; SEQ ID NO: 308; SEQ ID 
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NO: 309; SEQ ID NO: 3 1 1; SEQ ID NO: 316; SEQ ID NO: 318; SEQ ID NO: 321; SEQ ID 
NO: 322; SEQ ID NO: 328; and SEQ ID NO: 329. With regard to this gene expression 
profile, the present invention provides a microarray comprising one or more protein-capture 
agents that specifically bind to all or a portion of one or more of the proteins encoded by the 
5 genes comprising the gene expression profile. 

In a specific embodiment, a small airway epithelial cell gene expression profile may 
comprise one or more nucleic acid sequences or complementary sequences thereof, or 
portions of said nucleic acid sequences or complementary sequences thereof, selected from 
the group consisting of SEQ ID NO: 173; SEQ ID NO: 174; SEQ ID NO: 183; SEQ ID NO 

10 220; SEQ ID NO: 221; SEQ ID NO: 222; SEQ ID NO: 229; SEQ ID NO: 230; SEQ ID NO 
231; SEQ ID NO: 232; SEQ ID NO: 233; SEQ ID NO: 234; SEQ ID NO: 235; SEQ ID NO 
237; SEQ ID NO: 238; SEQ ID NO: 240; SEQ ID NO: 245; SEQ ID NO: 246; SEQ ID NO 
247; SEQ ID NO: 248; SEQ ID NO: 249; SEQ ID NO: 251; SEQ ID NO: 252; SEQ ID NO 
254; SEQ ID NO: 257; SEQ ID NO: 263; SEQ ID NO: 264; SEQ ID NO: 265; SEQ ID NO 

15 268; SEQ ID NO: 269; SEQ ID NO: 270; SEQ ID NO: 277; SEQ ID NO: 281; SEQ ID NO 
282; SEQ ID NO: 286; SEQ ID NO: 287; SEQ ID NO: 290; SEQ ID NO: 294; SEQ ID NO 
298; SEQ ID NO: 303; SEQ ID NO: 312; SEQ ID NO: 315; SEQ ED NO: 317; and SEQ ID 
NO: 319. With regard to this gene expression profile, the present invention provides a 
microarray comprising one or more protein-capture agents that specifically bind to all or a 

20 portion of one or more of the proteins encoded by the genes comprising the gene expression 
profile. 

The present invention also provides a renal epithelial cell gene expression profile 
comprising one or more nucleic acid sequences or complementary sequences thereof, or 
portions of said nucleic acid sequences or complementary sequences thereof, selected from 
25 the group consisting of SEQ ID NO: 37; SEQ ID NO: 253; SEQ ID NO: 304; SEQ ID NO: 
323; and SEQ ID NO: 324. With regard to this gene expression profile, the present invention 
provides a microarray comprising one or more protein-capture agents that specifically bind to 
all or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile. 

30 In yet another embodiment of the present invention, the gene expression profiles may 

comprise one or more genes, wherein said gene expression profile is generated from a cell 
type selected from the group comprising coronary artery endothelium, umbilical artery 
endothelium, umbilical vein endothelium, aortic endothelium, dermal microvascular 
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endothelium, pulmonary artery endothelium, myometrium microvascular endothelium, 
keratinocyte epithelium, bronchial epithelium, mammary epithelium, prostate epithelium, 
renal cortical epithelium, renal proximal tubule epithelium, small airway epithelium, renal 
epithelium, umbilical artery smooth muscle, neonatal dermal fibroblast, pulmonary artery 
5 smooth muscle, dermal fibroblast, neural progenitor cells, skeletal muscle, astrocytes, aortic 
smooth muscle, mesangial cells, coronary artery smooth muscle, bronchial smooth muscle, 
uterine smooth muscle, lung fibroblast, osteoblasts, and prostate stromal cells. 

In another embodiment of the present invention, the microarray may be a microarray 
comprising an endothelial cell gene expression profile comprising one or more nucleic acid 

10 sequences substantially homologous to a nucleic acid sequence or complementary sequence 
thereof, or portions of said nucleic acid sequence or complementary sequence thereof, 
selected from the group consisting of SEQ ID NO: 1; SEQ ID NO: 2; SEQ ID NO: 3; SEQ 
ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; SEQ ID NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; 
SEQ ID NO: 10; SEQ ID NO: 11; SEQ ID NO: 12; SEQ ID NO: 13; SEQ ID NO: 14; SEQ 

15 ID NO: 15; SEQ ID NO: 16; SEQ ID NO: 17; SEQ ID NO: 18; SEQ ID NO: 19; SEQ ID 
NO: 20; SEQ ID NO: 21 ; SEQ ID NO: 22; SEQ ID NO: 23; SEQ ID NO: 48; SEQ ID NO: 
63; SEQ ID NO: 70; SEQ ID NO: 82; SEQ ID NO: 94; and SEQ ID NO: 144. 

The microarrays of the present invention may also comprise a microarray comprising 
a muscle cell gene expression profile comprising one or more nucleic acid sequences 

20 substantially homologous to a nucleic acid sequence or complementary sequence thereof, or 
portions of said nucleic acid sequence or complementary sequence thereof, selected from the 
group consisting of SEQ ID NO: 24; SEQ ID NO: 25; SEQ ID NO: 26; SEQ ID NO: 27; 
« SEQ ID NO: 28, SEQ ID NO: 29; SEQ ID NO: 30; SEQ ID NO: 31; SEQ ID NO: 32; SEQ 
ED NO: 33; SEQ ID NO: 34; SEQ ID NO: 35; SEQ ID NO: 36; SEQ ID NO: 37; SEQ ID 

25 NO: 39; SEQ ID NO: 40; SEQ ID NO: 41; SEQ ID NO: 42; SEQ ID NO: 54; SEQ ID NO: 
55; and SEQ ID NO: 69. 

Also within the scope of the present invention are microarrays comprising a primary 
cell gene expression profile comprising one or more nucleic acid sequences substantially 
homologous to a nucleic acid sequence or complementary sequence thereof, or portions of 

30 said nucleic acid sequence or complementary sequence thereof, selected from the group 

consisting of SEQ ID NO: 1; SEQ ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; 
SEQ ID NO: 6; SEQ ID NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID 
NO: 11; SEQ ID NO: 12; SEQ ID NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 
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16; SEQ ID NO: 17; SEQ ID NO: 18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ID NO: 21; 
SEQ ID NO: 22; SEQ ID NO: 23; SEQ ID NO: 24; SEQ ID NO: 25; SEQ ID NO: 26; SEQ 
ID NO: 27; SEQ ID NO: 28; SEQ ID NO: 29; SEQ ID NO: 30; SEQ ID NO: 31; SEQ ID 
NO: 32; SEQ ID NO: 33; SEQ ID NO: 34; SEQ ID NO: 35; SEQ ID NO: 36; SEQ ID NO: 
5 37; SEQ ID NO: 39; SEQ ID NO: 40; SEQ ID NO: 41 ; SEQ ID NO: 42; SEQ ID NO: 43; 
SEQ ID NO: 44; SEQ ID NO: 45; SEQ ID NO: 46; SEQ ID NO: 47; SEQ ID NO: 48; SEQ 
ID NO: 49; SEQ ID NO: 50; SEQ ID NO: 51; SEQ ID NO: 52; SEQ ID NO: 53; SEQ ID 
NO: 54; SEQ ID NO: 55; SEQ ID NO: 56; SEQ ID NO: 57; SEQ ID NO: 58; SEQ ID NO: 
59; SEQ ID NO: 60; SEQ ID NO: 61; SEQ ID NO: 62; SEQ ID NO: 63; SEQ ID NO: 64; 

10 SEQ ID NO: 65; SEQ ID NO: 66; SEQ ID NO: 67; SEQ ID NO: 68; SEQ ID NO: 69; SEQ 
ID NO: 70; SEQ ID NO: 71 ; SEQ ID NO: 72; SEQ ID NO: 73; SEQ ID NO: 74; SEQ ID 
NO: 75; SEQ ID NO: 76; SEQ ID NO: 77; SEQ ID NO: 78; SEQ ID NO: 79; SEQ ID NO: 
80; SEQ ID NO: 81; SEQ ID NO: 82; SEQ ID NO: 83; SEQ ID NO: 84; SEQ ID NO: 85; 
SEQ ID NO: 86; SEQ ID NO: 87; SEQ ID NO: 88; SEQ ID NO: 89; SEQ ID NO: 90; SEQ 

15 ID NO: 91; SEQ ID NO: 92; SEQ ID NO: 93; SEQ ID NO: 94; SEQ ID NO: 95; SEQ ID 
NO: 96; SEQ ID NO: 97; SEQ ID NO: 98; SEQ ID NO: 99; SEQ ID NO: 100; SEQ ID NO: 
101; SEQ ID NO: 102; SEQ ID NO: 103; SEQ ID NO: 104; SEQ ID NO: 105; SEQ ID NO: 
106; SEQ ID NO: 107; SEQ ID NO: 108; SEQ ID NO: 109; SEQ ID NO: 110; SEQ ID NO: 
111; SEQ ID NO: 112; SEQ ID NO: 113; SEQ ID NO: 114; SEQ ID NO: 115; SEQ ID NO: 

20 11 6; SEQ ID NO: 11 8; SEQ ID NO: 11 9; SEQ ID NO: 120; SEQ ID NO: 121; SEQ ID NO: 
122; SEQ ID NO: 123; SEQ ID NO: 124; SEQ ID NO: 125; SEQ ID NO: 126; SEQ ID NO: 
127; SEQ ID NO: 128; SEQ ID NO: 129; SEQ ID NO: 130; SEQ ID NO: 131; SEQ ID NO: 
132; SEQ ID NO: 133; SEQ ID NO: 134; SEQ ID NO: 135; SEQ ID NO: 136; SEQ ID NO: 
137; SEQ ID NO: 138; SEQ ID NO: 139; SEQ ID NO: 140; SEQ ID NO: 141; SEQ ID NO: 

25 142; SEQ ID NO: 143; SEQ ID NO: 144; SEQ ID NO: 145; SEQ ID NO: 146; SEQ ID NO: 
147; SEQ ID NO: 148; SEQ ID NO: 149; SEQ ID NO: 150; SEQ ID NO: 151; SEQ ID NO: 
152; SEQ ID NO: 153; SEQ ID NO: 154; SEQ ID NO: 155; SEQ ID NO: 156; SEQ ID NO: 
157; SEQ ID NO: 158; SEQ ID NO: 159; SEQ ID NO: 160; SEQ ID NO: 161; SEQ ID NO: 
162; SEQ ID NO: 163; SEQ ID NO: 164; SEQ ID NO: 165; SEQ ID NO: 166; SEQ ID NO: 

30 167; SEQ ID NO: 168; SEQ ID NO: 169; SEQ ID NO: 170; SEQ ID NO: 171; SEQ ID NO: 
172; SEQ ID NO: 173; SEQ ED NO: 174; SEQ ID NO: 175; SEQ ED NO: 176; SEQ ED NO: 
177; SEQ ID NO: 178; SEQ ID NO: 179; SEQ ID NO: 180; SEQ ID NO: 181; SEQ ED NO: 
182; SEQ ID NO: 183; SEQ ED NO: 184; SEQ ID NO: 185; and SEQ ID NO: 186. 
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In a further embodiment, the microarray may be a microarray comprising an epithelial 
cell gene expression profile comprising one or more nucleic acid sequences substantially 
homologous to a nucleic acid sequence or complementary sequence thereof, or portions of 
said nucleic acid sequence or complementary sequence thereof, selected from the group 
5 consisting of SEQ ID NO: 47; SEQ ID NO: 60; SEQ ID NO:67; SEQ ID NO: 73; SEQ ID 
NO: 75; SEQ ID NO: 76; SEQ ID NO: 77; SEQ ID NO: 78; SEQ ID NO: 80; SEQ ID NO: 
96; SEQ ID NO: 98; SEQ ID NO: 99; SEQ ID NO: 111; SEQ ID NO: 112; SEQ ID NO: 123; 
SEQ ID NO: 127; SEQ ID NO: 131; SEQ ED NO: 150; SEQ ID NO: 153; SEQ ID NO: 154 
SEQ ID NO: 155; SEQ ED NO: 156; SEQ ID NO: 157; SEQ ED NO: 158; SEQ ID NO: 159 

10 SEQ ID NO: 160; SEQ ID NO: 161; SEQ ED NO: 162; SEQ ID NO: 163; SEQ ED NO: 164 
SEQ ID NO: 165; SEQ ID NO: 166; SEQ ID NO: 167; SEQ ED NO: 168; SEQ ED NO: 169 
SEQ ID NO: 170; SEQ ID NO: 171; SEQ ID NO: 172; SEQ ID NO: 173; SEQ ID NO: 174 
SEQ ED NO: 175; SEQ ED NO: 176; SEQ ED NO: 177; SEQ ID NO: 178; SEQ ID NO: 179 
SEQ ID NO: 180; SEQ ID NO: 181; SEQ ID NO: 182; SEQ ID NO: 183; SEQ ID NO: 184: 

15 SEQ ID NO: 1 85; and SEQ ED NO: 1 86. 

In yet another embodiment, a microarray may comprise a keratinocyte epithelial cell 
gene expression profile comprising one or more nucleic acid sequences substantially 
homologous to a nucleic acid sequence or complementary sequence thereof, or portions of 
said nucleic acid sequence or complementary sequence thereof, selected from the group 

20 consisting of SEQ ID NO: 187; SEQ ID NO: 1 88; SEQ ED NO: 189; SEQ ID NO: 190; SEQ 
ID NO: 191; SEQ ID NO: 192; SEQ ED NO: 193; SEQ ID NO: 194; SEQ ID NO: 195; SEQ 
ID NO: 196; SEQ ID NO: 197; SEQ ID NO: 198; SEQ ID NO: 199; SEQ ID NO: 200; SEQ 
ID NO: 201; SEQ ID NO: 202; SEQ ID NO: 203; SEQ ID NO: 204; SEQ ID "NO: 205; SEQ 
ID NO: 206; SEQ ID NO: 207; SEQ ID NO: 208; SEQ ID NO: 209; SEQ ED NO: 210; and 

25 SEQ ID NO: 211. 

The present invention also provides a microarray comprising a mammary epithelial 
cell gene expression profile comprising one or more nucleic acid sequences substantially 
homologous to a nucleic acid sequence or complementary sequence thereof, or portions of 
said nucleic acid sequence or complementary sequence thereof, selected from the group 

30 consisting of SEQ ED NO: 78; SEQ ID NO: 212; SEQ ED NO: 213; SEQ ED NO: 216; SEQ 
ID NO: 225; SEQ ID NO: 226; SEQ ID NO: 227; SEQ ID NO: 239; SEQ ED NO: 271; SEQ 
ID NO: 285; and SEQ ID NO: 289. 
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In an alternative embodiment, a microarray may comprise a bronchial epithelial cell 
gene expression profile comprising one or more nucleic acid sequences substantially 
homologous to a nucleic acid sequence or complementary sequence thereof, or portions of 
said nucleic acid sequence or complementary sequence thereof, selected from the group 
5 consisting of SEQ ID NO: 27; SEQ ID NO: 1 3 1 ; SEQ ID NO: 1 50; SEQ ID NO: 1 69; SEQ 
ID NO: 214; SEQ ID NO: 215; SEQ ID NO: 223; SEQ ID NO: 224; SEQ ID NO: 241; SEQ 
ID NO: 243; SEQ ID NO: 244; SEQ ID NO: 255; SEQ ID NO: 256; SEQ ID NO: 261; and 
SEQ ID NO: 314. 

The present invention also provides a microarray comprising a prostate epithelial cell 

1 0 gene expression profile comprising one or more nucleic acid sequences substantially 

homologous to a nucleic acid sequence or complementary sequence thereof, or portions of 
said nucleic acid sequence or complementary sequence thereof, selected from the group 
consisting of SEQ ID NO: 64; SEQ ID NO: 217; SEQ ID NO: 218; SEQ ID NO: 259; SEQ 
ID NO: 293; SEQ ID NO: 302; and SEQ ID NO: 320. 

15 In yet another embodiment, a microarray comprises a renal cortical epithelial cell 

gene expression profile comprising one or more nucleic acid sequences substantially 
homologous to a nucleic acid sequence or complementary sequence thereof, or portions of 
said nucleic acid sequence or complementary sequence thereof, selected from the group 
consisting of SEQ ID NO: 49; SEQ ID NO: 57; SEQ ID NO: 104; SEQ ID NO: 123; SEQ ID 

20 NO: 160; SEQ ID NO: 165; SEQ ID NO: 166; SEQ ID NO: 219; SEQ ID NO: 267; SEQ ID 
NO: 270; SEQ ID NO: 279; SEQ ID NO: 280; SEQ ID NO: 283; SEQ ID NO: 291; SEQ ID 
NO: 305; SEQ ID NO: 307; SEQ ID NO: 310; SEQ ID NO: 313; SEQ ID NO: 325; SEQ ID 
NO: 326; and SEQ ID NO: 327. 

The present invention further provides a microarray comprising a renal proximal 

25 tubule epithelial cell gene expression profile comprising one or more nucleic acid sequences 
substantially homologous to a nucleic acid sequence or complementary sequence thereof, or 
portions of said nucleic acid sequence or complementary sequence thereof, selected from the 
group consisting of SEQ ID NO: 106; SEQ ID NO: 138; SEQ ID NO: 158; SEQ ID NO: 228; 
SEQ ID NO: 236; SEQ ID NO: 242; SEQ ID NO: 250; SEQ ID NO: 258; SEQ ID NO: 260; 

30 SEQ ID NO: 262; SEQ ID NO: 266; SEQ ID NO: 272; SEQ ID NO: 273; SEQ ID NO: 274; 
SEQ ID NO: 275; SEQ ID NO: 276; SEQ ID NO: 278; SEQ ID NO: 284; SEQ ID NO: 288; 
SEQ ID NO: 295; SEQ ID NO: 296; SEQ ID NO: 297; SEQ ID NO: 299; SEQ ID NO: 300; 
SEQ ID NO: 301 ; SEQ ED NO: 306; SEQ ID NO: 308; SEQ ID NO: 309; SEQ ID NO: 3 1 1 ; 
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SEQID NO: 316; SEQ ID NO: 318; SEQ ID NO: 321; SEQ ID NO: 322; SEQ ID NO: 328; 
and SEQ ID NO: 329. 

In a specific embodiment, a microarray may comprise a small airway epithelial cell 
gene expression profile comprising one or more nucleic acid sequences substantially 
5 homologous to a nucleic acid sequence or complementary sequence thereof, or portions of 
said nucleic acid sequence or complementary sequence thereof, selected from the group 
consisting of SEQ ID NO: 173; SEQ ID NO: 174; SEQ ID NO: 183; SEQ ID NO: 220; SEQ 
ID NO: 221; SEQ ID NO: 222; SEQ ID NO: 229; SEQ ED NO: 230; SEQ ID NO: 231 ; SEQ 
ID NO: 232; SEQ ID NO: 233; SEQ ID NO: 234; SEQ ID NO: 235; SEQ ID NO: 237; SEQ 

10 ID NO: 238; SEQ ID NO: 240; SEQ ID NO: 245; SEQ ID NO: 246; SEQ ID NO: 247; SEQ 
ID NO: 248; SEQ ID NO: 249; SEQ ID NO: 251 ; SEQ ID NO: 252; SEQ ID NO: 254; SEQ 
ID NO: 257; SEQ ID NO: 263; SEQ ID NO: 264; SEQ ID NO: 265; SEQ ID NO: 268; SEQ 
ID NO: 269; SEQ ID NO: 270; SEQ ID NO: 277; SEQ ID NO: 281; SEQ ID NO: 282; SEQ 
ID NO: 286; SEQ ID NO: 287; SEQ ID NO: 290; SEQ ID NO: 294; SEQ ID NO: 298; SEQ 

15 ID NO: 303; SEQ ID NO: 312; SEQ ID NO: 315; SEQ ID NO: 317; and SEQ ID NO: 319. 

The present invention also provides a microarray comprising a renal epithelial cell 
gene expression profile comprising one or more nucleic acid sequences substantially 
homologous to a nucleic acid sequence or complementary sequence thereof, or portions of 
said nucleic acid sequence or complementary sequence thereof, selected from the group 

20 consisting of SEQ ID NO: 37; SEQ ID NO: 253; SEQ ID NO: 304; SEQ ID NO: 323; and 
SEQ ID NO: 324. 

In yet another embodiment, a microarray may comprise one or more nucleic acid 
sequences substantially homologous to a^nucleic acid sequence oi complementary sequence 
thereof, or portions of said nucleic acid sequence or complementary sequence thereof, 

25 selected from the group consisting of SEQ ID NO: 27; SEQ ID NO: 37; SEQ ID NO: 49; 
SEQ ID NO: 57; SEQ ID NO: 64; SEQ ID NO: 70; SEQ ID NO: 78; SEQ ID NO: 104; SEQ 
ID NO: 106; SEQ ID NO: 123; SEQ ID NO: 131; SEQ ID NO: 138; SEQ ID NO: 150; SEQ 
ID NO: 158; SEQ ID NO: 160; SEQ ID NO: 165; SEQ ID NO: 166; SEQ ID NO: 169; SEQ 
ID NO: 173; SEQ ID NO: 174; SEQ ID NO: 183; SEQ ID NO: 187; SEQ ID NO: 188; SEQ 

30 ID NO: 189; SEQ ID NO: 190; SEQ ID NO: 191 ; SEQ ID NO: 192; SEQ ID NO: 193; SEQ 
ID NO: 194; SEQ ID NO: 195; SEQ ID NO: 196; SEQ ID NO: 197; SEQ ID NO: 198; SEQ 
ID NO: 199; SEQ ID NO: 200; SEQ ID NO: 201 ; SEQ ID NO: 202; SEQ ID NO: 203; SEQ 
ID NO: 204; SEQ ID NO: 205; SEQ ID NO: 206; SEQ ID NO: 207; SEQ ID NO: 208; SEQ 
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ID NO: 209; SEQ ID NO: 210; SEQ ID NO: 211; SEQ ID NO: 212; SEQ ID NO: 213; SEQ 
ID NO: 214; SEQ ID NO: 215; SEQ ID NO: 216; SEQ ID NO: 217; SEQ ID NO: 218; SEQ 
ID NO: 219; SEQ ID NO: 220; SEQ ID NO: 221; SEQ ID NO: 222; SEQ ID NO: 223; SEQ 
ID NO: 224; SEQ ID NO: 225; SEQ ID NO: 226; SEQ ID NO: 227; SEQ ID NO: 228; SEQ 
5 ID NO: 229; SEQ ID NO: 230; SEQ ID NO: 231; SEQ ID NO: 232; SEQ ID NO: 233; SEQ 
ID NO: 234; SEQ ID NO: 235; SEQ ID NO: 236; SEQ ID NO: 237; SEQ ID NO: 238; SEQ 
ID NO: 239; SEQ ID NO: 240; SEQ ID NO: 241 ; SEQ ID NO: 242; SEQ ID NO: 243; SEQ 
ID NO: 244; SEQ ID NO: 245; SEQ ID NO: 246; SEQ ID NO: 247; SEQ ID NO: 248; SEQ 
ID NO: 249; SEQ ID NO: 250; SEQ ID NO: 251; SEQ ID NO: 252; SEQ ID NO: 253; SEQ 

10 ID NO: 254; SEQ ID NO: 255; SEQ ID NO: 256; SEQ ID NO: 257; SEQ ID NO: 258; SEQ 
ID NO: 259; SEQ ID NO: 260; SEQ ID NO: 261 ; SEQ ID NO: 262; SEQ ID NO: 263; SEQ 
ID NO: 264; SEQ ID NO: 265; SEQ ID NO: 266; SEQ ID NO: 267; SEQ ID NO: 268; SEQ 
ID NO: 269; SEQ ID NO: 270; SEQ ID NO: 271; SEQ ID NO: 272; SEQ ID NO: 273; SEQ 
ID NO: 274; SEQ ID NO: 275; SEQ ID NO: 276; SEQ ID NO: 277; SEQ ID NO: 278; SEQ 

15 ID NO: 279; SEQ ID NO: 280; SEQ ID NO: 281; SEQ ID NO: 282; SEQ ID NO: 283; SEQ 
ID NO: 284; SEQ ID NO: 285; SEQ ID NO: 286; SEQ ID NO: 287; SEQ ID NO: 288; SEQ 
ID NO: 289; SEQ ID NO: 290; SEQ ID NO: 291; SEQ ID NO: 293; SEQ ID NO: 294; SEQ 
ID NO: 295; SEQ ID NO: 296; SEQ ID NO: 297; SEQ ID NO: 298; SEQ ID NO: 299; SEQ 
ID NO: 300; SEQ ID NO: 301; SEQ ID NO: 302; SEQ ID NO: 303; SEQ ID NO: 304; SEQ 

20 ID NO: 305; SEQ ID NO: 306; SEQ ID NO: 307; SEQ ID NO: 308; SEQ ID NO: 309; SEQ 
ID NO: 310; SEQ ID NO: 31 1; SEQ ID NO: 312; SEQ ID NO: 313; SEQ ID NO: 314; SEQ 
ID NO: 315; SEQ ID NO: 316; SEQ ID NO: 317; SEQ ID NO: 318; SEQ ID NO: 320; SEQ 
• • - ; v IDNO: 321; SEQ ID NO: 322; SEQ ID NO: 323; SEQ ID NO: 324; SEQ ID NO: 325, SEQ 
ID NO: 326; SEQ ID NO: 327; SEQ ID NO: 328; and SEQ ID NO: 329. 

25 In another embodiment, the present invention provides a microarray comprising a 

gene expression profile comprising one or more genes or oligonucleotide probes obtained 
therefrom, wherein said gene expression profile is generated from a cell type selected from 
the group comprising coronary artery endothelium, umbilical artery endothelium, umbilical 
vein endothelium, aortic endothelium, dermal microvascular endothelium, pulmonary artery 

30 endothelium, myometrium microvascular endothelium, keratinocyte epithelium, bronchial 
epithelium, mammary epithelium, prostate epithelium, renal cortical epithelium, renal 
proximal tubule epithehum, small airway epithelium, renal epithelium, umbilical artery 
smooth muscle, neonatal dermal fibroblast, pulmonary artery smooth muscle, dermal 
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fibroblast, neural progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, 
mesangial cells, coronary artery smooth muscle, bronchial smooth muscle, uterine smooth 
muscle, lung fibroblast, osteoblasts, and prostate stromal cells. 

This invention also relates to methods of doing business comprising the steps of 
5 determining the level of RNA expression for an RNA sample, wherein the RNA sample is 
amplified, fluorescently labeled, and hybridized to a microarray containing a plurality of 
nucleic acid sequences, and wherein the microarray is scanned for fluorescence; normalizing 
the expression levels using an algorithm, and scoring the RNA sample against a gene 
expression profile database. In one embodiment, the RNA sample is obtained from a patient 

10 and the patient sample includes, but is not limited to, blood, amniotic fluid, plasma, semen, 
bone marrow, and tissue biopsy. 

In another aspect of this method, the algorithm is either the MaxCor algorithm or the 
Mean Log Ratio algorithm. The invention described herein further provides algorithms 
useful for generating gene expression profiles. Specifically, the present invention provides 

1 5 for either the MaxCor algorithm or the Mean Log Ratio algorithm to generate a gene 
expression profile. 

The present invention also relates to a method of constructing a gene expression 
profile comprising the steps of hybridizing prepared RNA samples to a microarray containing 
a plurality of known nucleic acid sequences representing genes of a particular organism; 

20 obtaining an expression level for each gene on a microarray; and normalizing the expression 
level for each gene on a microarray to control standards. 

In a further aspect, the method of constructing a gene expression profile comprises the 
steps applying' lan algof itliih to each of the normalized gene expression levels; performing a 
correlation analysis for all normalized gene expression microarrays within a group of 

25 samples; establishing a gene expression profile using a signature extraction algorithm; and 
validating the gene expression profile. 

In one embodiment, the algorithm of the profile construction method is the MaxCor 
algorithm. Specifically, the MaxCor algorithm is used to generate a numeric value that is 
assigned to each gene based upon the expression level contained on the microarray. In one 

30 embodiment, the numeric value is between the range of (-1,+!). In particular, a negative 
numeric value represents a gene with relatively lower expression; a zero numeric value 
represents no relative gene expression difference; and a positive numeric value represents a 
gene with relatively higher expression. 
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In one embodiment, the numeric value is between the range of (-2,+2). In particular, 
a negative numeric value represents a gene with relatively lower expression; a zero numeric 
value represents no relative gene expression difference; and a positive numeric value 
represents a gene with relatively higher expression. 
5 In another embodiment, the algorithm of the profile construction method is the Mean 

Log Ratio algorithm. Specifically, the Mean Log Ratio algorithm is used to generate a 
numeric value that is assigned to each gene based upon the expression level contained on the 
microarray. In one embodiment, the numeric value is between the range of (-1,+1). In 
particular, a negative numeric value represents a gene with relatively lower expression; a zero 

10 numeric value represents no relative gene expression difference; and a positive numeric value 
represents a gene with relatively higher expression. 

In one embodiment, the numeric value is between the range of (-2,+2). In particular, 
a negative numeric value represents a gene with relatively lower expression; a zero numeric 
value represents no relative gene expression difference; and a positive numeric value 

1 5 represents a gene with relatively higher expression. 

The present invention further provides a method, in a computer system, for 
constructing and analyzing a gene expression profile comprising the steps of inputting gene 
expression data for each of a plurality of genes; normalizing expression data by transforming 
said data into log ratio values; filtering weak differential values; applying an algorithm to 

20 each of said normalized gene expression values; performing a classification analysis for all 
normalized gene expression values; establishing a gene expression profile; and validating the 
gene expression profile. The algorithm may be the MaxCor algorithm or the Mean Log Ratio 
algorithm. 

This invention is also related to computer programs for constructing and analyzing a 
25 gene expression signature. These computer programs may comprise computer code that 

receives as input gene expression data for a plurality of genes; computer code that normalizes 
expression data by transforming the data into log ratio values; computer code that applies an 
algorithm to each of the normalized gene expression values; computer code that performs a 
correlation analysis for the normalized gene expression values; computer code that 
30 establishes and validates the gene expression profile; and computer readable medium that 

stores computer code. The computer program may utilize the MaxCor algorithm or the Mean 
Log Ratio algorithm for gene expression profile analysis. 
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The present invention also provides methods for identifyng the phenotype of an 
unknown cell. This method comprises applying an algorithm to extract a gene expression 
profile from gene expression data generated from the cell; and matching the gene expression 
profile to a gene expression profile generated from a cell of known phenotype. In one 
5 embodiment, the algorithm is the MaxCor algorithm, hi an alternative embodiment, the 
algorithm is the Mean Log Ratio algorithm. 

In a particular embodiment, the application of an algorithm to extract a gene 
expression profile comprises setting a cutoff value for expression relative to normalized 
values, wherein said cutoff value is at least about two-fold induction above the normalized 

10 values. Moreover, the matching step may be performed using a database comprising one or 
more gene expression profiles generated from cells of known phenotype. 

The present invention further provides methods for distinguishing cell types 
comprising using an algorithm to generate a gene expression profile from a biological 
sample; and matching said generated gene expression profile to a gene expression profile of a 

1 5 specific cell type. In one embodiment, the algorithm is the MaxCor algorithm. In an 
alternative embodiment, the algorithm is the Mean Log Ratio algorithm. 

In a further embodiment, the specific cell type is selected from the group consisting of 
coronary artery endothelium, umbilical artery endothelium, umbilical vein endothelium, 
aortic endothelium, dermal microvascular endothelium, pulmonary artery endothelium, 

20 myometrium microvascular endothelium, keratinocyte epithelium, bronchial epithelium, 
mammary epithelium, prostate epithelium, renal cortical epithelium, renal proximal tubule 
epithelium, small airway epithelium, renal epithelium, umbilical artery smooth muscle, 
neonatal "dermal fibroblast, pulmonary artery smooth muscle, dermal fibroblast, neurai ' %< v ' 
progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, mesangial cells, coronary 

25 artery smooth muscle, bronchial smooth muscle, uterine smooth muscle, lung fibroblast, 
osteoblasts, and prostate stromal cells. 

In a specific embodiment, the present invention provides a method for determining 
the phenotype of a cell comprising the steps of applying an algorithm to extract a protein 
expression profile from protein expression data generated from the cell and matching the 

30 protein expression profile to a protein expression profile generated from a cell of known 
phenotype. 

In one embodiment, the algorithm is the MaxCor algorithm. In an alternative 
embodiment, the algorithm is the Mean Log Ratio algorithm. In yet another embodiment, the 
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applying step comprises setting a cutoff value for expression relative to normalized values, 
wherein said cutoff value is at least about two-fold induction above the normalized values. In 
yet another embodiment, the matching step is performed using a database comprising one or 
more protein expression profiles generated from cells of known phenotype. 
5 The present invention provides a method for distinguishing cell types comprising the 

step of matching a protein expression profile generated from a biological sample using an 
algorithm to a known protein expression profile of a specific cell type. In one embodiment, 
the algorithm is the MaxCor algorithm. In an alternative embodiment, the algorithm is the 
Mean Log Ratio algorithm. 

10 In a further embodiment, the specific cell type is selected from the group consisting of 

coronary artery endothelium, umbilical artery endothelium, umbilical vein endothelium, 
aortic endothelium, dermal microvascular endothelium, pulmonary artery endothelium, 
myometrium microvascular endothelium, keratinocyte epithelium, bronchial epithelium, 
mammary epithelium, prostate epithelium, renal cortical epithelium, renal proximal tubule 

15 epithelium, small airway epithelium, renal epithelium, umbilical artery smooth muscle, 
neonatal dermal fibroblast, pulmonary artery smooth muscle, dermal fibroblast, neural 
progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, mesangial cells, coronary 
artery smooth muscle, bronchial smooth muscle, uterine smooth muscle, lung fibroblast, 
osteoblasts, and prostate stromal cells. 

20 

BRIEF DESCRIPTION OF THE DRAWINGS 
Figure 1 . Laser capture microdissection (LCM) of 10 fim Nissl-stained sections of 
adult rat large arid ^mall dorsal root ganglion (DRG ) neurons. The arrows indicate DRG 
neurons to be captured (top panel). The middle and bottom panels show successful capture 
25 and film transfer respectively. 

Figure 2a-2b. Microarray of cDNA expression patterns of small (S) and large (L) 
neurons. Figure 2a is an example of the cDNA microarray data obtained. Boxed in white is 
an identical region of the microarray for LI and SI samples that is enlarged (shown directly 
below). In Figure 2b, scatter plots are shown that demonstrate the correlation between 
30 independent amplifications of SI vs. S2, SI vs. S3, LI vs. L2, and L (LI and L2) vs. S (SI, 
S2, and S3). 
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Figure 3. Preferentially expressed mRNAs identified in small DRG neurons. The 
ratio value describes the mean fluorescence intensity ratio of the small DRG neurons as 
compared to the large DRG neurons. 

Figure 4. Preferentially expressed mRNAs identified in large DRG neurons. The 
5 ratio value describes the mean fluorescence intensity ratio of the large DRG neurons as 
compared to the small DRG neurons. 

Figure 5. Representative fields of in situ hybridization of rat DRG with selected 
cDNAs. The sections were Nissl-counterstained. The left panel shows results with 
radiolabeled probes encoding neurofilament-high (NF-H), neurofilament-low (NF-L) and p~l 
10 subunit of the voltage-gated sodium channel (SCN(5-1). Arrows in the left panel denote 
identifiable small neurons. The right panel shows representative fields from radiolabeled 
probes encoding calcitonin gene-related product (CGRP), voltage-gated sodium channel 
(Na"N), and phospholipase C delta-4 (PLC). Arrows in the right panel denote identifiable 
large neurons. The large arrowhead denotes a large neuron which is also labeled. 
15 Figures 6. In situ hybridization of selected cDNAs identified in small DRG neurons 

and large DRG neurons. Based on quantitative measurements comparing the overall 
intensity of signal in small and large neurons and the percentage of cells labeled within the 
total population of either small or large neurons, the preferential expression of these mRNAs 
was demonstrated. 

20 Figure 7. Profile extraction analysis of several primary cell types. Clustering analysis 

of the gene expression profiles of the primary cell samples confirmed that these cell types 
could be classified into three groups: endothelial, epithelial, and muscle cell. 

Figure 8. Cluster analysis of the 30 gene expression vectors using the hciust 
algorithm in the S-plus statistical package (MathSoft, Inc., Cambridge, MA). The hciust 

25 algorithm groups together primary cells with similar gene expression patterns. The three 
sample groups (endothelial, epithelial, and muscle cells) were easily separated. 

Figure 9a-9t. The gene expression profile of human primary cells. The profile 
represents 459 genes identified from 30 primary cell types. The sequence source (Seq. 
Source) is the gene database (GB: GenBank; INCYTE: Incyte Genomes) from which the 

30 sequence was selected. The endothelial, epithelial, and muscle profile values are the numeric 
representation of the specific profile. The p-value is based on the Kruskal-Wallis rank test in 
which smaller p-values represent clones with higher discriminate power for classifying 
samples. The source description identifies the particular gene. 
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Figure 10a~10c. The gene expression profile of endothelial cells. The sequence 
source (Seq. Source) is the gene database (GB: GenBank; INCYTE: hxcyte Genomes) from 
which the sequence was selected. The endothelial, epithelial, and muscle profile values are 
the numeric representation of the specific profile. The p-value is based on the Kruskal-Wallis 
5 rank test in which smaller p-values represent clones with higher discriminate power for 
classifying samples. The source description identifies the particular gene. 

Figure 1 la-1 lc. The gene expression profile of epithelial cells. The sequence source 
(Seq. Source) is the gene database (GB: GenBank; INCYTE: Incyte Genomes) from which 
the sequence was selected. The endothelial, epithelial, and muscle profile values are the 
10 numeric representation of the specific profile. The p-value is based on the Kruskal-Wallis 
rank test in which smaller p-values represent clones with higher discriminate power for 
classifying samples. The source description identifies the particular gene. 

Figure 12a-12b. The gene expression profile of muscle cells. The sequence source 
(Seq. Source) is the gene database (GB: GenBank; INCYTE: Incyte Genomes) from which 
15 the sequence was selected. The endothelial, epithelial, and muscle profile values are the 
numeric representation of the specific profile. The p-value is based on the Kruskal-Wallis 
rank test in which smaller p-values represent clones with higher discriminate power for 
classifying samples. The source description identifies the particular gene. 

Figure 13. The profile vectors (endothelial, epithelial, and muscle) generated by 
20 using the Mean Log Ratio and MaxCor algorithms are plotted graphically. The numbers are 
plotted according to the color bar. Numbers in the middle are plotted with colors in between 
as indicated. 

Figure 14. Self-validation analysis using the Mean Log Ratio algorithm. Each of the 
30 samples was scored against the three expression profiles generated by using all 30 
25 samples. The scores are plotted on the bar chart (white - endothelial, black - epithelial, 
hatched - muscle). The order of the primary cells is listed in Figure 7. 

Figure 15. Omit-one analysis using the Mean Log Ratio algorithm. Each of the 30 
samples was scored against the three expression profiles generated by using all but the 
sample omitted. The scores are plotted on the bar chart (white - endothelial, black - 
30 epithelial, hatched - muscle). The order of the primary cells is listed on Figure 7. 

Figure 16. Self- validation analysis using the MaxCor algorithm. Each of the 30 
samples were scored against the three expression profiles generated by using all 30 samples. 
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The scores are plotted on the bar chart (white - endothelial, black - epithelial, hatched - 
muscle). The order of the primary cells is listed on Figure 7. 

Figure 17. Omit-one analysis using the MaxCor algorithm. Each of the 30 samples 
was scored against the three expression profiles generated by using all but the sample 
5 omitted. The scores are plotted on the bar chart (white - endothelial, black - epithelial, 
hatched - muscle). The order of the primary cells is listed on Figure 7. 

Figure 18a-l 8f. Gene expression profiles of epithelial cell lines derived from 
keratinocyte epithelium, mammary epithelium, bronchial epithelium, prostate epithelium, 
renal cortical epithelium, renal proximal tubule epithelium, small airway epithelium, and 
1 0 renal epithelium. The data is sorted from highest relative expression to lowest relative 
expression for keratinocyte epithelial cells. 

DETAILED DESCRIPTION OF THE INVENTION 
It is to be understood that this invention is not limited to the particular methodology, 
15 protocols, cell lines, animal species or genera, constructs, or reagents described and as such 
may vary. It is also to be understood that the terminology used herein is for the purpose of 
describing particular embodiments only, and is not intended to limit the scope of the present 
invention which will be limited only by the appended claims. 

It must be noted that as used herein and in the appended claims, the singular forms 
20 "a," "an," and "the" include plural reference unless the context clearly dictates otherwise. 
Thus, for example, reference to "a protein" is a reference to one or more proteins and 
includes equivalents thereof known to those skilled in the art, and so forth. 

Unless defined otherwise, all technical and scientific terms used herein have the same 
meaning as commonly understood to one of ordinary skill in the art to which this invention 
25 belongs. Although any methods, devices, and materials similar or equivalent to those 

described herein can be used in the practice or testing of the invention, the preferred methods, 
devices and materials are now described. 

All publications and patents mentioned herein are hereby incorporated by reference 
for the purpose of describing and disclosing, for example, the constructs and methodologies 
30 that are described in the publications which might be used in connection with the presently 
described invention. The publications discussed above and throughout the text are provided 
solely for their disclosure prior to the filing date of the present application. Nothing herein is 
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to be construed as an admission that the inventors are not entitled to antedate such disclosure 
by virtue of prior invention. 

DEFINITIONS 

5 For convenience, the meaning of certain terms and phrases employed in the 

specification, examples, and appended claims are provided below. The definitions are not 
meant to be limiting in nature and serve to provide a clearer understanding of certain aspects 
of the present invention. 

The term "genome" is intended to include the entire DNA complement of an 

1 0 organism, including the nuclear DNA component, chromosomal or extrachromosomal DNA, 
as well as the cytoplasmic domain (e.g., mitochondrial DNA). 

The term "gene" refers to a nucleic acid sequence that comprises control and coding 
sequences necessary for producing a polypeptide or precursor. The polypeptide may be 
encoded by a full length coding sequence or by any portion of the coding sequence. The gene 

1 5 may be derived in whole or in part from any source known to the art, including a plant, a 
fungus, an animal, a bacterial genome or episome, eukaryotic, nuclear or plasmid DNA, 
cDNA, viral DNA, or chemically synthesized DNA. A gene may contain one or more 
modifications in either the coding or the untranslated regions that could affect the biological 
activity or the chemical structure of the expression product, the rate of expression, or the 

20 manner of expression control. Such modifications include, but are not limited to, mutations, 
insertions, deletions, and substitutions of one or more nucleotides. The gene may constitute 
an uninterrupted coding sequence or it may include one or more introns, bound by the 
appropriate splice junctions. 

The term "gene expression" refers to the process by which a nucleic acid sequence 

25 undergoes successful transcription and translation such that detectable levels of the 
nucleotide sequence are expressed. 

The terms "gene expression profile" or "gene expression signature" refer to a group of 
genes representing a particular cell or tissue type (e.g., neuron, coronary artery endothelium, 
or disease tissue). 

30 The term "nucleic acid" as used herein, refers to a molecule comprised of one or more 

nucleotides, i.e., ribonucleotides, deoxyribonucleotides, or both. The term includes 
monomers and polymers of ribonucleotides and deoxyribonucleotides, with the 
ribonucleotides and/or deoxyribonucleotides being bound together, in the case of the 
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polymers, via 5' to 3 5 linkages. The ribonucleotide and deoxyribonucleotide polymers may 
be single or double-stranded. However, linkages may include any of the linkages known in 
the art including, for example, nucleic acids comprising 5' to 3' linkages. The nucleotides 
may be naturally occurring or may be synthetically produced analogs that are capable of 
5 forming base-pair relationships with naturally occurring base pairs. Examples of non- 

naturally occurring bases that are capable of forming base-pairing relationships include, but 
are not limited to, aza and deazapyrimidine analogs, aza and deaza purine analogs, and 
other heterocyclic base analogs, wherein one or more of the carbon and nitrogen atoms of 
the pyrimidine rings have been substituted by heteroatoms, e.g., oxygen, sulfur, selenium, 

10 phosphorus, and the like. Furthermore, the term "nucleic acid sequences'' contemplates the 
complementary sequence and specifically includes any nucleic acid sequence that is 
substantially homologous to the both the nucleic acid sequence and its complement. 

The term "homology", as used herein, refers to a degree of complementarity. There 
may be partial homology or complete homology (i.e., identity). A partially complementary 

15 sequence is one that at least partially inhibits an identical sequence from hybridizing to a 
target nucleic acid; it is referred to using the functional term "substantially homologous." 
The inhibition of hybridization of the completely complementary sequence to the target 
sequence may be examined using a hybridization assay (Southern or northern blot, solution 
hybridization and the like) under conditions of low stringency. A substantially homologous 

20 sequence or probe will compete for and inhibit the binding (i.e., the hybridization) of a 
completely homologous sequence or probe to the target sequence under conditions of low 
stringency. This is not to say that conditions of low stringency are such that non-specific 
binding is permitted; low stringency conditions require that the binding of two sequences to 
one another be a specific (i.e., selective) interaction. The absence of non-specific binding 

25 may be tested by the use of a second target sequence which lacks even a partial degree of 
complementarity (e.g., less than about 30% identity); in the absence of non-specific binding, 
the probe will not hybridize to the second non-complementary target sequence. 

The term "oligonucleotide" as used herein refers to a nucleic acid molecule 
comprising, for example, from about 10 to about 1000 nucleotides. Oligonucleotides for use 

30 in the present invention are preferably from about 15 to about 1 50 nucleotides, more 

preferably from about 150 to about 1000 in length. The oligonucleotide may be a naturally 
occurring oligonucleotide or a synthetic oligonucleotide. Oligonucleotides may be prepared 
by the phosphoramidite method (Beaucage and Carruthers, 22 Tetrahedron Lett. 1 859-62 
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(1981)), or by the triester method (Matteucci et ah, 103 J. AM. Chem. Soc. 3185 (1981)), or 
by other chemical methods known in the art. 

The terms "modified oligonucleotide" and "modified polynucleotide" as used herein 
refer to oligonucleotides or polynucleotides with one or more chemical modifications at the 
5 molecular level of the natural molecular structures of all or any of the bases, sugar moieties, 
internucleoside phosphate linkages, as well as to molecules having added substitutions or a 
combination of modifications at these sites. The internucleoside phosphate linkages may be 
phosphodiester, phosphotriester, phosphoramidate, siloxane, carbonate, carboxymethylester, 
acetamidate, carbamate, thioether, bridged phosphoramidate, bridged methylene 
1 0 phosphonate, phosphorothioate, methylphosphonate, phosphorodithioate, bridged 

phosphorothioate or sulfone intemucleotide linkages, or 3'-3', 5'-3\ or 5'-5' linkages, and 
combinations of such similar linkages. The phosphodiester linkage may be replaced with a 
substitute linkage, such as phosphorothioate, methylamino, methylphosphonate, 
phosphoramidate, and guanidine, and the ribose subunit of the nucleic acids may also be 
1 5 substituted {e.g., hexose phosphodiester; peptide nucleic acids). The modifications may be 
internal (single or repeated) or at the end(s) of the oligonucleotide molecule, and may include 
additions to the molecule of the internucleoside phosphate linkages, such as deoxyribose and 
phosphate modifications which cleave or crosslink to the opposite chains or to associated 
enzymes or other proteins. The terms "modified oligonucleotides" and "modified 
20 polynucleotides" also include oligonucleotides or polynucleotides comprising modifications 
to the sugar moieties {e.g., V -substituted ribonucleotides or deoxyribonucleotide monomers), 
any of which are bound together via 5' to 3' linkages. 

"Biomolecul&r sequence," as used herein, is a term that refers to all or a portion of a 
gene or nucleic acid sequence. A biomolecular sequence may also refer to all or a portion of 
25 an amino acid sequence. 

The terms "array" and "microarray" refer to the type of genes or proteins represented 
on an array by oligonucleotides or protein-capture agents, and where the type of genes or 
proteins represented on the array is dependent on the intended purpose of the array {e.g., to 
monitor expression of human genes or proteins). The oligonucleotides or protein-capture 
30 agents on a given array may correspond to the same type, category, or group of genes or 
proteins. Genes or proteins may be considered to be of the same type if they share some 
common characteristics such as species of origin {e.g., human, mouse, rat); disease state {e.g., 
cancer); functions {e.g., protein kinases, tumor suppressors); same biological process {e.g., 
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apoptosis, signal transduction, cell cycle regulation, proliferation, differentiation). For 
example, one airay type may be a "cancer array" in which each of the array oligonucleotides 
or protein-capture agents correspond to a gene or protein associated with a cancer. An 
"epithelial array 5 ' may be an array of oligonucleotides or protein-capture agents 
5 corresponding to unique epithelial genes or proteins. Similarly, a "cell cycle array" may be 
an array type in which the oligonucleotides or protein-capture agents correspond to unique 
genes or proteins associated with the cell cycle. 

The term "cell type" refers to a cell from a given source (e.g., a tissue, organ) or a cell 
in a given state of differentiation, or a cell associated with a given pathology or genetic 
10 makeup. 

The term "activation" as used herein refers to any alteration of a signaling pathway or 
biological response including, for example, increases above basal levels, restoration to basal 
levels from an inhibited state, and stimulation of the pathway above basal levels. 

The term "differential expression" refers to both quantitative as well as qualitative 

15 differences in the temporal and tissue expression patterns of a gene or a protein. For 

example, a differentially expressed gene may have its expression activated or completely 
inactivated in normal versus disease conditions. Such a qualitatively regulated gene may 
exhibit an expression pattern within a given tissue or cell type that is detectable in either 
control or disease conditions, but is not detectable in both. Differentially expressed genes 

20 may represent "high information density genes," "profile genes," or "target genes." 

Similarly, a differentially expressed protein may have its expression activated or 
completely inactivated in normal versus disease conditions. Such a qualitatively regulated 
protein may exhibit an expression pattern within a giveii" tissue of ceii type that is detectable 
in either control or disease conditions, but is not detectable in both. Morever, differntialy 

25 expressed genes may represent "high information density proteins," "profile proteins," or 
"target proteins." 

The term "detectable" refers to an RNA expression pattern which is detectable via the 
standard techniques of polymerase chain reaction (PCR), reverse transcriptase-(RT) PCR, 
differential display, and Northern analyses, which are well known to those of skill in the art. 
30 Similarly, protein expression patterns may be "detected" via standard techniques such as 
Western blots. 

The term "high information density" refers to a gene or protein whose expression 
pattern may be used as a predictor or diagnostic, may be used in methods for identifying 
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therapeutic compounds, drug or toxicity screening, or identifying cellular signal pathways or 
co-regulated genes. Identification of high information density genes or proteins is 
accomplished by assessing the information content of one or more genes or proteins 
comprising one or more gene or protein expression profiles. Genes or proteins providing the 
5 highest amount of information content comprise high information density genes or proteins. 
High information density genes may also be referred to as "predictor genes." Similarly, high 
information density proteins may be referred to as "predictor proteins." 

The term "information content" refers to the value assigned to a particular gene or 
protein based on quantitative and qualitative expression under selected conditions. 
10 Information content may be derived by measuring one or more parameters of gene or protein 
expression including, but not limited to, the cell type in which the gene or protein is 
expressed, the magnitude of response over time, and response to chemical or physical stimuli. 
Algorithms may be used in assessing the information content provided by particular genes or 
proteins. 

15 A "target gene" refers to a nucleic acid, often derived from a biological sample, to 

which an oligonucleotide probe is designed to specifically hybridize. It is either the presence 
or absence of the target nucleic acid that is to be detected, or the amount of the target nucleic 
acid that is to be quantified. The target nucleic acid has a sequence that is complementary to 
the nucleic acid sequence of the corresponding probe directed to the target. The target 

20 nucleic acid may also refer to the specific subsequence of a larger nucleic acid to which the 
probe is directed or to the overall sequence (e.g., gene or mRNA) whose expression level it is 
desired to detect. 

■ A "target protein" refers to an amino acid or protein, often derived from a biological 

sample, to which a protein-capture agent specifically hybridizes or binds. It is either the 

25 presence or absence of the target protein that is to be detected, or the amount of the target 
protein that is to be quantified. The target protein has a structure that is recognized by the 
corresponding protein-capture agent directed to the target. The target protein or amino acid 
may also refer to the specific substructure of a larger protein to which the protein-capture 
agent is directed or to the overall structure (e.g., gene or mRNA) whose expression level it is 

30 desired to detect. 

The term "complementary" refers to the topological compatibility or matching 
together of the interacting surfaces of a probe molecule and its target. The target and its 
probe can be described as complementary, and furthermore, the contact surface 
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characteristics are complementary to each other. Hybridization or base pairing between 
nucleotides or nucleic acids, such as, for example, between the two strands of a double- 
stranded DNA molecule or between an oligonucleotide probe and a target are 
complementary. 

5 The term "hybridization" refers to the binding, duplexing, or hybridizing of a nucleic 

acid molecule to a particular nucleic acid sequence under stringent conditions. Hybridization 
may also refer to the binding of a protein-capture agent to a target protein under certain 
conditions, such as normal physiological conditions. 

The term "stringent conditions" refers to conditions under which a probe may 

10 hybridize to its target nucleic acid sequence, but to no other sequences. Stringent conditions 
are sequence-dependent {e.g., longer sequences hybridize specifically at higher 
temperatures). Generally, stringent conditions are selected to be about 5°C lower than the 
thermal melting point (T m ) for the specific sequence at a defined ionic strength and pH. The 
T m is the temperature (under defined ionic strength, pH, and nucleic acid concentration) at 

15 which 50% of the probes complementary to the target sequence hybridize to the target 
sequence at equilibrium. Typically, stringent conditions will be those in which the salt 
concentration is at least about 0.01 to about 1.0 M sodium ion concentration (or other salts) at 
about pH 7.0 to about pH 8.3 and the temperature is at least about 30°C for short probes (e.g., 
10 to 50 nucleotides). Stringent conditions may also be achieved with the addition of 

20 destabilizing agents such as fonnamide. 

The term "label" refers to agents that are capable of providing a detectable signal, 
either directly or through interaction with one or more additional members of a signal 
producing system. Labels that are directly detectable and may find use in the present 
invention include: fluorescent labels, where the wavelength of light absorbed by the 

25 fluorophore may generally range from about 300 to about 900 nm, usually from about 400 to 
about 800 nm, and where the absorbance maximum may typically occur at a wavelength 
ranging from about 500 to about 800 nm. Specific fluorophores for use in singly labeled 
primers include: fluorescein, rhodamine, BODIPY, cyanine dyes and the like. Radioactive 
isotopes, such as 35 S, 32 P, 3 H, and the like may also be utilized as labels. Examples of labels 

30 that provide a detectable signal through interaction with one or more additional members of a 
signal producing system include capture moieties that specifically bind to complementary 
binding pair members, where the complementary binding pair members comprise a directly 
detectable label moiety, such as a fluorescent moiety as described above. The label should be 
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such that it does not provide a variable signal, but instead provides a constant and 
reproducible signal over a given period of time. Capture moieties of interest include ligands 
(e.g., biotin) where the other member of the signal producing system could be fluorescently 
labeled streptavidin, and the like. The target molecules may be end-labeled, i.e., the label 
5 moiety is present at a region at least proximal to, and preferably at, the 5' terminus of the 
target. 

The term "oligonucleotide probe" refers to a surface-immobilized oligonucleotide that 
may be recognized by a particular target. Depending on context, the term "oligonucleotide 
probes" refers both to individual oligonucleotide molecules and to the collection of 

10 oligonucleotide molecules immobilized at a discrete location. Generally, the probe is capable 
of binding to a target nucleic acid of complementary sequence through one or more types of 
chemical bonds, usually through complementary base pairing via hydrogen bond formation. 
As used herein, an oligonucleotide probe may include natural {e.g., A, G, C, or T) or 
modified bases (e.g., 7-deazaguanosine, inosine). In addition, the bases in an oligonucleotide 

1 5 probe may be joined by a linkage other than a phosphodiester bond, so long as it does not 
interfere with hybridization. Thus, oligonucleotide probes may be peptide nucleic acids in 
which the constituent bases are joined by peptide bonds rather than phosphodiester linkages. 

The term "protecting group" as used herein, refers to any of the groups which are 
designed to block one reactive site in a molecule while a chemical reaction is carried out at 

20 another reactive site. The proper selection of protecting groups for a particular synthesis may 
be governed by the overall methods employed in the synthesis. For example, in 
photolithography synthesis, discussed below, the protecting groups are photolabile protecting 
' groups such as NVOC and MeNPOC. In other methods, protecting gr6ups may be removed 
by chemical methods and include groups such as FMOC, DMT, and others known to those of 

25 skill in the art. 

The term "support" or "substrate" refers to material having a rigid or semi-rigid 
surface. Such materials may take the form of plates or slides, small beads, pellets, disks or 
other convenient forms, although other forms may be used. In some embodiments, at least 
one surface of the substrate will be substantially flat. In other embodiments, a roughly 

30 spherical shape may be preferred. In the microarrays of the present invention, the 

oligonucleotide probes or protein-capture agents (defined below) may be stably associated 
with the surface of a rigid support, i.e., the probes maintain their position relative to the rigid 
support under hybridization and washing conditions. As such, the oligonucleotide probes or 
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protein-capture agents may be non-covalently or covalently associated with the support 
surface. Examples of non-covalent association include non-specific adsorption, specific 
binding through a specific binding pair member covalently attached to the support surface, 
and entrapment in a support material (e.g., a hydrated or dried separation medium) which 
5 presents the oligonucleotide probe or protein-capture agent in a manner sufficient for 
hybridization to occur. Examples of covalent binding include covalent bonds formed 
between the oligonucleotide probe or protein-capture agent and a functional group present on 
the surface of the rigid support {e.g., -OH) where the functional group may be naturally 
occurring or present as a member of an introduced linking group. 

10 As mentioned above, the microarray may be present on a rigid substrate. By rigid, the 

support is solid and preferably does not readily bend. As such, the rigid substrates of the 
microarrays are sufficient to provide physical support and structure to the oligonucleotide 
probes or protein-capture agents present thereon under the assay conditions in which the 
microarray is utilized, particularly under high-throughput handling conditions. 

1 5 The term "spatially directed oligonucleotide synthesis" refers to any method of 

directing the synthesis of an oligonucleotide to a specific location on a substrate. 

The term "background" refers to hybridization signals resulting from non-specific 
binding, or other interactions, between the labeled target nucleic acids and components of the 
oligonucleotide microarray (e.g., the oligonucleotide probes, control probes, the array 

20 substrate) or between target proteins and the protein-capture agents of a protein microarray. 
Background signals may also be produced by intrinsic fluorescence of the microarray 
components themselves. A single background signal may be calculated for the entire array, 

^^•. ;v -- : -ora-different background signal may be calculated for each target nucleic acid or target 

protein. The background may be calculated as the average hybridization signal intensity, or 

25 where a different background signal is calculated for each target gene or target protein. 
Alternatively, background may be calculated as the average hybridization signal intensity 
produced by hybridization to probes that are not complementary to any sequence found in the 
sample (e.g., probes directed to nucleic acids of the opposite sense or to genes not found in 
the sample such as bacterial genes where the sample is mammalian nucleic acids). The 

30 background can also be calculated as the average signal intensity produced by regions of the 
array which lack any probes or protein-capture agents at all. 

The term "cluster" refers to a group of nucleic acid sequences or amino acid 
sequences related to one another by sequence homology. In one example, clusters are formed 
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based upon a specified degree of homology and/or overlap (e.g., stringency). "Clustering" 
may be performed with the nucleic acid or amino acid sequence data. For instance, a 
sequence thought to be associated with a particular molecular or biological function in one 
tissue might be compared against another library or database of sequences. This type of 
5 search is useful to look for homologous, and presumably functionally related, sequences in 
other tissues or samples, and may be used to streamline the methods of the present invention 
in that clustering may be used within one or more of the databases to cluster biomolecular 
sequences prior to performing methods of the invention. The sequences showing sufficient 
homology with the representative sequence are considered part of a "cluster." Such 
10 "sufficient" homology may vary within the needs of one skilled in the art. 

The term "linker" refers to a moiety, molecule, or group of molecules attached to 
a solid support, and spacing an oligonucleotide or other nucleic acid fragment from the 
solid support. 

The term "bead" refers to solid supports for use with the present invention. 

1 5 Such beads may have a wide variety of forms, including microparticles, beads, and 

membranes, slides, plates, micromachined chips, and the like. Likewise, solid supports of 
the invention may comprise a wide variety of compositions, including glass, plastic, silicon, 
alkanethiolate-derivatized gold, cellulose, low crosslinked and high crosslinked polystyrene, 
silica gel, polyamide, and the like. Other materials and shapes may be used, including 

20 pellets, disks, capillaries, hollow fibers, needles, solid fibers, cellulose beads, pore-glass 

beads, silica gels, polystyrene beads optionally crosslinked with divinylbenzene, grafted co- 
poly beads, poly-acrylamide beads, latex beads, dimethylacrylamide beads optionally 
crosslinked with N,N-bis-acryloyl ethylene diamine, arid glass particles coated with a 
hydrophobic polymer. 

25 The term "biological sample" refers to a sample obtained from an organism (e.g., 

patient) or from components (e.g., cells) of an organism. The sample may be of any 
biological tissue or fluid. The sample may be a "clinical sample" which is a sample derived 
from a patient. Such samples include, but are not limited to, sputum, blood, blood cells (e.g., 
white cells), amniotic fluid, plasma, semen, bone marrow, and tissue or fine needle biopsy 

30 samples, urine, peritoneal fluid, and pleural fluid, or cells therefrom. Biological samples may 
also include sections of tissues such as frozen sections taken for histological purposes. A 
biological sample may also be referred to as a "patient sample." 
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"Proteomics" is the study of or the characterization of either the proteome or some 
fraction of the proteome. The "proteome" is the total collection of the intracellular proteins 
of a cell or population of cells and the proteins secreted by the cell or population of cells. 
This characterization includes measurements of the presence, and usually quantity, of the 
5 proteins that have been expressed by a cell. The function, structural characteristics (such as 
post-translational modification), and location within the cell of the proteins may also be 
studied. "Functional proteomics" refers to the study of the functional characteristics, activity 
level, and structural characteristics of the protein expression products of a cell or population 
of cells. 

1 0 A "protein" means a polymer of amino acid residues linked together by peptide 

bonds. The term, as used herein, refers to proteins, polypeptides, and peptides of any size, 
structure, or function. Typically, however, a protein will be at least six amino acids long. If 
the protein is a short peptide, it will be at least about 10 amino acid residues long. A protein 
may be naturally occurring, recombinant, or synthetic, or any combination of these. A 

15 protein may also comprise a fragment of a naturally occurring protein or peptide. A protein 
may be a single molecule or may be a multi-molecular complex. The term protein may also 
apply to amino acid polymers in which one or more amino acid residues is an artificial 
chemical analogue of a corresponding naturally occurring amino acid. 

A "fragment of a protein," as used herein, refers to a protein that is a portion of 

20 another protein. For example, fragments of proteins may comprise polypeptides obtained by 
digesting full-length protein isolated from cultured cells. In one embodiment, a protein 
fragment comprises at least about six amino acids. In another embodiment, the fragment 
comprises at least about ten amino acids. In yet another embodiment, the protein fragment 
comprises at least about 16 amino acids. 

25 As used herein, an "expression product" is a biomolecule, such as a protein, which is 

produced when a gene in an organism is expressed. An expression product may comprise 
post-translational modifications. 

The term "protein expression" refers to the process by which a nucleic acid sequence 
undergoes successful transcription and translation such that detectable levels of the amino 

30 acid sequence or protein are expressed. 

The terms "protein expression profile" or "protein expression signature" refer to a 
group of proteins representing a particular cell or tissue type (e.g., neuron, coronary artery 
endothelium, or disease tissue). 
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The term "protein-capture agent," as used herein, refers to a molecule or a multi- 
molecular complex that can bind a protein to itself. In one embodiment, protein-capture 
agents bind their binding partners in a substantially specific manner. In one embodiment, 
protein-capture agents may exhibit a dissociation constant (Kd) of less than about 10" 6 . The 
5 protein-capture agent may comprise a biomolecule such as a protein or a polynucleotide. 
The biomolecule may further comprise a naturally occurring, recombinant, or synthetic 
biomolecule. Examples of protein-capture agents include antibodies, antigens, receptors, or 
other proteins, or portions or fragments thereof. Furthermore, protein-capture agents are 
understood not to be limited to agents that only interact with their binding partners through 

10 noncovalent interactions. Rather, protein-capture agents may also become covalently 

attached to the proteins with which they bind. For example, the protein-capture agent may be 
photocrosslinked to its binding partner following binding. 

A "region of protein-capture agents" is a term that refers to a discrete area of 
immobilized protein-capture agents on the surface of a substrate. The regions may be of any 

15 geometric shape or may be irregularly shaped. 

As used herein, the term "binding partner" refers to a protein that may bind to a 
particular protein-capture agent. In one embodiment, the binding partner binds a protein- 
capture agent in a substantially specific manner. In some cases, the protein-capture agent 
may be a cellular or extracellular protein and the binding partner may be the entity normally 

20 bound in vivo. In other embodiments, however, the binding partner may be the protein or 

peptide on which the protein-capture agent was selected (through in vitro or in vivo selection) 
or raised (as in the case of antibodies). A binding partner may be shared by more than one 
- protein-cap lure agent. For example, a binding partner that is bound by a variety of polyclonal 
antibodies may bear a number of different epitopes. One protein-capture agent may also bind 

25 to a multitude of binding partners, for example, if the binding partners share the same 
epitope. 

A "population of cells in an organism" means a collection of more than one cell in a 
single organism or more than one cell originally derived from a single organism. The cells in 
the collection are preferably all of the same type. They may all be from the same tissue in an 
30 organism, for example. Most preferably, gene expression in all of the cells in the population 
is identical or nearly identical. 

"Conditions suitable for protein binding" means those conditions (in terms of salt 
concentration, pH, detergent, protein concentration, temperature, etc.) that allow for binding 
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to occur between an immobilized protein-capture agent and its binding partner in solution. 
Preferably, the conditions are not so lenient that a significant amount of nonspecific protein 
binding occurs. 

A "small molecule" comprises a compound or molecular complex, either synthetic, 
5 naturally derived, or partially synthetic, composed of carbon, hydrogen, oxygen, and 

nitrogen, which may also contain other elements, and which may have a molecular weight of 
less than about 5,000, and in a specific embodiment between about 100 and about 1,500. 

The term "antibody" means an immunoglobulin, whether natural or partially or 
wholly synthetically produced. All derivatives thereof that maintain specific binding ability 

1 0 are also included in the term. The term also covers any protein having a binding domain that 
is homologous or largely homologous to an immunoglobulin binding domain. An antibody 
may be monoclonal or polyclonal. The antibody may be a member of any immunoglobulin 
class, including any of the human classes: IgG, IgM, IgA, IgD, and IgE. 

The term "antibody fragment" refers to any derivative of an antibody that is less than 

1 5 full-length. In one aspect, the antibody fragment retains at least a significant portion of the 
full-length antibody's specific binding ability, specifically, as a binding partner. Examples of 
antibody fragments include, but are not limited to, Fab, Fab', F(ab') 2 , scFv, Fv, dsFv diabody, 
and Fd fragments. The antibody fragment may be produced by any means. For example, the 
antibody fragment may be enzymatically or chemically produced by fragmentation of an 

20 intact antibody or it may be recombinantly produced from a gene encoding the partial 
antibody sequence. Alternatively, the antibody fragment may be wholly or partially 
synthetically produced. The antibody fragment may comprise a single chain antibody 
fragment. In another embodiment, tlie fragment may comprise multiple chains that are linked 
together, for example, by disulfide linkages. The fragment may also comprise a 

25 multimolecular complex. A functional antibody fragment may typically comprise at least 
about 50 amino acids and more typically will comprise at least about 200 amino acids. 

As used herein, single-chain Fvs (scFvs) refer to recombinant antibody fragments, 
consisting of the variable light chain (V L ) and variable heavy chain (V H ) covalently 
connected to one another by a polypeptide linker. Either V L or V H may be the NH 2 4erminal 

30 domain. The polypeptide linker may be of variable length and composition so long as the 
two variable domains are bridged without serious steric interference. Typically, the linkers 
are comprised primarily of stretches of glycine and serine residues with some glutamic acid 
or lysine residues interspersed for solubility. 
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"Diabodies" refer to dimeric scFvs. The components of diabodies generally have 
shorter peptide linkers than most scFvs and they show a preference for associating as dimers. 

An "Fv" fragment consists of one Vh and one Vl domain held together by 
noncovalent interactions. The term "dsFv" is used herein to refer to an Fv with an engineered 
5 intermolecular disulfide bond to stabilize the V H -V L pair. 

The term "FfabV fragment refers to an antibody fragment essentially equivalent to 
that obtained from immunoglobulins by digestion with an enzyme pepsin at pH 4.0-4.5. 
The fragment may be recombinantly produced. 

A "Fab" fragment is an antibody fragment essentially equivalent to that obtained by 
1 0 reduction of the disulfide bridge or bridges joining the two heavy chain pieces in the F(ab')2 
fragment. The Fab* fragment may be recombinantly produced. 

A "Fab" fragment is an antibody fragment essentially equivalent to that obtained by 
digestion of immunoglobulins with the enzyme papain. The Fab fragment may be 
recombinantly produced. The heavy chain segment of the Fab fragment is the Fd piece. 
1 5 The term "coating" means a layer that is either naturally or synthetically formed on or 

applied to the surface of the substrate. For example, the exposure of a substrate, such as 
silicon, to air results in oxidation of the exposed surface. In the case of a substrate made of 
silicon, a silicon oxide coating is formed on the surface upon exposure to air. In other 
instances, the coating is not derived from the substrate and may be placed upon the surface 
20 via mechanical, physical, electrical, or chemical means. An example of this type of coating 
would be a metal coating that is applied to a silicon or polymeric substrate or a silicon nitride 
coating that is applied to a silicon substrate. Although a coating may be of any thickness, 
typically the coating has a thickness smaller than that of the substrate. 

An "interlayer" or "adhesion layer" refers to an additional coating or layer that is 
25 positioned between the first coating and the substrate. Multiple interlayers may be used 
together. The primary purpose of a typical interlayer is to facilitate adhesion between the 
first coating and the substrate. One such example is the use of a titanium or chromium 
interlayer to help adhere a gold coating to a silicon or glass surface. However, other possible 
functions of an interlayer are also contemplated. For example, some interlayers may perform 
30 a role in the detection system of the microarray, such as a semiconductor or metal layer 
between a nonconductive substrate and a nonconductive coating. 

An "organic thinfilm" is a thin layer of organic molecules that has been applied to a 
substrate or to a coating on a substrate if present. An organic thinfilm may be less than about 
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20 nm thick. Alternatively, an organic thinfilm may be less than about 10 nm thick An 
organic thinfilm may be disordered or ordered. For example, an organic thinfilm can be 
amorphous (such as a chemisorbed or spin-coated polymer) or highly organized (such as a 
Langmuir-Blodgett film or self-assembled monolayer). An organic thinfilm may be 
5 heterogeneous or homogeneous. In one embodiment, the organic thinfilm is a monolayer. In 
another embodiment, the organic thinfilm comprises a lipid bilayer. In other embodiments, 
the organic thinfilm may comprise a combination of more than one form of organic thinfilm. 
For example, an organic thinfilm may comprise a lipid bilayer on top of a self-assembled 
monolayer. A hydrogel may also compose an organic thinfilm. The organic thinfilm may 

10 have functionalities exposed on its surface that serve to enhance the surface conditions of a 
substrate or the coating on a substrate in any of a number of ways. For example, exposed 
functionalities of the organic thinfilm may be useful in the binding or covalent 
immobilization of the protein-capture agents to the regions of the protein microarray. 
Alternatively, the organic thinfilm may bear functional groups, such as polyethylene glycol 

15 (PEG), which reduce the non-specific binding of molecules to the surface. Other exposed 
functionalities serve to tether the thinfilm to the surface of the substrate or the coating. 
Particular functionalities of the organic thinfilm may also be designed to enable certain 
detection techniques to be used with the surface. Alternatively, the organic thinfilm may 
serve the purpose of preventing inactivation of a protein-capture agent or the protein binding 

20 partner to be bound by a protein-capture agent from occurring upon contact with the surface 
of a substrate or a coating on the surface of a substrate. 

A "monolayer" is a single-molecule thick organic thinfilm. A monolayer may be 
disordered or ordered. A monolayer may be a polymeric compound, such as a polynonionic 
polymer, a polyionic polymer, or a block-copolymer. For example, the monolayer may 

25 comprise a poly amino acid such as polylysine. In another embodiment, the monolayer may 
be a self-assembled monolayer. One face of the self-assembled monolayer may comprise 
chemical functionalities on the termini of the organic molecules that are chemisorbed or 
physisorbed onto the surface of the substrate or, if present, the coating on the substrate. 
Examples of suitable functionalities of monolayers include the positively charged amino 

30 groups of poly-L-lysine for use on negatively charged surfaces and thiols for use on gold 

surfaces. Generally, the other face of the self-assembled monolayer is exposed and may bear 
any number of chemical functionalities or end groups. 
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A "self-assembled monolayer" is a monolayer that is created by the spontaneous 
assembly of molecules. The self-assembled monolayer may be ordered, disordered, or 
exhibit short- to long-range order. 

An "affinity tag" is a functional moiety capable of directly or indirectly immobilizing 
5 a protein-capture agent onto a substrate surface or an exposed functionality of an organic 
thinfilm covering the substrate surface. In one embodiment, the affinity tag enables the site- 
specific immobilization and thus enhances orientation of the protein-capture agent onto the 
organic thinfilm. In some cases, the affinity tag may be a simple chemical functional group. 
Other possibilities include amino acids, poly amino acids tags, or full-length proteins. Still 

1 0 other possibilities include carbohydrates and nucleic acids. For example, the affinity tag may 
be a polynucleotide that hybridizes to another polynucleotide serving as a functional group on 
the organic thinfilm or another polynucleotide serving as an adaptor. The affinity tag may 
also be a synthetic chemical moiety. If the organic thinfilm of each of the regions of protein- 
capture agents comprises a lipid bilayer or monolayer, then a membrane anchor is a suitable 

1 5 affinity tag. The affinity tag may be covalently or noncovalently attached to the protein- 
capture agent. For example, if the affinity tag is covalently attached to the protein-capture 
agent it may be attached via chemical conjugation or as a fusion protein. The affinity tag 
may also be attached to the protein-capture agent via a cleavable linkage. Alternatively, the 
affinity tag may not be directly in contact with the protein-capture agent. Rather, the affinity 

20 tag may be separated from the protein-capture agent by an adaptor. The affinity tag may 
immobilize the protein-capture agent to the organic thinfilm either through noncovalent 
interactions or through a covalent linkage. 

M An "adaptor," for purposes of Siis iav Ciitiou, is auy'eniiiy that links an affinity tag to 

the protein-capture agent. The adaptor may be, but is not limited to, a discrete molecule that 

25 is noncovalently attached to both the affinity tag and the protein-capture agent. The adaptor 
may be covalently attached to the affinity tag or the protein-capture agent or both, via 
chemical conjugation or as a fusion protein. Full-length proteins, polypeptides, or peptides 
may base used as adaptors. Other possible adaptors include carbohydrates or nucleic acids. 
The term "fusion protein" refers to a protein composed of two or more polypeptides 

30 that, although typically not joined in their native state, are joined by their respective amino 
and carboxyl termini through a peptide linkage to form a single continuous polypeptide. It is 
understood that the two or more polypeptide components can either be directly joined or 
indirectly joined through a peptide linker/spacer. 
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The term "normal physiological conditions" means conditions that are typical inside a 
living organism or a cell. Although some organs or organisms provide extreme conditions, 
the intra-organismal and intra-cellular environment normally varies around pH 7 (i.e., from 
pH 6.5 to pH 7.5), contains water as the predominant solvent, and exists at a temperature 
5 above 0°C and below 50°C. The concentration of various salts depends on the organ, 
organism, cell, or cellular compartment used as a reference. 
I. Nucleic Acid Microarrays 

Microarray technology provides the opportunity to analyze a large number of nucleic 
acid sequences. This technology may also be utilized for comparative gene expression 
1 0 analysis, drug discovery, and characterization of molecular interactions. With respect to 
expression analysis, the expression pattern of a particular gene may be used to characterize 
the function of that gene. In addition, microarrays may be utilized to analyze both the static 
expression of a gene (e.g., expression in a specific tissue) as well as, dynamic expression of a 
particular gene (e.g., expression of one gene relative to the expression of other genes) 
1 5 (Duggan et al., 21 Nature Genet. 10-14 (1999)). 

An advantage of the microarray technology is the use of an impermeable, rigid 
support as compared to the porous membranes used in the traditional blotting methods (e.g., 
Northern and Southern analyses). Hybridization buffers do not penetrate the support 
resulting in greater access to the oligonucleotide probes, enhanced rates of hybridization, and 
20 improved reproducibility. In addition, the microarray technology provides better image 
acquisition and image processing (Southern et al., 21 Nature Genet. 5-9 (1999)). 
For microarray analysis, nucleic acids (e.g., RNA) may be isolated from a biological sample, 
-■—v. ^Nucleic acid samples include, but are not limited to, mRNA transcripts of the gencor genes,- : . 

cDNA reverse transcribed from the mRNA, cRNA transcribed from the cDNA, DNA 
25 amplified from the genes, RNA transcribed from amplified DNA, and the like. 
A. Methods For Producing Nucleic Acid Microarrays 
The microarrays may be produced through spatially directed oligonucleotide 
synthesis. Methods for spatially directed oligonucleotide synthesis include, without 
limitation, light-directed oligonucleotide synthesis, microlithography, application by ink jet, 
30 microchannel deposition to specific locations and sequestration with physical barriers. 
In general, these methods involve generating active sites, usually by removing protective 
groups, and coupling to the active site a nucleotide that, itself, optionally has a protected 
active site if further nucleotide coupling is desired. 
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A microarray may be configured, for example, by in situ synthesis or by direct 
deposition ("spotting" or "printing") of synthesized oligonucleotide probes onto the support. 
The oligonucleotide probes are used to detect complementary nucleic acid sequences in a 
target sample of interest. In situ synthesis has several advantages over direct placement such 
5 as higher yields, consistency, efficiency, cost, and potential use of combinatorial strategies 
(Southern et al. (1999)). However, for longer nucleic acid sequences such as PCR products, 
deposition may be the preferred method. Generation of microarrays by in situ synthesis may 
be accomplished by a number of methods including photochemical deprotection, ink-jet 
delivery, and flooding channels (Lipshutz et al., 21 Nature Genet. 20-24 (1999); Blanchard 

10 et al., 1 1 Biosensors and Bioelectronics, 687-90 (1996); Maskos et al., 21 Nucleic 
Acids Res. 4663-69 (1993)). 

The present invention relates to the construction of microarrays by the in situ 
synthesis method using solid-phase DNA synthesis and photolithography (Lipshutz et al. 
(1999)). Linkers with photolabile protecting groups may be covalently or non-covalently 

15 attached to a support {e.g., glass). Light is then directed through a photolithographic screen 
to specific areas on the support resulting in localized photodeprotection and yielding reactive 
hydroxyl groups in the illuminated regions. A 3 -O-phosphoramidite-activated 
deoxynucleoside (protected at the 5 -hydroxyl with a photolabile group) is then incubated 
with the support and coupling occurs at deprotected sites that were exposed to light. 

20 Following the optional capping of unreacted active sites and oxidation, the substrate is rinsed 
and the surface is illuminated through a second screen, to expose additional hydroxyl groups 
for coupling to the linker. A second 5-protected, 3-O-phosphoramidite-activated 
^deoxynucleoside is'pi'ebeiitcd to the support. The selective photodeprotection and coupling 
cycles are repeated until the desired products are obtained. Photolabile groups may then be 

25 removed and the sequence may be capped. Side chain protective groups may also be 

removed. Because photolithography is used, the process may be miniaturized to generate 
high-density microarrays of oligonucleotide probes. Thus, thousands to hundreds of 
thousands of arbitrary oligonucleotide probes may be generated on a single microarray 
support using this technology. 

30 To produce a microarray by the spotting method, oligonucleotide probes are prepared, 

generally by PCR, for printing onto the microarray support. As described for the in situ 
technique, the probes may be selected from a number of sources including nucleic acid 
databases such as GenBank, Unigen, HomoloGene, RefSeq, dbEST, and dbSNP (Wheeler et 
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al., 29 Nucleic Acids Res. 1 1-16 (2001)). In addition, oligonucleotide probes may be 

randomly selected from cDNA libraries reflecting, for example, a tissue type {e.g., cardiac or 

neuronal tissue), or a genomic library representing a species of interest {e.g., Drosophilia 

melanogaster). If PCR is used to generate the probes, for example, approximately 100-500 
5 pg of the purified PCR product (about 0.6-2.4 kb) may be spotted onto the support (Duggan 

et al, 1999). The spotting (or printing) may be performed by a robotic arrayer {see, e.g., U.S. 

Patent Nos. 6,150,147; 5,968,740; 5,856,101; 5,474,796; and 5,445,934;). 

A number of different microarray configurations and methods for their production are 

known to those of skill in the art and are disclosed in U.S. Patent Nos.: 6,1 56,501 ; 6,077,674; 
10 6,022,963; 5,919,523; 5,885,837; 5,874,219; 5,856,101; 5,837,832; 5,770,722; 5,770,456; 

5,744,305; 5,700,637; 5,624,711; 5,593,839; 5,571,639; 5,556,752; 5,561,071; 5,554,501; 

5,545,531; 5,529,756; 5,527,681; 5,472,672; 5,445,934; 5,436,327; 5,429,807; 5,424,186; 

5,412,087; 5,405,783; 5,384,261; 5,242,974; and the disclosures of which are herein 

incorporated by reference. Patents describing methods of using arrays in various applications 
15 include: U.S. Patent Nos. 5,874,219; 5,848,659; 5,661,028; 5,580,732; 5,547,839; 5,525,464; 

5,510,270; 5,503,980; 5,492,806; 5,470,710; 5,432,049; 5,324,633; 5,288,644; 5,143,854; 

and the disclosures of which are incorporated herein by reference. 
B. Microarray Supports 

A microarray support may comprise a flexible or rigid substrate. A flexible substrate 
20 is capable of being bent, folded, or similarly manipulated without breakage. Examples of 
solid materials that are flexible solid supports with respect to the present invention include 
membranes, such as nylon and flexible plastic films. The rigid supports of microarrays are 
sufficient to provide physical support and structure to the associated oligonucleotides under 
the appropriate assay conditions. 
25 The support may be biological, nonbiological, organic, inorganic, or a combination of 

any of these, existing as particles, strands, precipitates, gels, sheets, tubing, spheres, 
containers, capillaries, pads, slices, films, plates, or slides. In addition, the support may have 
any convenient shape, such as a disc, square, sphere, or circle. In one embodiment, the 
support is flat but may take on a variety of alternative surface configurations. For example, 
30 the support may contain raised or depressed regions on which the synthesis takes place. The 
support and its surface may form a rigid support on which the reactions described herein may 
be carried out. The support and its surface may also be chosen to provide appropriate light- 
absorbing characteristics. For example, the support may be a polymerized Langmuir 
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Blodgett film, fiinctionalized glass, Si, Ge, GaAs, GaP, Si0 2 , SIN4, modified silicon, or any 
one of a wide variety of gels or polymers such as (poly)tetrafluoroethylene, 
(poly)vinylidenedifluoride, polystyrene, polycarbonate, or combinations thereof. The surface 
of the support may also contain reactive groups, such as carboxyl, amino, hydroxyl, and thiol 
5 groups. The surface may be transparent and contain SiOH functional groups, such as found 
on silica surfaces. 

The support may be composed of a number of materials including glass. There are 
several advantages for utilizing glass supports in constructing a microarray. For example, 
microarrays prepared using a glass support, generally utilize microscope slides due to the low 

10 inherent fluorescence, thus, minimizing background noise. Moreover, hundreds to thousands 
of oligonucleotide probes may be attached to slide. The glass slides may be coated with 
polylysine, amino silanes, or amino-reactive silanes that enhance the hydrophobicity of the 
slide and improve the adherence of the oligonucleotides (Duggan et al. (1999)). Ultraviolet 
irradiation is used to crosslink the oligonucleotide probes to the glass support. Following 

15 irradiation, the support may be treated with succinic anhydride to reduce the positive charge 
of the amines. For double-stranded oligonucleotides, the support may be subjected to heat 
(e.g., 95°C) or alkali treatment to generate single-stranded probes. An additional advantage 
to using glass is its nonporous nature, thus, requiring a minimal volume of hybridization 
buffer resulting in enhanced binding of target samples to probes. 

20 In another embodiment, the support may be flat glass or single-crystal silicon with 

surface relief features of less than about 10 angstroms. The surface of the support may be 
etched using well-known techniques to provide desired surface features. For example, 

w '-. - - trenches, v-grooves, or mesa structures allow the synthesis regions to be more closely placed 
within the focus point of impinging light. 

25 The present invention also relates to nucleic acid microarray supports comprising 

beads. These beads may have a wide variety of shapes and may be composed of numerous 
materials. Generally, the beads used as supports may have a homogenous size between about 
1 and about 100 microns, and may include microparticles made of controlled pore glass 
(CPG), highly crosslinked polystyrene, acrylic copolymers, cellulose, nylon, dextran, latex, 

30 and polyacrolein. See e.g., U.S. Patent. Nos. 6,060,240; 4,678,814; and 4,413,070. 

Several factors may be considered when selecting a bead for a support including 
material, porosity, size, shape, and linking moiety. Other important factors to be considered 
in selecting the appropriate support include uniformity, efficiency as a synthesis support, 



40 



WO 02/074979 



PCT/US02/08456 



surface area, and optical properties {e.g., autofluoresence). Typically, a population of 
uniform oligonucleotide or nucleic acid fragment may be employed. However, beads with 
spatially discrete regions each containing a uniform population of the same oligonucleotide or 
nucleic acid fragment (and no other), may also be employed. In one embodiment, such 
5 regions are spatially discrete so that signals generated by fluorescent emissions at adjacent 
regions can be resolved by the detection system being employed. 

In general, the support beads may be composed of glass (silica), plastic (synthetic 
organic polymer), or carbohydrate (sugar polymer). A variety of materials and shapes may 
be used, including beads, pellets, disks, capillaries, cellulose beads, pore-glass beads, silica 

10 gels, polystyrene beads optionally crosslinked with divinylbenzene, grafted co-poly beads, 
polyacrylamide beads, latex beads, dimethylacrylamide beads optionally cross-linked with 
N,N-l-bis-acryloyl ethylene diamine, and glass particles coated with a hydrophobic 
polymer {e.g., a material having a rigid or semirigid surface). The beads may also be 
chemically derivatized so that they support the initial attachment and extension of nucleotides 

15 on their surface. 

Oligonucleotide probes may be synthesized directly on the bead, or the probes may be 
separately synthesized and attached to the bead. See e.g., Albretsen et al., 189 ANAL. 
Biochem. 40-50 (1990); Lund et al., 16 Nucleic Acids Res. 10861-80 (1988); Ghosh et al., 
15 Nucleic Acids Res. 5353-72 (1987); Wolf et al., 15 Nucleic Acids Res. 291 1-26 

20 (1987). The attachment to the bead may be permanent, or a cleavable linker between the 
bead and the probe may also be used. The link should not interfere with the probe-target 
binding during screening. Linking moieties for attaching and synthesizing tags on 
^micropartide surfaces are disclosed in U.S. No; Patent 4,569,774; Beattie et al., 39 Clin. 
Chem. 719-22 (1993); Maskos and Southern, 20 Nucleic Acids Res. 1679-84 (1992); 

25 Damba et al., 18 Nucleic Acids Res. 3813-21 (1990); and Pon et al., 6 Biotechniques 768- 
75 (1988). Various links may include polyethyleneoxy, saccharide, polyol, esters, amides, 
saturated or unsaturated alkyl, aryl, and combinations thereof. 

If the oligonucleotide probes are chemically synthesized on the bead, the bead-oligo 
linkage may be stable during the deprotection step of photolithography. During standard 

30 phosphoramidite chemical synthesis of oligonucleotides, a succinyl ester linkage may be used 
to bridge the 3' nucleotide to the resin. This linkage may be readily hydrolyzed by NH3 prior 
to and during deprotection of the bases. The finished oligonucleotides may be released from 
the resin in the process of deprotection. The probes may be linked to the beads by a siloxane 
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linkage to Si atoms on the surface of glass beads; a phosphodiester linkage to the phosphate 
of the 3 -terminal nucleotide via nucleophilic attack by a hydroxyl (typically an alcohol) on 
the bead surface; or a phosphoramidate linkage between the 3 f -terminal nucleotide and a 
primary amine conjugated to the bead surface. 
5 Numerous functional groups and reactants may be used to detach the oligonucleotide 

probes. For example, functional groups present on the bead may include hydroxy, carboxy, 
iminohalide, amino, thio, active halogen (CI or Br) or pseudohalogen (e.g., CF3, CN), 
carbonyl, silyl, tosyl, mesylates, brosylates, and triflates. In some instances, the bead may 
have protected functional groups that may be partially or wholly deprotected. 

10 1. Microarray Support Surface 

The support of the microarrays may comprise at least one surface on which a pattern 
of oligonucleotide probes is present, where the surface may be smooth or substantially planar, 
or have irregularities, such as depressions or elevations. The surface on which the probes are 
located may be modified with one or more different layers of compounds that serve to 

15 modulate the properties of the surface. Such modification layers may generally range in 

thickness from a monomolecular thickness of about 1 mm, preferably from a monomolecular 
thickness of about 0.1 mm, and most preferred from a monomolecular thickness of about 
0.001 mm. Modification layers include, for example, inorganic and organic layers such as 
metals, metal oxides, polymers, small organic molecules and the like. Polymeric layers 

20 include peptides, proteins, polynucleic acids or mimetics thereof (e.g., peptide nucleic acids), 
polysaccharides, phospholipids, polyurethanes, polyesters, polycarbonates, polyureas, 
polyamides, polyethyleneamines, polyarylene sulfides, polysiloxanes, polyimides, and 
polyacetates. The polymers may be hetero- or hombpulyinciic, and may 01 may not have 
separate functional moieties attached. 

25 The oligonucleotide probes of a microarray may be arranged on the surface of the 

support based on size. With respect to the arrangement according to size, the probes may be 
arranged in a continuous or discontinuous size format. In a continuous size format, each 
successive position in the microarray, for example, a successive position in a lane of probes, 
comprises oligonucleotide probes of the same molecular weight. In a discontinuous size 

30 format, each position in the pattern (e.g., band in a lane) represents a fraction of target 
molecules derived from the original source, where the probes in each fraction will have a 
molecular weight within a determined range. 
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The probe pattern may take on a variety of configurations as long as each position in 
the microarray represents a unique size (e.g., molecular weight or range of molecular 
weights), depending on whether the array has a continuous or discontinuous format. The 
microarrays may comprise a single lane or a plurality of lanes on the surface of the support. 
5 Where a plurality of lanes are present, the number of lanes will usually be at least about 2 but 
less than about 200 lanes, preferably more than about 5 but less than about 100 lanes, and 
most preferred more than about 8 but less than about 80 lanes. 

Each microarray may contain oligonucleotide probes isolated from the same source 
(e.g., the same tissue), or contain probes from different sources (e.g., different tissues, 
10 different species, disease and normal tissue). As such, probes isolated from the same source 
may be represented by one or more lanes; whereas probes from different sources may be 
represented by individual patterns on the microarray where probes from the same source are 
similarly located. Therefore, the surface of the support may represent a plurality of patterns 
of oligonucleotide probes derived from different sources (e.g., tissues), where the probes in 
15 each lane are arranged according to size, either continuously or discontinuously. 

Surfaces of the support are usually, though not always, composed of the same 
material as the support. Alternatively, the surface may be composed of any of a wide variety 
of materials, for example, polymers, plastics, resins, polysaccharides, silica or silica-based 
materials, carbon, metals, inorganic glasses, membranes, or any of the above-listed substrate 
20 materials. The surface may contain reactive groups, such as carboxyl, amino, or hydroxyl 

groups. The surface may be optically transparent and may have surface SiOH functionalities, 
such as are found on silica surfaces. 

2. Attachment of Oligonucleotide Probes ^ 
The surface of the support may possess a layer of linker molecules (or spacers). The 
25 linker molecules may be of sufficient length to permit oligonucleotide probes on the support 
to hybridize to nucleic acid molecules and to interact freely with molecules exposed to the 
support. The linker molecules may be about 6-50 molecules long to provide sufficient 
exposure. The linker molecules may also be, for example, aryl acetylene, ethylene glycol 
oligomers containing about 2-10 monomer units, diamines, diacids, amino acids, or 
30 combinations thereof. 

The linker molecules may be attached to the support via carbon-carbon bonds using, 
for example, (poly)trifluorochloroethylene surfaces, or preferably, by siloxane bonds (using, 
for example, glass or silicon oxide surfaces). Siloxane bonds may be formed via reactions of 



43 



WO 02/074979 



PCTAJS02/08456 



linker molecules containing trichlorosilyl or trialkoxysilyl groups. The linker molecules may 
also have a site for attachment of a longer chain portion. For example, groups that are 
suitable for attachment to a longer chain portion may include amines, hydroxyl, thiol, and 
carboxyl groups. The surface attaching portions may include aminoalkylsilanes, 
5 hydroxyalkylsilanes, bis(2-hydroxyethyl)-aminopropyltriethoxysilane, 2- 
hydroxyethylaminopropyltriethoxysilane, aminopropyltriethoxysilane, and 
hydroxypropyltriethoxysilane. The linker molecules may be attached in an ordered array 
(e.g., as parts of the head groups in a polymerized Langinuir Blodgett film). Alternatively, 
the linker molecules may be adsorbed to the surface of the support. 

10 The linker may be a length that is at least the length spanned by, for example, two to 

four nucleotide monomers. The linking group may be an alkylene group (from about 6 to 
about 24 carbons in length), a polyethyleneglycol group (from about 2 to about 24 monomers 
in a linear configuration), a polyalcohol group, a polyamine group (e.g., spermine, 
spermidine, or polymeric derivatives thereof), a polyester group (e.g., poly(ethylacrylate) 

15 from 3 to 15 ethyl acrylate monomers in a linear configuration), a polyphosphodiester group, 
or a polynucleotide (from about 2 to about 12 nucleic acids). For in situ synthesis, the linking 
group may be provided with functional groups that can be suitably protected or activated. 
The linking group may be covalently attached to the oligonucleotide probes by an ether, ester, 
carbamate, phosphate ester, or amine linkage. In one embodiment, linkages are phosphate 

20 ester linkages, which can be formed in the same manner as the oligonucleotide linkages. For 
example, hexaethyleneglycol may be protected on one terminus with a photolabile protecting 
group (e.g., NVOC or MeNPOC) and activated on the other terminus with 2-cyanoethyl-N,N- 
' diisopropylamiiio-chlorophdsphite to form a phosphoramidite. This linking group may then 
be used for construction of oligonucleotide probes in the same manner as the photolabile- 

25 protected, phosphoramidite-activated nucleotides. 

Furthermore, the linker molecules and oligonucleotide probes may contain a 
functional group with a bound protective group. In one embodiment, the protective group is 
on the distal or terminal end of the linker molecule opposite the support. The protective 
group may be either a negative protective group (e.g., the protective group renders the linker 

30 molecules less reactive with a monomer upon exposure) or a positive protective group (e.g., 
the protective group renders the linker molecules more reactive with a monomer upon 
exposure). In the case of negative protective groups, an additional reactivation step may be 
required, for example, through heating. The protective group on the linker molecules may be 
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selected from a wide variety of positive light-reactive groups preferably including nitro 
aromatic compounds, such as o-nitrobenzyl derivatives or benzylsulfonyl. Other protective 
groups include 6-nitroveratryloxycarbonyl (NVOC), 2-nitrobenzyloxycarbonyl (NBOC) or 
a,a-dimethyl-dimethoxybenzyloxycarbonyl (DDZ). Photoremovable protective groups are 
5 described in, for example, Patchoraik, 92 J. Am. Chem. Soc. 6333 (1970) and Amit et al., 39 
J. Org. Chem. 192(1974). 

C. Oligonucleotide Probes 

A microarray may contain any number of different oligonucleotide probes. The 
microarray may have from about 2 to about 100 probes, about 100 to about 10,000 probes, or 

10 between about 1 0,000 and about 1,000,000 probes. In addition, the microarray may have a 
density of more than 100 oligonucleotide probes at known locations per cm 2 , more than 1,000 
probes per cm 2 , or more than 10,000 per cm 2 . 

To detect gene expression, oligonucleotide probes may be designed and synthesized 
based on known sequence information. For example, 20- to 30-mer oligonucleotides that 

15 may be derived from known cDNA or EST sequences may be selected to monitor expression 
(Lipshutz et al. (1999)). The oligonucleotide probes may be selected from a number of 
sources including nucleic acid databases such as GenBank, Unigen, HomoloGene, RefSeq, 
dbEST, and dbSNP (Wheeler et al., 29 NUCL. Acids Res. 11-16 (2001)). Generally, the 
probe is complementary to the reference sequence, preferably unique to the tissue or cell type 

20 (e.g., skeletal muscle, neuronal tissue) of interest, and preferably hybridizes with high affinity 
and specificity (Lockhart et al., 14 Nature Biotechnol. 1675-80 (1 996)). In addition, the 
oligonucleotide probe may represent non-overlapping sequences of the reference sequence 
* that improves probe redundancy resulting in a reduction in false positive; rale and m 
increased accuracy in target quantitation (Lipshutz et al. (1999)). 

25 In one embodiment of the present invention, the oligonucleotide probes are 

relatively unique, for example, at least about 60-80% of the probes may comprise unique 
oligonucleo tides. In another embodiment, modified oligonucleotides from about 80-300 
nucleotides in length, or from about 100-200 nucleotides in length, may be used on the 
microarrays. These are especially useful in place of cDNAs for determining the presence of 

30 mRNA in a sample, as the modified oligonucleotides have the advantage of rapid synthesis 
and purification and analysis before attachment to the substrate surface. In particular, 
oligonucleotides with 2'-modified sugar groups demonstrate increased binding affinity with 

45 



WO 02/074979 



PCT/US02/08456 



RNA, and these oligonucleotides are particularly advantageous in identifying mRNA in a 

sample exposed to a microarray. 

Generally, the oligonucleotide probes are generated by standard synthesis chemistries 

such as phosphoramidite chemistry (U.S. Patent Nos. 4,980,460; 4,973,679; 4,725,677; 
5 4,458,066; and 4,415,732; Beaucage and Iyer, 48 TETRAHEDRON 2223-23 1 1 (1992)). 

Alternative chemistries that create non-natural backbone groups, such as phosphorothionate 

and phosphoroamidate may also be employed. 

Using the "flow channel" method, oligonucleotide probes are synthesized at selected 

regions on the support by forming flow channels on the surface of the support through 
10 which appropriate reagents flow or in which appropriate reagents are placed. For example, 

if a monomer is to be bound to the support in a selected region, all or part of the surface of 

the selected region may be activated for binding by flowing appropriate reagents through 

all or some of the channels, or by washing the entire support with appropriate reagents. 

After placing a channel block on the surface of the support, a reagent containing the 
1 5 monomer may flow through or may be placed in all or some of the channels. The channels 

provide fluid contact to the first selected region, thereby binding the monomer on the support 

directly or indirectly (via a spacer) in the first selected region. 

If a second monomer is coupled to a second selected region, some of which may be 

included among the first selected region, the second selected region may be in fluid contact 
20 with second flow channels through translation, rotation, or replacement of the channel block 

on the surface of the support; through opening or closing a selected valve; or through 

deposition. The second region may then be activated. Thereafter, the second monomer may 
; - ^ then flow through or may be placed in the second flow channels, binding the second 

monomer to the second selected region. Thus, the resulting oligonucleotides bound to the 
25 support are, for example, A, B, and AB. The process is repeated to form a microarray of 

oligonucleotide probes of desired length at known locations on the support. 

Microarrays may have a plurality of modified oligonucleotides or polynucleotides 

stably associated with the surface of a support, e.g., covalently attached to the surface with or 

without a linker molecule. Each oligonucleotide on the array comprises a modified 
30 oligonucleotide composition of known identity and usually of known sequence. By stable 

association, the associated modified oligonucleotides maintain their position relative to the 

support under hybridization and washing conditions. 
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The oligonucleotides may be non-covalently or covalently associated with the support 
surface. Examples of non-covalent association include non-specific adsorption, binding 
based on electrostatic interactions (e.g., ion pair interactions), hydrophobic interactions, 
hydrogen bonding interactions, and specific binding through a specific binding pair member 
5 covalently attached to the support surface. Examples of covalent binding include covalent 
bonds formed between the oligonucleotides and a functional group present on the surface of 
the rigid support (e.g., -OH), where the functional group may be naturally occurring or 
present as a member of an introduced linking group. 
II. Protein Microarrays 

10 Although attempts to evaluate gene activity and to decipher biological processes have 

traditionally focused on genomics, proteomics offers a promising look at the biological 
functions of a cell. Proteomics involves the qualitative and quantitative measurement of gene 
activity by detecting and quantitating expression at the protein level, rather than at the 
messenger RNA level. Proteomics also involves the study of non-genome encoded events 

15 including the post-translational modification of proteins, interactions between proteins, and 
the location of proteins within the cell. 

The study of gene expression at the protein level is important because many of the 
most important cellular processes are regulated by the protein status of the cell, not by the 
status of gene expression. In addition, the protein content of a cell is highly relevant to drug 

20 discovery efforts because many drugs are designed to be active against protein targets. 

Current technologies for the analysis of proteomes are based on a variety of protein 
separation techniques followed by identification of the separated proteins. The most popular 
method is based on gel electrophoresis followed by "in-gel" proteolytic digestion and 
mass spectroscopy. This 2D-gel technique requires large sample sizes, is time consuming, 

25 and is currently limited in its ability to reproducibly resolve a significant fraction of the 
proteins expressed by a human cell. Techniques involving some large-format 2D-gels can 
produce gels that separate a larger number of proteins than traditional 2D-gel techniques, but 
reproducibility is still poor and over 95% of the spots cannot be sequenced due to limitations 
with respect to sensitivity of the available sequencing techniques. The electrophoretic 

30 techniques are also plagued by a bias towards proteins of high abundance. 

Standard assays for the presence of an analyte in a solution, such as those commonly 
used for diagnostics, for example, involve the use of an antibody which has been raised 
against the targeted antigen. Multianalyte assays known in the art involve the use of multiple 
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antibodies and are directed towards assaying for multiple analytes. However, these 
multianalyte assays have not been directed towards assaying the total or partial protein 
content of a cell or cell population. Furthermore, sample sizes required to adapt such 
standard antibody assay approaches to the analysis of even a fraction of the estimated 
5 100,000 or more different proteins of a human cell and their various modified states are 
prohibitively large. Automation and/or miniaturization of antibody assays are required if 
large numbers of proteins are to be assayed simultaneously. Materials, surface coatings, and 
detection methods used for macroscopic immunoassays and affinity purification are not 
readily transferable to the formation or fabrication of miniaturized protein arrays. 

1 0 Miniaturized DNA chip technologies have been developed and are currently being 

exploited for the screening of gene expression at the mRNA level. See, e.g., U.S. Pat. Nos. 
5,744,305; 5,412,087; and 5,445,934. These chips maybe used to determine which genes are 
expressed by different types of cells and in response to different conditions. However, DNA 
biochip technology is not transferable to protein-binding assays such as antibody assays 

1 5 because the chemistries and materials used for DNA biochips are not readily transferable to 
use with proteins. Nucleic acids such as DNA withstand temperatures up to 100°C, can be 
dried and re-hydrated without loss of activity, and can be bound physically or chemically 
directly to organic adhesion layers supported by materials such as glass while maintaining 
their activity. In contrast, proteins such as antibodies are preferably kept hydrated and at 

20 ambient temperatures are sensitive to the physical and chemical properties of the support 
materials. Therefore, maintaining protein activity at the liquid-solid interface requires 
entirely different immobilization strategies than those used for nucleic acids. The proper 
orientation of the antibody or other protein-capture agent a t die in Lerface is desirable to - 
ensure accessibility of their active sites with interacting molecules. With miniaturization of 

25 the chip and decreased feature sizes, the ratio of accessible to non-accessible and the ratio of 
active to inactive antibodies or proteins become increasingly relevant and important. 

Thus, there is a need for the ability to assay in parallel a multitude of proteins 
expressed by a cell or a population of cells in an organism, including up to the total set of 
proteins expressed by the cell or cells. 

30 A. Microarrav Supports 

The substrate of the microarray may be either organic or inorganic, biological or non- 
biological, or any combination of these materials. In addition, the substrate may be 
transparent or translucent. In one embodiment, the portion of the surface of the substrate 
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on which the regions of protein-capture agents reside is flat and firm. In another 
embodiment, the portion of the surface of the substrate on which the regions of protein- 
capture agents reside is semi -firm. Of course, the protein microarrays of the present 
invention need not necessarily be flat nor entirely two-dimensional. Indeed, significant 
5 topological features may be present on the surface of the substrate surrounding the regions, 
between the regions or beneath the regions. For example, walls or other barriers may 
separate the regions of the microarray. 

Numerous materials are suitable for use as a substrate in the microarray embodiment 
of the invention. The substrate of the invention microarray may comprise a material selected 

10 from the group consisting of silicon, silica, quartz, glass, controlled pore glass, carbon, 

alumina, titania, tantalum oxide, germanium, silicon nitride, zeolites, and gallium arsenide. 
Many metals such as gold, platinum, aluminum, copper, titanium, and their alloys may be 
useful as substrates of the microarray. Alternatively, many ceramics and polymers may also 
be used as substrates. Polymers that may be used as substrates include, but are not limited to 

1 5 polystyrene; poly(tetra)fluoroethylene (PTFE); polyvinylidenedifluoride; polycarbonate; 
polymethylmethacrylate; polyvinylethylene; polyethyleneimine; poly(etherether)ketone; 
polyoxymethylene (POM); polyvinylphenol; polylactides; polymethacrylimide (PMI); 
polyalkenesulfone (PAS); polypropylethylene, polyethylene; polyhydroxyethylmethacrylate 
(HEMA); polydimethylsiloxane; polyacrylamide; polyimide; and biock-copolymers. 

20 The substrate on which the regions of protein-capture agents reside may also be a 
combination of any of the aforementioned substrate materials. 

1. Microarray Support Surface 
^ ^ -The support surfaces comprises the surface on which each of the protein-capture ? 
agents is immobilized. The support surfaces may comprise the substrate surface, an altered 

25 substrate surface, a coating applied to or formed on the substrate surface, or an organic 

thinfilm applied to or formed on the substrate surface or coating surface. Support surfacess 
comprise materials suitable for immobilization of the protein-capture agents to the 
microarrays. Suitable support surfacess include membranes, such as nitrocellulose 
membranes, polyvinylidenedifluoride (PVDF) membranes, and the like. In another 

30 emobdiment, the support surfaces may comprise a hydrogel such as dextran. Alternatively, 
the support surfaces may comprise an organic thinfilm including lipids, charged peptides 
(e.g., polylysine or poly-arginine), or a neutral amino acid (e.g., polyglycine). 
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The support surfaces may also comprise a compound that has the ability to interact 
with both the substrate and the protein-capture agent. For example, functionalities enabling 
interaction with the substrate may include hydrocarbons having functional groups (e.g. -O—, 
--CONH-, CONHCO-, --NH-, -CO-, ~S~, -SO-), which may interact with functional 
5 groups on the substrate. Functionalities enabling interaction with the protein-capture agent 
comprise antibodies, antigens, receptor ligands, compounds comprising binding sites for 
affinity tags, and the like. ' 

In another embodiment, the support surfaces may include a coating. The coating 
may be formed on, or applied to, the support surfaces. The substrate may be modified with 
10 a coating by using thinfilm technology based, for example, on physical vapor deposition 
(PVD), plasma-enhanced chemical vapor deposition (PECVD), or thermal processing. 

Alternatively, plasma exposure may be used to directly activate or alter the substrate 
and create a coating. For example, plasma etch procedures can be used to oxidize a 
polymeric surface (for example, polystyrene or polyethylene to expose polar functionalities 
1 5 such as hydroxyls, carboxylic acids, aldehydes and the like) which then acts as a coating. 

Furthermore, the coating may comprise a component to reduce non-specific binding. 
For example, a polypropylene substrate may be coated with a compound, such as bovine 
serum albumin, to reduce non-specific binding. Next, a support surfaces comprising dextran 
functionally linked to a receptor which recognizes Ml 3 epitopes is added to distinct locations 
20 on the coating such that phage expressing recombinant proteins will be bound. 

In an alternative embodiment, the coating may comprise an antibody. More 
particularly, antibodies that recognize epitope tags engineered into the recombinant proteins 
" - ; may be employed. Alternatively, recdmbMaui proteins may comprise a poly-histidine 
affinity tag. In this case, an anti-histidine antibody chemically linked to the substrate 
25 provides a support surfaces for immobilization of the protein-capture agents. 

In yet another embodiment, the coating may comprise a metal film. The metal film 
may range from about 50 nm to about 500 nm in thickness. Alternatively, the metal film may 
range from about 1 nm to about Ipm in thickness. 

Examples of metal films that may be used as substrate coatings include aluminum, 
30 chromium, titanium, tantalum, nickel, stainless steel, zinc, lead, iron, copper, magnesium, 

manganese, cadmium, tungsten, cobalt, and alloys or oxides thereof. In one embodiment, the 
metal film is a noble metal film. Noble metals that may be used for a coating include, but are 
not limited to, gold, platinum, silver, and copper. In another embodiment, the coating 
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comprises gold or a gold alloy. Electron-beam evaporation may be used to provide a thin 
coating of gold on the surface of the substrate. Additionally, commercial metal-like 
substances may be employed such as TALON metal affinity resin and the like. 

In alternative embodiments, the coating may comprise a composition selected 
from the group consisting of silicon, silicon oxide, titania, tantalum oxide, silicon nitride, 
silicon hydride, indium tin oxide, magnesium oxide, alumina, glass, hydroxylated surfaces, 
and polymers. 

It is contemplated that the coatings of the microarrays may require the addition of at 
least one adhesion layer or interlayer between the coating and the substrate. The adhesion 
layer may be at least about 6 angstroms thick but may be much thicker. For example, a layer 
of titanium or chromium may be desirable between a silicon wafer and a gold coating, hi an 
alternative embodiment, an epoxy glue such as Epo-tek 377® or Epo-tek 301-2®, (Epoxy 
Technology Inc., Billerica, Mass.) may be used to aid adherence of the coating to the 
substrate. Determinations as to what material should be used for the adhesion layer would be 
obvious to one skilled in the art once materials are chosen for both the substrate and coating. 
In other embodiments, additional adhesion mediators or interlayers may be necessary to 
improve the optical properties of the microarray, for example, waveguides for detection 
purposes. 

In one embodiment of the invention, the surface of the coating is atomically flat. 
The mean roughness of the surface of the coating may be less than about 5 angstroms for 
areas of at least about 25 }im 2 . In a specific embodiment, the mean roughness of the surface 
of the coating is less than about 3 angstroms for areas of at least about 25 jam 2 . In one 
embodiment, the coating may be a template-stripped surface: v ££e7^ 
Surface Science 39-46 (1993); Wagner et al., 1 1 Langmuir 3867-3875 (1995). 

Several different types of coating may be combined on the surface. The coating may 
cover the whole surface of the substrate or only parts of it. In one embodiment, the coating 
covers the substrate surface only at the site of the regions of protein-capture agents. 
Techniques useful for the formation of coated regions on the surface of the substrate are well 
known to those of ordinary skill in the art. For example, the regions of coatings on the 
substrate may be fabricated by photolithography, micromolding (WO 96/29629), wet 
chemical or dry etching, or any combination of these. 
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a. Organic Thinfilms 
In a particular embodiment, the support surfaces comprises an organic thinfilm layer. 
The organic thinfilm on which each of the regions of protein-capture agents resides forms a 
layer either on the substrate itself or on a coating covering the substrate. In one embodiment, 
5 the organic thinfilm on which the protein-capture agents of the regions are immobilized is 
less than about 20 nm thick. In another embodiment, the organic thinfilm of each of the 
regions is less than about 10 nm thick. 

A variety of different organic thinfilms are suitable for use in the present invention. 
For example, a hydrogel composed of a material such as dextran may serve as a suitable 
10 organic thinfilm on the regions of the microarray. In another embodiment, the organic 
thinfilm is a lipid bilayer. 

In yet another embodiment, the organic thinfilm of each of the regions of the 
microarray is a monolayer. A monolayer of polyarginine or polylysine adsorbed on a 
negatively charged substrate or coating may comprise the organic thinfilm. Another option is 
15 a disordered monolayer of tethered polymer chains. In a particular embodiment, the organic 
thinfilm is a self-assembled monolayer. Specifically, the self-assembled monolayer may 
comprise molecules of the formula X-R-Y, wherein R is a spacer, X is a functional group that 
binds R to the surface, and Y is a functional group for binding protein-capture agents onto the 
monolayer. In an alternative embodiment, the self-assembled monolayer is comprised of 
20 molecules of the formula (X) a RQOb where a and b are, independently, integers greater than 
or equal to 1 and X, R, and Y are as previously defined. 

In another embodiment, the organic thinfilm comprises a combination of organic 
--■ , ^^iKiiifiIiiis' : siic9ij^s a combination of a lipid bilayer immobilized on top of a self-assembled 

monolayer of molecules of the formula X-R-Y. As another example, a monolayer of 
25 polylysine may be combined with a self-assembled monolayer of molecules of the formula 
X-R-Y. See U.S. Pat. No. 5,629,213. 

In all cases, the coating, or the substrate itself if no coating is present, must be 
compatible with the chemical or physical adsorption of the organic thinfilm on its surface. 
For example, if the microarray comprises a coating between the substrate and a monolayer of 
30 molecules of the formula X-R-Y, then it is understood that the coating must be composed of a 
material for which a suitable functional group X is available. If no such coating is present, 
then it is understood that the substrate must be composed of a material for which a suitable 
functional group X is available. 
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In one embodiment of the invention, the area of the substrate surface, or coating 
surface, which separates the regions of protein-capture agents are free of organic thinfilm. 
In an alternative embodiment, the organic thinfilm may extend beyond the area of the . 
substrate surface, or coating surface if present, covered by the regions of protein-capture 
5 agents. For example, the entire surface of the microarray may be covered by an organic 
thinfilm on which the plurality of spatially distinct regions of protein-capture agents reside. 
An organic thinfilm that covers the entire surface of the microarray may be homogenous or 
may comprise regions of differing exposed functionalities useful in the immobilization of 
regions of different protein-capture agents. 

10 In yet another embodiment, the areas of the substrate surface or coating surface 

between the regions of protein-capture agents are covered by an organic thinfilm, but an 
organic thinfilm of a different type than that of the regions of protein-capture agents. For 
example, the surfaces between the regions of protein-capture agents may be coated with an 
organic thinfilm characterized by low non-specific binding properties for proteins and other 

15 analytes. 

A variety of techniques may be used to generate regions of organic thinfilm on the 
surface of the substrate or on the surface of a coating on the substrate. These techniques are 
well known to those skilled in the art and will vary depending upon the nature of the organic 
thinfilm, the substrate, and the coating, if present. The techniques will also vary depending 

20 on the structure of the underlying substrate and the pattern of any coating present on the 

substrate. For example, regions of a coating that are highly reactive with an organic thinfilm 
may have already been produced on the substrate surface. Areas of organic thinfilm may be 
'-created by microfluidics printing* mierOJtaiiaping (U.S. Pat. Nqs. 5,731,152 and 5,512,131), 
or microcontact printing (WO 96/29629). Subsequent immobilization of protein-capture 

25 agents to the reactive monolayer regions result in two-dimensional arrays of the agents. 
Inkjet printer heads provide another option for patterning monolayer X-R-Y molecules, or 
components thereof, or other organic thinfilm components to nanometer or micrometer scale 
sites on the surface of the substrate or coating. See, e.g., Lemmo et al, 69 ANAL CHEM. 543- 
551 (1997); U.S. Pat. Nos. 5,843,767 and 5,837,860. In some cases, commercially available 

30 arrayers based on capillary dispensing may also be of use in directing components of organic 
thinfilms to spatially distinct regions of the microarray (OmniGrid® from Genemachines, 
Inc, San Carlos, CA, and High-Throughput Microarrayer from Intelligent Bio-Instruments, 
Cambridge, MA). Other methods for the formation of organic thinfilms include in situ 
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growth from the surface, deposition by physisorption, spin-coating, chemisorption, self- 
assembly, or plasma-initiated polymerization from gas phase. 

Diffusion boundaries between the regions of protein-capture agents immobilized on 
organic thinfilms such as self-assembled monolayers may be integrated as topographic 
5 patterns (physical barriers) or surface functionalities with orthogonal wetting behavior 
(chemical barriers). For example, walls of substrate material may be used to separate 
some of the regions of protein-capture agents from some of the others or all of the regions 
from each other. Alternatively, non-bioreactive organic thinfilms, such as monolayers, 
with different wettability may be used to separate regions of protein-capture agents from 
10 one another. 

B. Protein-Capture Agents 

A protein microarray contemplated by the present invention may contain any number 
of different proteins, amino acid sequences, nucleic acid sequences, or small molecules. 
In one embodiment, the microarrays may comprise all or a portion of a gene, including 

15 functional derivatives, variants, analogs and portions thereof. The present invention also 
contemplates microarrays comprising one or more antibodies or functional equivalents 
thereof that bind proteins, ligands, and/or binding partners. 

For example, the proteins expressed by the protein protein-capture agents 
immobilized on the microarray may be members of the same family. Such families include, 

20 but are not limited to, families of growth factor receptors, hormone receptors, 

neurotransmitter receptors, catecholamine receptors, amino acid derivative receptors, 
cytokine receptors, extracellular matrix receptors, antibodies, lectins, cytokines, serpins, 
" proteinases, kinases, phosphatases, ras-like GTPases, hydrolases,' steroid 'aoimod&iek^xots; 1 ' ■** 
transcription factors, DNA binding proteins, zinc finger proteins, leucine-zipper proteins, 

25 homeodomain proteins, intracellular signal transduction modulators and effectors, apoptosis- 
related factors, DNA synthesis factors, DNA repair factors, DNA recombination factors, cell- 
surface antigens, Hepatitis C virus (HCV) proteases, HIC proteases, viral integrases, and 
proteins from pathogenic bacteria. 

A protein-capture agent on the microarray may be any molecule or complex of 

30 molecules that has the ability to bind a protein and immobilize it to the site of the protein- 
capture agent on the microarray. In one aspect, the protein-capture agent binds its binding 
partner in a substantially specific manner. For example, the protein-capture agent may be a 
protein whose natural function in a cell is to specifically bind another protein, such as an 
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antibody or a receptor. Alternatively, the protein-capture agent may be a partially or wholly 

synthetic or recombinant protein that specifically binds a protein. 

Moreover, the protein-capture agent may be a protein which has been selected in vitro 

from a mutagenized, randomized, or completely random and synthetic library by its binding 
5 affinity to a specific protein or peptide target. The selection method used may be a display 

method such as ribosome display or phage display. Alternatively, the protein-capture agent 

obtained via in vitro selection may be a DNA or RNA aptamer that specifically binds 

a protein target. See, e.g., Potyrailo et al., 70 Anal. Chem. 3419-25 (1998); Cohen, et al., 

94 Proc. Natl. Acad. Sci. USA 1 4272-7 (1 998); Fukuda, et al, 37 Nucleic Acids S ymp. 
1 0 Ser., 237-8 (1 997). Alternatively, the in vitro selected protein-capture agent may be a 

polypeptide. Roberts and Szostak, 94 Proc. Natl. Acad. Sci. USA 12297-302 (1997). 

In yet another embodiment, the protein-capture agent may be a small molecule that has been 

selected from a combinatorial chemistry library or is isolated from an organism. 

In a particular embodiment, however, the protein-capture agents are proteins. 
15 The protein-capture agents may be antibodies or antibody fragments. Although antibody 

moieties are exemplified herein, it is understood that the present arrays and methods may be 

advantageously employed with other protein-capture agents. 

The antibodies or antibody fragments of the microarray may be single-chain Fvs, Fab 

fragments, Fab' fragments, F(ab')2 fragments, Fv fragments, dsFvs diabodies, Fd fragments, 
20 full-length, antigen-specific polyclonal antibodies, or full-length monoclonal antibodies, hi a 

specific embodiment, the protein-capture agents of the microarray are monoclonal antibodies, 

Fab fragments or single-chain Fvs. 

" T Th«rafrtibodies or antibody fragments may be monoclonal antibodies, even 

commercially available antibodies, against known, well-characterized proteins. 
25 Alternatively, the antibody fragments may be derived by selection from a library using the 

phage display method. If the antibody fragments are derived individually by selection based 

on binding affinity to known proteins, then the binding partners of the antibody fragments are 

known. In an alternative embodiment of the invention, the antibody fragments are derived by 

a phage display method comprising selection based on binding affinity to the (typically, 
30 immobilized) proteins of a cellular extract or a biological sample. In this embodiment, some 

or many of the antibody fragments of the microarray would bind proteins of unknown 

identity and/or function. 
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1. Attachment of Protein-Capture Agents 
It is necessary, however, to immobilize proteins-capture agents on a solid support in a 
way that preserves their folded conformations. Methods of arraying functionally active 
proteins using microfabricated polyacrylamide gel pads to preserve samples and 
5 microelectrophoresis to accelerate diffusion have been described. Arenkov et aL, 278 Anal. 
BlOCHEM. 123-31 (2000). 

The method of attachment will vary with the substrate and protein-capture agent 
selected. For example, in the case of a phage display library, the method of attachment may 
involve either the direct attachment of the phage as for example, by anti-M13 antibodies, or 
10 by attachment via the recombinant protein as for example via antibodies to an epitope-tag 
incorporated in the recombinant sequence, or by binding of a histidine-tag (his-tag) 
incorporated in the recombinant sequence to a metal coating on the support surfaces. 

In one embodiment, the protein-immobilizing regions of the microarray comprise an 
affinity tag that enhances immobilization of the protein-capture agent onto the organic 
1 5 thinfilm. The use of an affinity tag on the protein-capture agent of the microarray provides 
several advantages. An affinity tag can confer enhanced binding or reaction of the protein- 
capture agent with the functionalities on the organic thinfilm, such as Y if the organic 
thinfilm is a an X-R-Y monolayer as previously described. This enhancement effect may be 
either kinetic or thermodynamic. The affinity tag/organic thinfilm combination used in the 
20 regions of protein-capture agents residing on the microarray allows for immobilization of the 
protein-capture agents in a manner that does not require harsh reaction conditions which are 
adverse to protein stability or function. In most embodiments, the protein-capture agents are 
^ immobilized to the organic thilifite in aquebusi biolbgicai buffers. 

An affinity tag also offers immobilization on the organic thinfilm that is specific to a 
25 designated site or location on the protein-capture agent (site-specific immobilization). For 
this to occur, attachment of the affinity tag to the protein-capture agent must be site-specific. 
Site-specific immobilization helps ensure that the protein-binding site of the agent, such as 
the antigen-binding site of the antibody moiety, remains accessible to ligands in solution. 
Another advantage of immobilization through affinity tags is that it allows for a common 
30 immobilization strategy to be used with multiple, different protein-capture agents. 

The affinity tag may be attached directly, either covalently or noncovalently, to the 
protein-capture agent. In an alternative embodiment, however, the affinity tag is either 
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covalently or noncovalently attached to an adaptor that is either covalently or noncovalently 
attached to the protein-capture agent. 

In one embodiment, the affinity tag comprises at least one amino acid. The affinity 
tag may be a polypeptide comprising at least two amino acids which are reactive with the 
5 functionalities of the organic thinfilm. Alternatively, the affinity tag may be a single amino 
acid that is reactive with the organic thinfilm. Examples of possible amino acids that could 
be reactive with an organic thinfilm include cysteine, lysine, histidine, arginine, tyrosine, 
aspartic acid, glutamic acid, tryptophan, serine, threonine, and glutamine. A polypeptide or 
amino acid affinity tag may be expressed as a fusion protein with the protein-capture agent 

1 0 when the protein-capture agent is a protein, such as an antibody or antibody fragment. 

Amino acid affinity tags provide either a single amino acid or a series of amino acids that 
may interact with the functionality of the organic thinfilm, such as the Y-functional group of 
the self-assembled monolayer molecules. Amino acid affinity tags may be readily introduced 
into recombinant proteins to facilitate oriented immobilization by covalent binding to the Y- 

15 functional group of a monolayer or to a functional group on an alternative organic thinfilm. 

The affinity tag may comprise a poly-amino acid tag. A poly-amino acid tag is a 
polypeptide that comprises from about 2 to about 100 residues of a single amino acid, 
optionally interrupted by residues of other amino acids. For example, the affinity tag may 
comprise a poly-cysteine, poly-lysine, poly-arginine, or poly-histidine. Amino acid tags may 

20 comprise about two to about twenty residues of a single amino acid, such as, for example, 
histidines, lysines, arginines, cysteines, glutamines, tyrosines, or any combination of these. 
For example, an amino acid tag of one to twenty amino acids includes at least one to ten 
cysteines for thioether linkage; or one to ten lysines for amide linkage;' or one ^ - 
for coupling to vicinal dicarbonyl groups. One of ordinary skill in the art can readily pair 

25 suitable affinity tags with a given functionality on an organic thinfilm. 

The position of the amino acid tag may be at an amino-, or carboxy-terminus of the 
protein-capture agent which is a protein, or anywhere in-between, as long as the protein- 
binding region of the protein-capture agent, such as the antigen-binding region of an 
immobilized antibody moiety, remains in a position accessible for protein binding. Affinity 

30 tags introduced for protein purification may be located at the C-terminus of the recombinant 
protein to ensure that only full-length proteins are isolated during protein purification. For 
example, if intact antibodies are used on the microarrays, then the attachment point of the 
affinity tag on the antibody may be located at a C-terminus of the effector (Fc) region of the 
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antibody. If scFvs are used on the arrays, then the attachment point of the affinity tag may 
also be located at the C-terminus of the molecules. 

Affinity tags may also contain one or more unnatural amino acids. Unnatural amino 
acids may be introduced using suppressor tRNAs that recognize stop codons (i.e., amber) 
5 See, e.g., Cload et aL, 3 CHEM. Biol. 1033-1038 (1996); Ellman et al., 202 METHODS Enzym. 
301-336 (1991); and Noren et al, 244 SCIENCE 182-188 (1989). The tRNAs are chemically 
amino-acylated to contain chemically altered ("unnatural") amino acids for use with specific 
coupling chemistries (i.e., ketone modifications, photoreactive groups). 

In an alternative embodiment, the affinity tag comprises an intact protein, such as, but 
10 not limited to, glutathione S-transferase, an antibody, avidin, or streptavidin. 

In embodiments where the protein-capture agent is a protein and the affinity tag is a 
protein, such as a poly-amino acid tag or a single amino acid tag, the affinity tag may be 
attached to the protein-capture agent by generating a fusion protein. Alternatively, protein 
synthesis or protein ligation techniques known to those skilled in the art may be used. For 
1 5 example, intein-mediated protein ligation may be used to attach the affinity tag to the protein- 
capture agent. See, e.g., Mathys, et al., 231 Gene 1-13 (1999); Evans, et al., 7 Protein 
Science 2256-2264 (1998). 

Other protein conjugation and immobilization techniques known in the art may be 
adapted for the purpose of attaching affinity tags to the protein-capture agent. For example, 
20 the affinity tag may be an organic bioconjugate that is chemically coupled to the protein- 
capture agent of interest. Biotin or antigens may be chemically cross-linked to the protein. 
Alternatively, a chemical crosslinker may be used that attaches a simple functional moiety 
*&eh as : arttficl v ar'^lo£iihe' l to the surface of a protein serving as a protein-capture agent on 
the microarray. 

25 In one embodiment of the present invention, the organic thinfilm of each of the 

regions comprises, at least in part, a lipid monolayer or bilayer, and the affinity tag comprises 
a membrane anchor. 

In an alternative embodiment, no affinity tag is used to immobilize the protein-capture 
agents onto the organic thinfilm. An amino acid or other moiety (such as a carbohydrate 
30 moiety) inherent to the protein-capture agent itself may instead be used to tether the protein- 
capture agent to the reactive group of the organic thinfilm. In one embodiment, the 
immobilization is . site-specific with respect to the location of the site of immobilization on the 
protein-capture agent. For example, the sulfhydryl group on the C-terminal region of the 
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heavy chain portion of a Fab' fragment generated by pepsin digestion of an antibody, 
followed by selective reduction of the disulfide bond between monovalent Fab' fragments, 
may be used as the affinity tag. Alternatively, a carbohydrate moiety on the Fc portion of an 
intact antibody may be oxidized under mild conditions to an aldehyde group suitable for 
5 immobilizing the antibody on a monolayer via reaction with a hydrazide-activated Y group 
on the monolayer. See e.g., U.S. Patent No. 6,329,209; Dammer et al., 70 BlOPHYS J. 2437- 
2441 (1996). 

Because the protein-capture agents of at least some of the different regions on the 
microarray are different from each other, different solutions, each containing a different 

10 protein-capture agent, must be delivered to the individual regions. Solutions of protein- 
capture agents may be transferred to the appropriate regions via arrayers, which are well- 
known in the art and even commercially available. For example, microcapillary-based 
dispensing systems may be used. These dispensing systems may be automated and 
computer-aided. A description of and building instructions for an example of a microarrayer 

15 comprising an automated capillary system can be found on the internet at 
http://cmgm.stanford.edu/pbrown/microarray.html and 

http://cmgm.stanford.edu/pbrown/mguide/index.html. The use of other microprinting 
techniques for transferring solutions containing the protein-capture agents to the agent- 
reactive regions is also possible. Ink-jet printer heads may also be used for precise delivery 

20 of the protein-capture agents to the agent-reactive regions. Representative, non-limiting 

disclosures of techniques useful for depositing the protein-capture agents on the appropriate 
regions of the substrate may be found, for example, in U.S. Patent. Nos. 5,843,767 (ink-jet 
printing technique, Hamilton 2200 robotic pipetting deli very system); 5,837,860 (ink-jet 
printing technique, Hamilton 2200 robotic pipetting delivery system); 5,807,522 (capillary 

25 dispensing device); and 5,731,152 (stamping apparatus). Other methods of arraying 
functionally active proteins include attaching proteins to the surfaces of chemically 
derivatized microscope slides. See MacBeath & Schreiber, 289 SCIENCE 1760-63 (2000). 
a. Adaptors 

Another embodiment of the protein microarrays of the present invention comprises an 
30 adaptor that links the affinity tag to the protein-capture agent on the regions of the 

microarray. The additional spacing of the protein-capture agent from the surface of the 
substrate (or coating) that is afforded by the use of an adaptor is particularly advantageous if 
the protein-capture agent is a protein, because proteins are prone to surface inactivation. The 
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adaptor may afford some additional advantages as well. For example, the adaptor may help 
facilitate the attachment of the protein-capture agent to the affinity tag. In another 
embodiment, the adaptor may help facilitate the use of a particular detection technique with 
the microarray. One of ordinary skill in the art will be able to choose an adaptor which is 
5 appropriate for a given affinity tag. For example, if the affinity tag is streptavidin, then the 
adaptor could be biotin that is chemically conjugated to the protein-capture agent which is to 
be immobilized. 

In one embodiment, the adaptor comprises a protein. In another embodiment, the 
affinity tag, adaptor, and protein-capture agent together compose a fusion protein. Such a 

10 fusion protein may be readily expressed using standard recombinant DNA technology. 

Protein adaptors are especially useful to increase the solubility of the protein-capture agent of 
interest and to increase the distance between the surface of the substrate or coating and the 
protein-capture agent. A protein adaptor can also be very useful in facilitating the preparative 
steps of protein purification by affinity binding prior to immobilization on the microarray. 

15 Examples of possible adaptor proteins include glutathione-S-transferase (GST), maltose- 
binding protein, chitin-binding protein, thioredoxin, and green-fluorescent protein (GFP). 
GFP may also be used for quantification of surface binding. In an embodiment in which the 
protein-capture agent is an antibody moiety comprising the Fc region, the adaptor may be a 
polypeptide, such as protein G, protein A, or recombinant protein A/G (a gene fusion product 

20 secreted from a non-pathogenic form of Bacillus which contains four Fc binding domains 
from protein A and two from protein G). 

2. Preparation of the Protein-capture Agents of the Microarray 
The protein-capture agents used on the microarray may be produced by any of the 7 
variety of means known to those of ordinary skill in the art. The protein-capture agents may 

25 comprise proteins, specifically, antibodies or fragments thereof, ligands, receptor proteins, 
and small molecules. 

In preparation for immobilization to the arrays of the present invention, the antibody 
moiety, or any other protein-capture agent that is a protein or polypeptide, may be expressed 
from recombinant DNA either in vivo or in vitro. The cDNA encoding the antibody or 
30 antibody fragment or other protein-capture agent may be cloned into an expression vector 
(many examples of which are commercially available) and introduced into cells of the 
appropriate organism for expression. A broad range of host cells and protein-capture agents 
may be used to produce the antibodies and antibody fragments, or other proteins, which serve 
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as the protein-capture agents on the microarray. Expression in vivo may be accomplished in 
bacteria (e.g., Escherichia coli), plants (e.g., Nicotiana tabacum), lower eukaryotes (e.g., 
Saccharomyces cerevisiae, Saccharomyces pombe, Pichia pastoris), or higher eukaryotes 
(e.g., bacculovirus-infected insect cells, insect cells, mammalian cells). For in vitro 
5 expression, PCR-amplified DNA sequences may be directly used in coupled in vitro 
transcription/translation systems (e.g., E. coli S30 lysates from T7 RNA polymerase 
expressing, preferably protease-deficient strains; wheat germ lysates; reticulocyte lysates). 
The choice of organism for optimal expression depends on the extent of post-translational 
modifications (i.e., glycosylation, lipid-modifications) desired. The choice of protein-capture 
1 0 agent also depends on other issues, such as whether an intact antibody is to be produced or 
just a fragment of an antibody (and which fragment), because disulfide bond formation will 
be affected by the choice of a host cell. One of ordinary skill in the art will be able to readily 
choose which host cell type is most suitable for the protein-capture agent and application 
desired. 

15 DNA sequences encoding affinity tags and adaptors may be engineered into the 

expression vectors such that the protein-capture agent genes of interest can be cloned in 
frame either 5* or 3' of the DNA sequence encoding the affinity tag and adaptor protein. 
In most aspects, the expressed protein-capture agents may purified by affinity 
chromatography using commercially available resins. 

20 Production of a plurality of protein-capture agents may involve parallel processing 

from cloning to protein expression and protein purification. cDNAs encoding the protein- 
capture agent of interest may be amplified by PCR using cDNA libraries or expressed 
r ' sequent tag (EST) claries as templates. For in vivo expression of the proteins, cDNAs may 
be cloned into commercial expression vectors and introduced into an appropriate organism 

25 for expression. For in vitro expression PCR-amplified DNA sequences may be directly used 
in coupled transcription/translation systems. 

E. coft-based protein expression is generally the method of choice for soluble proteins 
that do not require extensive post-translational modifications for activity. Extracellular or 
intracellular domains of membrane proteins may be fused to protein adaptors for expression 

30 and purification. 

The entire approach may be performed using 96-well assay plates. PCR reactions 
may be carried out under standard conditions. Oligonucleotide primers may contain unique 
restriction sites for facile cloning into the expression vectors. Alternatively, the TA cloning 
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system may be used. The expression vectors may further contain the sequences for affinity 
tags and the protein adaptors. PCR products may be ligated into the expression vectors 
(under inducible promoters) and introduced into the appropriate competent E. coli strain by 
calcium-dependent transformation (strains include: XL-1 blue, BL21, SGI 3009 (Ion-)). 
5 Transformed E. coli cells are plated and individual colonies transferred into 96-microarray 
blocks. Cultures are grown to mid-log phase, induced for expression, and cells collected by 
centrifiigation. Cells are resuspended containing lysozyme and the membranes broken by 
rapid freeze/thaw cycles, or by sonication. Cell debris is removed by centrifiigation and the 
supernatants transferred to 96-tube arrays. The appropriate affinity matrix is added, the 

10 protein-capture agent of interest is bound and nonspecifically bound proteins are removed by 
repeated washing and other steps using centrifiigation devices. Alternatively, magnetic 
affinity beads and filtration devices may be used. The proteins are eluted and transferred to a 
new 96-well microarray. Protein concentrations are determined and an aliquot of each 
protein-capture agent is spotted onto a nitrocellulose filter and verified by Western analysis 

1 5 using an antibody directed against the affinity tag on the protein-capture agent. The purity of 
each sample is assessed by SDS-PAGE and Silver staining or mass spectrometry. The 
protein-capture agents are then snap-frozen and stored at -80°C. 

S. cerevisiae allows for the production of glycosylated protein-capture agents such as 
antibodies or antibody fragments. For production in S. cerevisiae, the approach described 

20 above for E. coli may be used with slight modifications for transformation and cell lysis. 
Transformation of S. cerevisiae may be accomplished by lithium-acetate and cell lysis by 
lyticase digestion of the cell walls followed by freeze- thaw, sonication or glass-bead 
^extraction. Variations of post-translationa; ^edifications- may be obtained by using different 
yeast strains (i.e., S. pombe, P. pastoris). 

25 One aspect of the bacculovirus system is the array of post-translational modifications 

that can be obtained, although antibodies and other proteins produced in bacculovirus 
contain carbohydrate structures very different from those produced by mammalian cells. 
The bacculovirus-infected insect cell system requires cloning of viruses, obtaining high titer 
stocks and infection of liquid insect cell suspensions (cells such as SF9, SF21). 

30 Mammalian cell-based expression requires transfection and cloning of cell lines. 

Either lymphoid or non-lymphoid cell may be used in the preparation of antibodies and 
antibody fragments. Soluble proteins such as antibodies are collected from the medium while 
intracellular or membrane bound proteins require cell lysis (either detergent solubilization or 
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freeze-thaw). The protein-capture agents may then be purified by a procedure analogous to 

that described for E. coli. 

For in vitro translation, the system of choice is E. coli lysates obtained from protease- 

deficient and T7 RNA polymerase overexpressing strains. E. coli lysates provide efficient 
5 protein expression (30-50|ig/ml lysate). The entire process may be carried out in 96-well 

arrays. Antibody genes or other protein-capture agent genes of interest may be amplified by 

PCR using oligonucleotides that contain the gene-specific sequences containing a T7 RNA 

polymerase promoter and binding site and a sequence encoding the affinity tag. 

Alternatively, an adaptor protein may be fused to the gene of interest by PCR. Amplified 
10 DNAs may be directly transcribed and translated in the E. coli lysates without prior cloning 

for fast analysis- The antibody fragments or other proteins may then be isolated by binding to 

an affinity matrix and processed as described above. 

Alternative in vitro translation systems that may be used include wheat germ extracts 

and reticulocyte extracts. In vitro synthesis of membrane proteins or post-translationally 
1 5 modified proteins will require reticulocyte lysates in combination with microsomes. 

In one embodiment of the invention, the protein-capture agents on the microarray 

comprise monoclonal antibodies. The production of monoclonal antibodies against specific 

protein targets is routine using standard hybridoma technology. In fact, numerous 

monoclonal antibodies are available commercially. 
20 As an alternative to obtaining antibodies or antibody fragments by cell fusion or 

from continuous cell lines, the antibody moieties may be expressed in bacteriophage. 

Such antibody phage display technologies are well known to those skilled in the art. 
"''''^^•"^"^'liie bacteriophage protein-capture agents allow for the random recombinaiitttf Sf heavy- and 7 

light-chain sequences, thereby creating a library of antibody sequences that may be selected 
25 against the desired antigen. The protein-capture agent may be based on bacteriophage 

lambda or on filamentous phage. The bacteriophage protein-capture agent may be used to 

express Fab fragments, Fv's with an engineered intermolecular disulfide bond to stabilize the 

V H -V L pair (dsFv's), scFvs, or diabody fragments. 

The antibody genes of the phage display libraries may be derived from pre- 
30 immunized donors. For example, the phage display library could be a display library 

prepared from the spleens of mice previously immunized with a mixture of proteins, such as a 

lysate of human T-cells. Immunization may be used to bias the library to contain a greater 

number of recombinant antibodies reactive towards a specific set of proteins, such as proteins 
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found in human T-cells. Alternatively, the library antibodies may be derived from native or 
synthetic libraries. The native libraries may be constructed from spleens of mice that have 
not been contacted by external antigen. In a synthetic library, portions of the antibody 
sequence, typically those regions corresponding to the complementarity determining regions 
5 (CDR) loops, have been mutagenized or randomized. 
HI. Target Samples 

Biological samples may be isolated from several sources including, but not limited to, 
a patient or a cell line. Patient samples may include blood, urine, amniotic fluid, plasma, 
semen, bone marrow, and tissues. Once isolated, total RNA or protein may be extracted 

10 using methods well known in the art. For example, target samples may be generated from 
total RNA by dT-primed reverse transcription producing cDNA (see e.g., SAMBROOK ET AL., 
Molecular Cloning: A Laboratory Manual, Cold Spring Harbor Press, New York 
(1989); Ausubel et al., Current Protocols in Molecular BiOLOGy, John Wiley & 
Sons, Inc. (1995)). The cDNA may then be transcribed to cRNA by in vitro transcription 

1 5 resulting in a linear amplification of the RNA. The target samples may be labeled with, for 
example, a fluorescent dye (e.g., Cy3-dUTP) or biotin. The labeled targets may be 
hybridized to the microarray. Laser excitation of the target samples produces fluorescence 
emissions, which are captured by a detector. This information may then be used to generate a 
quantitative two-dimensional fluorescence image of the hybridized targets. 

20 Gene expression profiles of a particular tissue or cell type may be generated from 

RNA (i.e., total RNA or mRNA). Reverse transcription with an oligo-dT primer may be 
used to isolate and generate mRNA from cellular RNA. To maximize the amount of sample 
oSP signal = labeled total RN A may also be used. The RNA may be fluorescently labeled or 
labeled with a radioactive isotope. For radioactive detection, a low energy emitter, such as 

25 33 P-dCTP, is preferred due to close proximity of the oligonucleotide probes on the support. 
The fluorophores, Cy3-dUTP or Cy5-dUTP, may used for fluorescent labeling. These 
fluorophores demonstrate efficient incorporation with reverse transcriptase and better yields. 
Furthermore, these fluorophores possess distinguishable excitation and emission spectra. 
Thus, two samples, each labeled with a different fluorophore, may be simultaneously 

30 hybridized to a microarray. 

The nucleic acid sample may be amplified prior to hybridization. Amplification 
methods include, but are not limited to PCR (Innis et AL., PCR PROTOCOLS. A Guide to 
Methods and Application, Academic Press, Inc. San Diego, (1990)), ligase chain reaction 
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(LCR) (Barringer et al., 89 GENE 1 17 (1990); Wu and Wallace, 4 Genomes 560 (1989); and 
Landegren et al., 241 SCIENCE 1077 (1988)), transcription amplification (Kwoh, et al., 86 
Proc. Natl. Acad. Sci. USA 1173 (1989)), and self-sustained sequence replication 
(Guatelli, et al., 87 Proc. Natl. Acad. Sci. USA 1874 (1990)). 
5 The target nucleic acids may be labeled at one or more nucleotides during or after 

amplification. Labels suitable for use with microarray technology include labels detectable 
by spectroscopic, photochemical, biochemical, immunochemical, electrical, optical, or 
chemical means. In one embodiment, the detectable label is a luminescent label, such as 
fluorescent labels, chemiluminescent labels, bioluminescent labels, and colorimetric labels. 

10 In a specific embodiment, the label is a fluorescent label such as fluorescein, rhodamine, 
lissamine, phycoerythrin, polymethine dye derivative, phosphor, or Cy2, Cy3, Cy3.5, Cy5, 
Cy5.5, Cy7. Commercially available fluorescent labels include fluorescein phosphoramidites 
such as Fluoreprime (Pharmacia, Piscataway, NJ), Fluoredite (Millipore, Bedford, MA), and 
FAM (ABI, Foster City, CA). Other labels include biotin for staining with labeled 

15 streptavidin conjugate, magnetic beads (e.g., Dynabeads), fluorescent dyes {e.g., texas red, 
rhodamine, green fluorescent protein), radiolabels {e.g., 3 H, 125 I, 35 S, 14 C, or 32 P), enzymes 
(e.g., horseradish peroxidase, alkaline phosphatase), and colorimetric labels such as colloidal 
gold or colored glass or plastic (e.g., polystyrene, polypropylene, latex) beads (see e.g., U.S. 
Patent Nos. 4,366,241; 4,277,437; 4,275,149; 3,996,345; 3,939,350; 3,850,752; and 

20 3,817,837). 

The labeled RNA targets are then hybridized to the microarray. A number of buffers 
may be used for hybridization assays. By way of example, but not limitation, the buffers can 
be any of the following: 5 M bStiinS, l M NaCl, pH 7.5; 4.5 M betaine, 0.5 M LiCl, pH 8.0; 
3 M TMAC1, 50 mM Tris-HCl, 1 raM EDTA, 0.1% N-lauroyl-sarkosine (NLS); 2.4 M 

25 TEAC1, 50 mM Tris-HCl, pH 8.0, 0.1% NLS; 1 M LiCl, 10 mM Tris-HCl, pH 8.0, 10% 
formamide; 2 M GuSCN, 30 mM NaCitrate, pH 7.5; 1 M LiCl, 10 mM Tris-HCl, pH 8.0, 1 
mM CTAB; 0.3 mM spermine, 10 mM Tris-HCl, pH 7.5; 2 M NH 4 OAc with 2 volumes 
absolute ethanol. Addition volumes of ionic detergents (such as N-lauroyl-sarkosine) may be 
added to the buffer. Hybridization may be performed at about 20-65°C (see e.g., U.S. Patent 

30 No. 6,045,996). Additional examples of hybridization conditions are disclosed in SAMBROOK 
et al., (1989); Berger and Kimmel, Guide to Molecular Cloning Techniques, Methods 
in Enzymology, (1987), Volume 152, Academic Press, Inc., San Diego, Calif.; Young and 
Davis, 80 Proc. Natl. Acad. Sci. U.S. A 1 194 (1983). 
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The hybridization buffer may be a formamide-based buffer or an aqueous buffer 
containing dextran sulfate or polyethylene glycol (see e.g., Cheung et al., 21 Nature Genet. 
15-19 (1999); SAMBROOK ET al. (1989)). In addition, the hybridization buffer may contain 
blocking agents such as sheared salmon sperm DNA or Denhardt's reagent to minimize 
5 nonspecific binding or background noise. Approximately 50-200 \i% labeled total RNA or 2- 
5 jig labeled mRNA per hybridization is required for a sufficient fluorescent signal and 
detection. Typically, the amount of oligonucleotide probes attached to the support is in 
excess of the labeled target RNA. 

Following hybridization, the nucleic acids may be analyzed by detecting one or more 

10 labels attached to the target nucleic acids. The labels may be incorporated by any of a 
number of methods well-known in the art. In one embodiment, the label may be 
simultaneously incorporated during the amplification step in the preparation of the target 
nucleic acids. For example, a labeled amplification product may be generated by PCR using 
labeled primers or labeled nucleotides. Transcription amplification using a labeled nucleotide 

15 (e.g., fluorescein-labeled UTP or CTP) incorporates a label into the transcribed nucleic acids. 
Alternatively, a label may be added directly to the original nucleic acid sample or to the 
amplification product following amplification. Methods for labeling nucleic acids are well- 
known in the art and include, for example, nick translation or end-labeling. 

The hybridized array is then subjected to laser excitation, which produces an emission 

20 with a unique spectra. The spectra are scanned, for example, with a scanning confocal laser 
microscope generating monochrome images of the microarray. These images are digitally 
processed and normalized based on a threshold value (e.g., background) using mathematical 
algorithms. For example, a threshold value of 0 may be assigned witch no cuarige in the level 
of fluorescence is observed; an increase in fluorescence may be assigned a value of +1 and a 

25 decrease in fluorescence may be assigned a value of -1 . Normalization may be based on a 
designated subgroup of genes where variations in this subgroup are utilized to generate 
statistics applicable for evaluating the complete gene microarray. Chen et al., 2 J. BlOMED. 
Optics 364-67(1997). 

Use of one of the protein microarrays of the present invention may involve placing the 

30 two-dimensional microarray in a flowchamber with approximately 1-1 0 \il of fluid volume 
per 25 mm 2 overall surface area. The cover over the microarray in the flowchamber is 
preferably transparent or translucent. In one embodiment, the cover may comprise Pyrex or 
quartz glass. In other embodiments, the cover may be part of a detection system that 
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monitors interaction between the protein-capture agents immobilized on the microarray and 
protein in a solution such as a cellular extract from a biological sample. The flowchambers 
should remain filled with appropriate aqueous solutions to preserve protein activity. 
Salt, temperature, and other conditions are preferably kept similar to those of normal 
5 physiological conditions. Proteins in a fluid solution may be flushed into the flow chamber 
as desired and their interaction with the immobilized protein-capture agents determined. 
Sufficient time must be given to allow for binding between the protein-capture agent and its 
binding partner to occur. The amount of time required for this will vary depending upon the 
nature and tightness of the affinity of the protein-capture agent for its binding partner. 

10 No specialized microfluidic pumps, valves, or mixing techniques are required for fluid 
delivery to the microarray. 

Alternatively, protein-containing fluid may be delivered to each of the regions of 
protein-capture agents individually. For example, in one embodiment, the regions of the 
substrate surface where the protein-capture agents reside may be microfabricated in such a 

15 way as to allow integration of the microarray with a number of fluid delivery channels 
oriented perpendicular to the microarray surface, each one of the delivery channels 
terminating at the site of an individual protein-capture agent-coated region. 

The sample, which is delivered to the microarray, will typically be a fluid. In a one 
embodiment, the sample is a cellular extract or a biological sample. The sample to be 

20 assayed may comprise a complex mixture of proteins, including a multitude of proteins which 
are not binding partners of the protein-capture agents of the microarray. If the proteins to be 
analyzed in the sample are membrane proteins, then those proteins will typically need to be 
sofubihzed prior to administration of the sample to the microarray. If the proteins to be 
assayed in the sample are proteins secreted by a population of cells in an organism, the 

25 sample may be a biological sample. If the proteins to be assayed in the sample are 

intracellular, a sample may be a cellular extract. In another embodiment, the microarray may 
comprise protein-capture agents that bind fragments of the expression products of a cell or 
population of cells in an organism. In such a case, the proteins in the sample to be assayed 
may have been prepared by performing a digest of the protein in a cellular extract or a 

30 biological sample. In an alternative application, the proteins from only specific fractions of a 
cell are collected for analysis in the sample. 

In general, delivery of solutions containing proteins to be bound by the protein- 
capture agents of the microarray may be preceded, followed, or accompanied by delivery of a 
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blocking solution. A blocking solution contains protein or another moiety that will adhere to 
sites of non-specific binding on the microarray. For example, solutions of bovine serum 
albumin or milk may be used as blocking solutions. 

The binding partners of the plurality of protein-capture agents on the microarray are 
5 proteins that are all expression products, or fragments thereof, of a cell or population of cells 
of a single organism. The expression products may be proteins, including peptides, of any 
size or function. They may be intracellular proteins or extracellular proteins. The expression 
products may be from a one-celled or multicellular organism. The organism may be a plant 
or an animal. In a specific embodiment of the invention, the binding partners are human 

1 0 expression products, or fragments thereof. 

In another embodiment of the present invention, the binding partners of the protein- 
capture agents of the microarray may be a randomly chosen subset of all the proteins, 
including peptides, which are expressed by a cell or population of cells in a given organism 
or a subset of all the fragments of those proteins. Thus, the binding partners of the protein- 

15 capture agents of the microarray may represent a wide distribution of different proteins from 
a single organism. 

The binding partners of some or all of the protein-capture agents on the microarray 
need not necessarily be known. Indeed, the binding partner of a protein-capture agent of the 
microarray may be a protein or peptide of unknown function. For example, the different 

20 protein-capture agents of the microarray may together bind a wide range of cellular proteins 
from a single cell type, many of which are of unknown identity and/or function. 

In another embodiment of the present invention, the binding partners of the protein- 
Capture agents on the microarray are related proceins. The different proteins bound by the 
protein-capture agents may be members of the same protein family. The different binding 

25 partners of the protein-capture agents of the microarray may be either functionally related or 
simply suspected of being functionally related. The different proteins bound by the protein- 
capture agents of the microarray may also be proteins that share a similarity in structure or 
sequence or are simply suspected of sharing a similarity in structure or sequence. 
For example, the binding partners of the protein-capture agents on the microarray may be 

30 growth factor receptors, hormone receptors, neurotransmitter receptors, catecholamine 

receptors, amino acid derivative receptors, cytokine receptors, extracellular matrix receptors, 
antibodies, lectins, cytokines, serpins, proteases, kinases, phosphatases, ras-like GTPases, 
hydrolases, steroid hormone receptors, transcription factors, heat-shock transcription factors, 
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DNA-binding proteins, zinc-finger proteins, leucine-zipper proteins, homeodomain proteins, 
intracellular signal transduction modulators and effectors, apoptosis-related factors, DNA 
synthesis factors, DNA repair factors, DNA recombination factors, cell-surface antigens, 
hepatitis C virus (HCV) proteases or HIV proteases and may correspond to all or part of the 
5 proteins encoded by the genes of the gene expression profiles of the present invention. 
IV. Control Oligonucleotides And Protein-Capture Agents 

Control oligonucleotides corresponding to genomic DNA, housekeeping genes, 
or negative and positive control genes may also be present on the microarray. Similarly, 
protein-capture agents that bind housekeeping proteins, or negative and positive control 
10 proteins, such as beta actin protein, may also be present on the microarray. These controls 
are used to calibrate background or basal levels of expression, and to provide other useful 
information. 

Normalization controls may be oligonucleotide probes that are perfectly 
complementary to labeled reference oligonucleotides that are added to the nucleic acid 

15 sample. Normalization controls may be protein-capture agents that bind specifically and 

consistently to a labeled reference protein that is added to the protein sample. For example, a 
protein-capture agent/normalization control pair may comprise avidin/streptavidin or a well- 
known antibody/antigen combination with a known binding coefficient. The signals obtained 
from the normalization controls after hybridization provide a control for variations in 

20 hybridization conditions, label intensity, efficiency, and other factors that may cause the 
hybridization signal to vary between microarrays. To normalize fluorescence intensity 
measurements, for example, signals from all probes of the microarray may be divided by the 
signal from the control probes. 

Expression level controls are probes or protein-capture agents that hybridize/bind 

25 specifically with constitutively expressed genes in the biological sample and are designed to 
control the overall metabolic activity of a cell. Analysis of the variations in the levels of the 
expression control as compared to the expression level of the target nucleic acid or target 
protein indicates whether variations in the expression level of a gene or protein is due 
specifically to changes in the transcription rate of that gene or to general variations in the 

30 health of the cell. Thus, if the expression levels of both the expression control and the target 
gene decrease or increase, these alterations may be attributed to changes in the metabolic 
activity of the cell as a whole, not to differential expression of the target gene or protein in 
question. If only the expression of the target gene or protein varies, however, then the 
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variation in the expression may be attributed to differences in regulation of that gene or 
protein and not to overall variations in the metabolic activity of the cell. Constitutively 
expressed genes such as housekeeping genes (e.g., P-actin gene, transferrin receptor gene, 
GAPDH gene) may serve as expression level controls. 
5 Mismatch controls may also be used for expression level controls or for normalization 

controls. These probes and protein-capture agents provide a control for non-specific binding 
or cross-hybridization to a nucleic acid in the sample other than the target to which the probe 
is directed. Mismatch controls are oligonucleotide probes identical to the corresponding test 
or control probes except for the presence of one or more mismatched bases. One or more 

10 mismatches (e.g., substituting guanine, cytidine, or thymine for adenine) are selected such 
that under appropriate hybridization conditions (e.g., stringent conditions), the test or control 
probe would be expected to hybridize with its target sequence, but the mismatch probe would 
not hybridize or would hybridize to a significantly lesser extent. Similarly, an antibody may 
be used as a mismatch control protein-capture agent. For example, an antibody may be used 

15 that has a base pair mismatch in the binding domain that affects binding as compared to the 
normal antibody. 

V. Detection Methods And Analysis Of Hybridization Results 

Methods for signal detection of labeled target nucleic acids hybridized to microarray 
probes are well-known in the art. For example, a radioactive labeled probe may be detected 

20 by radiation emission using photographic film or a gamma counter. For fluorescently labeled 
target nucleic acids, the localization of the label on the probe microarray may be 
accomplished with fluorescent microscopy. The hybridized microarray is excited with a light 
sburce at the excitation wavelength of the particular fluorescent label and the resulting 
fluorescence is detected. The excitation light source may be a laser appropriate for the 

25 excitation of the fluorescent label. 

Confocal microscopy may be automated with a computer-controlled stage to 
automatically scan the entire microarray. Similarly, a microscope may be equipped with a 
phototransducer (e.g., a photomultiplier) attached to an automated data acquisition system to 
automatically record the fluorescence signal produced by hybridization to oligonucleotide 

30 probes. See e.g., U.S. Patent. No. 5,143,854. 

The present invention also relates to methods for evaluating the hybridization results. 
These methods may vary with the nature of the specific oligonucleotide probes or protein- 
capture agent used as well as the controls provided. For example, quantification of the 
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fluorescence intensity for each probe may be accomplished by measuring the probe signal 
strength at each location (representing a different probe) on the microarray (e.g., detection of 
the amount of florescence intensity produced by a fixed excitation illumination at each 
location on the array). The fluorescent intensity for each protein-capture agent and binding 
5 pair may be accomplished using similar methods. The absolute intensities of the target 
nucleic acids or proteins hybridized to the microarray may then be compared with the 
intensities produced by the controls, providing a measure of the relative expression of the 
nucleic acids or proteins that hybridize to each of the probes or protein-capture agents. 

Normalization of the signal derived from the target nucleic acids to the normalization 

10 controls may provide a control for variations in hybridization conditions. Typically, 

normalization may be accomplished by dividing the measured signal from the other probes or 
protein-capture agents in the array by the average signal produced by the normalization 
controls. Normalization may also include correction for variations due to sample preparation 
and amplification. Such normalization may be accomplished by dividing the measured signal 

1 5 by the average signal from the sample preparation/amplification control probes or protein- 
capture agents. The resulting values may be multiplied by a constant value to scale the 
results. Other methods for analyzing microarray data are well-known in the art including 
coupled two-way clustering analysis, clustering algorithms (hierarchical clustering, self- 
organizing maps), and support vector machines. See e.g., Brown et al., 97 Proc. Natl. 

20 Acad. Sci. USA 262-67 (2000); Getz et al, 97 Proc. Natl. Acad. Sci. USA 12079-84 
(2000); Holter et al, 97 Proc. Natl. Acad. Sci. USA 8409-14 (2000); Tamayo et al, 96 
Proc. Natl. Acad. Sci. USA 2907-12 (1999); Eisen et al, 95 Proc. Natl. Acad. Sci. USA 
14863-68 (1998); and Ermolaeva et al, 20 NAiuRE Genet. 19-23 (1998).- 

Indeed, the methodologies useful in analyzing gene expression profiles and gene 

25 expression data are equally applicable in the context of the study of protein expression. 

In general, for a variety of applications including proteomics and diagnostics, the methods of 
the present invention involve the delivery of the sample containing the proteins to be 
analyzed to the microarrays. After the proteins of the sample have been allowed to interact 
with and become immobilized on the regions comprising protein-capture agents with the 

30 appropriate biological specificity, the presence and/or amount of protein bound at each region 
is then determined. The detection methods, analysis tools, and algorithms described for the 
nucleic acid micorarrays are equally applicable in the context of protein microarrays. 
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In addition to the methods described above, a wide range of detection methods are 
available to analyze the results of protein microarray experiments. Detection may be 
quantitative and/or qualitative. The protein microarray may be interfaced with optical 
detection methods such as absorption in the visible or infrared range, chemoluminescence, 
and fluorescence (including lifetime, polarization, fluorescence correlation spectroscopy 
(FCS), and fluorescence-resonance energy transfer (FRET)). Other modes of detection such 
as those based on optical waveguides (WO 96/26432 and U.S. Pat. No. 5,677,196), surface 
plasmon resonance, surface charge sensors, and surface force sensors are compatible with 
many embodiments of the present invention. Alternatively, technologies such as those based 
on Brewster Angle microscopy (BAM) (Schaaf et al., 3 Langmuir 1131-1135 (1987)) and 
ellipsometry (U.S. Pat. Nos. 5,141,311 and 5,1 16,121 ; Kim, 22 Macromolecules 2682- 
2685 (1984)) may be utilized. Quartz crystal microbalances and desorption processes 
provide still other alternative detection means suitable for at least some embodiments of the 
invention microarray. See, e.g., U.S. Pat. No. 5,719,060. An example of an optical biosensor 
system compatible both with some arrays of the present invention and a variety of non-label 
detection principles including surface plasmon resonance, total internal reflection 
fluorescence (TIRF), Brewster Angle microscopy, optical waveguide lightmode spectroscopy 
(OWLS), surface charge measurements, and ellipsometry are discussed in U.S. Pat. No. 
5,313,264. 

Other different types of detection systems suitable to assay the protein expression 
arrays of the present invention include, but are not limited to, fluorescence, measurement of 
electronic effects upon exposure to a compound or analyte, luminescence, ultraviolet visible 
light, and laser induced fluorescence (LEF) detection methods, collision induct dissociation ' 
(CID), mass spectroscopy (MS), CCD cameras, electron and three dimensional microscopy. 
Other techniques are known to those of skill in the art. For example, analyses of 
combinatorial arrays and biochip formats have been conducted using LEF techniques that are 
relatively sensitive. See, e.g., Ideue et al., 337 Chem. PHYSICS Letters 79-84 (2000). 

One detection system of particular interest is time-of-fiight mass spectrometry (TOF- 
MS). Using parallel sampling techniques, time-of-flight mass spectrometry may be used for 
the detailed characterization of hundreds of molecules in a sample mixture at each discreet 
location within the microarray. Time-of-flight mass spectrometry based systems enable 
extremely rapid analysis (microseconds to milliseconds instead of seconds for scanning MS 
devises) high levels of selectivity compared to other techniques with good sensitivity (better 
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than one part per million, as opposed to one part per ten thousand for scanning MS), As a 
mass spectroscopic technique, time-of-flight mass spectrometry provides molecular weight 
and structural information for identification of unknown samples. 

Additional levels of sensitivity are added by coupling time-of-flight mass 
5 spectrometry to another separation system. Thus, in an embodiment, the present invention 
comprises using ion mobility in combination with time-of-flight mass spectrometry for the 
analysis of microarrays. The combination of ion mobility and time-of-flight mass 
spectrometry is referred to as multi-dimensional spectroscopy (MDS). Ions are electro- 
sprayed into the front of the MDS device. Electrospray is a method for ionizing relatively 

10 large molecules and having them form a gas phase. The solution containing the sample is 
sprayed at high voltage, forming charged droplets. These droplets evaporate, leaving the 
sample's ionized molecules in the gas phase. These ions continue into the ion mobility 
chamber where the ions travel under the influence of a uniform electric field through a buffer 
gas. The principle underlying ion mobility separation techniques is that compact ions 

15 undergo fewer collisions than ions having extended shapes and thus, have increased mobility. 
As the separated components (comprising ions/molecules of different mobility) exit the drift 
tube, they are pulsed into a time-of-flight mass spectrometer. 

Although non-label detection methods are generally preferred, some of the types of 
detection methods commonly used for traditional immunoassays that require the use of labels 

20 may be applied to the arrays of the present invention. These techniques include 

noncompetitive immunoassays, competitive immunoassays, and dual label, radiometric 
immunoassays. These techniques are primarily suitable for use with the arrays of protein- 
capture dgehis mien the nuniber of different protein-capture agents with different specificity 
is small (less than about 100). In the competitive method, binding-site occupancy is 

25 determined indirectly. In this method, the protein-capture agents of the microarray are 

exposed to a labeled developing agent, which is typically a labeled version of the analyte or 
an analyte analog. The developing agent competes for the binding sites on the protein- 
capture agent with the analyte. The fractional occupancy of the protein-capture agents on 
different regions can be determined by the binding of the developing agent to the protein- 

30 capture agents of the individual regions. 

In the noncompetitive method, binding site occupancy is determined directly. In this 
method, the regions of the microarray are exposed to a labeled developing agent capable of 
binding to either the bound analyte or the occupied binding sites on the protein-capture agent. 
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For example, the developing agent may be a labeled antibody directed against occupied sites 
(i.e., a "sandwich assay"). Alternatively, a dual label, radiometric, approach may be taken 
where the protein-capture agent is labeled with one label and the second, developing agent is 
labeled with a second label See Ekins, et al., 194 Clinica Chimica Acta. 91-1 14, (1990). 
5 Many different labeling methods may be used in the aforementioned techniques, including 
radioisotopic, enzymatic, chemiluminescent, and fluorescent methods. 
VI. Types Of Microarravs 

The microarrays of the present invention may be derived from or representative of a 
specific organism, or cell type, including human microarrays, cancer microarrays, apoptosis 

1 0 microarrays, oncogene and tumor suppressor microarrays, cell-cell interaction microarrays, 
cytokine and cytokine receptor microarrays, blood microarrays, cell cycle microarrays, 
neuroarrays, mouse microarrays, and rat microarrays, or combinations thereof. 

In further embodiments, the microarrays may represent diseases including 
cardiovascular diseases, neurological diseases, immunological diseases, various cancers, 

1 5 infectious diseases, endocrine disorders, and genetic diseases. 

Alternatively, the microarrays of the present invention may represent a particular 
tissue type, such as heart, liver, prostate, lung, nerve, muscle, or connective tissue; preferably 
coronary artery endothelium, umbilical artery endothelium, umbilical vein endothelium, 
aortic endothelium, dermal microvascular endothelium, pulmonary artery endothelium, 

20 myometrium microvascular endothelium, keratinocyte epithelium, bronchial epithelium, 
mammary epithelium, prostate epithelium, renal cortical epithelium, renal proximal tubule 
epithelium, small airway epithelium, renal epithelium, umbilical artery smooth muscle, 
neonatal dermal 'fibroblast, pulmonary artery Smooth muscle, dermal fibroblast, neural 
progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, mesangial cells, coronary 

25 artery smooth muscle, bronchial smooth muscle, uterine smooth muscle, lung fibroblast, 
osteoblasts, prostate stromal cells, or combinations thereof. 

The present invention contemplates microarrays comprising a gene expression profile 
comprising one or more nucleic acid sequences including complementary and homologous 
sequences, wherein said gene expression profile is generated from a cell type selected from 

30 the group comprising coronary artery endothelium, umbilical artery endothelium, umbilical 
vein endothelium, aortic endothelium, dermal microvascular endothelium, pulmonary artery 
endothelium, myometrium microvascular endothelium, keratinocyte epithelium, bronchial 
epithelium, mammary epithelium, prostate epithelium, renal cortical epithelium, renal 

74 



WO 02/074979 



PCT7US02/08456 



proximal tubule epithelium, small airway epithelium, renal epithelium, umbilical artery 
smooth muscle, neonatal dermal fibroblast, pulmonary artery smooth muscle, dermal 
fibroblast, neural progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, 
mesangial cells, coronary artery smooth muscle, bronchial smooth muscle, uterine smooth 
5 muscle, lung fibroblast, osteoblasts, and prostate stromal cells. 

The present invention contemplates microarrays comprising one or more protein- 
capture agents, wherein said protein expression profile is generated from a cell type selected 
from the group comprising coronary artery endothelium, umbilical artery endothelium, 
umbilical vein endothelium, aortic endothelium, dermal microvascular endothelium, 

1 0 pulmonary artery endothelium, myometrium microvascular endothelium, keratinocyte 

epithelium, bronchial epithelium, mammary epithelium, prostate epithelium, renal cortical 
epithelium, renal proximal tubule epithelium, small airway epithelium, renal epithelium, 
umbilical artery smooth muscle, neonatal dermal fibroblast, pulmonary artery smooth muscle, 
dermal fibroblast, neural progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, 

15 mesangial cells, coronary artery smooth muscle, bronchial smooth muscle, uterine smooth 
muscle, lung fibroblast, osteoblasts, and prostate stromal cells. 

In a specific embodiment, the present invention provides a microarray comprising an 
endothelial cell gene expression profile comprising one or more nucleic acid sequences 
substantially homlogous to a nucleic acid sequence or complementary sequence thereof, or 

20 portions of said nucleic acid sequence or complementary sequence thereof, selected from the 
group consisting of SEQ ID NO: 1; SEQ ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID 
NO: 5; SEQ ID NO: 6; SEQ ID NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ 
- ID NO: 1 1; SEQ ID NO: 12; SEQ ID NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID 
NO: 16; SEQ ID NO: 17; SEQ ID NO: 18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ID NO: 

25 21 ; SEQ ID NO: 22; SEQ ID NO: 23; SEQ ID NO: 48; SEQ ID NO: 63; SEQ ID NO: 70; 
SEQ ID NO: 82; SEQ ID NO: 94; and SEQ ID NO: 144. 

In another embodiment, a microarray of the present invention may comprise a muscle 
cell gene expression profile comprising one or more nucleic acid sequences substantially 
homlogous to a nucleic acid sequence or complementary sequence thereof, or portions of said 

30 nucleic acid sequence or complementary sequence thereof, selected from the group consisting 
of SEQ ID NO: 24; SEQ ID NO: 25; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID NO: 28; 
SEQ ID NO: 29; SEQ ID NO: 30; SEQ ID NO: 31; SEQ ID NO: 32; SEQ ID NO: 33; SEQ 
ID NO: 34; SEQ ID NO: 35; SEQ ID NO: 36; SEQ ID NO: 37; SEQ ID NO: 39; SEQ ID 
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NO: 40; SEQ ID NO: 41; SEQ ID NO: 42; SEQ ID NO: 54; SEQ ID NO: 55; and SEQ ID 
NO: 69. 

In an alternative embodiment, a micro array comprises a primary cell gene expression 
profile comprising one or more nucleic acid sequences substantially homlogous to a nucleic 
5 acid sequence or complementary sequence thereof, or portions of said nucleic acid sequence 
or complementary sequence thereof, selected from the group consisting of SEQ ID NO: 1 ; 
SEQ ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; SEQ ID NO: 
7; SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID NO: 1 1; SEQ ID NO: 12; SEQ 
ID NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 16; SEQ ID NO: 17; SEQ ID 

10 NO: 18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ID NO: 21; SEQ ID NO: 22; SEQ ID NO: 
23; SEQ ID NO: 24; SEQ ID NO: 25; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID NO: 28; 
SEQ ID NO: 29; SEQ ID NO: 30; SEQ ID NO: 31; SEQ ID NO: 32; SEQ ID NO: 33; SEQ 
ID NO: 34; SEQ ID NO: 35; SEQ ID NO: 36; SEQ ID NO: 37; SEQ ID NO: 39; SEQ ID 
NO: 40; SEQ ID NO: 41; SEQ ID NO: 42; SEQ ID NO: 43; SEQ ID NO: 44; SEQ ID NO: 

15 45; SEQ ID NO: 46; SEQ ID NO: 47; SEQ ID NO: 48; SEQ ID NO: 49; SEQ ID NO: 50; 
SEQ ID NO: 51; SEQ ID NO: 52; SEQ ID NO: 53; SEQ ID NO: 54; SEQ ID NO: 55; SEQ 
ID NO: 56; SEQ ID NO: 57; SEQ ID NO: 58; SEQ ID NO: 59; SEQ ID NO: 60; SEQ ID 
NO: 61 ; SEQ ID NO: 62; SEQ ID NO: 63; SEQ ID NO: 64; SEQ ID NO: 65; SEQ ID NO: 
66; SEQ ID NO: 67; SEQ ID NO: 68; SEQ ID NO: 69; SEQ ID NO: 70; SEQ ID NO: 71; 

20 SEQ ID NO: 72; SEQ ID NO: 73; SEQ ID NO: 74; SEQ ID NO: 75; SEQ ID NO: 76; SEQ 
ID NO: 77; SEQ ID NO: 78; SEQ ID NO: 79; SEQ ID NO: 80; SEQ ID NO: 81; SEQ ID 
NO: 82; SEQ ID NO: 83; SEQ ID NO: 84; SEQ ID NO: 85; SEQ ID NO: 86; SEQ ID NO: 
87; SEQ ID NOf oS; SEQ ID NO: 89; SEQ ID NO: 90; SEQ ID NO: 91 ; SEQ ID NO: 92; 
SEQ ID NO: 93; SEQ ID NO: 94; SEQ ID NO: 95; SEQ ID NO: 96; SEQ ID NO: 97; SEQ 

25 ID NO: 98; SEQ ED NO: 99; SEQ ID NO: 100; SEQ ID NO: 101; SEQ ID NO: 102; SEQ ID 
NO: 103; SEQ ID NO: 104; SEQ ID NO: 105; SEQ ID NO: 106; SEQ ID NO: 107; SEQ ID 
NO: 108; SEQ ID NO: 109; SEQ ID NO: 1 10; SEQ ID NO: 1 1 1; SEQ ID NO: 112; SEQ ID 
NO: 113; SEQ ID NO: 114; SEQ ID NO: 115;SEQIDNO: 116; SEQIDNO:118; SEQ ID 
NO: 119; SEQ ID NO: 120; SEQ ID NO: 121; SEQ ID NO: 122; SEQ ID NO: 123; SEQ ID 

30 NO: 124; SEQ ID NO: 125; SEQ ID NO: 126; SEQ ID NO: 127; SEQ ID NO: 128; SEQ ID 
NO: 129; SEQ ID NO: 130; SEQ ID NO: 131; SEQ ID NO: 132; SEQ ID NO: 133; SEQ ID 
NO: 134; SEQ ID NO: 135; SEQ ID NO: 136; SEQ ID NO: 137; SEQ ID NO: 138; SEQ ID 
NO: 139; SEQ ID NO: 140; SEQ ID NO: 141; SEQ ED NO: 142; SEQ ID NO: 143; SEQ ID 
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NO: 144; SEQ ID NO: 145; SEQ ID NO: 146; SEQ ID NO: 147; SEQ ID NO: 148; SEQ ID 
NO: 149; SEQ ID NO: 150; SEQ ID NO: 151; SEQ ID NO: 152; SEQ ID NO: 153; SEQ ID 
NO: 154; SEQ ID NO: 155; SEQ ID NO: 156; SEQ ID NO: 157; SEQ ID NO: 158; SEQ ID 
NO: 159; SEQ ID NO: 160; SEQ ID NO: 161; SEQ ID NO: 162; SEQ ID NO: 163; SEQ ID 
5 NO: 164; SEQ ID NO: 165; SEQ ID NO: 166; SEQ ID NO: 167; SEQ ID NO: 168; SEQ ID 
NO: 169; SEQ ID NO: 170; SEQ ID NO: 171; SEQ ID NO: 172; SEQ ID NO: 173; SEQ ID 
NO: 174; SEQ ID NO: 175; SEQ ID NO: 176; SEQ ID NO: 177; SEQ ID NO: 178; SEQ ID 
NO: 179; SEQ ID NO: 180; SEQ ID NO: 181; SEQ ID NO: 182; SEQ ID NO: 183; SEQ ID 
NO: 184; SEQ ID NO: 185; and SEQ ID NO: 186. 

1 0 The present invention also provides a microarray comprising an epithelial cell gene 

expression profile comprising one or more nucleic acid sequences substantially homlogous to 
a nucleic acid sequence or complementary sequence thereof, or portions of said nucleic acid 
sequence or complementary sequence thereof, selected from the group consisting of SEQ ID 
NO: 47; SEQ ID NO: 60; SEQ ID NO:67; SEQ ID NO: 73; SEQ ID NO: 75; SEQ ID NO: 

1 5 76; SEQ ID NO: 77; SEQ ID NO: 78; SEQ ID NO: 80; SEQ ID NO: 96; SEQ ID NO: 98; 
SEQ ID NO: 99; SEQ ID NO: lll;SEQEDNO: 112; SEQ ID NO: 123;SEQIDNO: 127; 
SEQ ID NO: 131; SEQ ID NO: 150; SEQ ID NO: 153; SEQ ID NO: 154; SEQ ID NO: 155; 
SEQ ED NO: 156; SEQ ID NO: 157; SEQ ED NO: 158; SEQ ED NO: 159; SEQ ED NO: 160; 
SEQ ED NO: 161; SEQ ED NO: 162; SEQ ED NO: 163; SEQ ED NO: 164; SEQ ED NO: 165; 

20 SEQ ID NO: 166; SEQ ED NO: 167; SEQ ED NO: 168; SEQ ED NO: 169; SEQ ED NO: 170; 
SEQ ED NO: 171 ; SEQ ED NO: 172; SEQ ED NO: 173; SEQ ED NO: 174; SEQ ED NO: 175; 
SEQ ED NO: 176; SEQ ED NO: 177; SEQ ED NO: 178; SEQ ED NO: 179; SEQ ED NO: 180; 
SEQ ED NO: 181; SEQ ED NO: 182; SEQ ED NO: 183; SEQ ID NO: 184; SEQ ID NO: 185; 
and SEQ ED NO: 186. 

25 In yet another embodiment, a microarray may comprise a keratinocyte epithelial cell 

gene expression profile comprising one or more nucleic acid sequences substantially 
homlogous to a nucleic acid sequence or complementary sequence thereof, or portions of said 
nucleic acid sequence or complementary sequence thereof, selected from the group consisting 
of SEQ ED NO: 1 87; SEQ ED NO: 1 88; SEQ ID NO: 1 89; SEQ ED NO: 190; SEQ ED NO: 

30 191; SEQ ED NO: 192; SEQ ED NO: 193; SEQ ED NO: 194; SEQ ED NO: 195; SEQ ED NO: 
196; SEQ ED NO: 197; SEQ ED NO: 198; SEQ ED NO: 199; SEQ ED NO: 200; SEQ ED NO: 
201; SEQ ED NO: 202; SEQ ID NO: 203; SEQ ID NO: 204; SEQ ED NO: 205; SEQ ED NO: 
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206; SEQ ID NO: 207; SEQ ID NO: 208; SEQ ID NO: 209; SEQ ID NO: 210; and SEQ ID 
NO: 211. 

The present invention also provides a microarray comprising a mammary epithelial 
cell gene expression profile comprising one or more nucleic acid sequences substantially 
homlogous to a nucleic acid sequence or complementary sequence thereof, or portions of said 
nucleic acid sequence or complementary sequence thereof, selected from the group consisting 
of SEQ ED NO: 78; SEQ ID NO: 212; SEQ ID NO: 213; SEQ ID NO: 216; SEQ ID NO: 225; 
SEQ ID NO: 226; SEQ ID NO: 227; SEQ ID NO: 239; SEQ ID NO: 271; SEQ ID NO: 285; 
and SEQ ID NO: 289. 

In an alternative embodiment, a microarray may comprise a bronchial epithelial cell 
gene expression profile comprising one or more nucleic acid sequences substantially 
homlogous to a nucleic acid sequence or complementary sequence thereof, or portions of said 
nucleic acid sequence or complementary sequence thereof, selected from the group consisting 
of SEQ ID NO: 27; SEQ ID NO: 131; SEQ ID NO: 150; SEQ ID NO: 169; SEQ ID NO: 214; 
SEQ ID NO: 215; SEQ ID NO: 223; SEQ ID NO: 224; SEQ ID NO: 241; SEQ ID NO: 243; 
SEQ ID NO: 244; SEQ ID NO: 255; SEQ ID NO: 256; SEQ ID NO: 261; and SEQ ID NO: 
314. 

The present invention also provides a microarray comprising a prostate epithelial cell 
gene expression profile comprising one or more nucleic acid sequences substantially 
homlogous to a nucleic acid sequence or complementary sequence thereof, or portions of said 
nucleic acid sequence or complementary sequence thereof, selected from the group consisting 
of SEQ ID NO: 64; SEQ ID NO: 217; SEQ ID NO: 218; SEQ ID NO: 259; SEQ ID NO: 293; 
SEQ ED NO: S02; and SEQ ID NO: 320. * ; " 

In yet another embodiment, a microarray comprises a renal cortical epithelial cell 
gene expression profile comprising one or more nucleic acid sequences substantially 
homlogous to a nucleic acid sequence or complementary sequence thereof, or portions of said 
nucleic acid sequence or complementary sequence thereof, selected from the group consisting 
of SEQ ID NO: 49; SEQ ID NO: 57; SEQ ID NO: 104; SEQ ID NO: 123; SEQ ID NO: 1 60; 
SEQ ID NO: 165; SEQ ID NO: 166; SEQ ID NO: 219; SEQ ID NO: 267; SEQ ID NO: 270; 
SEQ ID NO: 279; SEQ ID NO: 280; SEQ ID NO: 283; SEQ ID NO: 291; SEQ ID NO: 305; 
SEQ ID NO: 307; SEQ ID NO: 310; SEQ ID NO: 313; SEQ ID NO: 325; SEQ ID NO: 326; 
and SEQ ID NO: 327. 
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The present invention further provides a microarray comprising one or more nucleic 
acid sequences substantially homlogous to a nucleic acid sequence or complementary 
sequence thereof, or portions of said nucleic acid sequence or complementary sequence 
thereof, selected from the group consisting of SEQ ID NO: 106; SEQ ID NO: 138; SEQ ID 
5 NO: 158; SEQ ID NO: 228; SEQ ID NO: 236; SEQ ID NO: 242; SEQ ID NO: 250; SEQ ID 
NO: 258; SEQ ID NO: 260; SEQ ID NO: 262; SEQ ID NO: 266; SEQ ID NO: 272; SEQ ID 
NO: 273; SEQ ID NO: 274; SEQ ID NO: 275; SEQ ID NO: 276; SEQ ID NO: 278; SEQ ID 
NO: 284; SEQ ID NO: 288; SEQ ID NO: 295; SEQ ID NO: 296; SEQ ID NO: 297; SEQ ID 
NO: 299; SEQ ID NO: 300; SEQ ID NO: 301; SEQ ID NO: 306; SEQ ID NO: 308; SEQ ID 

10 NO: 309; SEQ ID NO: 31 1; SEQ ID NO: 316; SEQ ID NO: 318; SEQ ID NO: 321; SEQ ID 
NO: 322; SEQ ID NO: 328; and SEQ ID NO: 329. 

In a specific embodiment, a microarray may comprise a small airway epithelial cell 
gene expression profile comprising one or more nucleic acid sequences substantially 
homlogous to a nucleic acid sequence or complementary sequence thereof, or portions of said 

15 nucleic acid sequence or complementary sequence thereof, selected from the group consisting 
of SEQ ID NO: 173; SEQ ID NO: 174; SEQ ID NO: 183; SEQ ID NO: 220; SEQ ID NO: 
221; SEQ ID NO: 222; SEQ ID NO: 229; SEQ ID NO: 230; SEQ ID NO: 231; SEQ ID NO: 
232; SEQ ID NO: 233; SEQ ID NO: 234; SEQ ID NO: 235; SEQ ID NO: 237; SEQ ID NO: 
238; SEQ ID NO: 240; SEQ ID NO: 245; SEQ ID NO: 246; SEQ ID NO: 247; SEQ ID NO: 

20 248; SEQ ID NO: 249; SEQ ID NO: 251; SEQ ID NO: 252; SEQ ID NO: 254; SEQ ID NO: 
257; SEQ ID NO: 263; SEQ ID NO: 264; SEQ ID NO: 265; SEQ ED NO: 268; SEQ ID NO: 
269; SEQ ID NO: 270; SEQ ID NO: 277; SEQ ID NO: 281 ; SEQ ID NO: 282; SEQ ID NO: 
286; SEQ ID NOf2S7; SEQ ID NO: 290; SEQ ID NO: 294; SEQ ID NO: 298; SEQ ID NO: 
303; SEQ ID NO: 312; SEQ ID NO: 315; SEQ ID NO: 317; and SEQ ID NO: 319. 

25 The present invention also provides a microarray comprising one or more nucleic acid 

sequences substantially homlogous to a nucleic acid sequence or complementary sequence 
thereof, or portions of said nucleic acid sequence or complementary sequence thereof, 
selected from the group consisting of SEQ ID NO: 37; SEQ ID NO: 253; SEQ ID NO: 304; 
SEQ ID NO: 323; and SEQ ID NO: 324. 

30 In yet another embodiment, a microarray may comprise one or more nucleic acid 

sequences substantially homlogous to a nucleic acid sequence or complementary sequence 
thereof, or portions of said nucleic acid sequence or complementary sequence thereof, 
selected from the group consisting of SEQ ID NO: 27; SEQ ID NO: 37; SEQ ID NO: 49; 
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SEQIDNO 




ID NO: 106; 




ID NO: 158; 




ID NO: 173; 


5 


ID NO: 189; 




ID NO: 194; 




ID NO: 199; 




ID NO: 204; 




ID NO: 209; 


10 


ID NO: 214; 




ID NO: 219; 




ID NO: 224; 




ID NO: 229; 




ID NO: 234; 


15 


ID NO: 239; 




ID NO: 244; 




ID NO: 249; 




ID NO: 254; 




ID NO: 259; 


20 


ID NO: 264; 




ID NO: 269; 




ID NO: 274; 




ID NO: 279; 




ID NO: 284; 


25 


ID NO: 289; 




ID NO: 295; 




ID NO: 300; 




ID NO: 305; 




ID NO: 310; 


30 


ID NO: 315; 




ID NO: 321; 




ID NO: 326; 



57; SEQ ID NO: 64; SEQ ID NO: 70; SEQ ID NO: 78 



SEQ ID NO: 123; SEQ ID NO: 131 
SEQ ID NO: 160; SEQ ID NO: 165 
SEQ ID NO: 174; SEQ ID NO: 183 
SEQ ED NO: 190; SEQ ID NO: 191 
SEQ ID NO: 195; SEQ ID NO: 196 
SEQ ID NO: 200; SEQ ID NO: 201 
SEQ ID NO: 205; SEQ ID NO: 206 
SEQ ID NO: 210; SEQ ID NO: 211 
SEQ ID NO: 215; SEQ ID NO: 216 
SEQ ID NO: 220; SEQ ID NO: 221 
SEQ ID NO: 225; SEQ ID NO: 226 
SEQ ID NO: 230; SEQ ID NO: 231 
SEQ ID NO: 235; SEQ ID NO: 236 
SEQ ID NO: 240; SEQ ID NO: 241 
SEQ ID NO: 245; SEQ ID NO: 246 
SEQ ID NO: 250; SEQ ID NO: 25 1 
SEQ ID NO: 255; SEQ ID NO: 256 
SEQ ID NO: 260; SEQ ID NO: 261 
SEQ ID NO: 265; SEQ ID NO: 266 
SEQ ID NO: 270; SEQ ID NO: 271 
SEQ ID NO: 275; SEQ ID NO: 276 
SEQ ID NO: 280; SEQ ID NO: 281 
SEQ ID NO: 285; SEQ ID NO: 286 
SEQ ID NO: 290; SEQ ID NO: 291 
SEQ ID NO: 296; SEQ ID NO: 297 
SEQ ID NO: 301 ; SEQ ID NO: 302 
SEQ ID NO: 306; SEQ ID NO: 307: 
SEQ ID NO: 311; SEQ ID NO: 312 
SEQ ID NO: 316; SEQ ID NO: 317 
SEQ ED NO: 322; SEQ ID NO: 323 
SEQ ID NO: 327; SEQ ED NO: 328 



SEQIDNO: 138 
SEQIDNO: 166 
SEQIDNO: 187 
SEQIDNO: 192 
SEQIDNO: 197 
SEQ ID NO: 202 
SEQ ID NO: 207 
SEQ ID NO: 212 
SEQ ED NO: 217 
SEQIDNO: 222 
SEQ ED NO: 227 
SEQIDNO: 232 
SEQIDNO: 237 
SEQIDNO: 242 
SEQ ID NO: 247 
SEQIDNO: 252 
SEQIDNO: 257 
SEQ ED NO: 262 
SEQIDNO: 267 
SEQIDNO: 272 
SEQIDNO: 277 
SBQIDN0:>282 
SEQIDNO: 287 
SEQIDNO: 293 
SEQ ED NO: 298 
SEQIDNO: 303 
SEQIDNO: 308 
SEQ ID NO: 313 
SEQ ID NO: 318 
SEQIDNO: 324 
and SEQ ID NO: 



SEQ ID NO 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQIDNO: 
SEQIDNO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ED NO: 
SEQIDNO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQIDNO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQ ID NO: 
SEQIDNO 
SEQIDNO 
SEQIDNO 
SEQIDNO 
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In a specific embodiment, the present invention provides a microarray comprising one 
or more protein-capture agents that bind one or more amino acid sequences encoded by all or 
a portion of one or more nucleic acid sequences selected from the group consisting of SEQ 
ED NO: 1; SEQ ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; 
5 SEQ ID NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID NO: 1 1; SEQ ID 
NO: 12; SEQ ED NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 16; SEQ ED NO: 
17; SEQ ID NO: 18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ED NO: 21; SEQ ED NO: 22; 
SEQ ID NO: 23; SEQ ID NO: 48; SEQ ID NO: 63; SEQ ID NO: 70; SEQ ID NO: 82; SEQ 
ID NO: 94; and SEQ ID NO: 144. 

10 In another embodiment, a microarray may comprise one or more protein-capture 

agents that bind one or more amino acid sequences encoded by all or a portion of one or more 
nucleic acid sequences selected from the group consisting of SEQ ID NO: 24; SEQ DD NO: 
25; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID NO: 28; SEQ ED NO: 29; SEQ ID NO: 30; 
SEQ ID NO: 31 ; SEQ ED NO: 32; SEQ ID NO: 33; SEQ ID NO: 34; SEQ ID NO: 35; SEQ 

15 ID NO: 36; SEQ ED NO: 37; SEQ ID NO: 39; SEQ ID NO: 40; SEQ ID NO: 41; SEQ ID 
NO: 42; SEQ ED NO: 54; SEQ ED NO: 55; and SEQ ED NO: 69. 

In an alternative embodiment, a microarray comprises one or more protein-capture 
agents that bind one or more amino acid sequences encoded by all or a portion of one or more 
nucleic acid sequences selected from the group consisting of SEQ DD NO: 1; SEQ ID NO: 2; 

20 SEQ ID NO: 3; SEQ ID NO: 4; SEQ ED NO: 5; SEQ ID NO: 6; SEQ ID NO: 7; SEQ ID NO: 
8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID NO: 1 1; SEQ ID NO: 12; SEQ ID NO: 13; SEQ 
ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 16; SEQ ID NO: 17; SEQ ID NO: 18; SEQ ID 
rt NO:;19; SEQ1D NO: 20; SEQ ED NO: 21; SEQ ID NO: 22; SEQ ID NO: 23; SEQ ID NO: 
24; SEQ ID NO: 25; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID NO: 28; SEQ ID NO: 29; 

25 SEQ ID NO: 30; SEQ ID NO: 31; SEQ ID NO: 32; SEQ ID NO: 33; SEQ ID NO: 34; SEQ 
ED NO: 35; SEQ ID NO: 36; SEQ ID NO: 37; SEQ ID NO: 39; SEQ ID NO: 40; SEQ ID 
NO: 41 ; SEQ ID NO: 42; SEQ ID NO: 43; SEQ ID NO: 44; SEQ ID NO: 45; SEQ ID NO: 
46; SEQ ID NO: 47; SEQ ED NO: 48; SEQ ID NO: 49; SEQ ID NO: 50; SEQ ID NO: 51; 
SEQ ID NO: 52; SEQ ED NO: 53; SEQ ED NO: 54; SEQ ID NO: 55; SEQ ID NO: 56; SEQ 

30 ID NO: 57; SEQ ID NO: 58; SEQ ED NO: 59; SEQ ID NO: 60; SEQ ED NO: 61; SEQ ED 
NO: 62; SEQ ID NO: 63; SEQ ED NO: 64; SEQ ID NO: 65; SEQ ID NO: 66; SEQ ID NO: 
67; SEQ ID NO: 68; SEQ ID NO: 69; SEQ ID NO: 70; SEQ ID NO: 71 ; SEQ ID NO: 72; 
SEQ ID NO: 73; SEQ ID NO: 74; SEQ ID NO: 75; SEQ ID NO: 76; SEQ ED NO: 77; SEQ 
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ID NO: 78; SEQ ID NO: 79; SEQ ID NO: 80; SEQ ID NO: 81; SEQ ID NO: 82; SEQ ID 
NO: 83; SEQ ID NO: 84; SEQ ID NO: 85; SEQ ID NO: 86; SEQ ID NO: 87; SEQ ID NO: 
88; SEQ ID NO: 89; SEQ ID NO: 90; SEQ ID NO: 91; SEQ ID NO: 92; SEQ ID NO: 93; 
SEQ ID NO: 94; SEQ ID NO: 95; SEQ ID NO: 96; SEQ ID NO: 97; SEQ ID NO: 98; SEQ 
5 ID NO: 99; SEQ ID NO: 100; SEQ ID NO: 101; SEQ ID NO: 102; SEQ ID NO: 103; SEQ 
ID NO: 104; SEQ ID NO: 105; SEQ ID NO: 106; SEQ ED NO: 107; SEQ ID NO: 108; SEQ 
ID NO: 109; SEQ ID NO: 110; SEQ ID NO: 111; SEQ ED NO: 112; SEQ ED NO: 113; SEQ 
ED NO: 1 14; SEQ ED NO: 115; SEQ ED NO: 1 16; SEQ ED NO: 1 18; SEQ ED NO: 1 19; SEQ 
ED NO: 120; SEQ ED NO: 121; SEQ ED NO: 122; SEQ ED NO: 123; SEQ ED NO: 124; SEQ 

10 ED NO: 125; SEQ ED NO: 126; SEQ ED NO: 127; SEQ ED NO: 128; SEQ ED NO: 129; SEQ 
ED NO: 130; SEQ ED NO: 131; SEQ ED NO: 132; SEQ ED NO: 133; SEQ ED NO: 134; SEQ 
ED NO: 135; SEQ ED NO: 136; SEQ ED NO: 137; SEQ ED NO: 138; SEQ ED NO: 139; SEQ 
ED NO: 140; SEQ ED NO: 141; SEQ ED NO: 142; SEQ ED NO: 143; SEQ ED NO: 144; SEQ 
ED NO: 145; SEQ ED NO: 146; SEQ ED NO: 147; SEQ ED NO: 148; SEQ ED NO: 149; SEQ 

15 ED NO: 150; SEQ ED NO: 151; SEQ ED NO: 152; SEQ ED NO: 153; SEQ ED NO: 154; SEQ 
ED NO: 155; SEQ ED NO: 156; SEQ ED NO: 157; SEQ ED NO: 158; SEQ ED NO: 159; SEQ 
ED NO: 160; SEQ ED NO: 161; SEQ ED NO: 162; SEQ ED NO: 163; SEQ ED NO: 164; SEQ 
ED NO: 165; SEQ ED NO: 166; SEQ ED NO: 167; SEQ ED NO: 168; SEQ ED NO: 169; SEQ 
ED NO: 170; SEQ ED NO: 171; SEQ ED NO: 172; SEQ ED NO: 173; SEQ ED NO: 174; SEQ 

20 ED NO: 175; SEQ ED NO: 176; SEQ ED NO: 177; SEQ ED NO: 178; SEQ ED NO: 179; SEQ 
ED NO: 180; SEQ ED NO: 181; SEQ ED NO: 182; SEQ ED NO: 183; SEQ ED NO: 184; SEQ 
ED NO: 185; and SEQ ED NO: 186. 

The present invention also provides alliictfoanay comprising one or more protein- 
capture agents that bind one or more amino acid sequences encoded by all or a portion of one 

25 or more nucleic acid sequences selected from the group consisting of SEQ ED NO: 47; SEQ 
ED NO: 60; SEQ ED NO:67; SEQ ED NO: 73; SEQ ED NO: 75; SEQ ED NO: 76; SEQ ED NO: 
77; SEQ ED NO: 78; SEQ ED NO: 80; SEQ ID NO: 96; SEQ ED NO: 98; SEQ ED NO: 99; 
SEQ ED NO: 1 1 1; SEQ ED NO: 1 12; SEQ ED NO: 123; SEQ ED NO: 127; SEQ ED NO: 131; 
SEQ ED NO: 150; SEQ ED NO: 153; SEQ ED NO: 154; SEQ ED NO: 155; SEQ ED NO: 156; 

30 SEQ ID NO: 157; SEQ ED NO: 158; SEQ ED NO: 159; SEQ ED NO: 160; SEQ ED NO: 161; 
SEQ ED NO: 162; SEQ ED NO: 163; SEQ ED NO: 164; SEQ ED NO: 165; SEQ ED NO: 166; 
SEQ ED NO: 167; SEQ ED NO: 168; SEQ ED NO: 169; SEQ ED NO: 170; SEQ ED NO: 171; 
SEQ ED NO: 172; SEQ ED NO: 173; SEQ ED NO: 174; SEQ ED NO: 175; SEQ ED NO: 176; 
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SEQIDNO: 177; SEQ ID NO: 178; SEQIDNO: 179; SEQ ED NO: 180; SEQIDNO: 181; 
SEQIDNO: 182; SEQIDNO: 183; SEQIDNO: 184; SEQIDNO: 185; and SEQ ID NO: 
186. 

In yet another embodiment, a microarray may comprise one or more protein-capture 
5 agents that bind one or more amino acid sequences encoded by all or a portion of one or more 
nucleic acid sequences selected from the group consisting of SEQ ID NO: 187; SEQ ID NO: 
188; SEQ ID NO: 189; SEQIDNO: 190; SEQIDNO: 191; SEQ ID NO: 192; SEQ ID NO: 
193; SEQ ID NO: 194; SEQ ID NO: 195; SEQ ID NO: 196; SEQ ID NO: 197; SEQ ID NO: 
198; SEQ ID NO: 199; SEQ ID NO: 200; SEQ ID NO: 201; SEQ ID NO: 202; SEQ ID NO: 
10 203; SEQ ID NO: 204; SEQ ID NO: 205; SEQ ID NO: 206; SEQ ID NO: 207; SEQ ID NO: 
208; SEQ ID NO: 209; SEQ ID NO: 210; and SEQ ED NO: 211. 

The present invention also provides a microarray comprising one or more protein- 
capture agents that bind one or more amino acid sequences encoded by all or a portion of one 
or more nucleic acid sequences selected from the group consisting of SEQ ID NO: 78; SEQ 
15 ID NO: 212; SEQ ID NO: 213; SEQ ED NO: 216; SEQ ID NO: 225; SEQ ID NO: 226; SEQ 
ID NO: 227; SEQ ID NO: 239; SEQ ID NO: 271; SEQ ID NO: 285; and SEQ ID NO: 289. 

In an alternative embodiment, a microarray may comprise one or more protein- 
capture agents that bind one or more amino acid sequences encoded by all or a portion of one 
or more nucleic acid sequences selected from the group consisting of SEQ ID NO: 27; SEQ 
20 ID NO: 131;SEQIDNO: 150; SEQ ID NO: 169; SEQ ID NO: 214; SEQ ID NO: 215; SEQ 
ID NO: 223; SEQ ID NO: 224; SEQ ID NO: 241; SEQ ID NO: 243; SEQ ID NO: 244; SEQ 
ID NO: 255; SEQ ID NO: 256; SEQ ID NO: 261; and SEQ ID NO: 314. 

The present invention also provides a microairay 'Cbiriprising ; one or ihore protein- 
capture agents that bind one or more amino acid sequences encoded by all or a portion of one 
25 or more nucleic acid sequences selected from the group consisting of SEQ ID NO: 64; SEQ 
ID NO: 217; SEQ ID NO: 218; SEQ ID NO: 259; SEQ ID NO: 293; SEQ ID NO: 302; and 
SEQ ID NO: 320. 

In yet another embodiment, a microarray comprises one or more protein-capture 
agents that bind one or more amino acid sequences encoded by all or a portion of one or more 
30 nucleic acid sequences selected from the group consisting of SEQ ID NO: 49; SEQ ID NO: 
57; SEQ ID NO: 104; SEQ ID NO: 123; SEQ ID NO: 160; SEQ ID NO: 165; SEQ ID NO: 
166; SEQ ED NO: 219; SEQ ED NO: 267; SEQ ED NO: 270; SEQ ED NO: 279; SEQ ID NO: 
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280; SEQ ID NO: 283; SEQ ID NO: 291; SEQ ID NO: 305; SEQ ID NO: 307; SEQ ID NO: 
310; SEQ ID NO: 313; SEQ ID NO: 325; SEQ ID NO: 326; and SEQ ID NO: 327. 

The present invention rurther provides a microarray comprising one or more protein- 
capture agents that bind one or more amino acid sequences encoded by all or a portion of one 
5 or more nucleic acid sequences selected from the group consisting of SEQ ID NO: 106; SEQ 
ID NO: 138; SEQ ID NO: 158; SEQ ID NO: 228; SEQ ID NO: 236; SEQ ID NO: 242; SEQ 
ID NO: 250; SEQ ID NO: 258; SEQ ID NO: 260; SEQ ID NO: 262; SEQ ID NO: 266; SEQ 
ID NO: 272; SEQ ID NO: 273; SEQ ID NO: 274; SEQ ID NO: 275; SEQ ID NO: 276; SEQ 
ID NO: 278; SEQ ID NO: 284; SEQ ID NO: 288; SEQ ID NO: 295; SEQ ID NO: 296; SEQ 

10 ID NO: 297; SEQ ID NO: 299; SEQ ID NO: 300; SEQ ID NO: 301 ; SEQ ID NO: 306; SEQ 
ID NO: 308; SEQ ID NO: 309; SEQ ID NO: 311; SEQ ID NO: 316; SEQ ID NO: 318; SEQ 
ID NO: 321; SEQ ID NO: 322; SEQ ID NO: 328; and SEQ ID NO: 329. 

In a specific embodiment, a microarray may comprise one or more protein-capture 
agents that bind one or more amino acid sequences encoded by all or a portion of one or more 

15 nucleic acid sequences selected from the group consisting of SEQ ID NO: 173; SEQ ID NO: 
1 74; SEQ ED NO: 183; SEQ ID NO: 220; SEQ ID NO: 221; SEQ ID NO: 222; SEQ ID NO: 
229; SEQ ID NO: 230; SEQ ID NO: 231; SEQ ID NO: 232; SEQ ID NO: 233; SEQ ED NO: 
234; SEQ ID NO: 235; SEQ ID NO: 237; SEQ ID NO: 238; SEQ ID NO: 240; SEQ ID NO: 
245; SEQ ED NO: 246; SEQ ID NO: 247; SEQ ID NO: 248; SEQ ID NO: 249; SEQ ID NO: 

20 25 1 ; SEQ ID NO: 252; SEQ ED NO: 254; SEQ ID NO: 257; SEQ ID NO: 263; SEQ ID NO: 
264; SEQ ED NO: 265; SEQ ID NO: 268; SEQ ID NO: 269; SEQ ID NO: 270; SEQ ID NO: 
277; SEQ ED NO: 281; SEQ ID NO: 282; SEQ ID NO: 286; SEQ DD NO: 287; SEQ ID NO: 
. '29erSEQ>S3 NO: 294, SEQ ID NO: 298; SEQ ID NO: 303; SEQ ID NO: 312; SEQ ID NO: : 

315; SEQ ID NO: 317; and SEQ ID NO: 319. 

25 The present invention also provides a microarray comprising one or more protein- 

capture agents that bind one or more amino acid sequences encoded by all or a portion of one 
or more nucleic acid sequences selected from the group consisting of SEQ ID NO: 37; SEQ 
ID NO: 253; SEQ ID NO: 304; SEQ ID NO: 323; and SEQ ID NO: 324. 

In yet another embodiment, a microarray may comprise one or more protein-capture 

30 agents that substantially bind one or more amino acid sequences encoded by all or a portion 
of one or more nucleic acid sequences selected from the group consisting of SEQ ED NO: 27; 
SEQ ID NO: 37; SEQ ED NO: 49; SEQ ID NO: 57; SEQ ID NO: 64; SEQ ID NO: 70; SEQ 
ID NO: 78; SEQ ID NO: 104; SEQ ID NO: 106; SEQ ID NO: 123; SEQ ID NO: 131 ; SEQ 
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ID NO: 138 
ID NO: 166 
ID NO: 187 
ID NO: 192 
5 ID NO: 197 
ID NO: 202 
ID NO: 207 
ID NO: 212 
ID NO: 217 

10 ID NO: 222 
ID NO: 227 
ID NO: 232 
ID NO: 237 
ID NO: 242 

15 ID NO: 247 
ID NO: 252 
ID NO: 257 
ID NO: 262 
ID NO: 267 

20 ID NO: 272 
ID NO: 277 
ID NO: 282 

; ID NO: 287 
ID NO: 293 

25 ID NO: 298 
ID NO: 303 
ID NO: 308 
ID NO: 313 
ID NO: 318 

30 ID NO: 324 
SEQ ED NO 



SEQEDNO: 150 
SEQ ED NO: 169 
SEQEDNO: 188 
SEQEDNO: 193 
SEQEDNO: 198 
SEQ ED NO: 203 
SEQEDNO: 208 
SEQ ED NO: 213 
SEQ ED NO: 218 
SEQ ED NO: 223 
SEQ ED NO: 228 
SEQ ED NO: 233 
SEQ ED NO: 238 
SEQEDNO: 243 
SEQ ED NO: 248 
SEQ ED NO: 253 
SEQ ED NO: 258 
SEQ ED NO: 263 
SEQ ED NO: 268 
SEQEDNO: 273 
SEQEDNO: 278 
SEQEDNO: 283 
SEQ ED NO: -288 
SEQ ED NO: 294: 
SEQ ED NO: 299: 
SEQ ED NO: 304 
SEQ ED NO: 309: 
SEQ ED NO: 3 14 
SEQEDNO: 320 
SEQ ED NO: 325 
329 



SEQEDNO: 158 
SEQ ED NO: 173 
SEQ ID NO: 189 
SEQEDNO: 194 
SEQ ED NO: 199 
SEQ ID NO: 204 
SEQ ED NO: 209 
SEQ ED NO: 214 
SEQ ID NO: 219 
SEQ ED NO: 224 
SEQ ED NO: 229 
SEQ ED NO: 234 
SEQEDNO: 239 
SEQ ED NO: 244 
SEQ ED NO: 249 
SEQ ED NO: 254: 
SEQ ED NO: 259 
SEQ ED NO: 264 
SEQ ED NO: 269 
SEQ ED NO: 274 
SEQ ED NO: 279 
SEQ ED NO: 284 
SEQ ED N O: 289; 
SEQ ID NO: 295 
SEQ ED NO: 300 
SEQ ED NO: 305 
SEQEDNO: 310 
SEQ ED NO: 315 
SEQ ED NO: 321 
SEQ ED NO: 326 : 



SEQ ED NO: 160; SEQ ED NO: 165; SEQ 
SEQ ID NO: 174; SEQ ED NO: 183; SEQ 
SEQ ID NO: 190; SEQ ED NO: 191; SEQ 
SEQ ED NO: 195; SEQ ED NO: 196; SEQ 
SEQ ED NO: 200; SEQ ED NO: 201 ; SEQ 
SEQ ED NO: 205; SEQ ED NO: 206; SEQ 
SEQ ED NO: 210; SEQ ED NO: 21 1 ; SEQ 
SEQ ID NO: 215; SEQ ED NO: 216; SEQ 
SEQ ED NO: 220; SEQ ED NO: 221; SEQ 
SEQ ED NO: 225; SEQ ED NO: 226; SEQ 
SEQ ID NO: 230; SEQ ED NO: 231 ; SEQ 
SEQ ED NO: 235; SEQ ED NO: 236; SEQ 
SEQ ID NO: 240; SEQ ED NO: 241; SEQ 
SEQ ID NO: 245; SEQ ED NO: 246; SEQ 
SEQ ED NO: 250; SEQ ED NO: 25 1 ; SEQ 
SEQ ED NO: 255; SEQ ED NO: 256; SEQ 
SEQ ED NO: 260; SEQ ED NO: 261; SEQ 
SEQ ED NO: 265; SEQ ED NO: 266; SEQ 
SEQ ED NO: 270; SEQ ED NO: 271 ; SEQ 
SEQ ED NO: 275; SEQ ED NO: 276; SEQ 
SEQ ED NO: 280; SEQ ED NO: 281; SEQ 
SEQ ID NO: 285; SEQ ED NO: 286; SEQ 
SEQ ID NO: 290; SEQ ED NO: 291; SEQ 
SEQ ID NO: 296; SEQ ED NO: 297; SEQ 
SEQ ED NO: 301; SEQ ED NO: 302; SEQ 
SEQ ED NO: 306; SEQ ED NO: 307; SEQ 
SEQ ID NO: 311; SEQ ID NO: 312; SEQ 
SEQ ED NO: 316; SEQ ED NO: 317; SEQ 
SEQ ED NO: 322; SEQ ED NO: 323; SEQ 
SEQ ID NO: 327; SEQ ED NO: 328; and 



85 



WO 02/074979 



PCT/US02/08456 



VII. Expression Profiles and Microairav Methods Of Use 

In one aspect, the present invention provides methods for the reproducible 
measurement and assessment of the expression of specific mRNAs or proteins in a specific 
set of cells. One method combines and utilizes the techniques of laser capture 
5 microdissection, T7-based RNA amplification, production of cDNA from amplified RNA, 
and DNA microarrays containing immobilized DNA molecules for a wide variety of specific 
genes to produce a profile of gene expression analysis for very small numbers of specific 
cells. The desired cells are individually identified and attached to a substrate by the laser 
capture technique, and the captured cells are then separated from the remaining cells. RNA is 

1 0 then extracted from the captured cells and amplified about one million-fold using the T7- 

based amplification technique, and cDNA may be prepared from the amplified RNA. A wide 
variety of specific DNA molecules are prepared that hybridize with specific nucleic acids of 
the microarray, and the DNA molecules are immobilized on a suitable substrate. The cDNA 
made from the captured cells is applied to the microarray under conditions that allow 

15 hybridization of the cDNA to the immobilized DNA on the array. The expression profile of 
the captured cells is obtained from the analysis of the hybridization results using the 
amplified RNA or cDNA made from the amplified RNA of the captured cells, and the 
specific immobilized DNA molecules on the microarray. The hybridization results 
demonstrate, for example, which genes of those represented on the microarray as probes are 

20 hybridized to cDNA from the captured cells, and/or the amount of specific gene expression. 
The hybridization results represent the gene expression profile of the captured cells. The 
gene expression profile of the captured cells can be used to compare the gene expression 
profile of a different set of captured cells. The similarities ^idaiffere^ 
information for determining the differences in gene expression between different cell types, 

25 and differences between the same cell type under different conditions. 

The techniques used for gene expression analysis are likewise applicable in the 
context of protein expression profiles. Total protein may be isolated from a cell sample and 
hybridized to a microarray comprising a plurality of protein-capture agents, which may 
include antibodies, receptor proteins, small molecules, and the like. Using any of several 

30 assays known in the art, hybridization may be detected and analyzed as described above. In 
the case of fluorescent detection, algorithms may be used to extract a protein expression 
profile representative of the particular cell type. 
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The present invention further relates to gene expression profiles and protein 
expression profiles that define a particular cell or tissue, or a particular cell or tissue state, e.g. 
a normal or diseased state. Such "cell type specific gene expression profiles" comprise genes 
that are only expressed in a particular cell, i.e., are differentially expressed between cells. 
5 Similarly, cell type specific protein expression profiles comprise proteins that are only 
expressed in a particular cell, i.e., are differentially expressed between cells. A cell type 
specific expression profile may define a particular cell type including its origin within the 
body and cellular state. For example, a cell type gene or protein expression profile may 
define an epithelial cell and more particularly, an epithelial cell located in a specific tissue, an 

10 epithelial cell at a specific stage of the cell cycle, an epithelial cell in a specific state of 

differentiation, an epithelial cell in an activated state, and/or an epithelial cell in a particular 
diseased state. Thus, the methodologies, microarrays, and algorithms of the present invention 
may be used to determine the phenotype of an unknown cell sample. 

Moreover, all of the cell type specific gene and/or protein expression profiles may be 

15 compiled together in a database to be used for a variety of applications. For example, the 
profiles and the database may be used in methods for approximating cell type and cell 
number of a mixed population of cells. Armed with a database of cell type specific gene 
and/or protein expression profiles, a gene or protein expression profile constructed from a 
mixed population of cells may be compared against the profile database. Using the 

20 alogrithms of the present invention, a user may identify the number and type of cells 
comprising the mixed population. 

In addition, the profiles and database may be used in creating cell type specific gene 
-^6f pfo'teiii mcfoarrays: A inicroarray may be produced that comprises genes or protein- 
capture agents that represent all cell types or a specific set of cell types, for example, normal 

25 colon cells and cancerous colon cells at different stages of disease progression. 

The gene expression profiles, protein expression profiles, microarrays, and algorithms 
of the present invention may also be used to differentiate cell types (e.g., neuron v. muscle 
cell). For example, mRNA isolated from two different cells may be hybridized to a 
microarray. The mRNA derived from each of the two cell types may be labeled with 

30 different fluorophores so that they may be distinguished. See e.g., Hacia et al., 26 NUCLEIC 
Acid Res. 3865-66, (1998); Schena et al., 270 Science 467-70 (1995). For example, mRNA 
from skeletal muscle cells may be synthesized using a fluorescein- 12-UTP, and mRNA from 
neuronal cells, may be synthesized using biotin-16-UTP. The two mRNAs are then mixed 
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and hybridized to the microarray. The mRNA from skeletal muscle cells will, for example, 
fluoresce green when the fluorophore is stimulated and the mRNA from neuronal cells will, 
for example, fluoresce red. The relative signal intensity from each mRNA is determined, and 
an expression profile for each mRNA is generated and used to identify the cell type. An 
5 advantage of using mRNA labeled with two different fluorophores is that a direct and 

internally controlled comparison of the mRNA levels corresponding to each arrayed gene in 
the two cell types can be made, and variations due to minor differences in experimental 
conditions {e.g., hybridization conditions) will not affect subsequent analyses. 

In one aspect, the present invention provides gene and protein expression profile 

10 useful for identifying specific cell types. For example, the present invention contemplates 
gene and protein expression profiles generated from numerous cell types including, but not 
limited to, coronary artery endothelium, umbilical artery endothelium, umbilical vein 
endothelium, aortic endothelium, dermal microvascular endothelium, pulmonary artery 
endothelium, myometrium microvascular endothelium, keratinocyte epithelium, bronchial 

15 epithelium, mammary epithelium, prostate epithelium, renal cortical epithelium, renal 
proximal tubule epithelium, small airway epithelium, renal epithelium, umbilical artery 
smooth muscle, neonatal dermal fibroblast, pulmonary artery smooth muscle, dermal 
fibroblast, neural progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, 
mesangial cells, coronary artery smooth muscle, bronchial smooth muscle, uterine smooth 

20 muscle, lung fibroblast, osteoblasts, and prostate stromal cells. 

Furthermore, the expression profiles and microarrays of the present invention may be 
used to distinguish normal tissue from diseased tissue, and in particular normal tissue from 
^ tumorgenic tissue. In addition, the present invention may also be used for patient diagnosis. 
Specifically, a patient sample may be hybridized to a microarray representing normal and 

25 diseased tissues. The resulting expression pattern of the patient sample may then be 
compared to the expression profile of a normal tissue sample to determine the disease 
progression status. For example, alterations in the level of expression of the prostrate- 
specific antigen (PSA) may be indicative of prostrate cancer and variations of the carcino- 
embryonic antigen (CEA) may be indicative of colon cancer. 

30 The present invention also relates to methods of using the expression profiles and 

microarrays. For example, the gene expression profiles and protein expression profiles and 
microarrays may be used for drug and toxicity screening. Drugs often have side effects that 
are, in part, due to the lack of target specificity. In vitro assays provide limited information 
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on the specificity of a compound. In contrast, a microarray may reveal the spectrum of genes 
or proteins affected by a particular drug compound. In considering two different compounds 
both of which demonstrate specificity for a target protein (e.g., a receptor), if one compound 
affects the expression of ten genes or proteins and a second compound affects the expression 
5 of fifty genes or proteins, the first compound is more likely to have fewer side effects. 

Because the identity of the genes or proteins is known or determinable, information on other 
affected genes is informative as to the nature of the side effects. A panel of genes or proteins 
may be used to test derivatives of a lead compound to determine which of the derivatives 
have greater specificity than the first compound. 

10 Thus, microarray technology may be used to identify drug compounds that regulate 

gene and/or protein expression or possess similar mechanisms of action. This technology 
may also be used to create microarrays that model various diseases and in turn, novel drug 
compounds may be analyzed as potential therapeutics. In addition, microarrays may be 
generated that comprise the genes or proteins of one or more of a particular pathogen (e.g. , 

1 5 bacteria, viruses, fungi). These microarrays may then be utilized to identify promising 
antibiotics, antiviral, or antifungal agents. 

In another embodiment of the invention, a microarray corresponding to a population 
of genes or proteins isolated from a particular tissue or cell type is used to detect changes in 
gene transcription or protein expression which result from exposing the selected tissue or 

20 cells to a candidate drug. In this embodiment, tissue or cells derived from an organism, or an 
established cell line, may be exposed to the candidate drug in vivo or ex vivo. Thereafter, the 
gene transcripts, primarily mRNA, of the tissue or cells are isolated by methods well-known 
in the art. See, e.gvSAMBROOKETAL. (1989). The isolated transcripts of cDNAs 
complementary to the mRNA are then contacted with a microarray, each microarray probe 

25 being specific for a different transcript, under conditions where the transcripts hybridize with 
a corresponding probe to form hybridization pairs. Similarly, protein may be isolated by 
methods well-known in the art. The isolated protein sample is then hybridized to a 
microarray comprising a plurality of protein-capture agents. The microarrays may provide, in 
aggregate, an ensemble of genes or proteins of the tissue or cell type sufficient to model the 

30 transcriptional and/or translational responsiveness of a drug candidate. A hybridization 

signal may then be detected at each hybridization pair to obtain an expression profile. This 
profile of the drug-stimulated cells may then be compared with anexpression profile of 
control cells to obtain a specific drug response profile. 
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Similarly, for toxicity screening, a cell line or animal (e.g., rat) may be treated with a 
particular toxin (e.g., carcinogen, immunotoxin, cytotoxin, teratogen, pesticide) to determine 
its effects on gene expression. As described above, RNA or protein may be isolated from the 
treated cell line or a tissue (e.g., liver) from the treated animal, and hybridized to a microarray 
5 containing oligonucleotide probes or protein-capture agents. The resulting expression 
profiles may be compared to profiles generated from an untreated animal or cell line. An 
analysis of the expression pattern of the treated samples may reflect the effects of the 
particular toxin on gene expression, and possibly predict physiological effects. 

This data may be used to identify genetic response profiles. Individual gene or 

10 protein responses may be sorted to determine the specificity of each gene or protein to a 
particular stimulus. An expression profile may be established which weighs the signal 
patterns proportionally to the specificity of the response. Response profiles for an unknown 
stimulus (eg., new chemicals, unknown compounds) may be analyzed by comparing the new 
stimulus response profiles with response profiles to known chemical stimuli. If there is a 

1 5 gene or protein match, then the response profile identifies a stimulus with the same target as 
one of the known compounds upon which the response profile database is based. For drug 
screening, if the response profile is a subset of cells in the support stimulated by a known 
compound, the new compound may be a candidate for a molecule with greater specificity 
than the reference compound. 

20 Gene and/or protein expression profiles and microarrays may also be used to identify 

activating or non-activating compounds. Compounds that increase transcription rates or 
stimulate the activity of a protein are considered activating, and compounds that decrease 

^ * ^es cr. inhibit the activity of a protein are non- activating. The biological effects of a 

compound may be reflected in the biological state of a cell. This state is characterized by the 

25 cellular constituents. One aspect of the biological state of a cell is its transcriptional state. 
The transcriptional state of a cell includes the identities and amounts of the constituent RNA 
species, especially mRNAs, in the cell under a given set of conditions. Thus, the gene 
expression profiles, microarrays, and algorithms of the present invention may be used to 
analyze and characterize the transcriptional state of a given cell or tissue following exposure 

30 to an activating or non-activating compound. 

The gene expression profiles, microarrays, and algorithms of the present invention 
may also be used to identify the components of cell signaling pathways. A cell signaling 
pathway is generally understood to be a collection of the cellular constituents (e.g., DNA, 
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RNA, receptors, second messenger proteins, enzymes). The cellular constituents of a 
particular signaling pathway may be identified, for example, by variations in the transcription 
or translation rates. Each cellular constituent is typically influenced by at least one other 
cellular constituent. Thus, a cell may be exposed to a compound that interacts with a specific 
5 cellular constituent. For example, the cell may be exposed to varying concentrations of a 
specific receptor agonist. An analysis of variations in gene and/or protein expression as 
compared to an unexposed cell may reveal components of that particular receptor-signaling 
pathway. Thus, the cellular constituents that vary in a correlated pattern as the concentrations 
of the drug are increased may be identified as a component of the pathway originating at that 
10 drug. 

The present invention may also be used to identify co-regulated genes. Similar 
variations in the transcriptional rate of a particular group of genes may reflect that these 
genes are similarly regulated. Thus, analysis of the transcriptional state of these genes may 
be accomplished by hybridization to microarrays. The level of hybridization to the 

1 5 microarray reflects the prevalence of the mRNA transcripts in the cell and may be used to 
determine if particular genes are co-regulated. 

In another embodiment, the gene expression profiles and microarrays of the present 
invention may also be used to identify a class of diseases. For example, gene expression 
profiles or protein expression profiles may be used to distinguish tumor types (e.g., 

20 lymphomas). By monitoring gene or protein expression, it may be possible to distinguish, for 
example, Hodgkin lymphoma from non-Hodgkin lymphoma. By identifying the lymphoma 
type, the appropriate clinical course may be implemented. 

In addition, new tumor-associated geries or proteins may be identified by systemically 
comparing the expression of genes in tumor specimens with their expression in control tissue. 

25 For example, genes with elevated levels in tumor cells relative to normal cells, are candidates 
for genes encoding growth-promoting products (e.g., oncogenes). In contrast, genes with 
reduced expression levels in tumors, are candidates for genes encoding growth-inhibiting 
products (e.g., tumor suppressor genes or genes encoding apoptosis-inducing products). 
Thus, the expression profiles may point to the physiological function or malfunction of the 

30 gene product in the organism and shed light on possible treatments. 

In a specific embodiment, the present invention provides endothelial cell gene 
expression profiles comprising one or more nucleic acid sequences substantially homologous 
to a nucleic acid sequence or complementary sequence thereof selected from the group 
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consisting of SEQ ID NO: 1 ; SEQ ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; 
SEQ ID NO: 6; SEQ ID NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID 
NO: 1 1; SEQ ID NO: 12; SEQ ID NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 
16; SEQ ID NO: 17; SEQ ID NO: 18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ID NO: 21; 
5 SEQ ID NO: 22; SEQ ID NO: 23; SEQ ID NO: 48; SEQ ID NO: 63; SEQ ID NO: 70; SEQ 
ID NO: 82; SEQ ID NO: 94; and SEQ ID NO: 144. 

In another embodiment, a muscle cell gene expression profile may comprise one or 
more nucleic acid sequences substantially homologous to a nucleic acid sequence or 
complementary sequence thereof selected from the group consisting of SEQ ID NO: 24; SEQ 

10 ID NO: 25; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID NO: 28; SEQ ID NO: 29; SEQ ID 
NO: 30; SEQ ID NO: 31; SEQ ID NO: 32; SEQ ID NO: 33; SEQ ID NO: 34; SEQ ID NO: 
35; SEQ ID NO: 36; SEQ ID NO: 37; SEQ ID NO: 39; SEQ ID NO: 40; SEQ ID NO: 41; 
SEQ ID NO: 42; SEQ ID NO: 54; SEQ ID NO: 55; and SEQ ID NO: 69. 

In an alternative embodiment, a primary cell gene expression profile comprises one or 

1 5 more nucleic acid sequences substantially homologous to a nucleic acid sequence or 

complementary sequence thereof selected from the group consisting of SEQ ID NO: 1; SEQ 
ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; SEQ ID NO: 7; 
SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 1 0; SEQ ID NO: 1 1 ; SEQ ID NO: 12; SEQ ID 
NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 16; SEQ ID NO: 17; SEQ ID NO: 

20 18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ID NO: 21; SEQ ID NO: 22; SEQ ID NO: 23; 
SEQ ID NO: 24; SEQ ID NO: 25; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID NO: 28; SEQ 
ID NO: 29; SEQ ID NO: 30; SEQ ID NO: 3 1 ; SEQ ID NO: 32; SEQ ID NO: 33; SEQ ID 
*' NO: 34; SEQ ID NO: 35; SEQ ID NO: 36; SEQ ID NO: 37; SEQ ID NO: 39; SEQ fD NO: ' 
40; SEQ ID NO: 41 ; SEQ ID NO: 42; SEQ ID NO: 43; SEQ ID NO: 44; SEQ ID NO: 45; 

25 SEQ ID NO: 46; SEQ ID NO: 47; SEQ ID NO: 48; SEQ ID NO: 49; SEQ ID NO: 50; SEQ 
ID NO: 51; SEQ ID NO: 52; SEQ ID NO: 53; SEQ ID NO: 54; SEQ ID NO: 55; SEQ ID 
NO: 56; SEQ ID NO: 57; SEQ ID NO: 58; SEQ ID NO: 59; SEQ ID NO: 60; SEQ ID NO: 
61; SEQ ID NO: 62; SEQ ID NO: 63; SEQ ID NO: 64; SEQ ID NO: 65; SEQ ID NO: 66; 
SEQ ID NO: 67; SEQ ID NO: 68; SEQ ID NO: 69; SEQ ID NO: 70; SEQ ID NO: 71; SEQ 

30 ID NO: 72; SEQ ID NO: 73; SEQ ID NO: 74; SEQ ID NO: 75; SEQ ID NO: 76; SEQ ID 
NO: 77; SEQ ID NO: 78; SEQ ID NO: 79; SEQ ID NO: 80; SEQ ID NO: 81; SEQ ID NO: 
82; SEQ ID NO: 83; SEQ ID NO: 84; SEQ ID NO: 85; SEQ ID NO: 86; SEQ ID NO: 87; 
SEQ ID NO: 88; SEQ ID NO: 89; SEQ ID NO: 90; SEQ ID NO: 91; SEQ ID NO: 92; SEQ 
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DD NO: 93; SEQ ID NO: 94; SEQ ID NO: 95; SEQ ID NO: 96; SEQ ID NO: 97; SEQ ID 
NO: 98; SEQ ID NO: 99; SEQ ID NO: 100; SEQ ID NO: 101; SEQ ID NO: 102; SEQ ID 
NO: 103; SEQ ID NO: 104; SEQ ID NO: 105; SEQ ID NO: 106; SEQ ID NO: 107; SEQ ID 
NO: 108; SEQ ID NO: 109; SEQ ID NO: 110; SEQ ID NO: 111; SEQ ID NO: 112; SEQ ID 
5 NO: 113; SEQ ID NO: 1 14; SEQ ID NO: 115; SEQ ID NO: 1 16; SEQ ID NO: 1 1 8; SEQ ID 
NO: 119; SEQ ID NO: 120; SEQ ID NO: 121; SEQ ID NO: 122; SEQ ID NO: 123; SEQ ED 
NO: 124; SEQ ID NO: 125; SEQ ID NO: 126; SEQ ID NO: 127; SEQ ID NO: 128; SEQ ID 
NO: 129; SEQ ID NO: 130; SEQ ID NO: 131; SEQ ID NO: 132; SEQ ID NO: 133; SEQ ID 
NO: 134; SEQ ID NO: 135; SEQ ID NO: 136; SEQ ED NO: 137; SEQ ID NO: 138; SEQ ID 

10 NO: 139; SEQ ID NO: 140; SEQ ED NO: 141; SEQ ID NO: 142; SEQ ID NO: 143; SEQ ID 
NO: 144; SEQ ID NO: 145; SEQ ID NO: 146; SEQ ID NO: 147; SEQ ID NO: 148; SEQ ID 
NO: 149; SEQ ID NO: 150; SEQ ID NO: 151; SEQ ID NO: 152; SEQ ID NO: 153; SEQ ID 
NO: 154; SEQ ED NO: 155; SEQ ID NO: 156; SEQ ID NO: 157; SEQ ID NO: 158; SEQ ID 
NO: 159; SEQ ID NO: 160; SEQ ID NO: 161; SEQ ED NO: 162; SEQ ED NO: 163; SEQ ED 

15 NO: 164; SEQ ID NO: 165; SEQ ID NO: 166; SEQ ED NO: 167; SEQ ED NO: 168; SEQ ID 
NO: 169; SEQ ED NO: 170; SEQ ID NO: 171; SEQ ID NO: 172; SEQ ED NO: 173; SEQ ID 
NO: 174; SEQ ID NO: 175; SEQ ID NO: 176; SEQ ID NO: 177; SEQ ID NO: 178; SEQ ID 
NO: 179; SEQ ID NO: 180; SEQ ED NO: 181; SEQ ED NO: 182; SEQ ED NO: 183; SEQ ED 
NO: 184; SEQ ED NO: 185; and SEQ ID NO: 186. 

20 The present invention also provides an epithelial cell gene expression profile 

comprising one or more nucleic acid sequences substantially homologous to a nucleic acid 
sequence or complementary sequence thereof selected from the group consisting of SEQ ID 
«' NO? 47; l SEQ ED NO: 60, SEQ ID NO:67; SEQ ED NO: 73; SEQ DD NO: 75; SEQ ED NO: 
76; SEQ DD NO: 77; SEQ DD NO: 78; SEQ ED NO: 80; SEQ ED NO: 96; SEQ DD NO: 98; 

25 SEQ ED NO: 99; SEQ DD NO: 1 1 1; SEQ DD NO: 1 12; SEQ DD NO: 123; SEQ ID NO: 127; 
SEQ ED NO: 131;SEQDDNO: 150; SEQ ED NO: 153; SEQ ED NO: 154; SEQ DD NO: 155 
SEQ ED NO: 156; SEQ DD NO: 157; SEQ DD NO: 158; SEQ DD NO: 159; SEQ DD NO: 160: 
SEQ DD NO: 161; SEQ DD NO: 162; SEQ DD NO: 163; SEQ DD NO: 164; SEQ DD NO: 165 
SEQ DD NO: 166; SEQ DD NO: 167; SEQ DD NO: 168; SEQ ED NO: 169; SEQ DD NO: 170: 

30 SEQ DD NO: 171; SEQ ED NO: 172; SEQ DD NO: 173; SEQ DD NO: 174; SEQ DD NO: 175 
SEQ ED NO: 176; SEQ ED NO: 177; SEQ ED NO: 178; SEQ ED NO: 179; SEQ DD NO: 180 
SEQ ED NO: 181; SEQ ED NO: 182; SEQ DD NO: 183; SEQ DD NO: 184; SEQ DD NO: 185 
and SEQ DD NO: 186. 
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In yet another embodiment, a keratinocyte epithelial cell gene expression profile may 
comprise one or more nucleic acid sequences substantially homologous to a nucleic acid 
sequence or complementary sequence thereof selected from the group consisting of SEQ ID 
NO: 187; SEQ ID NO: 188; SEQ ID NO: 189; SEQ ID NO: 190; SEQ ID NO: 191; SEQ ID 
5 NO: 192; SEQ ID NO: 193; SEQ ID NO: 194; SEQ ID NO: 195; SEQ ID NO: 196; SEQ ID 
NO: 197; SEQ ID NO: 198; SEQ ID NO: 199; SEQ ID NO: 200; SEQ ID NO: 201; SEQ ID 
NO: 202; SEQ ID NO: 203; SEQ ID NO: 204; SEQ ID NO: 205; SEQ ID NO: 206; SEQ ID 
NO: 207; SEQ ID NO: 208; SEQ ID NO: 209; SEQ ID NO: 210; and SEQ ID NO: 211. 

The present invention also provides a mammary epithelial cell gene expression profile 
10 comprising one or more nucleic acid sequences substantially homologous to a nucleic acid 
sequence or complementary sequence thereof selected from the group consisting of SEQ ID 
NO: 78; SEQ ID NO: 212; SEQ ID NO: 213; SEQ ID NO: 216; SEQ ID NO: 225; SEQ ID 
NO: 226; SEQ ID NO: 227; SEQ ID NO: 239; SEQ ID NO: 271; SEQ ID NO: 285; and SEQ 
ID NO: 289. 

15 In an alternative embodiment, a bronchial epithelial cell gene expression profile may 

comprise one or more nucleic acid sequences substantially homologous to a nucleic acid 
sequence or complementary sequence thereof selected from the group consisting of SEQ ID 
NO: 27; SEQ ID NO: 131; SEQ ID NO: 150; SEQ ID NO: 169; SEQ ID NO: 214; SEQ ID 
NO: 215; SEQ ID NO: 223; SEQ ID NO: 224; SEQ ID NO: 241 ; SEQ ED NO: 243; SEQ ID 

20 NO: 244; SEQ ID NO: 255; SEQ ID NO: 256; SEQ ID NO: 261; and SEQ ID NO: 314. 

The present invention also provides a prostate epithelial cell gene expression profile, 
which may comprise one or more nucleic acid sequences substantially homologous to a 
nucleic acid sequence or complementary sequence thereof selected from the group consisting 
of SEQ ID NO: 64; SEQ ID NO: 217; SEQ ID NO: 218; SEQ ID NO: 259; SEQ ED NO: 293; 

25 SEQ ID NO: 302; and SEQ ID NO: 320. 

In yet another embodiment, a renal cortical epithelial cell gene expression profile may 
comprise one or more nucleic acid sequences substantially homologous to a nucleic acid 
sequence or complementary sequence thereof selected from the group consisting of SEQ ID 
NO: 49; SEQ ID NO: 57; SEQ ED NO: 104; SEQ ED NO: 123; SEQ ED NO: 160; SEQ ID 

30 NO: 165; SEQ ID NO: 166; SEQ ID NO: 219; SEQ ED NO: 267; SEQ ED NO: 270; SEQ ED 
NO: 279; SEQ ED NO: 280; SEQ ED NO: 283; SEQ ED NO: 291; SEQ ED NO: 305; SEQ ED 
NO: 307; SEQ ED NO: 3 10; SEQ ED NO: 313; SEQ ED NO: 325; SEQ ED NO: 326; and SEQ 
ED NO: 327. 
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The present invention further provides renal proximal tubule epithelial cell gene 
expression profiles comprising one or more nucleic acid sequences substantially homologous 
to a nucleic acid sequence or complementary sequence thereof selected from the group 
consisting of SEQ ID NO: 106; SEQ ID NO: 138; SEQ ID NO: 158; SEQ ID NO: 228; SEQ 
5 ID NO: 236; SEQ ID NO: 242; SEQ ID NO: 250; SEQ ID NO: 258; SEQ ID NO: 260; SEQ 
ID NO: 262; SEQ ID NO: 266; SEQ ID NO: 272; SEQ ID NO: 273; SEQ ID NO: 274; SEQ 
ID NO: 275; SEQ ID NO: 276; SEQ ID NO: 278; SEQ ID NO: 284; SEQ ID NO: 288; SEQ 
ID NO: 295; SEQ ID NO: 296; SEQ ID NO: 297; SEQ ID NO: 299; SEQ ID NO: 300; SEQ 
ID NO: 301 ; SEQ ID NO: 306; SEQ ID NO: 308; SEQ ID NO: 309; SEQ ID NO: 3 1 1 ; SEQ 
10 ID NO: 316; SEQ ID NO: 318; SEQ ID NO: 321; SEQ ID NO: 322; SEQ ID NO: 328; and 
SEQ ID NO: 329. 

In a specific embodiment, a small airway epithelial cell gene expression profile may 
comprise one or more nucleic acid sequences substantially homologous to a nucleic acid 
sequence or complementary sequence thereof selected from the group consisting of SEQ ID 

15 NO: 173; SEQ ID NO: 174; SEQ ID NO: 183; SEQ ID NO: 220; SEQ ID NO: 221; SEQ ID 
NO: 222; SEQ ID NO: 229; SEQ ID NO: 230; SEQ ID NO: 231; SEQ ID NO: 232; SEQ ID 
NO: 233; SEQ ID NO: 234; SEQ ID NO: 235; SEQ ID NO: 237; SEQ ID NO: 238; SEQ ID 
NO: 240; SEQ ID NO: 245; SEQ ID NO: 246; SEQ ID NO: 247; SEQ ID NO: 248; SEQ ID 
NO: 249; SEQ ID NO: 251; SEQ ID NO: 252; SEQ ID NO: 254; SEQ ID NO: 257; SEQ ID 

20 NO: 263; SEQ ID NO: 264; SEQ ID NO: 265; SEQ ID NO: 268; SEQ ID NO: 269; SEQ ID 
NO: 270; SEQ ID NO: 277; SEQ ID NO: 281; SEQ ID NO: 282; SEQ ID NO: 286; SEQ ID 
NO: 287; SEQ ID NO: 290; SEQ ID NO: 294; SEQ ID NO: 298; SEQ ID NO: 303; SEQ ID 
" NO: 312; SEQ ID NO: 315; SEQ ID NO: 317; and SEQ ID NO: 319. - ' * ' " ; "" 
The present invention also provides a renal epithelial cell gene expression profile 

25 comprising one or more nucleic acid sequences substantially homologous to a nucleic acid 
sequence or complementary sequence thereof selected from the group consisting of SEQ ID 
NO: 37; SEQ ID NO: 253; SEQ ID NO: 304; SEQ ID NO: 323; and SEQ ID NO: 324. 

In a specific embodiment, the present invention provides an endothelial cell protein 
expression profile comprising one or more amino acid sequences encoded by all or a portion 

30 of one or more nucleic acid sequences selected from the group consisting of SEQ ID NO: 1; 
SEQ ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; SEQ ID NO: 
7; SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID NO: 1 1; SEQ ID NO: 12; SEQ 
ID NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 16; SEQ ID NO: 17; SEQ ID 
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NO: 18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ID NO: 21; SEQ ID NO: 22; SEQ ID NO: 
23; SEQ ID NO: 48; SEQ ID NO: 63; SEQ ID NO: 70; SEQ ID NO: 82; SEQ ID NO: 94; 
and SEQ ID NO: 144. 

The present invention also provides a muscle cell protein expression profile 
5 comprising one or more amino acid sequences encoded by all or a portion of one or more 
nucleic acid sequences selected from the group consisting of SEQ ID NO: 24; SEQ ID NO: 
25; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID NO: 28; SEQ ID NO: 29; SEQ ID NO: 30; 
SEQ ID NO: 31 ; SEQ ID NO: 32; SEQ E> NO: 33; SEQ ID NO: 34; SEQ ID NO: 35; SEQ 
ID NO: 36; SEQ ID NO: 37; SEQ ID NO: 39; SEQ ID NO: 40; SEQ ID NO: 41 ; SEQ ID 

10 NO: 42; SEQ ID NO: 54; SEQ ID NO: 55; and SEQ ID NO: 69. 

In another embodiment, a primary cell protein expression profile may comprise one or 
more amino acid sequences encoded by all or a portion of one or more nucleic acid sequences 
selected from the group consisting of SEQ ID NO: 1 ; SEQ ID NO: 2; SEQ ID NO: 3; SEQ 
ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; SEQ ID NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; 

15 SEQ ID NO: 10; SEQ ID NO: 1 1; SEQ ID NO: 12; SEQ ID NO: 13; SEQ ID NO: 14; SEQ 
ID NO: 15; SEQ ID NO: 16; SEQ ID NO: 17; SEQ ID NO: 18; SEQ ID NO: 19; SEQ ID 
NO: 20; SEQ ID NO: 21; SEQ ID NO: 22; SEQ ID NO: 23; SEQ ED NO: 24; SEQ ID NO: 
25; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID NO: 28; SEQ ID NO: 29; SEQ ID NO: 30; 
SEQ ID NO: 31; SEQ ID NO: 32; SEQ ID NO: 33; SEQ ID NO: 34; SEQ ID NO: 35; SEQ 

20 ID NO: 36; SEQ ID NO: 37; SEQ ID NO: 39; SEQ ID NO: 40; SEQ ID NO: 41 ; SEQ ID 
NO: 42; SEQ ID NO: 43; SEQ ID NO: 44; SEQ ID NO: 45; SEQ ID NO: 46; SEQ ID NO: 
47; SEQ ID NO: 48; SEQ ID NO: 49; SEQ ID NO: 50; SEQ ID NO: 5 1 ; SEQ ID NO: 52; 
SEQ ID NO: 53; SEQ ID NO: 54; SEQ ID NO: 55; SEQ ID NO: 56; SEQ IDNO: 57; SEQ 
ID NO: 58; SEQ ID NO: 59; SEQ ID NO: 60; SEQ ID NO: 61; SEQ ID NO: 62; SEQ ID 

25 NO: 63; SEQ ID NO: 64; SEQ ID NO: 65; SEQ ID NO: 66; SEQ ID NO: 67; SEQ ID NO: 
68; SEQ ID NO: 69; SEQ ID NO: 70; SEQ ID NO: 71; SEQ ID NO: 72; SEQ ID NO: 73; 
SEQ ID NO: 74; SEQ ID NO: 75; SEQ ID NO: 76; SEQ ID NO: 77; SEQ ID NO: 78; SEQ 
ID NO: 79; SEQ ID NO: 80; SEQ ID NO: 81 ; SEQ ID NO: 82; SEQ ID NO: 83; SEQ ID 
NO: 84; SEQ ID NO: 85; SEQ ID NO: 86; SEQ ID NO: 87; SEQ ID NO: 88; SEQ ID NO: 

30 89; SEQ ID NO: 90; SEQ ID NO: 91; SEQ ID NO: 92; SEQ ID NO: 93; SEQ ID NO: 94; 
SEQ ID NO: 95; SEQ ID NO: 96; SEQ ID NO: 97; SEQ ID NO: 98; SEQ ID NO: 99; SEQ 
ID NO: 100; SEQ ID NO: 101; SEQ ID NO: 102; SEQ ID NO: 103; SEQ ID NO: 104; SEQ 
ID NO: 105; SEQ ID NO: 106; SEQ ID NO: 107; SEQ ID NO: 108; SEQ ID NO: 109; SEQ 
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ID NO: 110; SEQ ID NO: 1 11; SEQ ID NO: 112; SEQ ID NO: 113; SEQ ID NO: 114; SEQ 
ID NO: 1 15; SEQ ID NO: 1 16; SEQ ID NO: 1 18; SEQ ID NO: 1 19; SEQ ID NO: 120; SEQ 
ID NO: 121; SEQ ID NO: 122; SEQ ID NO: 123; SEQ ID NO: 124; SEQ ID NO: 125; SEQ 
ID NO: 126; SEQ ID NO: 127; SEQ ID NO: 128; SEQ ED NO: 129; SEQ ID NO: 130; SEQ 
5 ID NO: 131; SEQ ID NO: 132; SEQ ID NO: 133; SEQ ID NO: 134; SEQ ID NO: 135; SEQ 
ID NO: 136; SEQ ID NO: 137; SEQ ID NO: 138; SEQ ID NO: 139; SEQ ID NO: 140; SEQ 
ED NO: 141 ; SEQ ID NO: 142; SEQ ED NO: 143; SEQ ED NO: 144; SEQ ED NO: 145; SEQ 
ID NO: 146; SEQ ED NO: 147; SEQ ED NO: 148; SEQ ED NO: 149; SEQ ED NO: 150; SEQ 
ED NO: 151; SEQ ED NO: 152; SEQ ED NO: 153; SEQ ED NO: 154; SEQ ED NO: 155; SEQ 

10 ED NO: 156; SEQ ED NO: 157; SEQ ED NO: 158; SEQ ID NO: 159; SEQ ED NO: 160; SEQ 
ID NO: 161; SEQ ID NO: 162; SEQ ED NO: 163; SEQ ED NO: 164; SEQ ED NO: 165; SEQ 
ED NO: 166; SEQ ED NO: 167; SEQ ED NO: 168; SEQ ED NO: 169; SEQ ID NO: 170; SEQ 
ED NO: 171; SEQ ED NO: 172; SEQ ED NO: 173; SEQ ID NO: 174; SEQ ED NO: 175; SEQ 
ED NO: 176; SEQ ID NO: 177; SEQ ED NO: 178; SEQ ID NO: 179; SEQ ED NO: 180; SEQ 

15 ID NO: 181; SEQ ED NO: 182; SEQ ED NO: 183; SEQ ID NO: 184; SEQ ID NO: 185; and 
SEQ ED NO: 186. 

In yet another embodiment, an epithelial cell protein expression profile may comprise 
one or more amino acid sequences encoded by all or a portion of one or more nucleic acid 
sequences selected from the group consisting of SEQ ED NO: 47; SEQ ED NO: 60; SEQ ED 

20 NO:67; SEQ ED NO: 73; SEQ ED NO: 75; SEQ ID NO: 76; SEQ ID NO: 77; SEQ ED NO: 
78; SEQ ID NO: 80; SEQ ED NO: 96; SEQ ED NO: 98; SEQ ED NO: 99; SEQ ID NO: 111; 
SEQ ID NO: 1 12; SEQ ED NO: 123; SEQ ED NO: 127; SEQ ID NO: 131; SEQ ID NO: 150 
• SEQ ED NO: 1 53; SEQ BD NO: 1 54; SEQ ID NO: 155; SEQ ID NO: 156; SEQ ID NO: 1 57 
SEQ ED NO: 158; SEQ ID NO: 159; SEQ ED NO: 160; SEQ ED NO: 161; SEQ ED NO: 162 

25 SEQ BD NO: 163; SEQ ED NO: 164; SEQ ED NO: 165; SEQ ED NO: 166; SEQ ED NO: 167 
SEQ ED NO: 168; SEQ ED NO: 169; SEQ BD NO: 170; SEQ ED NO: 171; SEQ BD NO: 172 
SEQ ID NO: 173; SEQ BD NO: 174; SEQ BD NO: 175; SEQ BD NO: 176; SEQ BD NO: 177 
SEQ BD NO: 178; SEQ BD NO: 179; SEQ BD NO: 180; SEQ BD NO: 181; SEQ BD NO: 182 
SEQ BD NO: 183; SEQ BD NO: 184; SEQ BD NO: 185; and SEQ BD NO: 186. 

30 The present invention further provides a keratinocyte epithelial cell protein expression 

profile comprising one or more amino acid sequences encoded by all or a portion of one or 
more nucleic acid sequences selected from the group consisting of SEQ BD NO: 187; SEQ BD 
NO: 188; SEQ BD NO: 189; SEQ BD NO: 190; SEQ ED NO: 191; SEQ BD NO: 192; SEQ BD 
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NO: 193; SEQ ID NO: 194; SEQ ID NO: 195; SEQ ID NO: 196; SEQ ID NO: 197; SEQ ID 
NO: 198; SEQ ID NO: 199; SEQ ID NO: 200; SEQ ID NO: 201; SEQ ID NO: 202; SEQ ID 
NO: 203; SEQ ID NO: 204; SEQ ID NO: 205; SEQ ID NO: 206; SEQ ID NO: 207; SEQ ID 
NO: 208; SEQ ID NO: 209; SEQ ID NO: 210; and SEQ ID NO: 211. 
5 In another embodiment, a mammary epithelial cell protein expression profile may 

comprise one or more amino acid sequences encoded by all or a portion of one or more 
nucleic acid sequences selected from the group consisting of SEQ ID NO: 78; SEQ ID NO: 
212; SEQ ID NO: 213; SEQ ID NO: 216; SEQ ID NO: 225; SEQ ID NO: 226; SEQ ID NO: 
227; SEQ ID NO: 239; SEQ ID NO: 271 ; SEQ ID NO: 285; and SEQ ID NO: 289. 

10 Still further, the present invention provides a bronchial epithelial cell protein 

expression profile comprising one or more amino acid sequences encoded by all or a portion 
of one or more nucleic acid sequences selected from the group consisting of SEQ ID NO: 27; 
SEQ ID NO: 131; SEQ ID NO: 150; SEQ ID NO: 169; SEQ ID NO: 214; SEQ ID NO: 215; 
SEQ ID NO: 223; SEQ ID NO: 224; SEQ ID NO: 241 ; SEQ ID NO: 243; SEQ ID NO: 244; 

15 SEQ ID NO: 255; SEQ ID NO: 256; SEQ ID NO: 261; and SEQ ID NO: 314. 

In yet another embodiment, a prostate epithelial cell protein expression profile 
comprises one or more amino acid sequences encoded by all or a portion of one or more 
nucleic acid sequences selected from the group consisting of SEQ ID NO: 64; SEQ ID NO: 
217; SEQ ID NO: 218; SEQ ID NO: 259; SEQ ID NO: 293; SEQ ID NO: 302; and SEQ ID 

20 NO: 320. 

The present invention also provides a renal cortical epithelial cell protein expression 
profile comprising one or more amino acid sequences encoded by all or a portion of one or 

~' ? : • '' more nucleic acid sequences selected from the group consisting of SEQ ID NO: ? 49; SEQ ID 
NO: 57; SEQ ID NO: 104; SEQ ID NO: 123; SEQ ID NO: 160; SEQ ED NO: 165; SEQ ID 

25 NO: 1 66; SEQ ID NO: 219; SEQ ID NO: 267; SEQ ID NO: 270; SEQ ID NO: 279; SEQ ID 
NO: 280; SEQ ID NO: 283; SEQ ID NO: 291; SEQ ID NO: 305; SEQ ID NO: 307; SEQ ID 
NO: 310; SEQ ID NO: 313; SEQ ID NO: 325; SEQ ID NO: 326; and SEQ ID NO: 327. 

In an alternative embodiment, a renal proximal tubule epithelial cell protein 
expression profile may comprise one or more amino acid sequences encoded by all or a 

30 portion of one or more nucleic acid sequences selected from the group consisting of SEQ ID 
NO: 106; SEQ ID NO: 138; SEQ ID NO: 158; SEQ ID NO: 228; SEQ ID NO: 236; SEQ ID 
NO: 242; SEQ ID NO: 250; SEQ ID NO: 258; SEQ ID NO: 260; SEQ ID NO: 262; SEQ ID 
NO: 266; SEQ ID NO: 272; SEQ ID NO: 273; SEQ ID NO: 274; SEQ ID NO: 275; SEQ ID 
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NO: 276; SEQ ID NO: 278; SEQ ID NO: 284; SEQ ID NO: 288; SEQ ID NO: 295; SEQ ID 
NO: 296; SEQ ID NO: 297; SEQ ID NO: 299; SEQ ID NO: 300; SEQ ID NO: 301; SEQ ID 
NO: 306; SEQ ID NO: 308; SEQ ID NO: 309; SEQ ID NO: 31 1; SEQ ID NO: 316; SEQ ID 
NO: 318; SEQ ID NO: 321; SEQ ID NO: 322; SEQ ID NO: 328; and SEQ ID NO: 329. 
5 The present invention also provides a small airway epithelial cell protein expression 

profile comprising one or more amino acid sequences encoded by all or a portion of one or 
more nucleic acid sequences selected from the group consisting of SEQ ID NO: 173; SEQ ID 
NO: 174; SEQ ID NO: 183; SEQ ID NO: 220; SEQ ID NO: 221; SEQ ID NO: 222; SEQ ED 
NO: 229; SEQ ID NO: 230; SEQ ID NO: 231; SEQ ID NO: 232; SEQ ID NO: 233; SEQ ED 

10 NO: 234; SEQ ID NO: 235; SEQ ED NO: 237; SEQ ID NO: 238; SEQ ID NO: 240; SEQ ID 
NO: 245; SEQ ID NO: 246; SEQ ED NO: 247; SEQ ID NO: 248; SEQ ED NO: 249; SEQ ID 
NO: 251; SEQ ED NO: 252; SEQ ED NO: 254; SEQ ED NO: 257; SEQ ID NO: 263; SEQ ID 
NO: 264; SEQ ID NO: 265; SEQ ED NO: 268; SEQ ID NO: 269; SEQ ID NO: 270; SEQ ED 
NO: 277; SEQ ED NO: 281 ; SEQ ED NO: 282; SEQ ID NO: 286; SEQ ID NO: 287; SEQ ID 

15 NO: 290; SEQ ID NO: 294; SEQ ED NO: 298; SEQ ED NO: 303; SEQ ID NO: 312; SEQ ID 
NO: 315; SEQ ID NO: 317; and SEQ ID NO: 319. 

La a further embodiment, a renal epithelial cell protein expression profile comprises 
one or more amino acid sequences encoded by all or a portion of one or more nucleic acid 
sequences selected from the group consisting of SEQ ID NO: 37; SEQ ID NO: 253; SEQ ED 

20 NO: 304; SEQ ID NO: 323; and SEQ ID NO: 324. 

In addition, the protein expression profiles may be used to create a database and to 
create specific protein microarrays. Furthermore, the protein microarrays, protein expression 
profiles,"" Mii protein expression profile databases may be useful for epitope mapping, the 
study of protein-protein interaction, binding of drug candidates to a plurality of proteins, 

25 drug-drug interaction {e.g., competition binding studies of two drug candidates), binding of a 
plurality of drug candidates to a single or several proteins, diagnostics, or antigen mapping. 
Vm High Information Density Genes And Proteins 

Although it is possible to analyze the expression of all genes expressed in a cell, a 
significant number of genes are expressed so infrequently and thus are of limited value in 

30 generating gene expression profiles. On the other hand, a number of genes are sufficiently 
expressed in a cell or differentially expressed between cells to make them useful in analyzing 
gene expression data. Accordingly, the present invention further provides methods for 
identifying the subset of genes or proteins that provides the most utility in analyzing gene and 
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protein expression. This subset is termed "high information density genes" and "high 
information density proteins" and may be used to build microarrays useful for analyzing gene 
and protein expression and generating gene expression profiles and protein expression 
profiles. 

5 Indeed, the construction of microarrays comprising nucleic acid sequences or protein- 

capture agents that represent high information density genes or proteins provides a means for 
efficiently analyzing gene or protein expression. For example, such microarrays may be 
universally useful for diagnosing one or many diseases. The high information density gene 
or protein microarrays of the present invention may comprise the least number of genes or 

10 protein-capture agents that are the most useful to researchers and healthcare providers. The 
microarray may include the least number of genes or protein-capture agents that produce the 
most specific results with the highest accuracy, specificity, and sensitivity. 

More particularly, high information density genes or proteins may be identified by 
assessing the information content of one or more genes comprising one or more gene 

1 5 expression profiles or one or more proteins comprising one or more protein expression 
profiles. Genes or proteins providing the highest amount of information content comprise 
high information density genes or proteins. A high information density gene or protein 
provides more "information" about a particular tissue type and/or tissue state, as opposed to 
a gene or protein that is expressed infrequently and, therefore, is of limited value in 

20 expression analyses. 

Information content may be based upon, but not limited to, the magnitude of response 
of a gene or protein relative to a reference state or a separate reference gene or protein. For 
example, the reference state may be baseline expression ai a ceriaiiviiifte point, such as prior 
to treatment, or may refer to a physiological state, such as being healthy or status prior to 

25 treatment. Another basis for assessing information content is the frequency of detected 

expression across categories of tissue, diseases, or patients compared to a reference category 
such as unstimulated or uninfected patients. Information content may also refer to changes in 
expression levels relative to categories of cells, tissues, organs, or patients. 

Methods for identifying high information density genes or proteins that may be used 

30 to generate the high information density expression profiles, via the use of microarrays 
comprising nucleic acids or protein-capture agents representing such genes or proteins, 
involve algorithms that generate the high information density expression profiles. Using 
algorithms, genes or proteins may be ranked against each other to determine the relative 
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information content of each gene or protein analyzed. For example, the basis for ranking 
genes for information content may be an algorithm adding together the number of times the 
gene or protein is expressed among all categories and time-points, then dividing that number 
by the sample set size. Furthermore, information content may be subcategorized using an 
algorithm that ranks the average change in expression level in ail instances in which the gene 
or protein was expressed by the average number of times expressed. 

High information density genes or proteins may be selected using an algorithm that 
ranks expression levels across all tissues, stimuli, and times with weighing in favor of 
expression that may be greatly increased or decreased among the sets. For example, high 
information density genes or proteins may be selected using an algorithm that correlates 
about 90% gene or protein expression in all cell lines or tissues with greater than about a 50% 
increase or decrease in expression occurring through time or after treatment with all stimuli. 

High information density genes or proteins may also be selected using an algorithm 
that correlates a unique expression profile observed in a single cell line or tissue to a specific 
disease state for diagnosis or correlates to a treatment modality that may predict a positive or 
negative outcome. An algorithm that correlates a change in the expression profile in a single 
cell line or tissue to a specific disease state for diagnosis or a treatment modality that may 
predict a positive or negative outcome may be used as well. Further, an algorithm that 
correlates a change in a combination of expression profiles in a single cell line or tissue to a 
specific disease state for diagnosis, or a treatment modality that may predict a positive or 
negative outcome, may be used to select high information density genes or proteins. 

High information density genes or proteins may be selected from categories that are 
based oh patient characteristics including, for example, gender, age, disease-state, ana 
treatment regime. Another basis for selecting high information density genes or proteins is 
the time of gene expression. This may include, for example, different times in a disease 
course, different times after stimuli exposure, different times in organismal development, or 
different times in the cell cycle. Another selection basis may be an increase or decrease in 
gene or protein expression in response to a stimulus. For example, the stimulus may include 
environmental alteration, viral or bacterial infection, drug exposure, protein activation, 
protein deactivation, chemical exposure, and cell isolation procedure. 

Of the various stimuli, environmental alterations may include alterations such as 
changes in temperature, gas pressure, gas concentration, osmolality, humidity, and pH. Viral 
stimuli may include, for example, infection with different viruses such as papilloma viruses, 
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lentiviruses, retroviruses, hepadnaviruses, alphaviruses, flaviviruses, rhabdoviruses, 
herpesvirues, adenoviruses, picornaviruses, reoviruses, coronaviruses, pox viruses, 
paramyxoviruses, togaviruses, and arenaviruses. Bacterial stimuli may include, but may not 
be limited to, lipopolysacharride, formylmethionine, bacterial heat shock proteins and 
5 lipoteichoic acid. 

Drug exposure stimuli may include, for example, metabolic regulators, calcium 
ionophores, G protein regulators, translation regulators, and transcription regulators. Protein 
stimuli may include proteins such as cytokines, matrix proteins, cell surface ligands, acute 
phase proteins, clotting factors, vasoactive proteins, and mismatched Major 

10 Histocompatibility antigens among others. Examples of chemical stimuli include organic 
compounds, inorganic compounds, metals, and other chemical elements. Examples of cell 
isolation-procedures stimuli include density gradient purification, chemical digestion, 
mechanical disaggregation, and centrifiigation. 

Once identified, the high information density genes may be used to create high 

1 5 information density gene microarrays. Similarly, high information density proteins may be 
used to create high information density protein microarays. The high information density 
microarrays may represent a particular tissue type, such as heart, liver, prostate, lung, nerve, 
muscle, or connective tissue; coronary artery endothelium, umbilical artery endothelium, 
umbilical vein endothelium, aortic endothelium, dermal microvascular endothelium, 

20 pulmonary artery endothelium, myometrium microvascular endothelium, keratinocyte 

epithelium, bronchial epithelium, mammary epithelium, prostate epithelium, renal cortical 
epithelium, renal proximal tubule epithelium, small airway epithelium, renal epithelium, 
? * umbilical artery shitioth inuscle, hebdatal dential fibroblast, pulmonary artery smooth muscle, 
dermal fibroblast, neural progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, 

25 mesangial cells, coronary artery smooth muscle, bronchial smooth muscle, uterine smooth 
muscle, lung fibroblast, osteoblasts, and prostate stromal cells. 

The high information density microarrays may be used in the applications described 
in the present application. For example, the high information density microarrays may be 
used to diagnose a patient and predict treatment effectiveness. The microarray may comprise 

30 the fewest genes or protein-capture agents necessary to produce the most accurate, 

reproducible, and specific results that correlate to a positive outcome. Once a treatment 
course begins, the microarray may be used to generate a gene expression profile or a protein 
expression profile that correlates to a particular outcome. The clinician may then use this 
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information to adjust or change therapy accordingly. The microarray itself may contain 
genes or protein-capture agents that provide the highest amount of information on at least one 
type but possibly all therapies, for at least one but possibly all diseases. 

Used in diagnostic applications, the high-information density microarray may be 
5 compared to standard diagnostic pathologies. Specificity, sensitivity, accuracy, predictive 
value, and standard error of the microarray may be assessed, as well as confidence intervals 
and prevalence of a disease in a population using standard techniques. Such diagnostic 
microarrays may be validated based on at least one of the following parameters or 
combinations thereof described below, wherein "a" represents the number of true positives, 

1 0 "b" represents the number of false positives, "c" represents the number of false negatives, and 
"d" represents the number of true negatives. 

For example, sensitivity may be defined as a/a+c x 100 and indicates the percentage 
of individuals with the disease that have positive test results. Specificity may be defined as 
d/b+d and indicates the percentage of individuals who do not have the particular disease and 

1 5 have negative test results. Accuracy (efficiency) may be defined as a+d/a+b+c+d x 100 and 
may be the percentage of true positive and true negative test results that are correctly 
identified by the test. Prevalence may be defined as a+c/a+b+c+d x 100 and may be the 
frequency of disease in the population at a given time based on the incidence of disease per 
year per 100,000 people. 

20 Positive predictive value may be defined as a/a+b x 100 and may be the percentage of 

true positive test results based on the prevalence of disease in the population. Negative 
predictive value may be defined as d/c+d x 100 and may be the percentage of true negative 
test results based on the prevalence of disease in the population. 

The standard error (SE) of the diagnostic microarrays may be calculated using the 

25 following formula: SE= ((p)x((l-/?)/n)) , where p = sensitivity of the test and n = sample 
size. The 95% confidence interval may be calculated by the formula: p - (1.96 x SE) top + 
(1 .96 x SE), where p = sensitivity of the test and "1 .96" may be derived from statistical 
tables. The high information density microarray may have a gene or combination of genes or 
a protein-capture agent or a combination of protein-capture agents that yield the highest 

30 sensitivity, specificity and accuracy over the widest range of standards, and also offers the 
best positive and negative predictive value for the most applications. 

In another embodiment, a high information-density microarray may comprise the 
genes or protein-capture agents that best diagnose leukemia in the most patients with the 
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highest accuracy. Such diagnostic genes may be 100% sensitive, 100% specific and 100% 
accurate. A microarray may also include a combination of genes or protein-capture agents 
that together, rather than individually, yield high sensitivity, specificity, and accuracy, thus 
diagnosing leukemia with 100% sensitivity, specificity and accuracy. For example, any two 
5 separate genes or protein-capture agents may only offer 50% or less sensitivity, specificity, or 
accuracy for diagnosis leukemia individually, but if combined on the same microarray the 
specificity may reach 100% because these genes or proteins are only found together when the 
patient has leukemia. Hence, the gene or combination of genes or protein or combination of 
proteins that yield the highest information content on leukemia diagnosis may be included on 
1 0 the microarray. 

For predicting treatment efficiency, the microarray may contain the genes or protein- 
capture agents that best predict treatment outcome for leukemia in patients. An expression 
profile specific for either positive or negative treatment outcome may be 100% sensitive, 
100% specific and 100% accurate. A microarray may also include a combination of genes or 

1 5 protein-capture agents that together, rather than individually, predict outcomes of treatments 
with 100% sensitivity, specificity, and accuracy. For example, any two separate genes or 
protein-capture agents may only offer 50% or less sensitivity, specificity, or accuracy for 
outcomes of various treatment modalities for leukemia individually, but when they are 
combined the microarray may indicate the outcome of a specific patient treatment with 

20 sufficient, preferably 100%, accuracy. Thus, the combinations that yield the highest 

information content on leukemia treatment modality may be included on the microarray. 

The high information-density microarrays may be used for indicating when, for 
uAdiiiple, eryiiiibpoeitin (EPO) treatment would be appropriate for a patient or for momtorlng 
drug effectiveness during such treatment. The expression profiles used on the microarray 

25 may be one gene or protein-capture agent that may be 100% specific, 1 00% sensitive, and 
100% accurate for indicating when EPO may be provided as a treatment or determining EPO 
treatment effectiveness or a combination of genes or protein-capture agents that provides the 
same accuracy. Accordingly, the microarray can provide valuable information on when EPO 
is appropriate as a course of treatment and when EPO is effective in that treatment. In like 

30 manner, a microarray may be used for indicating when cytokine treatment, such as 

Interleukin 5, Granulocyte Stimulating Factor, Interleukin 2, and Interleukin 12, would be 
appropriate for a patient during or after chemotherapy or radiation therapy, or for monitoring 
drug effectiveness during such treatment. 



104 



WO 02/074979 



PCT/US02/08456 



Cancer treatment is an important field in which these types of microarrays may 
efficiently be used to indicate when a patient has cancer, the type of cancer the patient has, as 
well as the best treatment modality and prognosis of the patient. The microarray may also be 
used to monitor drug effectiveness during cancer treatment by measuring whether cancer is 
5 present and to what extent. As an example, and without limitation, the microarray may be 
used for indicating when a patient has Human Immunodeficiency Virus (HIV), the best 
treatment modality for that patient, and the prognosis of the patient. By measuring whether 
HIV is present and to what extent, a microarray containing expression profiles from either the 
host or pathogen may be used as well to monitor drug effectiveness during HIV treatment. 

10 The nucleic acid and protein microarrays of the present invention may be useful as a 

diagnostic tool in assessing the effects of treatment with a compound on relative gene and 
protein expression. In one embodiment of the present invention, the methods described 
herein may be used to assess the pharmacological effects of one or more of the following 
growth factors, proteins, cytokines or peptides. The genes and protein-capture agents of the 

1 5 present invention may be specific to such growth factors, proteins, cytokines, and peptides or 
relate to their expression levels. 

Briefly, growth factors are hormones or cytokine proteins that bind to receptors on the 
cell surface, with the primary result of activating cellular proliferation and/or differentiation. 
Many growth factors are quite versatile, stimulating cellular division in numerous different 

20 cell types, while others are specific to a particular cell-type. The following Table 1 presents 
several factors, but is not intended to be comprehensive or complete, yet introduces some of 
the more commonly known factors and their principal activities. 



Table 1 : Growth ] 


7 actors 


Factor 


Principal Source 


Primary Activity 


Comments 


Platelet Derived 
Growth Factor 
(PDGF) 


Platelets, endothelial 
cells, placenta. 


Promotes proliferation of 
connective tissue, glial and 
smooth muscle cells. PDGF 
receptor has intrinsic tyrosine 
kinase activity. 


Dimer required for 
receptor binding. 
Two different protein 
chains, A and B, form 
3 distinct dimer 
forms. 


Epidermal 
Growth Factor 
(EGF) 


Submaxillary gland, 
Brunners gland. 


promotes proliferation of 
mesenchymal, glial and 
epithelial cells 


EGF receptor has 
tyrosine kinase 
activity, activated in 
response to EGF 
binding. 


Fibroblast 
Growth Factor 


Wide range of cells; 
protein is associated with 


Promotes proliferation of 
many cells including skeletal 


Four distinct 
receptors, all with 
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(FGF) 


the ECM; nineteen family 
members. Receptors 
widely distributed in 
bone, implicated in 
several bone-related 
diseases. 


and nervous system; inhibits 
some stem cells; induces 
mesodermal differentiation. 
Non-proliferative effects 
include regulation of pituitary 
and ovarian cell function. 


tyrosine kinase 
activity. FGF 
implicated in mouse 
mammary tumors and 
Kaposi's sarcoma. 


NGF 




Promotes neurite outgrowth 
and neural cell survival 


Several related 
proteins first 
identified as proto- 
oncogenes; trkA 
(trackA), trkB, trkC 


Erythropoietin 
(Bpo) 


Kidney 


Promotes proliferation and 
differentiation of erythrocytes 


Also considered a 
'blood protein,' and a 
colony stimulating 
factor. 


Transforming 
Growth Factor a 
(TGF-a) 


Common in transformed 
cells, found in 
macrophages and 


Potent keratinocyte growth 
factor. 


Related to EGF. 


Transforming 
Growth Factor v 
(TGF-P) 


Tumor cells, activated 
THj cells (T-helper) and 
natural killer (NK) cells 


Anti-inflammatory (suppresses 
cytokine production and class 
II MHC expression), 
proliferative effects on many 
mesenchymal and epithelial 
cell types, may inhibit 
macrophage and lymphocyte 
proliferation. 


Large family of 
proteins including 
activin, inhibin and 
bone morpho-genetic 
protein. Several 
classes and 
subclasses of cell- 
surface receptors 


Tncnlin T tire* 

nib uiin-ijiKe 
Growth Factor-I 
(IGF-I) 


pTrrniiinlli/ lii/f^i* Tvrrw"hif»*»H 
r nniamy uvci, ^inju.u^/cu 

in response to GH and 
then induces subsequent 
cellular activities, 
particularly on bone 
growth 


171 UlilVLCo UHJlUdttllUII Ul 

many cell types, autocrine and 
paracrine activities in addition 
to the initially observed 
endocrine activities on bone. 


Related tn THF-TT anrl 

proinsulin, also called 
Somatomedin C. 
IGF-I receptor, like 
the insulin receptor, 
has intrinsic tyrosine 
kinase activity. IGF-I 
can bind to the 
insulin receptor. 


Insulin-Like 
Growth 
Factor-II 
(IGF-II) 


Expressed almost 
exclusively in embryonic 
and neonatal tissues. 


Promotes proliferation of 
many cell types primarily of 
fetal origin. Related to IGF-I 
and proinsulin. 


IGF-II receptor is 
identical to the 
mannose-6-phosphate 
receptor that is 
responsible for the 
integration of 
lysosomal enzymes 



Additional growth factors that may be utilized within the methodologies of the present 
invention include insulin and proinsulin (U.S. Patent No. 4,431,740); Activin (Vale et ah, 321 
Nature 776 (1986); Ling et al., 321 Nature 779 (1986)); Inhibin (U.S. Patent Nos. 
4,740,587; 4,737,578); and Bone Morphongenic Proteins (BMPs) (U.S. Patent No. 
5,846,931; Wozney, Cellular & Molecular Biology of Bone 131-167 (1993)). 
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Additional growth factors that may be utilized within the methodologies of the present 
invention include Activin (Vale et al., 321 Nature 776 (1986); Ling et al., 321 Nature 779 
(1986)), Inhibin (U.S. Patent Nos. 4,737,578; 4,740,587), and Bone Morphongenic Proteins 
(BMPs) (U.S. Patent No. 5,846,931; Wozney, Cellular & Molecular Biology of 
5 Bone 131-67 (1993)). 

In another embodiment, the methodologies of the present invention may be used to 
assess the pharmacological effects a cytokine or cytokine receptor on a patient or cell line. 
Secreted primarily from leukocytes, cytokines stimulate both the humoral and cellular 
immune responses, as well as the activation of phagocytic cells. Cytokines that are secreted 

10 from lymphocytes are termed lymphokines, whereas those secreted by monocytes or 

macrophages are termed monokines. A large family of cytokines are produced by various 
cells of the body. Many of the lymphokines are also known as interleukins (ILs), because 
they are not only secreted by leukocytes, but are also able to affect the cellular responses of 
leukocytes. More specifically, interleukins are growth factors targeted to cells of 

15 hematopoietic origin. The list of identified interleukins grows continuously. See, e.g., U.S. 
Patent No. 6,174,995; U.S. Patent No. 6,143,289; Sallusto et al., 18 ANNU. Rev. Immunol. 
593 (2000); Kunkel et al., 59 J. LEUKOCYTE BlOL. 81 (1996). 

Additional growth factor/cytokines encompassed in the methodologies of the present 
invention include pituitary hormones such as CEA, FSH, FSH a, FSH P, Human Chorionic 

20 Gonadotropin (HCG), HCG a, HCG p, uFSH (urofollitropin), GH, LH, LH a, LH p, PRL, 
TSH, TSH a, TSH p, and CA, parathyroid hormones, follicle stimulating hormones, 
estrogens, progesterones, testosterones, or structural or functional analog thereof. All of 
these proteins and peptides are known in the art. Many may be obtained commercially from, 
e.g., Research Diagnostics, Inc. (Flanders, N.J.). 

25 The cytokine family also includes tumor necrosis factors, colony stimulating factors, 

and interferons. See, e.g., Cosman, 7 BLOOD CELL (1996); Gruss et al., 85 BLOOD 3378 
(1995); Beutler et al., 7 Annu. Rev. Immunol. 625 (1989); Aggarwal et al., 260 J. Biol. 
Chem. 2345 (1985); Pennica et al., 312 Nature 724 (1984); R&D Systems, Cytokine 
Mini-Reviews, at http://www.rndsystems.com. 

30 Several cytokines are introduced, briefly, in Table 2 below. 
Table 2: Cytokines 



Cytokine 


Principal Source 


Primary Activity 


Interleukins 


Primarily macrophages but also 
neutrophils, endothelial cells, smooth 


Costimulation of APCs and T cells; 
stimulates IL-2 receptor production and 
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ILl-a and -|3 


muscle cells,, glial cells, astrocytes, B- 
and T-cells, fibroblasts, and 
keratinocytes. 


expression of interferon-y; may induce 
proliferation in non-lymphoid cells. 


IL-2 


CD4+ T-helper cells, activated TH, 
cells, NK cells. 


Major interleukin responsible for clonal 
T-cell proliferation. IL-2 also exerts 
effects on B-cells, macrophages, and 
natural killer (NK) cells. . IL-2 receptor 
is not expressed on the surface of resting 
T-cells, but expressed constitutively on 
NK cells, that will secrete TNF-a, IFN-g 
and GM-CSF in response to EL-2, which 
in turn activate macrophages. 


IL-3 


Primarily T-cells 


Also known as multi-CSF, as it stimulates 
stem cells to produce all forms of 
hematopoietic cells. 


IL-4 


TH 2 and mast cells 


B cell proliferation, eosinophil and mast 
cell growth and function, IgE and class II 
MHC expression on B cells, inhibition of 
monokine production 


IL-5 


TH 2 and mast cells 


eosinophil growth and function 


IL-6 


Macrophages, fibroblasts, endothelial 
cells and activated T-helper cells. 
Does not induce cytokine expression. 


IL-6 acts in synergy with 1L-1 and TNF-a 
in many immune responses, including T- 
cell activation; primary inducer of the 
acute-phase response in liver; enhances 
the differentiation of B-cells and their 
consequent production of 
immunoglobulin; enhances 
Glucocorticoid synthesis. 


IL-7 


thymic and marrow stromal cells 


T and B lymphopoiesis 


IL-8 


Monocytes, neutrophils, macrophages, 
and NK cells. 


Chemoattractant (chemokine) for 
neutrophils, basophils and T-cells; 
activates neutrophils to degranulate. 


IL-9 


T cells 


hematopoietic and thymopoietic effects 


IL-10 


activated TH 2 cells, CD8 + T and B 
cells, macrophages 


inhibits cytokine production, promotes B 
cell proliferation and antibody production, 
suppresses cellular immunity, mast cell 
growth 


IL-11 


stromal cells 


synergisitc hematopoietic and 
thrombopoietic effects 


EL-12 


B cells, macrophages 


proliferation of NK cells, INF-y 
production, promotes cell-mediated 
immune functions 


IL-13 


TH 2 cells 


IL-4-like activities 


IL-18 


macrophages/Kupffer cells, 
keratinocytes, glucocorticoid-secreting 
adrenal cortex cells, and osteoblasts 


Interferon-gamma-inducing factor with 
potent pro-inflammatory activity 


IL-21 


Activated T cells 


IL21 has a role in proliferation and 
maturation of natural killer (NK) cell 
populations from bone marrow, in the 
proliferation of mature B-cell populations 
co-stimulated with anri-CD40, and in the 
proliferation of T cells co-stimulated with 
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anti-CD3. 


IL-23 


Activated dendritic cells 


A complex of pi 9 and the p40 subunit of 
EL-12. IL-23 binds to IL-12Rbeta 1 but 
not DL-12R beta 2; activates Stat4 in PHA 
blast T cells; induces strong proliferation 
of mouse memory T cells; stimulates IFN- 
gamma production and proliferation in 
PHA blast T cells, as well as in CD45RO 
(memory) T cells. 


Tumor Necrosis 

Factor 

TNF-a 


Primarily activated macrophages. 


Once called cachectin; induces the 
expression of other autocrine growth 
factors, increases cellular responsiveness 
to growth factors; induces signaling 
pathways that lead to proliferation; 
induces expression of a number of nuclear 
proto-oncogenes as well as of several 
interleukins. 


(TNF-B) 


T-lymphocytes, particularly cytotoxic 
T-lymphocytes (CTL cells); induced 
by IL-2 and antigen-T-Cell receptor 
interactions. 


Also called lymphotoxin; kills a number 
of different cell types, induces terminal 
differentiation in others; inhibits 
lipoprotein lipase present on the surface 
of vascular endothelial cells. 


Interferons 
INF-a and -p 


macrophages, neutrophils and some 
somatic cells 


Known as type I interferons; antiviral 
effect; induction of class I MHC on all 
somatic cells; activation of NK cells and 
macrophages. 


Interferon 
INF-y 


Primarily CD8+ T-cells, activated THj 
and NK cells 


Type II interferon; induces of class I 
MHC on all somatic cells, induces class II 
MHC on APCs and somatic cells, 
activates macrophages, neutrophils, NK 
cells, promotes cell-mediated immunity, 
enhances ability of cells to present 
anngens to i-cens, annvirai eiiects. 


Monocyte 
Chemoattractant 
Protein- 1 
(MCP1) 


Peripheral blood 
monocytes/macrophages 


Attracts monocytes to sites of vascular 
endothelial cell injury, implicated in 

aUIC.iv. :-vlwI ublo. 


Colony 
Stimulating 
Factors (CSFs) 




Stimulate the proliferation of specific 
pluripotent stem cells of the bone marrow 
in adults. 


urdnuiocyre- 
CSF (G-CSF) 




Specific for proliferative effects on cells 
of the granulocyte lineage; proliferative 
effects on both classes of lymphoid cells. 


Macrophage- 
CSF (M-CSF) 




Specific for cells of the macrophage 
lineage. 


Granulocyte- 

MacrophageCSF 

(GM-CSF) 




Proliferative effects on cells of both the 
macrophage and granulocyte lineages. 
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Other cytokines of interest that may be characterized by the invention described 
herein include adhesion molecules (R&D Systems, Adhesion Molecules I (1996), 
available at http://www.mdsystems.com); angiogenin (U.S. Patent No. 4,721,672; Moener et 
al., 226 Eur. J. Biochem. 483 (1994)); annexin V (Cookson et al., 20 Genomics 463 (1994); 
5 Grundmann et al, 85 Proc. Natl. Acad. Sci. USA 3708 (1988); U.S. Patent No. 
5,767,247); caspases (U.S. Patent No. 6,214,858; Thornberry et al, 281 Science 1312 
(1998)); chemokines (U.S. Patent Nos. 6,174,995; 6,143,289; Sallusto et al., 18 Annu. Rev. 
Immunol. 593 (2000) Kunkel et al., 59 J. Leukocyte Biol. 81 (1996)); endothelin (U.S. 
Patent Nos. 6,242,485; 5,294,569; 5,231,166); eotaxin (U.S. Patent No. 6,271,347; Ponath et 

10 al., 97(3) J. Clin. Invest. 604-612 (1996)); Flt-3 (U.S. Patent No. 6,190,655); heregulins 
(U.S. Patent Nos. 6,284,535; 6,143,740; 6,136,558; 5,859,206; 5,840,525); Leptin (Leroy et 
al, 271(5) J. BIOL. Chem. 2365 (1996); Maffei et al., 92 PNAS 6957 (1995); Zhang et al. 
(1994) NATURE 372: 425-432); Macrophage Stimulating Protein (MSP) (U.S. Patent Nos. 
6,248,560; 6,030,949; 5,315,000); Neurotrophic Factors (U.S. Patent Nos. 6,005,081; 

15 5,288,622); Pleiotrophin/Midkine (PTN/MK) (Pedraza et al., 1 17 J. Biochem. 845 (1995); 
Tamura et al., 3 ENDOCRINE 21 (1995); U.S. Patent No. 5,210,026; Kadomatsu et al., 151 
Biochem. Biophys. Res. Commun. 1312 (1988)); STAT proteins (U.S. Patent Nos. 
6,030,808; 6,030,780; Darnell et al., 277 Science 1630-1635 (1997)); Tumor Necrosis Factor 
Family (Cosman, 7 Blood Cell (1996); Grass et al., 85 Blood 3378 (1995); Beutler et al., 7 

20 Annu. Rev. Immunol. 625 (1989); Aggarwal et al., 260 J. Biol. Chem. 2345 (1985); 
Pennica et al., 312 Nature 724 (1984)). 

Also of interest regarding cytokines are proteins or chemical moieties that interact 
^ ; ^^^^eytoKhes, such as Matrix Metalloproteinases (MMPs) (U.S. Patent No. 6,307,089; 
Nagase, Matrix Metalloproteinases in Zinc Metalloproteases in Health and 

25 Disease (1996)), and Nitric Oxide Synthases (NOS) (Fukuto, 34 Adv. Pharm 1 (1995); U.S. 
Patent No. 5,268,465). 

A further embodiment of the present invention applies the methodologies described 
herein to the characterization of the pharmacological effects of blood proteins. The term 
"blood protein" is a generic term for a vast group of proteins generally circulating in blood 

30 plasma, and important for regulating coagulation and clot dissolution. See, e.g., 

Haematologic Technologies, Inc., HTI Catalog, available at www.haemtech.com. Table 3 
introduces, in a non-limiting fashion, some of the blood proteins contemplated by the 
present invention. 
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Table 3: Blood Proteins 



Protein 


Principle Activity 


Reference 


Factor V 


In coagulation, this glycoprotein pro- 
cofactor is converted to active cofactor 
factor Va, via the serine protease a- 
thrombin, and less efficiently by its 
serine protease cofactor Xa. The 
prothrombinase complex rapidly 
converts zymogen prothrombin to the 
active serine protease, a-thrombin. 
Down regulation of prothrombinase 
complex occurs via inactivation of Va 
by activated protein C. 


Mann et al., 57 Ann. REV. BlOCHEM. 
915 fl 988V see also Nesheim et al 254 
J. BIOL. CHEM. 508 (1979); Tracy et al., 
60 BLOOD 59 (1982); Nesheim et al., 80 
METHODS ENZYMOL. 249 (1981); Jenny 
et al., 84 Proc. Natl. Acad. Sci. USA 
4846(1987). 


Factor VII 


Single chain glycoprotein zymogen in 
its native form. Proteolytic activation 
yields enzyme factor Vila, which binds 
to integral membrane protein tissue 
factor, forming an enzyme complex that 
proteolytically converts factor X to Xa. 
Also known as extrinsic factor Xase 
uuiiipicA. v^oii version oi vn to vjud 
catalyzed by a number of proteases 
including thrombin, factors DCa, Xa, 
XIa, and XHa. Rapid activation also 
occurs when VII combines with tissue 
factor in the presence of Ca, likely 
initiated by a small amount of pre- 
existing Vila. Not readily inhibited by 
antithrombin HI/heparin alone, but is 
inhibited when tissue factor added. 


See generally, Broze et al., 80 METHODS 
ENZYMOL. 228 (1981); Bajaj et al., 256 
J. BIOL. CHEM. 253 (1981); Williams et 
al, 264 J. BIOL. CHEM. 7536 (1989); 
KisieJ et al., 22 THROMBOSIS RES. 375 
(1981); Seligsohn et al., 64 J. CLIN. 
INVEST. 1056 (1979); Lawson et al., 268 

T Pirn Pupm 767 n QQ^ 


Factor DC 


Zymogen factor IX , a single chain 
vitamin K-dependent glycoprotein, 
made in liver. Binds to negatively 
charged phospholipid surfaces. 
Activated by factor XIa or the factor 
VUa/tissu^ factor/oh os?>hol ir*M 
complex. Cleavage at one site yields the 
intermediate IXa, subsequently 
converted to fully active form IXafJ by 
cleavage at another site. Factor IXap is 
the catalytic component of the "intrinsic 
factor Xase complex" (factor 
Vffla/Ka/Ca 2 "7phospholipid) that 
proteolytically activates factor X to 
factor Xa. 


Thompson, 67 BLOOD, 565 (1986); 
Hedner et al., HEMOSTASIS AND 
THROMBOSIS 39-47 (R.W. Colman, J. 
Hirsh, V.J. Marder, E.W. Salzman ed., 
2 nd ed. J.P. Lippincott Co., Philadelphia) 
I 987* Fuiikawa et al 45 METHODS IN 
ENZYMOLOGY 74 (1974). 


Factor X 


Vitamin K-dependent protein zymogen, 
made in liver, circulates in plasma as a 
two chain molecule linked by a disulfide 
bond. Factor Xa (activated X) serves as 
the enzyme component of 
prothrombinase complex, responsible 
for rapid conversion of prothrombin to 
thrombin. 


See Davie et al, 48 ADV. ENZYMOL 277 
(1979); Jackson, 49 ANN. REV. 
BlOCHEM. 765 (1980); see also 
Fujikawa et al., 1 1 BlOCHEM. 4882 
(1972); Discipio et al., 16 BlOCHEM. 
698 (1977); Discipio et al., 18 
BlOCHEM. 899 (1979); Jackson et aL, 7 
BlOCHEM. 4506 (1968); McMullen et 
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al, 22 BlOCHEM. 2875 (1983). 


Factor XI 


Liver-made glycoprotein homodimer 
circulates, in a non-covalent complex 
with high molecular weight kininogen, 
as a zymogen, requiring proteolytic 
activation to acquire serine protease 
activity. Conversion of factor XI to 
factor XIa is catalyzed by factor Xlla. 
XIa unique among the serine proteases, 
since it contains two active sites per 
molecule. Works in the intrinsic 
coagulation pathway by catalyzing 
conversion of factor IX to factor DCa. 
Complex form, factor XIa/HMWK, 
activates factor XH to factor Xlla and 
prekallikrein to kallikrein. Major 
inhibitor of XIa is -antitrypsin and 
to lesser extent, antithrombin-IIL 
Lack of factor XI procoagulant activity 
causes bleeding disorder: plasma 
thromboplastin antecedent deficiency. 


Thompson et al., 60 J. CLIN. INVEST. 
1376 (1977); KurachietaL, 16 
BlOCHEM. 5831 (1977); Bouma et al, 
252 J. BIOL. CHEM. 6432 (1977); 
Wuepper, 31 FED. PROC. 624 (1972); 
Saito et al., 50 BLOOD 377 (1977); 
Fujikawa et al., 25 BlOCHEM. 2417 
(1986); Kurachi et al., 19 BlOCHEM. 
1330 (1980); Scott et aL, 69 J. CLIN. 
Invest. 844(1982). 


Factor XII 
^riagcniaii 
Factor) 


Glycoprotein zymogen. Reciprocal 
activation of XTT to active sprine 
protease factor XQa by kallikrein is 
central to start of intrinsic coagulation 
pathway. Surface bound ct-XIIa activates 
factor XI to XIa. Secondary cleavage of 
a-XEa by kallikrein yields P-XIIa, and 
catalyzes solution phase activation of 
kallikrein, factor VII and the classical 
complement cascade. 


Schmaier et al., 1 8-38, and Davie, 242- 
267 Hemostasis & Thrombosis 
(Colman et al., eds., J.B. Lippincott Co., 
Philadelphia, 1987). 


Factor XIII 


Zymogenic form of glutaminyl -peptide 
y-glutamyl transferase factor Xllla 
(fibrinoligase, plasma transglutaminase, 
fibrin stabilizing factor). Made in the 
liver, found extracellularly in plasma, 
and intracellularly in platelets, 
megakaryocytes, monocytes, placenta, 
uterus, liver and prostrate tissues. 
Circulates as a tetramer of 2 pairs of 
nonidentical subunits (A 2 B 2 ). Full 
expression of activity is achieved only 
after the Ca 2+ - and fibrin(ogen)- 
dependent dissociation of B subunit 
dimer from A 2 ' dimer. Last of the 
zymogens to become activated in the 
coagulation cascade, the only enzyme in 
this system that is not a serine protease. 
Xllla stabilizes the fibrin clot by 
crosslinking the a and y-chains of fibrin. 
Serves in cell proliferation in wound 
healing, tissue remodeling, 
atherosclerosis, and tumor growth. 


See McDonaugh, 340-357 HEMOSTASIS 
& THROMBOSIS (Colman et al., eds., 
J.B. Lippincott Co., Philadelphia, 1987); 
Folk et al., 1 13 METHODS ENZYMOL. 
-364 (1985); Greenberg et al., 69 BLOOD. 
867 (1987). Other proteins known to be 
substrates for Factor Xllla, that may be 
hemostatically important, include 
fibronectin (Iwanaga et al., 3 12 ANN. 
NY ACAD. SCI. 56 (1978)), a 2 - 
annplasmin (Sakata et al., 65 J. CLIN. 
INVEST. 290 (1980)), collagen (Mosher 
et al., 64 J. CLIN. INVEST. 781 (1979)), 
factor V (Francis et al., 261 J. BIOL. 
CHEM. 9787 (1986)), von Willebrand 
Factor (Mosher et al., 64 J. CLIN. 
INVEST. 781 (1979)) and 
thrombospondin (Bale et al., 260 J. 
BIOL. CHEM. 7502 (1985); Bohn, 20 
MOL. CELLBIOCHEM. 67 (1978)). 
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Fibrinogen 


Plasma fibrinogen, a large glycoprotein, 
disulfide linked dimer made of 3 pairs of 
non-identical chains (Aa, Bb and g), 
made in liver. Aa has N-terminal peptide 
(fibrinopeptide A (FPA), factor Xffla 
crosslinking sites, and 2 phosphorylation 
sites. Bb has fibrinopeptide B (FPB), 1 
of 3 N-linked carbohydrate moieties, 
and an N-terminal pyroglutamic acid. 
The g chain contains the other N-linked 
glycos. site, and factor XlUa cross- 
linking sites. Two elongated subunits 
((AaBbg) 2 ) align in an antiparallel way 
forming a trinodular arrangement of the 
6 chains. Nodes formed by disulfide 
rings between the 3 parallel chains. 
Central node (n-disulfide knot, E 
domain) formed by N-termini of all 6 
chains held together by 1 1 disulfide 
bonds, contains the 2 Ila-sensitive sites. 
Release of FPA by cleavage generates 
Fbn I, exposing a polymerization site on 
Aa chain. These sites bind to regions on 
the D domain of Fbn to form proto- 
fibrils. Subsequent Ila cleavage of FPB 
from the Bb chain exposes additional 
polymerization sites, promoting lateral 
growth of Fbn network. Each of the 2 
domains between the central node and 
the C-terminal nodes (domains D and E) 
has parallel a-helical regions of the Aa, 
Bb and g chains having protease- 
(plasmin-) sensitive sites. Another major 
plasmin sensitive site is in hydrophilic 
preturbance of a-chain from C-terminal 
node. Controlled plasmin degradation 
converts Fbg into fragments D and E. 


FURL AN, Fibrinogen, IN HUMAN 
PROTErNDATA, (Haeberli, ed., VCH 
Publishers, N.Y.,1995); Doolittle, in 
Haemostasis & Thrombosis, 491-513 
(3rd ed., Bloom et al. } eds., Churchill 
Livingstone, 1994); HANTGAN, et aL, in 
Haemostasis & Thrombosis 269-89 
(2d ed., Forbes et aL, eds., Churchill 
Livingstone, 1991). 


Fibronectin 


High molecular weight, adhesive, 
glycoprotein found in plasma and 
extracellular matrix in slightly different 
forms. Two peptide chains 
interconnected by 2 disulfide bonds, has 
3 different types of repeating 
homologous sequence units. Mediates 
cell attachment by interacting with cell 
surface receptors and extracellular 
matrix components. Contains an Arg- 
Gly-Asp-Ser (RGDS) cell attachment- 
promoting sequence, recognized by 
specific cell receptors, such as those on 
platelets. Fibrin-fibronectin complexes 
stabilized by factor XHIa-cataLyzed 
covalent cross-linking of fibronectin to 


Skorstengaard et aL, 161 Eur. J. 
BlOCHEM. 441 (1986); Kornblihtt et aL, 
4 EMBO J. 1755 (1985); Oderrnatt et 
aL, 82 PNAS 6571 (1985); Hynes, R.O., 
Ann. Rev. Cell Biol., 1, 67 (1985); 
Mosher 35 ANN. REV. MED. 561 (1984); 
Rouslahti et aL, 44 Cell 517 (1986); 
Hynes 48 Cell 549 (1987); Mosher 250 
BlOL. CHEM. 6614 (1975). 
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the fibrin a chain. | 


Pr 

Glycoprotein I 


Also called p 2 I and Apolipoprotein H. 
Highly glycosylated single chain protein 
made in liver. Five repeating mutually 
homologous domains consisting of 
approximately 60 amino acids disulfide 
bonded to form Short Consensus 
Repeats (SCR) or Sushi domains. 
Associated with lipoproteins, binds 
anionic surfaces like anionic vesicles, 
platelets, DNA, mitochondria, and 
heparin. Binding can inhibit contact 
activation pathway in blood coagulation. 
Binding to activated platelets inhibits 
platelet associated prothrombinase and 
adenylate cyclase activities. Complexes 
between b 2 I and cardiolipin have been 
implicated in the anti -phospholipid 
related immune disorders LAC and SLE. 


See, e.g., Lozier et al., 81 PNAS 2640- 
44 (1984); Kato & Enjyoi 30 BlOCHEM. 
11687-94(1997); Wurm, leiNT'LJ. 
BlOCHEM. 511-15 (1984); Bendixen et 
ah, 31 BlOCHEM. 3611-17 (1992); 
Steinkasserer et al., 277 BlOCHEM. J. 
387-91 (1991); Nimpf et aL, 884 
BlOCHEM. BIOPHYS. ACTA 142-49 
(lyoo); Kroll etal. 434 BlOCHEM. 
BIOPHYS. Acta 490-501 (1986); Polz et 
al., 1 1 INT'L J. BlOCHEM. 265-73 
(1976); McNeil et al, 87 PNAS 4120-24 
(1990); Galli et a;. I LANCET 1544-47 
(1990); Matsuuna et al, H Lancet 177- 
78 (1990); Pengo et al, 73 THROMBOSIS 
& Haemostasis 29-34 (1995). 


Osteonectin 


Acidic, noncollagenous glycoprotein 

/*7V If 1ft f\f\f\"\ " " 11 * i j j £• 

(Mr=29,000) originally isolated from 
fetal and adult bovine bone matrix . May 
regulate bone metabolism by binding 
hydroxyapatite to collagen. Identical to 
human placental SPARC. An alpha 
granule component of human platelets 
secreted during activation. A small 
portion of secreted osteonectin 
expressed on the platelet cell surface in 
an activation-dependent manner 


Villarreal et al, 28 BlOCHEM. 6483 
(1989); Tracy et al, 29 INT'L J. 
BlOCHEM. 653 (1988); Romberg et al, 
25 BlOCHEM. 1 176 (1986); Sage & 
Bornstein 266 J. BIOL. CHEM. 14831 
(1991); Kelm & Mann 4 J. BONE MlN. 
Res. 5245 (1989); Kelm et al, 80 
BLOOD 3112 (1992). 


Plasminogen 


Single chain glycoprotein zymogen with 
24 disulfide bridges, no free sulfhydryls, 
and 5 regions of internal sequence 
homology, "kringles", each five triple- 
looped, three disulfide bridged, and 
homologous to kringle domains in t-PA, 
u-PA and prothrombin. Interaction of 
plasminogen with fibrin and a2- 
antiplasmin is mediated by lysine 
binding sites. Conversion of 
plasminogen to plasmin occurs by 
variety of mechanisms, including 
urinary type and tissue type 
"nla^rninop'pn activator*? ^Irentnk'inftQf* 

^JldOklXlllKJ^y^H Civil VdlvlDj Oil V/pFl\JI\JIl£loC, 

staphylokinase, kallikrein, factors DCa 
and XQa, but all result in hydrolysis at 
Arg560-Val561, yielding two chains 
that remain covalently associated by a 
disulfide bond. 


See Robbins, 45 METHODS IN 
ENZYMOLOGY 257 (1976); COLLEN, 
243-258 BLOOD COAG. (Zwaal et al, 
eds. New York, Elsevier, 1986); see 
also Castellino et al, 80 METHODS IN 
ENZYMOLOGY 365 (1981); Wohl et al, 
27 THROMB. Res. 523 (1982); Barlow et 
al, 23 BlOCHEM. 2384 (1984); 
SOTTRUP-JENSEN ETAL, 3 PROGRESS IN 
CHEM. FIBRINOLYSIS oc 1HROMBOLYSIS 
197-228 (Davidson et al, eds. Raven 
Press, New York 1975). 


tissue 

Plasminogen 
Activator 


t-PA, a serine endopeptidase synthesized 
by endothelial cells, is the major 
physiologic activator of plasminogen in 
clots, catalyzing conversion of 


See Plasminogen. 
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plasminogen to plasmin by hydrolising a 
specific arginine-alanine bond. Requires 
fibrin for this activity, unlike the kidney- 
produced version, urokinase-PA. 




Plasmin 


See Plasminogen. Plasmin, a serine 
protease, cleaves fibrin, and activates 
and/or degrades compounds of 
coagulation, kinin generation, and 
complement systems. Inhibited by a 
number of plasma protease inhibitors in 
vitro. Regulation of plasmin in vivo 
occurs mainly through interaction with 
a 2 -antiplasmin, and to a lesser extent, a 2 - 
macroglobulin. 


See Plasminogen. 


Platelet Factor-4 


Low molecular weight, heparin-binding 
protein secreted from agonist-activated 
platelets as a homotetramer in complex 
with a high molecular weight, 
proteoglycan, carrier protein. Lysine- 
rich, COOH-terminal region interacts 
with cell surface expressed heparin-like 

ex 1 \7f* c\ c 54 T"niT>f\trl'\/f Qt"»e rvfi f»ti/Int n<^li o I 
giyv^UoaIIiliIUgiyi/aIIi> Oil CllUUlilCllal 

cells, PF-4 neutralizes anticoagulant 
activity of heparin exerts procoagulant 
effect, and stimulates release of 
histamine from basophils. Chemotactic 
activity toward neutrophils and 
monocytes. Binding sites on the platelet 
surface have been identified and may be 
important for platelet aggregation. 


Rucinski et al., 53 BLOOD 47 (1979); 
Kaplan et al., 53 BLOOD 604 (1979); 
George 76 BLOOD 859 (1 990); Busch et 
al., 19 THROMB. RES. 129 (1980); Rao 
et al., 61 BLOOD 1208 (1983); Brindley, 
et al., 72 J. CLIN. INVEST. 1218 (1983); 
Deuel et ah, 74 PNAS 2256 (1981); 

vySlClTIIdll CI dl., i\J / OivJUrliiiVl. 

BlOPHYS. RES. COMMUN. 130 (1982); 
Capitanio et al., 839 BlOCHEM. 
BlOPHYS. ACTA 161 (1985). 


Protein C 


Vitamin K-dependent zymogen, protein 
C, made in liver as a single chain 
polypeptide then converted to a disulfide 
linked heterodimer. Cleaving the heavy 
chain of human protein C converts the 
zymogen into the serine protease, 
activated protein C. Cleavage catalyzed 
by a complex of ct-thrombin and 
thrombomodulin. Unlike other vitamin 
K dependent coagulation factors, 
activated protein C is an anticoagulant 
that catalyzes the proteolytic 
inactivation of factors Va and Villa, and 
contributes to the fibrinolytic response 
by complex formation with plasminogen 
activator inhibitors. 


See Esmon, 10 PROGRESS IN THROMB. 
& HEMOSTS. 25 (1984); Stenflo, 10 
SEMIN. IN THROMB. & HEMOSTAS. 109 
(1984); Griffen et al., 60 BLOOD 261 
(1982); Kisiel et al., 80 METHODS 
ENZYMOL. 320 (1981); Discipio et ah, 
18 BlOCHEM. 899(1979). 


Protein S 


Single chain vitamin K-dependent 
protein functions in coagulation and 
complement cascades. Does not 
possess the catalytic triad. Complexes 
to C4b binding protein (C4BP) and to 
negatively charged phospholipids, 
concentrating C4BP at cell surfaces 


Walker, 10 SEMIN. THROMB. 
HEMOSTAS. 131 (1984); Dahlback et al., 
10 SEMIN. THROMB. HEMOSTAS., 139 
(1984); Walker 261 J. BIOL. CHEM. 
10941 (1986). 
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following injury. Unbound S serves as 
anticoagulant cofactor protein with 
activated Protein C. A single cleavage 
by thrombin abolishes protein S cofactor 
activity by removing gla domain. 




Protein Z 


Vitamin K-dependent, single-chain 
protein made in the liver. Direct 
requirement for the binding of thrombin 
to endothelial phospholipids. Domain 
structure similar to that of other vitamin 
K-dependant zymogens like factors VII, 
IX, X, and protein C N-terminal region 
contains carboxyglutamic acid domain 

f^n ciV\1 1 n rr v\ nn cWnnlfmH mpmnrfiTiP 1 

CilaUilllg UilvJoLJlIUll^HU kll\jl 11 L71 (Xll^ 

binding. C-terminal region lacks 
"typical" serine protease activation site. 
Cofactor for inhibition of coagulation 
factor Xa by serpin called protein Z- 
dependant protease inhibitor. Patients 
diagnosed with protein Z deficiency 
have abnormal bleeding diathesis during 
d.iiu diicr bujgiuai cvciiiij. 


Sejima etaL, 171 BIOCHEM. 
Biophysics Res. Comm. 661 (1990); 
Hogg et al., 266 J. BIOL. CHEM. 10953 
(1991); Hogg et al., 17 BIOCHEM. 

Biophysics Res. Comm. 801 (1991); 
Han et al., 38 BIOCHEM. 1 1073 (1999); 
Kemkes-Matthes et al., 79 THROMB. 
Res. 49 (1995). 


Prothrombin 


Vitamin K-dependent, single-chain 
protein made in the liver. Binds to 
negatively charged phospholipid 
membranes. Contains two "kringle" 
structures. Mature protein circulates in 
plasma as a zymogen and, during 
coagulation, is proteolytically activated 
to the potent serine protease a-thrombin. 


Mann et ah, 45 METHODS IN 
ENZYMOLOGY 156 (1976); Magnusson 
et al., PROTEASES IN BIOLOGICAL 
CONTROL 123-149 (Reich et al., eds. 
Cold Spring Harbor Labs., New York 
1975); Discipio et al., 18 BIOCHEM. 899 
(1979). 


a-Thrombin 


See Prothrombin. During coagulation, 
thrombin cleaves fibrinogen to form 
fibrin, the terminal proteolytic step in 
coagulation, forming the fibrin clot. 
Thrombin also responsible for feedback 
activation of procof actors V. and. VIE. 
Activates factor XDI and plateietsj 
functions as vasoconstrictor protein. 
Procoagulant activity arrested by 
henarrn cofantor Tl or the antithrombin 
EI/heparin complex, or complex 
formation with thrombomodulin. 
Formation of thrombin/thrombomodulin 
complex results in inability of thrombin 
to cleave fibrinogen and activate factors 
V and Vin, but increases the efficiency 
of thrombin for activation of the 
anticoagulant, protein C. 


45 METHODS ENZYMOL. 156 (1976). 


P-Thrombo- 
globulin 


Low molecular weight, heparin-binding, 
platelet-derived tetramer protein, 
consisting of four identical peptide 
chains. Lower affinity for heparin than 
PF-4. Chemotactic activity for human 


See, e.g., George 76 BLOOD 859 (1990); 
Holt & Niewiarowski 632 BlOCHIM. 
BIOPHYS. ACTA 284 (1980); 
Niewiarowski et al., 55 BLOOD 453 
(1980); Varma et al., 701 BlOCHIM. 
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fibroblasts, other functions unknown. 


BIOPHYS. ACTA 7 (1982); Senior et al., 
96 J. Cell. Biol. 382 (1983). 


Thrombopoietin 


Human TPO (Thrombopoietin, Mpl- 
ligand, MGDF) stimulates the 
proliferation and maturation of 
megakaryocytes and promotes increased 
circulating levels of platelets in vivo. 
Binds to c-Mpl receptor. 


Horikawa et al., 90(10) BLOOD 4031-38 
(1997); de Sauvage et al., 369 NATURE 
533-58(1995). 


Thrombo- 
spondin 


High-molecular weight, heparin-binding 
glycoprotein constituent of platelets, 
consisting of three, identical, disulfide- 
Iinked polypeptide chains. Binds to 
surface of resting and activated platelets, 
may effect platelet adherence and 
aggregation. An integral component of 
basement membrane in different ti^sue^ 
Interacts with a variety of extracellular 
macromolecules including heparin, 
collagen, fibrinogen and fibronectin, 
plasminogen, plasminogen activator, 
and osteonectin. May modulate cell- 
matrix interactions. 


Dawes et al., 29 THROMB. Res. 569 

(1983) ; Switalska et al., 106 J. LAB. 
CLIN. MED. 690 (1985); Lawler et al. 
260 J. BIOL. CHEM. 3762 (1985); Wolff 
et al., 261 J. BIOL. CHEM. 6840 (1986); 
Asch et al., 79 J. CLIN. CHEM. 1054 

(1 987); Jaffe et al., 295 NATURE 246 
H982V Wrieht et al 33 J HlSTOCHEM 
CYTOCHEM. 295 (1985); Dixit et al., 

259 J. BIOL. CHEM. 10100 (1984); 
Mumby et al., 98 J. CELL. BIOL. 646 

(1984) ; Lahav et al, 145 EUR. J. 
BIOCHEM. 151 (1984); Silverstein et al, 

260 J. BIOL. CHEM. 10346 (1985); 
Clezardin et al. 175 EUR. J. BIOCHEM. 
275 (1988); Sage & Bornstein (1991). 


Von Willebrand 

JTaL-LUI 


Multimeric plasma glycoprotein made of 
identical subunits held together by 
disulfide bonds. During normal 
hemostasis, larger multimers of vWF 
cause platelet plug formation by forming 
a bridge between platelet glycoprotein 
IB and exposed collagen in the 
subendothelium. Also binds and 
transports factor VIA (antihemophilic 
factor) in plasma. 


Hoyer 58 BLOOD 1 (1981); Ruggeri & 
Zimmerman 65 J. CLIN. INVEST. 1318 
(1980); Hoyer & Shainoff 55 BLOOD 
1056 (1980); Meyer et al., 95 J. LAB. 
CLIN. INVEST. 590 (1980); Santoro 21 
THROMB. RES. 689 (1981); Santoro, & 
Cowan 2 COLLAGEN RELAT. RES. 3 1 
(1982); Morton et al, 32 THROMB. RES. 
545 (1983); Tuddenham et al., 52 BRIT. 
J. Haematol. 259 (1982). 



Additionakblood proteins contemplated herein include tiie following human serum 
proteins, which may also be placed in another category of protein (such as hormone or 
antigen): Actin, Actinin, Amyloid Serum P, Apolipoprotein E, B2-Micro globulin, C- 
Reactive Protein (CRP), Cholesterylester transfer protein (CETP), Complement C3B, 
Ceruplasmin, Creatine Kinase, Cystatin, Cytokeratin 8, Cytokeratin 14, Cytokeratin 18, 
Cytokeratin 19, Cytokeratin 20, Desmin, Desmocollin 3, FAS (CD95), Fatty Acid Binding 
Protein, Ferritin, Filamin, Glial Filament Acidic Protein, Glycogen Phosphorylase Isoenzyme 
BB (GPBB), Haptoglobulin, Human Myoglobin, Myelin Basic Protein, Neurofilament, 
Placental Lactogen, Human SHBG, Human Thyroid Peroxidase, Receptor Associated 
Protein, Human Cardiac Troponin C, Human Cardiac Troponin I, Human Cardiac Troponin 
T, Human Skeletal Troponin I, Human Skeletal Troponin T, Vimentin, Vinculin, Transferrin 
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Receptor, Prealbumin, Albumin, Alpha- 1 -Acid Glycoprotein, Alpha- 1-Antichymotrypsin, 
Alpha- 1 -Antitrypsin, Alpha-Fetoprotein, Alpha- 1 -Microglobulin, Beta-2-microglobulin, C- 
Reactive Protein, Haptoglobulin, Myoglobulin, Prealbumin, PSA, Prostatic Acid 
Phosphatase, Retinol Binding Protein, Thyroglobulin, Thyroid Microsomal Antigen, 
5 Thyroxine Binding Globulin, Transferrin, Troponin I, Troponin T, Prostatic Acid 

Phosphatase, Retinol Binding Globulin (RBP). All of these proteins, and sources thereof, are 
known in the art. Many of these proteins are available commercially from, for example, 
Research Diagnostics, Inc. (Flanders, NJ). 

Another embodiment applies the methodologies of the present invention to the 

1 0 analysis of the effects of a neurotransmitter or the receptor of a neurotransmitter on a patient 
or cell sample. Neurotransmitters are chemicals, some of them proteinaceous, made by 
neurons and used by them to transmit signals to the other neurons or non-neuronal cells (e.g., 
skeletal muscle, myocardium, pineal glandular cells) that they innervate. Neurotransmitters 
produce their effects by being released into synapses when their neuron of origin fires (i.e., 

15 becomes depolarized) and then attaching to receptors in the membrane of the post-synaptic 
cells. This causes changes in the fluxes of particular ions across that membrane, making cells 
more likely to become depolarized, if the neurotransmitter happens to be excitatory, or less 
likely if it is inhibitory. Neurotransmitters can also produce their effects by modulating the 
production of other signal-transducing molecules ("second messengers") in the post-synaptic 

20 cells. See generally COOPER, BLOOM & ROTH, THE BlOCHEM. BASIS OF 
Neuropharmacology (7th Ed. Oxford Univ. Press, NYC, 1996); 

http://web.indstate.edu/thcme/mwking/nerves. Neurotransmitters contemplated in the present 
•—'-- u r invention include, but are not limited to, Acetylcholine, Serotonin, y-aminobutyrate (GABA), 

Glutamate, Aspartate, Glycine, Histamine, Epinephrine, Norepinephrine, Dopamine, 
25 Adenosine, ATP, Nitric oxide, and any of the peptide neurotransmitters such as those derived 

from pre-opiomelanocortin (POMC), as well as antagonists and agonists of any of the 

foregoing. 

Table 4 presents a non-limiting list and description of some pharmacologically active 
peptides which may be incorporated into the methods contemplated by the present invention. 
30 Table 4: Pharmacologically active peptides 



Binding partner/ 
Protein of interest 
(form of peptide) 


Pharmacological activity 


Reference 


EPO receptor 


EPO mimetic 


Wrighton et al., 273 SCIENCE 458-63 
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(intrapeptide 
disulfide-bonded) 




(1996); U.S. Pat. No. 5,773,569, issued 
June 30, 1998. 


EPO receptor 
(C-termtnally cross- 
linked dimer) 


EPO mimetic 


Livnah et al, 273 SCIENCE 464-71 
(1996); Wrighton et ah, 15 NATURE 
Biotechnology 1261-5 (1997); Int'l 
Patent Application WO 96/40772, 
published Dec. 19,1996. 


EPO receptor 
(linear) 


EPO mimetic 


Naranda et al, 96 PNAS 7569-74 (1999). 


c-Mpl 
(linear) 


TPO-mimetic 


Cwirla et al, 276 SCIENCE 1696-9 (1997); 
U.S. Pat. No. 5,869,451, issued Feb. 
9,1999; U.S. Pat. No. 5,932,946, issued 
Aug. 3,1999. 


c-Mpl 

(C-terminally cross- 
linked dimer) 


TPO-mimetic 


Cwirla et al, 276 SCIENCE 1696-9 (1997). 


(disulfide-linked 
dimer) 


stimulation of 

hematopoesis 

("G-CSF-mimetic") 


Paukovits et al, 364 HOPPE-SEYLERS Z. 
Physiol. Chem. 30311 (1984); 
Laerurngal, 16 EXP. HEMAT. 274-80 
(1988). 


(alkylene-1 inked dimer) 


G-CSF-mimetic 


Batnagar et al, 39 J. MED. CHEM. 38149 
(1996); Cuthbertson et al, 40 J. MED. 
CHEM. 2876-82 (1997); King et al, 19 
EXP. HEMATOL. 481 (1991); King et al, 
86(Suppl. 1) BLOOD 309 (1995). 


IL-1 receptor 
(linear) 


inflammatory and 
autoimmune diseases ("IL-1 
antagonist" or "IL-1 ra- 
mimetic") 


U.S. Pat. No. 5,608,035; U.S. Pat. No. 
5,786,331; U.S Pat. No. 5,880,096; 
Yanofsky et al, 93 PNAS 7381-6 (1996); 
Akeson et al, 271 J. BlOL. CHEM. 30517- 
23 (1996); Wiekzorek et al, 49 POL. J. 
PHARMACOL. 107-17 (1997); Yanofsky, 
93 PNAS 7381-7386(1996). 


Facteur thyrnique 
(linear) 


stimulation of lymphocytes 
(FTS-mimetic) 


Inagaki-Ohara et al, 171 CELLULAR 
IMMUNOL. 30-40 (1996); Yoshida, 6 J. 
IMMUNOPHARMACOL 141-6 (1984). 


CTLA4MAV . - ; /: 
(intrapeptiSe di-suiiide 
bonded) 


CTLA4-mimetic 


Fukumoto et al, 16 NATURE BIOTECH. 
267-70 (1998). 


TNF-a receptor 
(exo-cyclic) 


TNF-a antagonist 


Takasaki et al, 15 NATURE BIOTECH. 
1266-70 (1997); WO 98/53842, published 
December 3, 1998. 


TNF-a receptor 
(linear) 


TNF-a antagonist 


Chirinos-Rojas, J. IMM, 5621-26. i 


C3b 

(intrapeptide di-sulfide 
bonded) 


inhibition of complement 
activation; autoimmune 
diseases (C3b antagonist) 


Sahu et al, 157 IMMUNOL. 884-91 (1996); 
Morikis et al, 7 PROTEIN SCI. 619-27 
(1998). 


vinculin 
(linear) 


cell adhesion processes, cell 
growth, differentiation 
wound healing, tumor 
metastasis ("vinculin 
binding") 


Adey et al, 324 BlOCHEM. J. 523-8 
(1997). 


C4 binding protein (C413P) 
(linear) 


anti-thrombotic 


Linse et al. 272 BlOL. CHEM. 14658-65 
(1997). 



119 



WO 02/074979 



PCT/US02/08456 



urokinase receptor 
(linear) 


processes associated with 
urokinase interaction with its 
receptor (e.g. angiogenesis, 
tumor cell invasion and 
metastasis; (URK antagonist) 


Goodson et al., 91 PNAS 7129-33 (1994); 
International patent application WO 
97/35969, published October 2, 1997. 


Mdm2, Hdm2 
(linear) 


Inhibition of inactivation of 
p53 mediated by Mdm2 or 
hdm2; anti-tumor , 
("Mdm/hdm antagonist") 


Picksley et al., 9 ONCOGENE 2523-9 
(1994); Bottger et al 269 J. MOL. BIOL. 
744-56 (1997); Bottger et al., 13 
ONCOGENE 13: 2141-7 (1996). 


p21 WA " 
(linear) 


anti-tumor by mimicking the 
activity of p21 WAF1 


Ball et al., 7 CURR. BlOL. 71-80 (1997). 


famesyl transferase 
(linear) 


anti-cancer by preventing 
activation of ras oncogene 


Gibbs et al., 77 CELL 175-178 (1994). 


Ras effector domain 
(linear) 


anti-cancer by inhibiting 
biological function of the ras 
oncogene 


Moodie et at., 10 TRENDS GENEL 44-48 
(1994); Rodriguez et al., 370 NATURE 
527-532(1994). 


SH2/SH3 domains 
(linear) 


anti-cancer by inhibiting 
tumor growth with activated 
tyrosine kinases 


Pawson et al, 3 CURR. BlOL. 434-432 

(1993) ; Yu et ah, 76 CELL 933-945 

(1994) . 


P 16 1NK4 
(linear) 


anti-cancer by mimicking 
activity of pl6; e.g., 
inhibiting cyclin D-Cdk 
complex ("p,16-irumetic") 


Fahraeus et al., 6 CURR. BlOL. 84-91 
(1996). 


Src, Lyn 
(linear) 


inhibition of Mast cell 
activation, IgE-related 
conditions, type I 
hypersensitivity ("Mast cell 
antagonist"). 


Stauffer et al., 36 BlOCHEM. 9388-94 
(1997). 


Mast cell protease 
(linear) 


treatment of inflammatory 
disorders mediated by 
release of tryptase-6 ("Mast 
cell protease inhibitors") 


International patent application WO 
98/33812, published August 6, 1998. 


SH3 domains 
(linear) 


treatment of SH3-mediated 
disease states ("SH3 
antagonist") 


Rickles et al., 13 EMBO J. 5598- 
5604 (1994); Sparks et al., 269 J. 
BlOL. Chem. 238536 (1994); 
Sparks et al., 93 PNAS 1540-44 
(1996). 


HBV core antigen (HBcAg) 
(linear) 


treatment of HBV viral 
antigen (HBcAg) infections 
("anti-HBV") 


Dyson & Muray, PNAS 2194-98 
(1995). 


selectins 
(linear) 


neutrophil adhesion 
inflammatory diseases 
("selectin antagonist") 


Martens et al., 270 J. BlOL. 
CHEM. 21129-36 (1995); 
European Pat. App. EP 0 714 
912, published June 5, 1996. 


calmodulin 
(linear, cyclized) 


calmodulin 
antagonist 


Pierce et al., 1 MOLEC. 
DIVEMILY 25965 (1995); 
Dedman et al., 267 J. BlOL. 
CHEM. 23025-30 (1993); Adey 
&Kay, 169 GENE 133-34 
(1996). 


integrins 
(linear, cyclized) 


tumor-homing; treatment for 
conditions related to 
integrin-mediated cellular 


International patent applications WO 
95/14714, published June 1, 1995; WO 
97/08203, published March 6,1997; WO 
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events, including platelet 
aggregation, thrombosis, 
wound healing, osteoporosis 
tissue repair, angiogenesis 
(e.g., for treatment of cancer 
and tumor invasion 
("integrin-binding") 


98/10795, published March 19,1998; WO 
99/24462, published May 20, 1999; Kraft 
etal 274 J BIOL CHEM 1979-85 (1 999) 


fibronectin and extracellular 
matrix components of T-cells 
and macrophages 
(cyclic, linear) 


treatment of inflammatory 
and autoimmune conditions 


International patent application WO 
98/09985, published March 12, 1998. 


somatostatin and cortistatin 
(linear) 


treatment or prevention of 
hormone-producing tumors, 
acromepalv pianti<>m 
dementia, gastric ulcer, 
tumor crrowth inhibition of 

H-»lflVJl ^IV/VV HJj 1 IH 11 Uy LI VJll VJ ± 

hormone secretion, 
modulation of sleen or 
neural activity 


European patent application EP 0 91 1 
393, published Apr. 28, 1999. 


bacterial lipopoly-saccharide 
(linear) 


antibiotic sentic shock" 
disorders modulatable by 
CAP37 


U S Pat No 5 877 151 issued March 7 
1999. 


parclaxin, mellitin 
(linear or cyclic) 


antipathogenic 


International patent application WO 
97/3 1019 oublished 28 Auemt 1 997 


VIP 

(linear, cyclic) 


impotence, neuro- 
degenerative disorders 


International patent application WO 
97/40070, published October 30, 1997. 


CTLs 
(linear) 


cancer 


European patent application EP 0 770 
624, published May 2,1997. 


THF-gamma2 
(linear) 




Burnstein, 27 BlOCHEM. 4066-71 (1988). 


Amy 1 in 
(linear) 




Cooper, 84 PNAS 8628-32 (1987). 


Adreno-medullin 
(linear) 




Kitamura, 192 BBRC 553-60 (1993). 


VEGF 

(cyclic, linear) 


anti-angiogenic; cancer, 
rheumatoid arthritis, diabetic 
retinopathy, psoriasis 
("VEGF antagonist'") 


Fairbrother, 37 BlOCHEM. 17754-64 

.'1998). ' ■ . ■• - ■ ■ 


MMP 
(cyclic) 


inflammation and 
autoimmune disorders; 
tumor growth ("MMP 
inhibitor") 


Koivunen, 17 Nature BIOTECH. 768-74 
(1999). 


HGH fragment 
(linear) 




U.S. Pat. No. 5,869,452, issued i 
Feb. 9, 1999. 


Echistatin 


inhibition of platelet 
aggregation 


Gan, 263 J. BlOL. 19827-32 (1988). 


SLE autoantibody 
(linear) 


SLE 


International patent application WO 
96/30057, published Oct. 3, 1996. 


GDI alpha 


suppression of tumor 
metastasis 


Ishikawa et al, 1 FEBS LETT. 20-4 
(1998). 


anti-phospholipid £-2 
glycoprotein- 1 (p2GPI) 1 


endothelial cell activation, 
anti-phospholipid syndrome 
(APS), thromboembolic 


Blank Mai., 96 PNAS 5164-8 (1999). 



121 



WO 02/074979 



PCT/US02/08456 



antibodies 


phenomena, 
thrombocytopenia, and 
recurrent fetal loss 




T-Cell Receptor p chain 
(linear) 


diabetes 


International patent application WO 
96/101214, published Apr. 18, 1996. 



IX. Database Creation, Database Access, And Business Methods 

The business methods of the present application relate to the commercial and other 
uses of the methodologies of the present invention. In one aspect, the business methods 
5 include the marketing, sale, or licensing of the present methodologies in the context of 
providing consumers, i.e., patients, medical practitioners, medical service providers, and 
pharmaceutical distributors and manufacturers, with the gene expression profiles, high 
information density gene expression profiles, and/or protein expression profiles provided by 
the present invention. 

10 Furthermore, the present invention also relates to business methods in which gene 

expression profiles, high information density gene expression profiles, and/or protein 
expression profiles are used for analyzing test samples (e.g., patient samples). In a specific 
embodiment, this method may be accomplished using the gene expression profile microarrays 
of the present invention. For example, a user (e.g., a health practitioner such as a physician) 

1 5 may obtain a sample (e.g. , blood, tissue biopsy) from a patient. The sample may be prepared 
in-house, for example, using hospital facilities or the sample may be sent to a commercial 
laboratory facility. Briefly, RNA is extracted from the patient sample using methods that are 
well-known in the art. See e.g., Saivibrook et al. (1989). The RNA is, for example, then 
amplified by PCR, labeled with a fluorophore, and hybridized to a support representing a 
v 1 < ■ < i - -20 particular gene expression profile. The support is scanned for fluorescence and the results of ° 
the scan may be sent to a central gene expression profile database for analysis. In another 
embodiment, the sample itself is sent to a central laboratory facility for scanning analysis. 
The scanning results may be sent to the central laboratory facility for analysis via a computer 
terminal and through the Internet or other means. The connection between the user and the 

25 computer system is preferably secure. 

In practice, the user may input, for example, information relating to the fluorescence 
scanning results of the support as well as additional information concerning the patient such 
as the patient's disease state, clinical chemistry (e.g., red blood cell count, electrolytes), and 
other factors relating to the patient's disease state. The central computer system may then, 
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through the use of resident computer programs, provide an analysis of the patient's sample 
and generate a gene expression profile reflecting the patient's genetic profile. 

Those skilled in the art will appreciate that the methods and apparatus of the present 
invention apply to any computer system, regardless of whether the computer system is a 
5 complicated multi-user computing apparatus or a single user device such as a personal 

computer or workstation. A computer system suitably comprises a processor, main memory, 
a memory controller, an auxiliary storage interface, and a terminal interface, all of which are 
interconnected. Note that various modifications, additions, substitutions, or deletions may be 
made to the computer system within the scope of the present invention such as the addition of 

1 0 cache memory or other peripheral devices. 

The processor performs computation and control functions of the computer system, 
and comprises a suitable central processing unit (CPU). The processor may comprise a single 
integrated circuit, such as a microprocessor, or may comprise any suitable number of 
integrated circuit devices and/or circuit boards working in cooperation to accomplish the 

1 5 functions of a processor. The processor suitably executes the algorithms (e.g., MaxCor, 
Mean Log Ratio) of the present invention within its main memory. 

The main memory of the computer systems of the present invention suitably contains 
one or more computer programs relating to the algorithms used to generate the gene 
expression profiles and an operating system. The term "computer program" is used in its 

20 broadest sense, and includes any and all forms of computer programs, including source code, 
intermediate code, machine code, and any other representation of a computer program. The 
term "memory," as used herein, refers to any storage location in the virtual memory space of 
the systeni" It slioiilS be understood that portions of the computer program and operating 
system may be loaded into an instruction cache for the main processor to execute, while other 

25 files may well be stored on magnetic or optical disk storage devices. In addition, it is to be 
understood that the main memory may comprise disparate memory locations. 

The computer systems of the present invention may also comprise a memory 
controller, through use of a separate processor, which is responsible for moving requested 
information from the main memory and/or through the auxiliary storage interface to the main 

30 processor. While for the purposes of explanation, the memory controller is described as a 
separate entity, those skilled in the art understand that, in practice, portions of the function 
provided by the memory controller may actually reside in the circuitry associated with the 
main processor, main memory, and/or the auxiliary storage interface. 
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In a preferred embodiment, the auxiliary storage interface allows the computer system 
to store and retrieve information from auxiliary storage devices, such as magnetic disks (e.g., 
hard disks or floppy diskettes) or optical storage devices (e.g., CD-ROM). One suitable 
storage device is a direct access storage device (DASD). A DASD may be a floppy disk 
5 drive, which may read programs and data from a floppy disk. It is important to note that 
while the present invention has been (and will continue to be) described in the context of a 
fully functional computer system, those skilled in the art will appreciate that the mechanisms 
of the present invention are capable of being distributed as a program product in a variety of 
forms, and that the present invention applies equally regardless of the particular type of signal 
1 0 bearing media to actually carry out the distribution. Examples of signal bearing media 

include: recordable type media such as floppy disks and CD ROMS, and transmission type 
media such as digital and analog communication links, including wireless 
communication links. 

Furthermore, the computer systems of the present invention may comprise a terminal 

1 5 interface that allows system administrators and computer programmers to communicate with 
the computer system, normally through programmable workstations. It should be understood 
that the present invention applies equally to computer systems having multiple processors and 
multiple system buses. Similarly, although the system bus of the preferred embodiment is a 
typical hardwired, multidrop bus, any connection means that supports bidirectional 

20 communication in a computer-related environment could be used. 

The gene expression profile database, high information density gene expression 
profile database, and/or protein expression profiles may be an internal database designed to 
include annotation information about the expressioii profiles geiieraied by tiie methods of the 
present invention and through other sources and methods. Such information may include, for 

25 example, the databases in which a given nucleic acid or protein amino acid sequence was 
found, patient information associated with the expression profile, including age, cancer or 
tumor type or progression, descriptive information about related cDNA associated with the 
sequence, tissue or cell source, sequence data obtained from external sources, treatment 
information, diagnostic and prognostic information, information regarding gene expression 

30 and/or protein expression in response to various stimuli, expression profiles for a given gene, 
high information density gene, and/or protein and the related disease state or course of 
disease, for example whether the expression profile relates to or signifies a cancerous or pre- 
cancerous state, and preparation methods. The expression profiles may be based on protein 
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and/or nucleic acid microarray data obtained from publicly available or proprietary sources. 
The database may be divided into two sections: one for storing the sequences and related 
expression profiles and the other for storing the associated information. This database may 
be maintained as a private database with a firewall within the central computer facility. 
5 However, this invention is not so limited and the expression profile databases may be made 
available to the public. 

The database may be a network system connecting the network server with clients. 
The network may be any one of a number of conventional network systems, including a local 
area network (LAN) or a wide area network (WAN), as is known in the art (e.g., Ethernet). 

10 The server may include software to access database information for processing user requests, 
and to provide an interface for serving information to client machines. The server may 
support the World Wide Web and maintain a website and Web browser for client use. 
Client/server environments, database servers, and networks are well documented in the 
technical, trade, and patent literature. 

15 Through a Web browser, clients may construct search requests for retrieving data 

from a microarray database, a gene expression database, and/or protein expression database. 
For example, the user may "point and click" to user interface elements such as buttons, pull 
down menus, and scroll bars. The client requests may be transmitted to a Web application 
which formats them to produce a query that may be used to gather information from the 

20 system database, based, for example, on microarray or expression data obtained by the client, 
and/or other phenotypic or genotypic information. For example, the client may submit, 
expression data based on microarray expression profiles obtained from a patient and use the 
' system of the present invention to obtain a diagnosis based on a comparison by the system of 
the client expression data with the expression data contained in the database. By way of 

25 example, the system compares the expression profiles submitted by the client with expression 
profiles contained in the database and then provides the client with diagnostic information 
based on the best match of the client expression profiles with the database profiles. In 
addition, the website may provide hypertext links to public databases such as GenBank and 
associated databases maintained by the National Center for Biotechnology Information 

30 (NCBI), part of the National Library of Medicine as well as any links providing relevant 
information for gene expression analysis, protein expression analysis, genetic disorders, 
scientific literature, and the like. Information including, but not limited to, identifiers, 
identifier types, biomolecular sequences, common cluster identifiers (GenBank, Unigene, 
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Incyte template identifiers, and so forth) and species names associated with each gene, is 
contemplated. 

The present invention also provides a system for accessing bioinformation, including 
gene expression profiles, high information density gene expression profiles, protein 
5 expression profiles, and annotative information, which is useful in the context of the methods 
of the present invention. The present invention contemplates, in one embodiment, the use of 
a Graphical User Interface ("GUI") for the access of gene expression profile information 
stored in a database. In a preferred embodiment, the GUI may be composed of two frames. 
A first frame may contain a selectable list of databases accessible by the user. When a 
10 database is selected in the first frame, a second frame may display information resulting from 
the pair- wise comparison of the expression profile database with the client-supplied 
expression profile as described above, along with any other phenotypic or genotypic 
information. 

The second frame of the GUI may contain a listing of biomolecular sequence 

15 expression information and profiles contained in the selected database. Furthermore, the 
second frame may allow the user to select a subset, including all of the biomolecular 
sequences, and to perform an operation on the list of biomolecular sequences. In a preferred 
embodiment, the user may select the subset of biomolecular sequences by selecting a 
selection box associated with each biomolecular sequence. In a preferred embodiment, the 

20 operations that may be performed include, but are not limited to, downloading all listed 

biomolecular sequences to a database spreadsheet with classification information, saving the 
selected subset of biomolecular sequences to a user file, downloading all listed biomolecular 
sequences to a database spreadsheet ^Without classification information, and displaying 
classification information on a selected subset of biomolecular sequences. 

25 If the user chooses to display classification information on a selected subset of 

biomolecular sequences, a second GUI may be presented to the user. In one embodiment, the 
second GUI may contain a fisting of one or more external databases used to create the high 
information density gene expression profile databases as described above. Furthermore, for 
each external database, the GUI may display a list of one or more fields associated with each 

30 external database. In another embodiment, the GUI may allow the user to select or deselect 
each of the one or more fields displayed in the second GUI. In yet another embodiment, the 
GUI may allow the user to select or deselect each of the one or more external databases. 
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In another embodiment, the business methods of the present invention include 
establishing a distribution system for distributing diagnostic of the present invention for sale, 
and may optionally include establishing a sales group for marketing the diagnostics. Yet 
another aspect of the present invention provides a method of conducting a target discovery 
5 business comprising identifying, by one or more of the above drug discovery methods, a test 
compound, as described above, which modulates the level of expression of a gene, a high 
information density gene, the activity of the gene product, or the activity of the high 
information density gene product; and optionally conducting therapeutic profiling of 
compounds identified, or further analogs thereof, for efficacy and toxicity in animals; and 
10 optionally licensing or selling, the rights for further drug development of said identified 
compounds. 

Another embodiment of the present invention comprises a variety of business 
methods including methods for screening drug and toxicity effects on tissue or cell samples. 
A further aspect of the present invention comprises business methods for providing gene 

15 expression profiles, high information density gene expression profiles, and/or protein 

expression profiles for normal and diseased tissues. Also within the scope of this invention 
are business methods providing diagnostics and predictors for patient samples. 

A further aspect of the present invention comprises business methods for the 
manufacturing and use of gene microarrays, high information density gene microarrays, and 

20 protein microarrays. The business methods further relate to providing information generated 
by using gene microarrays, gene expression profiles, high information density genes, high 
information density gene microarrays, high information density gene expression profiles, 
protein microarrays and protein expression microarrays; 

The present invention also provides a business method for determining whether a 

25 patient has a disease or disorder associated with the overexpression and/or upregulation of a 
gene, or a pre-disposition to such a disease or disorder. This method comprises the steps of 
receiving information related to a gene or protein (e.g., sequence information and/or 
information related thereto), receiving phenotypic and/or genotypic information associated 
with the patient, and acquiring information from the databases of the present invention related 

30 to the gene or protein and/or related to such a gene- or protein-associated disease or disorder, 
such as cancer and specifically colon cancer! Based on one or more of the phenotypic and/or 
genotypic information, the gene or protein information, and the acquired information, this 
method may further comprise the step of determining whether the subject has a disease or 
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disorder associated with a gene or protein, and specifically a gene or protein of the present 
invention, or a pre-disposition to such a gene-or protein-associated disease or disorder. The 
method may also comprise the step of recommending a particular treatment for the disease, 
disorder or pre-disease condition. Similarly, the present invention contemplates business 
methods as described above using, for example, high information density genes or proteins. 

In one embodiment, the present invention contemplates a business method for 
determining whether a patient has a cellular proliferation, growth, differentiation, and/or 
migration disorder or a pre-disposition to a cellular proliferation, growth, differentiation, 
and/or migration disorder and specifically a cancerous or pre-cancerous state. This method 
comprises the steps of receiving information related to, e.g., sequence information of a gene 
or protein of the present invention and/or information related thereto, receiving phenotypic 
information associated with the patient, acquiring information from the network related to, 
e.g., sequence information of a gene or proteinand/or information related thereto, and/or 
related to a cellular proliferation, growth, differentiation, and/or migration disorder and 
specifically a cancerous or pre-cancerous state. Based on one or more of the phenotypic 
and/or genotypic information, the sequence information and/or information related thereto, 
and the acquired information this method may further comprise the step of determining 
whether the patient has a cellular proliferation, growth, differentiation, and/or migration 
disorder or a pre-disposition to a cellular proliferation, growth, differentiation, and/or 
migration disorder and specifically a cancerous or pre-cancerous state. The method may also 
comprise the step of recommending a particular treatment for the disease, disorder or pre- 
disease condition. Similarly, the present invention contemplates business methods as 
described abo ve using, for example, high information density genes or proteins. 

Without further elaboration, it is believed that one skilled in the art, using the 
preceding description, can utilize the present invention to the fullest extent. The following 
examples are illustrative only, and not limiting of the remainder of the disclosure in any 
way whatsoever. 

EXAMPLES 

Example 1: Cell-Specific Gene Expression Analysis 

By integrating laser capture microdissection, KNA amplification, and cDNA 
microarray technology, diverse cell types obtained in situ may be successfully screened and 
subsequently identified by differential gene expression. To demonstrate this integration of 
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technologies, the differential gene expressions of large and small-sized neurons in the dorsal 
root ganglia (DRG) were examined. In general, large DRG are myelinated, fast-conducting 
neurons that transmit mechanosensory information, and small DRG neurons are 
unmyelinated, slow-conducting, and transmit nociceptive information. 

As shown in Figure 1, large (diameter >40fam) and small (diameter <25|im) neurons 
were cleanly and individually captured via LCM from 10 |im sections of Nissl-stained rat 
DRGs. For this study, two sets of 1000 large neurons and 3 sets of 1000 small neurons were 
captured for cDNA microarray analysis. 

RNA was extracted from each set of neurons and linearly amplified an estimated 10 6 - 
fold via T7 RNA polymerase. Once amplified, three fluorescently labeled probes were 
synthesized from an individually amplified RNA (aRNA) and hybridized in triplicate to a 
microarray (or "chip") containing 477 cDNAs and 30 cDNAs encoding plant genes (for 
determination of non-specific nucleic acid hybridization). Expression in each neuronal set 
(designated as SI, S2, and S3 for small DRG neurons and LI and L2 for large DRG neurons) 
was monitored in triplicate, requiring a total of 15 microarrays. The quality of the microarray 
data is demonstrated in Figure 2a, which shows pseudocolor arrays, one resulting from 
hybridization to probes derived from neuronal set SI and the other from neuronal set L2. The 
enlarged section of the chip displays some differences in fluorescence intensity {i.e., 
expression levels) for particular cDNAs and demonstrates that regions containing different 
cDNAs are relatively uniform in size and that the background between these regions is 
relatively low. 

To determine whether a signal corresponding to a particular cDNA is reproducible 
between different chips, for each neuronal set, the coefficient of variation (CV) was 
calculated. From these values, the overall average CV for all 477 cDNAs per neuronal set 
was calculated to be: SI = 15.81%, S2 = 16.93%, S3 = 17.75%, LI = 20.17 %, and L2 = 
19.55%. 

Independent amplifications (~10 6 -fold) of different sets of the same neuronal subtype 
yielded quite similar expression patterns. For example, the correlation of signal intensities 
between SI vs. S2 was R 2 = 0.9688, and between SI vs. S3 was R 2 = 0.9399 (Figure 2b). 
Similar results were obtained between the two sets of large neurons: R 2 = 0.929 for LI vs. L2 
(Figure 2b). Conversely, a comparison between all three small neuronal sets (SI, S2, and S3) 
versus the two large sets (LI and L2) yielded a much lower correlation (R 2 = 0.6789), 
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demonstrating as expected that a subgroup of genes are differentially expressed in each of the 
two neuronal subtypes (Figure 2b). 

To identify the mRNAs that are differentially expressed in large and small DRG 
neurons, the 477 cDNAs were examined and those with 1 .5-fold or greater differences (at 
5 P<0.05) were sequenced. Twenty-seven mRNAs appeared to be preferentially expressed in 
small DRG neurons and 14 mRNAs were preferentially expressed in large DRG (Figure 3 
and Figure 4). To confirm the observed differential gene expression, in situ hybridization 
was performed with a subgroup of these cDNAs. 

For the small neurons, five mRNAs were examined that encoded the following: fatty 
10 acid binding protein, sodium voltage-gated channel (NaN), phospho lipase C delta-4, CGRP, 
and annexin V. For the large DRG neurons, three mRNAs were examined: neurofilament 
NF-L, neurofilament NF-H, and the beta-1 subunit of voltage-gated sodium channels. Based 
on quantitative measurements comparing the overall intensity of signal in small and large 
neurons and the percentage of cells labeled within the total population of either small or large 
1 5 neurons, the preferential expression of these mRNAs was demonstrated in large and small 
DRG neurons (Figure 5 and Figure 6). 

Although this study identified preferentially expressed mRNAs within large and small 
DRG neurons, there is a great deal more heterogeneity within DRG neurons beyond simply 
small and large. For example, small DRG neurons are unmyelinated, slow-conducting, and 
20 transmit nociceptive information; whereas large DRG are myelinated, fast-conducting 
neurons that transmit mechanosensory information. These structural and functional 
differences would presumably be reflected in a heterogeneous gene expression. To address 
this more complicated genetic heterogeneity, immunoc>aochehiisuy may be coupled with 
LCM followed by RNA amplification and cDNA chip analysis as a means to further 
25 differentiate cell types within large and small DRG. In addition, chips containing a larger 
number of cDNAs (i.e., > 10,000) can be constructed to more accurately identify the 
differential gene expression between large and small neurons. 

The results shown herein demonstrate that expression profiles generated via these 
methods may not only be useful for screening cDNAs, but also, more importantly, to produce 
30 databases that contain cell type specific gene expression profile. Cell type specificity within 
a database will give an investigator much greater leverage in understanding the contributions 
of individual cell types to a particular normal or disease state and thus allow for a much finer 
hypotheses to be subsequently generated. Furthermore, genes, which are coordinately 
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expressed within a given cell type, can be identified as the database grows to contain 
numerous gene expression profiles from a variety of cell types (or neuronal subtypes). 
Coordinate gene expression may also suggest functional coupling between the encoded 
proteins and therefore aid in determining the function for the vast majority of cDNAs 
currently cloned. 

Laser Capture Microdissection (LCM). Two adult female Sprague Dawley rats were 
used in this study. Animals were anesthetized with Metofane (Methoxyflurane, Cat# 
556850, Mallinckrodt Veterinary Inc. Mundelein, IL) and sacrificed by decapitation. Using 
RNase-free conditions, cervical dorsal root ganglia (DRGs) were quickly dissected, placed in 
cryomolds, covered with frozen-tissue embedding medium OCT (Tissue-Tek, GBI, Inc., 
Clearwater, MN), and frozen in dry ice-cold 2-methylbutane (~ -60°C). The DRGs were then 
sectioned at 7-10 \xm in a cryostat, mounted on plain (non-coated) clean microscope slides, 
and immediately frozen on a block of dry ice. The sections were stored at -70°C until fiirther 
use. 

A quick Nissl (cresyl violet acetate) staining was employed in order to identify the 
DRG neurons. Slides containing DRG sections were loaded onto a slide holder, immediately 
fixed in 100% ethanol for 1 minute followed by rehydration via subsequent immersions (5 
seconds each) in 95%, 70%, and 50% ethanol diluted in RNase-free deionized water. Next, 
the slides were stained with 0.5% Nissl/0.1 M sodium acetate buffer for 1 minute, dehydrated 
in graded ethanol (5 seconds each), and cleared in xylene (1 minute). Once air-dried, the 
slides were ready for LCM. 

The PixCell II LCM™ System from Acturus Engineering Inc. (Mountain View, CA) 
was us6d for laser-capture. Following manufacture's protocols, 2 sets of large and 3 sets 
small DRG neurons (1000 cells per set) were laser-captured. The criteria for large and small 
DRG neurons are as follows: a DRG neuron was classified as small if it had a diameter <25 
(irn plus an identifiable nucleus whereas a DRG neuron with a diameter >40 ^m plus an 
identifiable nucleus was classified as large. 

RNA extraction of LCM samples. Total RNA was extracted from the LCM samples 
with Micro RNA Isolation Kit (Stratagene, San Diego, CA) with some modifications. 
Briefly, after incubating the LCM samples in 200 jil denaturing buffer and 1 .6 fil p- 
Mercaptoethanol at room temperature for 5 minutes, the LCM samples were extracted with 
20 ^1 of 2 M sodium acetate, 220 ^1 phenol, and 40 ^il chloroform:isoamyl alcohol. The 
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aqueous layer was collected, mixed with 1 jxl of 10 mg/ml carrier glycogen, and then 
precipitated with 200 |xl of isopropanol. Following a 70% ethanol wash and air-dry, the 
pellets were resuspended in 16 jul of RNase-free water, 2 jul lOx DNase I reaction buffer, 1 \il 
Rnasin, and 1 |il of DNase I, then incubated at 37°C for 30 minutes to remove any genomic 
5 DNA contamination. The phenol-chloroform extraction was repeated. The pellet was 
resuspend in 1 1 |al of RNase-free water and used for RT-PCR and RNA amplification. 

Reverse transcription (RT) of RNA. First stand synthesis was completed by adding 
10 pi of RNA isolated from the LCM samples and 1 jal of 0.5 mg/ml T7-oligo dT primer 
(5 TCTAGTCGACGGCCAGTGAATTGTAATACGACTCACTATAGGGCGT 21 -3 '). The 

10 primer/RNA mix was incubated for 10 minutes at 70°C, followed by a 5 -minute incubation at 
42°C. Next, 4 \A 5x first strand reaction buffer, 2 jil 0.1 M DTT, 1 \x\ 10 mM dNTPs, 1 \x\ 
RNasin, and 1 \x\ Superscript II (Invitrogen, Carlsbad, CA) were added to the mix and 
incubated at 42°C for one hour. Following this incubation, 30 pJ second strand synthesis 
buffer, 3 \x\ 10 mM dNTPs, 4 \xl DNA Polymerase 1, 1 p.1 E. coli RNase H, 1 |il E. coli DNA 

15 ligase, and 92 |il RNase-free water were added and samples were incubated at 16°C for 2 
hours. T4 DNA Polymerase (2 (il) was then added to each sample and samples were 
incubated for 10 minutes at 16°C. The cDNA was then extracted by the phenol-chloroform 
method and washed 3x with 500 pi water in a Microcon-100 column (Millipore Corp., 
Bedford, MA). After collection from the column, the cDNA was dried to a final volume of 8 

20 ^1 for in vitro transcription. 

RNA amplification. The Ampliscribe T7 Transcription Kit (Epicentre Technologies) 
was used to amplify RNA. In a microfa^e tube, 8 |il double-stranded cDNA; 2 (il of lOx 
Ampliscribe T7 buffer; 1.5 ^1 of each 100 mM ATP, CTP, GTP, and UTP; 2 |il 0.1 M DTT; 
and 2 jlxI T7 RNA Polymerase was added and then incubated at 42°C for 3 hours. The 

25 amplified RNA (aRNA) was washed 3x in a Microcon-100 column, collected, and dried to a 
final volume of 10 

Amplified RNA (10 (il) from the first round amplification was mixed with 1 \ii 
random hexamers (1 mg/ml, Pharmacia Corp., Piscataway, NJ), incubated for 10 minutes at 
70°C, chilled on ice, and then equilibrated at room temperature for 10 minutes. For the initial 
30 reaction, 4 fJ 5x first stand buffer, 2 ^1 0.1 M DTT, 1 nl lOmM dNTPs, 1 p.1 RNasin, and 1 
^1 Superscript RT II were added to the aRNA mix, and then incubated at room temperature 
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for 5 minutes followed by a 1-hour incubation at 37°C. Following the 1-hour incubation, 1 jxl 
RNase H was added and the sample was incubated at 37°C for 20 minutes. For second 
strand cDNA synthesis, 1 jlxI T7-oligo dT primer (0.5 mg/ml) was added to the aRNA reaction 
mix and the sample was incubated at 70°C for 5 minutes, then for 10 minutes at 42°C. 
5 Following this incubation, 30 |ul second strand synthesis buffer, 3 jlxI 10 mM dNTPs, 4 ^1 
DNA Polymerse 1, 1 E. coli RNase H, 1 \Sl E. coli DNA ligase, and 90 |il of RNase-free 
water were added to the sample mix and the sample was then incubated at 37°C for 2 hours. 
T4 DNA Polymerase (2 jlxI) was then added and the sample was incubated for 10 minutes at 
16°C. The double-stranded cDNA was extracted with 1 50 fil phenol/chloroform to remove 
1 0 extraneous protein and purified with Microcon-100 column to remove the unincorporated 
nucleotides and salts. The cDNA can be used for T7 in vitro transcription and aRNA 
amplification. 

In situ Hybridization. Briefly, cDNAs were subcloned into pBluescript II SK 
(Stratagene). The cDNA vectors were then linearized and radiolabeled by 35 S-UTP 

1 5 incorporation via in vitro transcription with T7 or T3 RNA polymerase. The probes were 
then purified with Quick Spin™ Columns (Boehringer Mannheim, Indianapolis, IN). The 
radiolabeled probes (10 7 cpm/probe) were hybridized to rat DRG sections (10 pm, 4% 
paraformaldehyde-fixed) which were mounted on Superfrost Plus slides (VWR). Following 
an overnight hybridization at 58°C, the slides were exposed to film. Subsequently, the slides 

20 were coated with Kodak liquid emulsion NTB2 and exposed in light-proof boxes for 1-2 
weeks at 4°C. The slides were developed in Kodak Developer D-19, fixed in Kodak Fixer, 
and Nissl stained for expression analysis. 

Under light field microscopy, mRNA expression levels of specific cDNAs were semi- 
quantitatively analyzed. This was accomplished as follows: no expression (-, grains were <5- 

25 fold of the background); weak expression (±, grains were 5- to 10-fold of the background); 
low expression (+, grains were 10- to 20-fold of the background); moderated expression (++, 
grains were 20- to 30-fold of the background); and strong expression (+++, grains were >30- 
fold of the background) (Figure 6). The percentage of small or large neurons expressing a 
specific mRNA was obtained by counting the number of labeled (above background) and 

30 unlabeled cells from four sections (at least 200 cells were counted). 

Microarray design. The 477 cDNA clones, obtained from two separate differential 
display experiments, were printed on silylated slides. The print spots were about 125 jim in 
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diameter and were spaced 300 pm apart from center to center. Plant genes were also printed 
on the slides to serve as a control for non-specific hybridization. 

Microarray probe synthesis. Cy3-labeled cDNA probes were synthesized from 
aRNA isolated from LCM DRGs with Superscript Choice System for cDNA Synthesis 
5 (Invitrogen Corp., Carlsbad, CA). In brief, 5 pg aRNA and 3 |tig random hexamers were 
mixed in a total volume of 26 pi (containing RNase-free water), heated to 70°C for 10 
minutes, and then chilled on ice. For the labeling reaction, 10 pi first strand buffer, 5 pi 0.1 M 
DTT, 1.5 pi Rnasin, 1 pi 25 mM d(GAT)TP, 2 pi ImM dCTP, 2 pi Cy3-dCTP, and 2.5 pi 
Superscript RT II were added to the aRNA mix and incubated at room temperature for 10 

10 minutes, and then for 2 hours at 37°C. To degrade the aRNA template, 6 pi 3N NaOH was 
added and the sample was incubated at 65°C for 30 minutes. Following this incubation, 20 
pi 1M Tris-HCl (pH 7.4), 12 pi IN HC1, and 12 pi water were added. The probes were 
purified with Microcon 30 Columns (Millipore Corp., Bedford, MA) and Qiagen Nucleotide 
Removal Columns (Qiagen Corp., Valencia, CA). The probes were vacuum-dried and 

15 resuspended in 20 pi of hybridization buffer (5x SSC, 0.2% SDS) containing mouse Cotl 
DNA. 

Microarray hybridization. Printed glass slides were treated with sodium borohydrate 
solution (0.066 M NaBH4, 0.06 M NaCl ) to ensure amino-linkage of cDNAs to the slides. 
Then, the slides were boiled in water for 2 minutes to denature the cDNA. Cy3-labeled 

20 probes were heated to 99°C for 5 minutes, cooled to room temperature for 5 minutes, and 
then applied to the slides. The slides were covered with glass cover slips, sealed with DPX 
JFluka) and hybridized, at 60°C for 4-6 hours. At the end of hybridization, the slides were 
cooled to room temperature. The slides were first washed in Ix SSC and 0.2% SDS at 55°C 
for 5 minutes, and then washed in O.lx SSC and 0.2% SDS for 5 minutes at 55°C. After a 

25 quick rinse in O.lx SSC and 0.2% SDS, the slides were air dried and ready for scanning. 

Microarray quantitation. The cDNA microarrays were scanned for Cy3 fluorescence 
using the ScanArray 3000 (General Scanning, Inc., Watertown, MA). ImaGene Software 
(Biodiscovery, Inc., Marina Del Ray, CA) was then subsequently used for quantitation. 
Briefly, the intensity of each spot (i.e., cDNA) was corrected by subtracting the immediate 

30 surrounding background. Next, the corrected intensities were normalized for each cDNA 
with the following formula: 
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intensity (background corrected) x 1000 

75 th -percentile value of the intensity of the entire chip 

To determine "non-specific" nucleic acid hybridization, 75 lh -percentile values were 
calculated from the individual averages of each plant cDNA (for a total of 30 different 
5 cDNAs). The overall 75-percentile value for SI, S2, and S3 was 48.68, and for LI and L2 
was 40.94. 

Statistical analyses. To assess the correlation of intensity value for each cDNA 
between individual sets of neurons (i.e., SI vs. S2) or between two neuronal subtypes (i.e., 
small DRG vs. large DRG), scatter plots were used and the linear relationships were 
10 measured. The coefficient of determination (R 2 ) was calculated and indicated the variability 
of intensity values in one group vs. the other. 

To statistically determine whether the intensity values measured from microarray 
quantitation were true signals, each intensity was compared, via a one-sample Mest, to the 
75 th -percentile value of the 30 plant cDNAs that were present on each chip (representing non- 
15 specific nucleic acid hybridization). Values not significantly different from the 75-percentile 
value are presented in Figure 3 and Figure 4 and so noted. To determine which cDNAs are 
statistically significant in their differential gene expression between large and small neurons, 
the intensity for each cDNA from neuronal sets for large neurons (LI and L2) and small 
neurons (SI, S2, and S3) were grouped together and intensity values were averaged for each 
20 corresponding cDNA. A two-sample Mest for one-tailed hypotheses was used to detect a 
gene expression difference between small neurons and large neurons. 

Example 2: Algorithms To Produce Gene Or Protein Expression Profiles 

Each cell or tumor type in any given state or age has a unique gene expression pattern 
25 that distinguishes it from other tissues or cells. Using profile extraction algorithms, the gene 
expression profiles from many different cell types may be extracted to create a profile 
database. Thus, in the broadest sense, unknown samples can then be identified by comparing 
its profile against such a database. 

To create such a database, tissue or cell samples may be divided into classifying 
30 groups (i.e., tumor vs. normal; endothelial vs. muscle, etc.). This can be done either 

manually or if the groups are unknown, by using a clustering algorithm such as k-means. 
The gene expression data is transformed into a log-ratio value, and the genes with weak 



135 



WO 02/074979 



PCT/US02/08456 



10 



15 



differential values are filtered from the data. The gene expression profiles are then extracted 
using the MaxCor or Mean Log Ratio algorithms of the present invention. 

For an unknown sample, it may be necessary to transform the gene expression data of 
the sample prior to scoring against the expression profiles. The type of data transformation 
may depend on the profile extraction algorithm used (z.&, MaxCor or Mean Log Ratio). The 
sample expression data is then scored against the profile database. A high score indicates that 
the unknown sample contains or is related to the sample from which the profile was derived. 
However, the most accurate scoring function will depend on the profile extraction algorithm 
used to extract the gene expression data. 

Preparation of data for profile extraction. First, a reference gene expression vector 
is constructed where A, B, . . . Z denote the groups of samples {e.g., tumor tissue or smooth 
muscle cell) that will be differentiated and a, b, ... z denote the number of samples within 
each group, respectively. As an example, the notation A21 represents the expression intensity 
from the 2nd gene in sample 1 of group A. If each sample was hybridized to a DNA chip 
with size n genes, then the following matrices represent expression data from all of the 
groups A, B, . . . Z, respectively. 



A n A n 



A 2l A. 



22 



At A n2 



B 2\ B 22 



B. 



2b 



B, 



nb 



'21 



22 



20 The geometric mean expression value is calculated for each gene in each matrix. 

Thus, A 1 (geomean) is the geometric mean of set {A \ \ A \ 2 . . . A \ a ) where Ai denotes gene 1 in 
group A. 



25 



A 

^(geomean) 
'^(geomean) 

A 

**n(geomean) 



1( geomean) 



B. 



2{geomeari) 



B. 



~*\{ geomean) 
7 

"2(geomean) 



Z n {g eomea ri) 
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The reference gene expression vector is simply the geometric mean of those vectors: 



£1 



x m 



Where X x is the geometric mean Of {Ai^eomean) B\(g eomean j Zlfe«wi*wf;} 



The original data set is then transformed by taking the log of the ratio relative to the 
reference gene expression value for each gene creating the matrices {A ' B ' . . . Z'} where 
A' n = hx{A u /X } ) and Z' n = \n(Z nz IX n ). The values now represent the fold increase or 
decrease over the average for each gene. 



10 



^11 ^12 

A 2X A 22 



A 1 A* 



A 2a 



A„ n 



B' 2i 



B' 22 



B' 



B' 



2b 



b: 



Z' 



7' 



7' 7' 



7' 7' 

.^Hl ^«2 



Z' 
7' 



Z' 



The genes with a weak differentiation power are removed from the matrix. The 
Kruskal-Wallis rank test was used to rank the genes with the highest differentiation power for 
1 5 separating the groups, A, B, . . . Z. A low p-value from the rank test indicates a high 

differentiation power. A p-value of 0.0025 was used as the cut-off value. 
_ .a { ..~> Finally, tor each resulting matrix {A " B". . . Z"}, apply a profile extraction algorithm 
to create a profile representing each group. 

Profile extraction using the MaxCor algorithm. The MaxCor algorithm is applied to 
20 each group {A " B " . . . Z'j separately. For each pair of columns in the matrix, the genes 
coordinately expressed in high, average, or low levels over the mean (defined below) are 
given a value (1, 0, or -1, respectively), producing a weight vector representing the pair. 

Thus, for matrix A '\ > pairwise calculations are performed to produce a weight 

vector representing the matrix pair. A final average weight vector which will be the profile 
25 for group A, is computed by averaging each weight vector calculated for matrix A ". The 
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profile contains the same number of genes as A "and its values should be within [-1 tol]. 
These values, -1 and 1, represent the genes consistently expressed in low or high levels, 
respectively, relative to the mean of all groups. The MaxCor algorithm is applied to each 
group individually to produce a profile for each group. 

Value assignment for coordinately expressed genes. For a pair of columns (cl and 

c2), the values are normalized to create cV and c2'. Thus, cl/ becomes ( c h ~ gl l where cl 

I s« J 

is the mean of column cl and S cl is the standard deviation. For each gene pair in cl' and c2', 

the normalized values are stored as vector p\2 and then the p\2 values are sorted from lowest 
to highest. A cutoff value is established, such as 0.5, and all genes with a greater normalized 
value than the cutoff value are collected inp 12. The Pearson correlation coefficient is 
calculated for this set of genes using the values in column cl and c2. The cutoff value is then 
continually increased until the correlation coefficient is greater than a set value, such as 0.8. 
When this is complete, the set of genes meeting this criteria is assigned a value of 1 if both 
gene values in cV and c2' are positive and -1 if both gene values are negative. For all other 
genes in cV and c2', a zero value is assigned. The resulting vector is a weight vector which 
represents the pair. 

Sample scoring using the MaxCor algorithm. Before scoring a new sample, the 
genes in the sample S with weak differentiation values are removed so that the rows 
remaining are the same as those in the profile vectors, thus creating sample vector S" The 
score is the sum of the normalized values for each gene in S^and its weight in the profile 
vector. For example, the score between sample vector S" and profile vector is A? . 

The normalized score is (score - mean of randomized score)/(standard deviation of 
randomized score), where the randomized score is the score between iS"'and the profile vector 
which has its gene positions randomized. Typically, 100 randomized scores are generated to 
calculate the mean and the standard deviation. 

Profile extraction using the Mean Log Ratio approach. This algorithm is also 
applied to each group or matrix {A " B " . . . Z"} individually. For each matrix, the profile 
vector is the row mean of the matrix. Thus, the profile vectors for groups {A " B " . . . Z"\ 
are: 
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a; 






z; 












where A" is the mean of {A" n , A" 2 , ■■• A" a } 


< 


pi. 




J:. 





Sample scoring using the Mean Log Ratio expression profiles. Prior to scoring a 
new sample, the gene expression vector of the sample is transformed by taking the log ratio 
relative to the reference gene expression vector for each gene. For example, the 
transformation of the sample S is: 



S = 



S 2 

s„ 



which leads to S' = 



S' 



s: 



, where S[ = Info /A',). 



The genes with weak differentiation values are removed so the rows remaining are the 
same as those in the profile vectors, thus creating sample vector S". The score against each 
profile is then calculated by taking the Euclidean distance between S"and the profile vector. 
The normalized score is (score — mean of randomized score)/(standard deviation of 
randomized score), where the randomized score is the Euclidean distance between S"'and the 
profile vector which has randomized gene positions. Typically, 100 randomized scores are 
generated to calculate the mean and the standard deviation. 

Example 3: Gene Expression Profiles For Human Primary Cells 

Gene expression profiles were collected from a set of human primary cells via DNA 
microarray technology. These gene expression profiles can then be used to classify unknown 
cell or tissue samples. 

Thirty human primary cell samples were purchased from Clonetics Corporation (San 
Diego, CA). These primary cells were classified into the following categories: endothelial, 
epithelial, and muscle and also categorized based on the origin of tissue (Figure 7). Total 
RNA was extracted, amplified, and labeled with Cy5-dCTP as described in Example 1. The 
resultant labeled cDNAs were hybridized to microarray chips, which contain 7286 DNA 
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molecules representing 3643 unique genes each spotted twice. Each labeled cDNA probe 
was separated into two aliquots and each aliquot was hybridized to an identical microarray 
chip. Following a wash, the cDNA chips were scanned and the intensity of the spots was 
recorded and converted into a numerical value. To normalize the data, the spot intensities of 
5 each chip were divided by the intensity value of the 75th percentile of the chip, then these 
values were multiplied by 100. For each primary cell, a final gene intensity vector is 
produced by averaging four intensity values for each gene (2 spots per chip times 2 chips). 
The controls, low quality samples, and missing data values were removed, and 3940 genes 
were used for the final analysis. 

1 0 Clustering analysis of the gene expression vectors of the primary cell samples 

confirmed that these samples could be classified into three groups: endothelial, epithelial, and 
muscle cell (Figure 8). A reference vector was generated, and the intensities were converted 
into a log ratio. A gene was filtered from the matrix if the p-value from the Kruskal-Wallis 
rank test was greater than 0.0025. 

15 The resultant transformed matrix, composed of 459 genes from the 30 primary cell 

types, was then used for profile extraction using the Mean Log Ratio algorithm as described 
(Figure 9). Four expression profiles were generated, primary, endothelial, epithelial, and 
muscle (Figures 9, 10, 11, and 12). The primary profile represents 1 86 genes that may be 
used to classify primary cells. The endothelial profile represents 55 genes that may be used 

20 to classify endothelial cells. The epithelial profile represents 52 genes that may be used to 
classify epithelial cells. Finally, the muscle profile represents 40 genes ,that may be used to 
classify muscle cells. The sequence source (Seq. Source) is the gene database (GB: 
GeiiBank; and INCYTEi hicyte Genomes) that the sequence was selected from and the Seq 
ID is the accession number of the particular gene sequence. The endothelial, epithelial, and 

25 muscle profile values are the numeric representation of the specific profile. The p-value is 
based on the Kruskal-Wallis rank test in which smaller p- values represents clones with higher 
discriminate power for classifying samples. The source description identifies the particular 
gene. 

These expression profiles are also shown graphically by assigning colors to the 
30 numeric values obtained (Figure 13). The expression profiles were then used to classify the 
30 primary cells by taking each transformed primary cell gene expression vector and scoring 
it against the three expression profiles separately using the Mean Log Ratio scoring 
algorithm. The results demonstrated that the endothelial, epithelial, and muscle cell types 
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scored high against their own expression profiles but low against the other two expression 
profiles (Figure 14). 

In additional experiments, a different primary cell sample was removed from the 
profile generation step and then scored against the resultant profile. The results from this 
5 analysis were similar to that in Figure 5 indicating that the expression profiles can be used to 
score against independent samples (Figure 15). 

The analysis was repeated using the MaxCor algorithm as described. The self- 
validation results are shown in Figure 16 and the omit one analysis result in Figure 17. The 
results are essentially the same as that from the Mean Log Ratio analysis. 

1 0 Figure 9 shows a gene expression profile for primary cells. Specifically, a primary 

cell gene expression profile may comprise one or more of the following nucleic acid 
sequences: SEQ ID NO: 1 ; SEQ ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; 
SEQ ID NO: 6; SEQ ID NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID 
NO: 11; SEQ ID NO: 12; SEQ ID NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 

15 16;SEQIDNO: 17;SEQIDNO: 18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ID NO: 21; 
SEQ ID NO: 22; SEQ ID NO: 23; SEQ ID NO: 24; SEQ ID NO: 25; SEQ ID NO: 26; SEQ 
ID NO: 27; SEQ ID NO: 28; SEQ ID NO: 29; SEQ ID NO: 30; SEQ ID NO: 31; SEQ ID 
NO: 32; SEQ ID NO: 33; SEQ ID NO: 34; SEQ ID NO: 35; SEQ ID NO: 36; SEQ ID NO: 
37; SEQ ID NO: 38; SEQ ID NO: 39; SEQ ID NO: 40; SEQ ID NO: 41; SEQ ID NO: 42; 

20 SEQ ID NO: 43; SEQ ID NO: 44; SEQ ID NO: 45; SEQ ID NO: 46; SEQ ID NO: 47; SEQ 
ID NO: 48; SEQ ID NO: 49; SEQ ID NO: 50; SEQ ID NO: 51; SEQ ID NO: 52; SEQ ED 
NO: 53; SEQ ID NO: 54; SEQ ID NO: 55; SEQ ID NO: 56; SEQ ID NO: 57; SEQ ID NO: 
""• 58; SEQ ID NO: 59; SEQ ID NO: 60; SEQ ID NO: 61; SEQ ID NO: 62; SEQ ID NO: 63; 
SEQ ID NO: 64; SEQ ID NO: 65; SEQ ID NO: 66; SEQ ID NO: 67; SEQ ID NO: 68; SEQ 

25 ID NO: 69; SEQ ID NO: 70; SEQ ID NO: 71 ; SEQ ID NO: 72; SEQ ID NO: 73; SEQ ID 
NO: 74; SEQ ID NO: 75; SEQ ID NO: 76; SEQ ID NO: 77; SEQ ID NO: 78; SEQ ID NO: 
79; SEQ ID NO: 80; SEQ ID NO: 81; SEQ ID NO: 82; SEQ ID NO: 83; SEQ ID NO: 84; 
SEQ ID NO: 85; SEQ ID NO: 86; SEQ ID NO: 87; SEQ ID NO: 88; SEQ ID NO: 89; SEQ 
ID NO: 90; SEQ ID NO: 91; SEQ ID NO: 92; SEQ ID NO: 93; SEQ ID NO: 94; SEQ ID 

30 NO: 95; SEQ ID NO: 96; SEQ ID NO: 97; SEQ ID NO: 98; SEQ ID NO: 99; SEQ ID NO: 
100; SEQ ID NO: 101; SEQ ID NO: 102; SEQ ID NO: 103; SEQ ID NO: 104; SEQ ID NO: 
105; SEQ ID NO: 106; SEQ ID NO: 107; SEQ ID NO: 108; SEQ ID NO: 109; SEQ ID NO: 
1 10; SEQ ID NO: 111; SEQ ID NO: 1 12; SEQ ID NO: 1 13; SEQ ID NO: 1 14; SEQ ID NO: 
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115; SEQIDNO: 116; SEQ ID NO: 117;SEQIDNO: 118; SEQ ID NO: 119; SEQIDNO: 
120; SEQ ID NO: 121 ; SEQ ID NO: 122; SEQ ID NO: 123; SEQ ID NO: 124; SEQ ID NO: 
125; SEQIDNO: 126; SEQ ID NO: 127; SEQ ID NO: 128; SEQIDNO: 129; SEQ ID 
NO: 130; SEQIDNO: 131; SEQ ID NO: 132; SEQIDNO: 133; SEQ ID NO: 134; SEQ ID 
5 NO: 135; SEQ ID NO: 136; SEQ ID NO: 137; SEQ ID NO: 138; SEQ ID NO: 139; SEQ ID 
NO: 140; SEQ ID NO: 141; SEQ ID NO: 142; SEQ ID NO: 143; SEQ ID NO: 144; SEQ ID 
NO: 145; SEQ ID NO: 146; SEQ ID NO: 147; SEQ ID NO: 148; SEQ ID NO: 149; SEQ ID 
NO: 150; SEQIDNO: 151; SEQ ID NO: 152; SEQIDNO: 153; SEQIDNO: 154; SEQ ID 
NO: 155; SEQ ID NO: 156; SEQ ID NO: 157; SEQ ID NO: 158; SEQ ID NO: 159; SEQ ID 

10 NO: 160; SEQ ID NO: 161; SEQ ID NO: 162; SEQ ID NO: 163; SEQ ID NO: 164; SEQ ID 
NO: 165; SEQ ID NO: 166; SEQ ID NO: 167; SEQ ID NO: 168; SEQ ID NO: 169; SEQ ID 
NO: 170; SEQ ID NO: 171; SEQ ID NO: 1 72; SEQ ID NO: 173; SEQ ID NO: 174; SEQ ID 
NO: 175; SEQ ID NO: 176; SEQ ID NO: 177; SEQ ID NO: 178; SEQ ID NO: 179; SEQ ID 
NO: 180; SEQ ID NO: 181; SEQ ID NO: 182; SEQ ID NO: 183; SEQ ID NO: 184; SEQ ID 

1 5 NO: 185; and SEQ ID NO: 1 86. Accordingly, these sequences may be used to identify a 
primary cell gene expression profile, which then may be used to classify unknown cell or 
tissue samples. 

A primary cell gene expression profile may additionally comprise one or more of the 
following nucleic acid sequences: SEQ ID NO: 1 88; SEQ ID NO: 193; SEQ ID NO: 216; 

20 SEQ ID NO: 224; SEQ ID NO: 230; SEQ ID NO: 248; SEQ ID NO: 249; SEQ ID NO: 250: 
SEQ ID NO: 253; SEQ ID NO: 271; SEQ ID NO: 281; SEQ ID NO: 324; SEQ ID NO: 337 
SEQ ID NO: 346; SEQ ID NO: 388; SEQ ID NO: 403; SEQ ID NO: 410; SEQ ID NO: 415 

SEQ ID NO: 42 1 ; SEQ ID NO: 422; SEQ ID NO: 425; SEQ ID NO: 427; 'SEQ iD w'O: 428 

SEQ ID NO: 432; SEQ ID NO: 433; SEQ ID NO: 437; SEQ ID NO: 440; SEQ ID NO: 443 

25 SEQ ID NO: 444; SEQ ID NO: 447; SEQ ID NO: 449; SEQ ID NO: 45 1; SEQ ID NO: 452 
SEQ ID NO: 455; SEQ ID NO: 457; SEQ ID NO: 460; SEQ ID NO: 462; SEQ ID NO: 465 
SEQ ID NO: 466; SEQ ID NO: 476; SEQ ID NO: 477; SEQ ID NO: 482; SEQ ID NO: 484: 
SEQ ID NO: 490; SEQ ID NO: 492; SEQ ID NO: 493; SEQ ID NO: 495; SEQ ID NO: 498 
SEQ ID NO: 499; SEQ ID NO: 502; SEQ ID NO: 504; SEQ ID NO: 505; SEQ ID NO: 514 

30 SEQ ID NO: 515; SEQ ID NO: 518; SEQ ID NO: 524; SEQ ID NO: 528; SEQ ED NO: 530 
SEQ ID NO: 531; SEQ ID NO: 532; SEQ ID NO: 536; SEQ ID NO: 539; SEQ ID NO: 541 
SEQ ID NO: 545; SEQ ID NO: 551; SEQ ID NO: 563; SEQ ID NO: 565; SEQ ID NO: 567 
SEQ ID NO: 573; SEQ ID NO: 577; SEQ ID NO: 580; SEQ ID NO: 582; SEQ ID NO: 585 
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SEQ ID NO: 588; SEQ ID NO: 590: 
SEQ ID NO: 598; SEQ ID NO: 599 
SEQ ID NO: 608; SEQ ID NO: 613 
SEQ ID NO: 631; SEQ ID NO: 650 
5 SEQ ID NO: 661; SEQ ID NO: 665 
SEQ ID NO: 674; SEQ ID NO: 675 
SEQ ID NO: 680; SEQ ID NO: 681 
SEQ ID NO: 687; SEQ ID NO: 688 
SEQ ID NO: 692; SEQ ID NO: 694 

1 0 SEQ ID NO: 698; SEQ ID NO: 699 
SEQ ID NO: 704; SEQ ID NO: 705 
SEQ ID NO: 709; SEQ ID NO: 710 
SEQ ID NO: 714; SEQ ID NO: 715 
SEQ ID NO: 719; SEQ ID NO: 720: 

1 5 SEQ ID NO: 724; SEQ ID NO: 725 
SEQ ID NO: 729; SEQ ID NO: 730; 
SEQ ID NO: 734; SEQ ED NO: 735 
SEQ ID NO: 739; SEQ ID NO: 740; 
SEQ ID NO: 744; SEQ BD NO: 745 

20 SEQ ID NO: 749; SEQ ID NO: 750 
SEQ ID NO: 754; SEQ ID NO: 755 
SEQ ID NO: 760; SEQ ID NO: 761 
' 'SEQ ID NO: 76$; SEQ/ID NO: 766 
SEQ ID NO: 770; SEQ ID NO: 771 

25 SEQ ID NO: 775; SEQ ID NO: 776 
SEQ ID NO: 780; SEQ ID NO: 781 
SEQ ID NO: 785; SEQ ID NO: 786; 
SEQ ID NO: 790; SEQ ID NO: 791 
SEQ ID NO: 795; SEQ ID NO: 796 

30 SEQ ID NO: 800; SEQ ID NO: 801 



SEQ ID NO: 592 
SEQ ID NO: 601 
SEQ ID NO: 623 
SEQ ID NO: 652 
SEQ ID NO: 671 
SEQ ID NO: 676 
SEQ ID NO: 684 
SEQ ID NO: 689 
SEQ ID NO: 695 
SEQ ID NO: 700 
SEQ ID NO: 706; 
SEQ ID NO: 711 
SEQIDNO: 716 
SEQIDNO: 721 
SEQ ID NO: 726 
SEQIDNO: 731 
SEQ ID NO: 736; 
SEQIDNO: 741 
SEQ ID NO: 746 
SEQIDNO: 751 
SEQ ID NO: 756 
SEQ ID NO: 762 
SEQ ID NO: 767 
SEQ ID NO: 772 
SEQ ID NO: 777 
SEQ ID NO: 782 
SEQ ID NO: 787 
SEQ ID NO: 792 
SEQ ID NO: 797 



SEQ ID NO: 594; 
SEQ ID NO: 605 
SEQ ID NO: 625 
SEQ ID NO: 654 
SEQ ID NO: 672 
SEQ ID NO: 677 
SEQ ID NO: 685 
SEQ ID NO: 690 
SEQ ID NO: 696 
SEQ ID NO: 701 
SEQ ID NO: 707 
SEQIDNO: 712 
SEQ ID NO: 717 
SEQ ID NO: 722 
SEQ ID NO: 727 
SEQIDNO: 732 
SEQ ID NO: 737 
SEQ ID NO: 742 
SEQ ID NO: 747 
SEQ ID NO: 752 
SEQ ID NO: 758 
SEQIDNO: 763 
SEQ ID NO: 768 
SEQIDNO: 773 
SEQ ID NO: 778 
SEQ ID NO: 783 
SEQ ID NO: 788 
SEQ ID NO: 793 
SEQ ID NO: 798 



SEQ ID NO: 595 
SEQ ID NO: 607 
SEQ ID NO: 626 
SEQ ID NO: 657 
SEQ ID NO: 673 
SEQ ID NO: 678 
SEQ ID NO: 686 
SEQIDNO: 691 
SEQIDNO: 697 
SEQ ID NO: 702 
SEQ ID NO: 708 
SEQ ID NO: 713 
SEQIDNO: 718 
SEQ ID NO: 723 
SEQ ID NO: 728 
SEQ ID NO: 733 
SEQ ID NO: 738 
SEQ ID NO: 743 
SEQ ID NO: 748 
SEQ ID NO: 753 
SEQ ID NO: 759 
SEQ ID NO: 764 
SEQ ID NO: 769 
SEQ ID NO: 774 
SEQ ID NO: 779 
SEQ ID NO: 784 
SEQ ID NO: 789 
SEQ ID NO: 794 
SEQ ID NO: 799 



and SEQ BD NO: 803. 



SEQ ID NO: 802; 

As the example shows, primary cell gene expression profile may also comprise, for 
instance, the nucleic acid sequences having the following accession numbers: INCYTE 
2997284H1; INCYTE 1726828F6; INCYTE 1690295F6; INCYTE 530695T6; INCYTE 
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2313677H1; INCYTE 2510757F6; INCYTE 1696122T6; GB M20566; INCYTE 
1742456R6; INCYTE 3584702H1; INCYTE 2222054H1; INCYTE 928019R6; INCYTE 
1716001T6; INCYTE 221 1526T6; INCYTE 2604309F6; INCYTE 3269857F6; INCYTE 
1751294F6; INCYTE 31 18530H1; INCYTE 1519824H1; INCYTE 1429303H1; INCYTE 
5 449937H1; INCYTE 150224T6; INCYTE 1652456H1; INCYTE 21 16716T6; INCYTE 
63747 1CA2; INCYTE 3105066H1; INCYTE 1946704H1; INCYTE 5547273H1; INCYTE 
2194901H1; INCYTE 3O97063H1; INCYTE 399998H1; INCYTE 3320154H1; GB X87344; 
ENTCYTE 2169635T6; and INCYTE 767295H1. 

Figure 10 displays the genes that comprise an endothelial gene expression profile. 

10 Specifically, an endothelial gene expression profile may comprise one or more nucleic acid 
sequences including, but not limited to, SEQ ID NO: 1; SEQ ID NO: 2; SEQ ID NO: 3; SEQ 
ID NO: 4; SEQ ED NO: 5; SEQ ID NO: 6; SEQ ED NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; 
SEQ ID NO: 10; SEQ ID NO: 1 1; SEQ ID NO: 12; SEQ ID NO: 13; SEQ ID NO: 14; SEQ 
ID NO: 15; SEQ ID NO: 16; SEQ ID NO: 17; SEQ ID NO: 18; SEQ ID NO: 19; SEQ ID 

15 NO: 20; SEQ ID NO: 21; SEQ ID NO: 22; SEQ ID NO: 23; SEQ ID NO: 48; SEQ ED NO: 
63; SEQ ID NO: 70; SEQ ID NO: 82; SEQ ID NO: 94; and SEQ ID NO: 144. Accordingly, 
these sequences may be used to identify an endothelial gene expression profile, which then 
may be used to classify unknown cell or tissue samples. 

An endothelial gene expression profile may additionally comprise one or more 

20 nucleic acid sequences including, but not limited to, SEQ ED NO: 427; SEQ ID NO: 460; 
SEQ ID NO: 484; SEQ ID NO: 565; SEQ ID NO: 580; SEQ ID NO: 590; SEQ ID NO: 670; 
SEQ ID NO: 672; SEQ ID NO: 673; SEQ ID NO: 674; SEQ ID NO: 675; SEQ ED NO: 676; 
SEQ ID NO: 677; SEQ ID NO: 678; SEQ ID 1 NO: 680; SEQ ID NO: 723; SEQ ID NO: 741; 
and SEQ ID NO: 754. 

25 As the example shows, an endothelial gene expression profile may also comprise, for 

example, the nucleic acid sequences having the following accession numbers: ESfCYTE 
530695T6 and INCYTE 1716001T6. 

The gene expression profile depicted in Figure 1 1 may be used to identify epithelial 
cells. Specifically, an epithelial gene expression profile may comprise one or more nucleic 

30 acid sequences including, but not limited to, SEQ ED NO: 47; SEQ ED NO: 60; SEQ ID NO: 
67; SEQ ID NO: 73; SEQ ID NO: 75; SEQ ID NO: 76; SEQ ED NO: 77; SEQ ID NO: 78; 
SEQ ID NO: 80; SEQ ED NO: 96; SEQ ID NO: 98; SEQ ID NO: 99; SEQ ID NO: 1 1 1; SEQ 
ID NO: 1 12; SEQ ID NO: 1 17; SEQ ID NO: 123; SEQ ID NO: 127; SEQ ID NO: 131; SEQ 
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ID NO: 150;SEQIDNO: 
ID NO: 157;SEQIDNO: 
ID NO: 162; SEQIDNO: 
ID NO: 167; SEQIDNO: 
ID NO: 172; SEQIDNO: 
ID NO: 177; SEQIDNO: 
ID NO: 182; SEQIDNO: 



): 153; SEQ ID NO: 154; SEQ ID NO: 155; SEQ ID NO: 156; SEQ 
): 158; SEQ ID NO: 159; SEQ ID NO: 160; SEQ ID NO: 161 ; SEQ 
): 163; SEQ ID NO: 164; SEQ ID NO: 165; SEQ ID NO: 166; SEQ 
): 168; SEQ ID NO: 169; SEQ ID NO: 170; SEQ ID NO: 171; SEQ 
): 173; SEQ ID NO: 174; SEQ ID NO: 175; SEQ ID NO: 176; SEQ 
): 178; SEQ ID NO: 179; SEQ ID NO: 180; SEQ ID NO: 181; SEQ 
): 183; SEQ ID NO: 184; SEQIDNO: 185; SEQ ID NO: 186. 
Figure 12 shows the gene expression profile generated from muscle cells. In one 
embodiment, a muscle cell gene expression profile may comprise one or more nucleic acid 
10 sequences including, but not limited to, SEQ ID NO: 24; SEQ ID NO: 25; SEQ ID NO: 26; 
SEQ ID NO: 27; SEQ ID NO: 28; SEQ ID NO: 29; SEQ ID NO: 30; SEQ ID NO: 31 ; SEQ 
ID NO: 32; SEQ ID NO: 33; SEQ ID NO: 34; SEQ ID NO: 35; SEQ ID NO: 36; SEQ ID 
NO: 37; SEQ ID NO: 38; SEQ ID NO: 39; SEQ ID NO: 40; SEQ ID NO: 41 ; SEQ ID NO: 
42; SEQ ID NO: 54; SEQ ID NO: 55; and SEQ ID NO: 69. Accordingly, these sequences 
15 may be used to identify a muscle gene expression profile, which then may be used to classify 
unknown cell or tissue samples. 

A muscle gene expression profile may additionally comprise one or more nucleic acid 
sequences including, but not limited to, SEQ ID NO: 188; SEQ ID NO: 193; SEQ ID NO: 
216; SEQ ID NO: 250; SEQ ID NO: 499; SEQ ID NO: 504; SEQ ID NO: 563; SEQ ID NO 
20 652; SEQ ID NO: 681; SEQ ID NO: 682; SEQ ID NO: 683; SEQ ID NO: 684; SEQ ID NO 
685; SEQ ID NO: 686; SEQ ID NO: 687; SEQ ID NO: 688; SEQ ID NO: 689; SEQ ID NO 
690; and SEQ ID NO: 691. 



Example 4: Gene Expression Profiles for Epithelial Cell Subtypes 

25 Gene expression profiles that define a particular type of epithelial cell were generated 

using the methodologies, microarrays and algorithms of the present invention. Epithelial cell 
lines were used to generate the cell type specific gene expression profiles. The epithelial cell 
lines used in this example were derived from various tissues including keratinocyte 
epithelium, mammary epithelium, bronchial epithelium, prostate epithelium, renal cortical 

30 epithelium, renal proximal tubule epithelium, small airway epithelium, and renal epithelium. 
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Complementary DNA made from each of the eight cell lines was used to probe the 
microarray. Briefly, and as described in the previous examples, total RNA was extracted, 
amplified, and labeled. The resultant labeled cDNAs were hybridized to microarray chips. 
Following one or more washing steps, the microarrays were scanned and the intensity of the 
5 spots was recorded and converted into a numerical value and normalized. Next, the 

alogrithms of the present invention were applied to extract a gene expression profile that 
defined the subtype of epithelial cell. 

The microarrays used in this example comprised the following nucleic acid 
sequences: SEQ ID NO: 187; SEQ ID NO: 188; SEQ ID NO: 189; SEQ ID NO: 190; SEQ ID 

10 NO: 191; SEQ ID NO: 192; SEQ ID NO: 193; SEQ ID NO: 194; SEQ ID NO: 195; SEQ ID 
NO: 196; SEQ ID NO: 197; SEQ ID NO: 198; SEQ ID NO: 199; SEQ ID NO: 200; SEQ ID 
NO: 201 ; SEQ ID NO: 202; SEQ ID NO: 203; SEQ ID NO: 204; SEQ ID NO: 205; SEQ ID 
NO: 206; SEQ ID NO: 207; SEQ ID NO: 208; SEQ ID NO: 209; SEQ ID NO: 210; SEQ ID 
NO: 21 1; SEQ ID NO: 150; SEQ ID NO: 27; SEQ ID NO: 169; SEQ ID NO: 212; SEQ ID 

15 NO: 213; SEQ ID NO: 131; SEQ ID NO: 214; SEQ ID NO: 215; SEQ ID NO: 216; SEQ ID 
NO: 217; SEQ ID NO: 218; SEQ ID NO: 138; SEQ ID NO: 219; SEQ ID NO: 220; SEQ ID 
NO: 221; SEQ ID NO: 222; SEQ ID NO: 223; SEQ ID NO: 224; SEQ ID NO: 225; SEQ ID 
NO: 226; SEQ ID NO: 227; SEQ ID NO: 228; SEQ ID NO: 229; SEQ ID NO: 230; SEQ ID 
NO: 231; SEQ ID NO: 232; SEQ ID NO: 78; SEQ ID NO: 233; SEQ ID NO: 234; SEQ ID 

20 NO: 235; SEQ ID NO: 236; SEQ ID NO: 237; SEQ ID NO: 238; SEQ ID NO: 239; SEQ ID 
NO: 240; SEQ ID NO: 241; SEQ ID NO: 242; SEQ ID NO: 243; SEQ ID NO: 64; SEQ ID 
NO: 244; SEQ ID NO: 245; SEQ ID NO: 246; SEQ ID NO: 247; SEQ ID NO: 248; SEQ ID 
"NO: 249; SEQ ID"NOr250; SEQID NO: 251; SEQ ID NO: 252; SEQ ID NO: 253; SEQ ID 
NO: 254; SEQ ID NO: 37; SEQ ID NO: 106; SEQ ID NO: 255; SEQ ED NO: 123; SEQ ID 

25 NO: 256; SEQ ID NO: 257; SEQ ID NO: 258; SEQ ID NO: 259; SEQ ID NO: 260; SEQ ID 
NO: 261 ; SEQ ID NO: 262; SEQ ID NO: 263; SEQ ID NO: 264; SEQ ID NO: 265; SEQ ID 
NO: 266; SEQ ID NO: 267; SEQ ID NO: 268; SEQ ID NO: 269; SEQ ID NO: 57; SEQ ID 
NO: 70; SEQ ID NO: 270; SEQ ID NO: 271; SEQ ID NO: 272; SEQ ID NO: 273; SEQ ID 
NO: 274; SEQ ID NO: 275; SEQ ID NO: 276; SEQ ID NO: 277; SEQ ID NO: 278; SEQ ID 

30 NO: 279; SEQ ID NO: 104; SEQ ID NO: 280; SEQ ID NO: 281 ; SEQ ID NO: 282; SEQ ID 
NO: 283; SEQ ID NO: 284; SEQ ID NO: 285; SEQ ID.NO: 286; SEQ ID NO: 287; SEQ ID 
NO: 288; SEQ ID NO: 160; SEQ ID NO: 289; SEQ ID NO: 290; SEQ ID NO: 291; SEQ ID 
NO: 293; SEQ ID NO: 294; SEQ ID NO: 295; SEQ ID NO: 296; SEQ ID NO: 297; SEQ ID 
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NO: 49; SEQ ID NO: 298; SEQ ID NO: 299; SEQ ID NO: 300; SEQ ID NO: 301 ; SEQ ID 
NO: 302; SEQ ID NO: 303; SEQ ID NO: 304; SEQ ID NO: 305; SEQ ID NO: 306; SEQ ID 
NO: 307; SEQ ID NO: 308; SEQ ID NO: 183; SEQ ID NO: 309; SEQ ID NO: 310; SEQ ID 
NO: 311; SEQ ID NO: 312; SEQ ID NO: 313; SEQ ID NO: 314; SEQ ID NO: 315; SEQ ID 
5 NO: 316; SEQ ID NO: 310; SEQ ID NO: 317; SEQ ID NO: 174; SEQ ID NO: 318; SEQ ID 
NO: 320; SEQ ID NO: 173; SEQ ID NO: 321; SEQ ID NO: 322; SEQ ID NO: 323; SEQ ID 
NO: 324; SEQ ID NO: 325; SEQ ID NO: 326; SEQ ID NO: 158; SEQ ID NO: 327; SEQ ID 
NO: 328; SEQ ID NO: 165; SEQ ID NO: 166; SEQ ID NO: 329 

Figure IS shows the results from all eight of the hybridizations. The cutoff value was 

1 0 set for expression values over 2.0, i.e., two-fold induction over baseline. This particular 
portrayal of the data shows the relative expression values sorted for keratinocyte epithelial 
cells. Several genes, specifically, nucleic acid sequences SEQ ID NO: 187; SEQ ID NO: 
188; SEQ ID NO: 189; SEQ ID NO: 190; SEQ ID NO: 191; SEQ ID NO: 192; SEQ ID NO: 
193; SEQ ID NO: 194; SEQ ID NO: 195; SEQ ID NO: 196; SEQ ID NO: 197; SEQ ID NO: 

15 198; SEQ ID NO: 199; SEQ ID NO: 200; SEQ ID NO: 201; SEQ ID NO: 202; SEQ ID NO: 
203; SEQ ID NO: 204; SEQ ID NO: 205; SEQ ED NO: 206; SEQ ID NO: 207; SEQ ID NO: 
208; SEQ ID NO: 209; SEQ ID NO: 210; and SEQ ID NO: 21 1, show a relative expression 
value over 2.0, which is the cut-off in the context of the algorithm. These genes represent 
signature genes, i.e., a gene expression profile of keratinocyte epithelial cells, which may be 

20 used to identify and classify unkown samples. 

With regard to the other columns, it is possible to sort the data and identify genes 
representing gene expression profiles of a particular cell type. For example, and referring to 
Figure 18, sorting the data based on relative expression values aiid "using fffie value of 2.0 as a 
cutoff in the context of the algorithm, the following genes represent a mammary epithelial 

25 cells gene expression profile: SEQ ID NO: 212; SEQ ID NO: 213; SEQ ID NO: 216; SEQ ID 
NO: 225; SEQ ID NO: 226; SEQ ID NO: 227; SEQ ID NO: 78; SEQ ID NO: 239; SEQ ID 
NO: 271 ; SEQ ID NO: 285; and SEQ ID NO: 289. 

Similarly, and referring to Figure 18, sorting the data based on relative expression 
values and using the value of 2.0 as a cutoff in the context of the algorithm, the following 

30 genes represent a bronchial epithelial cells gene expression profile:SEQ ID NO: 150; SEQ DD 
NO: 27; SEQ ID NO: 169; SEQ ID NO: 131; SEQ ID NO: 214; SEQ ID NO: 215; SEQ ID 
NO: 223; SEQ ID NO: 224; SEQ ED NO: 241; SEQ ED NO: 243; SEQ ID NO: 244; SEQ ED 
NO: 255; SEQ ID NO: 256; SEQ ED NO: 261; and SEQ ID NO: 314. 
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Referring to Figure 18, sorting the data based on relative expression values and using 
the value of 2.0 as a cutoff in the context of the algorithm, the following genes represent a 
prostate epithelial cells gene expression profile: SEQ ID NO: 217; SEQ ID NO: 218; SEQ ID 
NO: 64; SEQ ID NO: 259; SEQ ID NO: 293; SEQ ID NO: 302; and SEQ ID NO: 320. 
5 Likewise, referring to Figure 1 8, sorting the data based on relative expression values 

and using the value of 2.0 as a cutoff in the context of the algorithm, the following genes 
represent a renal cortical epithelial cells gene expression profile: SEQ ID NO: 219; SEQ ID 
NO: 123; SEQ ID NO: 267; SEQ ID NO: 57; SEQ ID NO: 270; SEQ ID NO: 279; SEQ ID 
NO: 104; SEQ ID NO: 28; SEQ ID NO: 283; SEQ ID NO: 160; SEQ ID NO: 291; SEQ ID 
10 NO: 300; SEQ ID NO: 3.05; SEQ ID NO: 307; SEQ ID NO: 310; SEQ ID NO: 313; SEQ ID 
NO: 310; SEQ ED NO: 325; SEQ ID NO: 326; SEQ ID NO: 327; SEQ ID NO: 165; and SEQ 
ID NO: 166. 

Referring to Figure 18, sorting the data based on relative expression values and using 

the value of 2.0 as a cutoff in the context of the algorithm, the following genes represent a 
1 5 renal proximal tubule epithelial cells gene expression profile: SEQ ID NO: 106; SEQ ID NO: 

138; SEQ ID NO: 158; SEQ ID NO: 228; SEQ ID NO: 236; SEQ ID NO: 242; SEQ ID NO: 

250; SEQ ID NO: 258; SEQ ID NO: 260; SEQ ID NO: 262; SEQ ID NO: 266; SEQ ID NO: 

272; SEQ ID NO: 273; SEQ ID NO: 274; SEQ ID NO: 275; SEQ ID NO: 276; SEQ ID NO: 

278; SEQ ID NO: 284; SEQ ID NO: 288; SEQ ID NO: 295; SEQ ID NO: 296; SEQ ID NO: 
20 297; SEQ ID NO: 299; SEQ ID NO: 300; SEQ ID NO: 301 ; SEQ ID NO: 306; SEQ ID NO: 

308; SEQ ID NO: 309; SEQ ID NO: 311; SEQ ID NO: 3 1 6; SEQ ID NO: 3 1 8; SEQ ID NO: 

321; SEQ ID NO: 322; SEQ ID NO: 328; and SEQ ID NO: 329. 

"-•Mcicofever, and referring to Figure 18, sorting the data based on relative expression 

values and using the value of 2.0 as a cutoff in the context of the algorithm, the following 
25 genes represent a small airway epithelial cells gene expression profile: SEQ ID NO: 173; 

SEQ ID NO: 174; SEQ ID NO: 1 83; SEQ ID NO: 220; SEQ ID NO: 221 ; SEQ ID NO: 222; 

SEQ ID NO: 229; SEQ ID NO: 230; SEQ ID NO: 231; SEQ ID NO: 232; SEQ ID NO: 233; 

SEQ ID NO: 234; SEQ ID NO: 235; SEQ ID NO: 237; SEQ ID NO: 238; SEQ ID NO: 240; 

SEQ ID NO: 245; SEQ ED NO: 246; SEQ ID NO: 247; SEQ ID NO: 248; SEQ ID NO: 249; 
30 SEQ ID NO: 25 1 ; SEQ ID NO: 252; SEQ ID NO: 254; SEQ ID NO: 257; SEQ ID NO: 263; 

SEQ ID NO: 264; SEQ ID NO: 265; SEQ ID NO: 268; SEQ ID NO: 269; SEQ ID NO: 270; 

SEQ ID NO: 277; SEQ ID NO: 281; SEQ ID NO: 282; SEQ ID NO: 286; SEQ ID NO: 287; 
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SEQ ID NO: 290; SEQ ID NO: 294; SEQ ID NO: 298; SEQ ID NO: 303; SEQ ID NO: 312; 
SEQ ID NO: 315; SEQ ID NO: 317; and SEQ ID NO: 319. 

Still further, and referring to Figure 18, sorting the data based on relative expression 
values and using the value of 2.0 as a cutoff in the context of the algorithm, the following 
5 genes represent a renal epithelial cells gene expression profile: SEQ ID NO: 37; SEQ ID NO: 
253; SEQ ID NO: 304; SEQ ED NO: 323; and SEQ ID NO: 324. 

Example 5: Rat Toxicology Reference Database 

To assess the toxicity of known compounds on gene and/or protein expression, a rat 

10 expression database is constructed. The database consists of gene expression profiles and 
protein expression profiles, as well as serum chemistry, hematology measurements, 
histopathology, and general clinical observations, from 100 different compounds at two doses 
and at two timepoints per dose. The compounds contain at least 10 different mechanisms of 
liver and kidney toxicity. 

1 5 Sprague-Dawley rats are treated with compound via intraperitoneal administration. 

Dose groups include a low dose and a high dose for a 24-hour exposure and a low dose and a 
high dose for a 72-hour exposure. Three animals are treated per dose group as well as two 
control animal per timepoint. Following treatment, tissue are collected for gene expression 
and/or protein expression analysis including liver, kidney, white blood cells, lung, heart, 

20 intestine, testes, and spleen. Other toxicological evaluations include serum chemistry, 
hematology, organ weights, animal weights, and clinical observations. 

Dose selection is based on literature reports with low dose defined as the lowest 
historical dose that elicited an endpoint arid high dose is defined as the dose reported to result 
in a significant number of animals exhibiting characteristic toxicity. 

25 The toxic effects of these compounds on gene expression and protein expression are 

analyzed using a toxicity microarray. For each compound, 15 rats are treated with the 
compound and tissue samples from each rat are collected and analyzed. The expression 
patterns in liver, kidney, heart, brain, intestine, testes, spleen, and white blood cells are 
analyzed following treatment with a toxic compounds. To generate the target nucleic acids, 

30 RNA or protein is isolated from each tissue sample and prepared for microarray hybridization 
as described above. Genes and/or proteins demonstrating alterations in expression level are 
selected for inclusion on the rat toxicity microarray. In addition, approximately 600 genes 
and/or protein-capture agents derived therefrom identified as toxicologically relevant based 

149 



WO 02/074979 



PCT/US02/08456 



on review of the scientific literature are also be included on the microarray. In total, about 
4,000 cDNAs or protein-capture agents reflecting the genes and/or proteins susceptible to the 
toxicity of these compounds. 

Data reflecting the gene expression profiles of each tissue and toxin is placed in the 
5 database including an annotation describing dosage and clinical observations The database 
provides information describing mechanisms of action as well as previously reported 
alterations of gene expression observed following administration of these compounds. The 
database is also used in the drug discovery process by providing information which permits 
the elimination of potentially toxic compounds. 

10 

Example 6: Expression Profiles As A Diagnostic For Disease 

The microarray technology may also be used to identify a particular disease {e.g., 
cancer), and provide a patient diagnosis. Initially, reference genes and/or proteins are 
generated for both normal and cancer cell types. Isolated cell types are derived by a number 

1 5 of methods known in the art {e.g., FACS sorting, magnoferric solutions, magnetic beads in 
combination with cell-specific antibodies). Cells from tissues are isolated by tissue staining 
with a cell-specific antibody, followed by laser capture microscopy or electrostatic methods. 
RNA is isolated from the cells and then probes are created for the generation of microarrays 
using the methods described above. Similarly, protein may be isolated from the cells and 

20 used to probe a microarray comprising protein-capture agnets using the methods described 
above. 

Data from the microarrays for each cell type is then placed in a database along with an 
annotation describing cell type and location. Using cluster analysis and algorithms, gene 
and/or protein expression profiles for each cell type are determined. 

25 For a diagnosis of Hodgkin lymphoma or non-Hodgkin lymphoma, biological 

samples are collected from patients and RNA or protein is isolated from the samples, as 
described above. The cDNA or protein is then hybridized to microarrays containing genes or 
protein-capture agents representing normal, Hodgkin lymphoma, and non-Hodgkin 
lymphoma samples. Based on the gene expression profiles and/or protein expression profiles, 

30 patients are diagnosed with either Hodgkin lymphoma or non-Hodgkin lymphoma. 

The expression data from these patient samples is then added to the database. In 
addition, clinical information regarding the patient and treatment course as well as clinical 
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outcome are also included in the database; thus, providing expression profiles for disease, 
disease stage, and outcome. 

Microarray technology is also used to identify a course of treatment and as a drug 
discovery method. Normal and tumorogenic cells are treated with a known cancer drug (e.g., 
tamoxifen) or a novel pharmacological agent. As described above, RNA or protein is isolated 
and then hybridized to a microarray containing normal and cancer cell genes or protein- 
capture agents. A comparison of the expression levels following treatment provides an 
expression profile of the particular drug indicating which genes or proteins are activated or 
deactivated by the drug. This information is also added to the database. The database thus 
contains information describing the gene expression profiles and/or protein expression 
profiles of normal and cancer cells, gene expression profiles and/or protein expression 
profiles of patient samples, gene expression profiles and/or protein expression profiles of 
patients undergoing treatment, and gene expression profiles and/or protein expression profiles 
of in vitro cell studies. This information is used to diagnose and classify a disease, select and 
monitor a treatment course, and identify a prognostic indicator. 

Various modifications and variations of the described methods and systems of the 
invention will be apparent to those skilled in the art without departing from the scope and 
spirit of the invention. Although the invention has been described in connection with specific 
preferred embodiments, it should be understood that the invention as claimed should not be 
unduly limited to such specific embodiments. Indeed, various modifications of the described 
modes for carrying out the invention which are obvious to those skilled in molecular biology 
or related fields are intended to be within the scope of the following claims. 
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We claim: 

1 . An endothelial cell gene expression profile comprising one or more nucleic acid 
sequences substantially homologous to a nucleic acid sequence or complementary 
sequence thereof selected from the group selected from the group consisting of SEQ ID 
NO: 1; SEQ ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; 
SEQ ID NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID NO: 1 1 ; SEQ 
ID NO: 12; SEQ ID NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 16; SEQ ID 
NO: 17; SEQ ID NO: 18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ID NO: 21 ; SEQ ID 
NO: 22; SEQ ID NO: 23; SEQ ID NO: 48; SEQ ID NO: 63; SEQ ID NO: 70; SEQ ID 
NO: 82; SEQ ID NO: 94; and SEQ ID NO: 144. 



2. A muscle cell gene expression profile comprising one or more nucleic acid sequences 
substantially homologous to a nucleic acid sequence or complementary sequence thereof 
selected from the group selected from the group consisting of SEQ ID NO: 24; SEQ ID 
NO: 25; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID NO: 28; SEQ ID NO: 29; SEQ ID 
NO: 30; SEQ ID NO: 31 ; SEQ ID NO: 32; SEQ ID NO: 33; SEQ ID NO: 34; SEQ ID 
NO: 35; SEQ ID NO: 36; SEQ ID NO: 37; SEQ ID NO: 39; SEQ ID NO: 40; SEQ ID 
NO: 41; SEQ ID NO: 42; SEQ ID NO: 54; SEQ ID NO: 55; and SEQ ID NO: 69. 

3. A primary cell gene expression profile comprising one or more nucleic acid sequences 
substantially homologous to a nucleic acid sequence or complementary sequence thereof 
selected from the group selected from the group consisting of SEQ ID NO: 1 ; SEQ ID 
NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; SEQ ID NO: 7; 
SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID NO: 11; SEQ ID NO: 12; SEQ 
ID NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 16; SEQ ID NO: 17; SEQ ID 
NO: 18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ID NO: 21; SEQ ID NO: 22; SEQ ID 
NO: 23; SEQ ID NO: 24; SEQ ID NO: 25; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID 
NO: 28; SEQ ID NO: 29; SEQ ID NO: 30; SEQ ID NO: 31; SEQ ID NO: 32; SEQ ID 
NO: 33; SEQ ID NO: 34; SEQ ID NO: 35; SEQ ID NO: 36; SEQ ID NO: 37; SEQ ID 
NO: 39; SEQ ID NO: 40; SEQ ID NO: 41; SEQ ID NO: 42; SEQ ID NO: 43; SEQ ID 
NO: 44; SEQ ID NO: 45; SEQ ID NO: 46; SEQ ID NO: 47; SEQ ID NO: 48; SEQ ID 
NO: 49; SEQ ID NO: 50; SEQ ID NO: 51; SEQ ID NO: 52; SEQ ID NO: 53; SEQ ID 
NO: 54; SEQ ID NO: 55; SEQ ID NO: 56; SEQ ID NO: 57; SEQ ID NO: 58; SEQ ID 
NO: 59; SEQ ID NO: 60; SEQ ID NO: 61; SEQ ID NO: 62; SEQ ID NO: 63; SEQ ID 
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NO: 64; SEQ ID NO: 65; SEQ ID NO: 66; SEQ ID NO: 67; SEQ ID NO: 68; SEQ ID 
NO: 69; SEQ ID NO: 70; SEQ ID NO: 71; SEQ ID NO: 72; SEQ ID NO: 73; SEQ ID 
NO: 74; SEQ ID NO: 75; SEQ ID NO: 76; SEQ ID NO: 77; SEQ ID NO: 78; SEQ ID 
NO: 79; SEQ ID NO: 80; SEQ ID NO: 81; SEQ ID NO: 82; SEQ ID NO: 83; SEQ ID 
NO: 84; SEQ ID NO: 85; SEQ ID NO: 86; SEQ ID NO: 87; SEQ ID NO: 88; SEQ ID 
NO: 89; SEQ ID NO: 90; SEQ ID NO: 91 ; SEQ ID NO: 92; SEQ ID NO: 93; SEQ ID 
NO: 94; SEQ ID NO: 95; SEQ ID NO: 96; SEQ ID NO: 97; SEQ ID NO: 98; SEQ ID 
NO: 99; SEQ ID NO: 100; SEQ ID NO: 101; SEQ ID NO: 102; SEQ ID NO: 103; SEQ 
ID NO: 104; SEQ ID NO: 105; SEQ ID NO: 106; SEQ ID NO: 107; SEQ ID NO: 108; 
SEQ ID NO: 109; SEQ ID NO: 110; SEQ ID NO: 111; SEQ ID NO: 112; SEQ ID NO: 
113; SEQ ID NO: 114; SEQ ID NO: 115; SEQ ID NO: 116; SEQ ED NO: 118; SEQ ID 
NO: 1 19; SEQ ID NO: 120; SEQ ID NO: 121; SEQ ID NO: 122; SEQ ID NO: 123; SEQ 
ID NO: 124; SEQ ID NO: 125; SEQ ID NO: 126; SEQ ID NO: 127; SEQ ED NO: 128; 
SEQ ED NO: 129; SEQ ID NO: 130; SEQ ID NO: 131; SEQ ID NO: 132; SEQ ID NO: 
133; SEQ ID NO: 134; SEQ ED NO: 135; SEQ ID NO: 136; SEQ ID NO: 137; SEQ ID 
NO: 138; SEQ ID NO: 139; SEQ ED NO: 140; SEQ ED NO: 141; SEQ ID NO: 142; SEQ 
ED NO: 143; SEQ ID NO: 144; SEQ ID NO: 145; SEQ ID NO: 146; SEQ ID NO: 147; 
SEQ ED NO: 148; SEQ ID NO: 149; SEQ ID NO: 150; SEQ ID NO: 151; SEQ ID NO: 
152; SEQ ID NO: 153; SEQ ID NO: 154; SEQ ID NO: 155; SEQ ID NO: 156; SEQ ID 
NO: 157; SEQ ID NO: 158; SEQ ID NO: 159; SEQ ID NO: 160; SEQ ID NO: 161; SEQ 
ID NO: 162; SEQ ID NO: 163; SEQ ED NO: 164; SEQ ID NO: 165; SEQ ID NO: 166; 
SEQ ID NO: 167; SEQ ID NO: 168; SEQ ED NO: 169; SEQ ID NO: 170; SEQ ID NO: 
171; SEQ ID NO: 172; SEQ ID NO: 173; SEQ ID NO: 174; SEQ ED NO: 175; SEQ ID 
NO: 176; SEQ ID NO: 177; SEQ ID NO: 178; SEQ ID NO: 179; SEQ ID NO: 180; SEQ 
ED NO: 181; SEQ ID NO: 182; SEQ DD NO: 183; SEQ ED NO: 184; SEQ ID NO: 185; 
and SEQ ED NO: 186. 

4. An epithelial cell gene expression profile comprising one or more nucleic acid sequences 
substantially homologous to a nucleic acid sequence or complementary sequence thereof 
selected from the group selected from the group consisting of SEQ ID NO: 47; SEQ ED 
NO: 60; SEQ ED NO:67; SEQ ID NO: 73; SEQ ID NO: 75; SEQ ED NO: 76; SEQ ID 
NO: 77; SEQ ID NO: 78; SEQ ID NO: 80; SEQ ED NO: 96; SEQ ED NO: 98; SEQ ED 
NO: 99; SEQ ED NO: 1 1 1 ; SEQ DD NO: 1 12; SEQ DD NO: 123; SEQ DD NO: 1 27; SEQ 
ED NO: 131; SEQ DD NO: 150; SEQ DD NO: 153; SEQ DD NO: 154; SEQ DD NO: 155; 
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SEQ ID NO: 156; SEQ ID NO: 157; SEQ ID NO: 158; SEQ ID NO: 159; SEQ ID NO: 
160; SEQ ID NO: 161; SEQ ID NO: 162; SEQ ID NO: 163; SEQ ID NO: 164; SEQ ID 
NO: 165; SEQ ID NO: 166; SEQ ID NO: 167; SEQ ID NO: 168; SEQ ID NO: 169; SEQ 
ID NO: 170; SEQ ID NO: 171; SEQ ID NO: 172; SEQ ID NO: 173; SEQ ID NO: 174; 
SEQ ID NO: 175; SEQ ID NO: 176; SEQ ID NO: 177; SEQ ID NO: 178; SEQ ID NO: 
179; SEQ ID NO: 180; SEQ ID NO: 181; SEQ ID NO: 182; SEQ ID NO: 183; SEQ ID 
NO: 184; SEQ ID NO: 185; and SEQ ID NO: 186. 

5. A keratinocyte epithelial cell gene expression profile comprising one or more nucleic acid 
sequences substantially homologous to a nucleic acid sequence or complementary 
sequence thereof selected from the group selected from the group consisting of SEQ ID 
NO: 187; SEQ ID NO: 188; SEQ ID NO: 189; SEQ ID NO: 190; SEQ ID NO: 191; SEQ 
ID NO: 192; SEQ ID NO: 193; SEQ ID NO: 194; SEQ ID NO: 195; SEQ ID NO: 196; 
SEQ ID NO: 197; SEQ ID NO: 198; SEQ ID NO: 199; SEQ ID NO: 200; SEQ ID NO: 
201; SEQ ID NO: 202; SEQ ID NO: 203; SEQ ID NO: 204; SEQ ID NO: 205; SEQ ID 
NO: 206; SEQ ID NO: 207; SEQ ID NO: 208; SEQ ID NO: 209; SEQ ID NO: 210; and 
SEQ ID NO: 211. 

6. A mammary epithelial cell gene expression profile comprising one or more nucleic acid 
sequences substantially homologous to a nucleic acid sequence or complementary 
sequence thereof selected from the group selected from the group consisting of SEQ ID 
NO: 78; SEQ ID NO: 212; SEQ ID NO: 213; SEQ ID NO: 216; SEQ ID NO: 225; SEQ 
ID NO: 226; SEQ ID NO: 227; SEQ ID NO: 239; SEQ ID NO: 271; SEQ ID NO: 285; 
and SEQ ID NO: 289. 

7. A bronchial epithelial cell gene expression profile comprising one or more nucleic acid 
sequences substantially homologous to a nucleic acid sequence or complementary 
sequence thereof selected from the group selected from the group consisting of SEQ ID 
NO: 27; SEQ ID NO: 131; SEQ ID NO: 150; SEQ ID NO: 169; SEQ ID NO: 214; SEQ 
ID NO: 215; SEQ ID NO: 223; SEQ ID NO: 224; SEQ ID NO: 241; SEQ ID NO: 243; 
SEQ ID NO: 244; SEQ ID NO: 255; SEQ ID NO: 256; SEQ ID NO: 261 ; and SEQ ID 
NO: 314. 



154 



WO 02/074979 



PCTAJS02/08456 



8. A prostate epithelial cell gene expression profile comprising one or more nucleic acid 
sequences substantially homologous to a nucleic acid sequence or complementary 
sequence thereof selected from the group selected from the group consisting of SEQ ID 
NO: 64; SEQ ID NO: 217; SEQ ID NO: 218; SEQ ID NO: 259; SEQ ID NO: 293; SEQ 
ID NO: 302; and SEQ ID NO: 320. 

9. A renal cortical epithelial cell gene expression profile comprising one or more nucleic 
acid sequences substantially homologous to a nucleic acid sequence or complementary 
sequence thereof selected from the group selected from the group consisting of SEQ ID 
NO: 49; SEQ ID NO: 57; SEQ ID NO: 104; SEQ ID NO: 123; SEQ ID NO: 160; SEQ ID 
NO: 165; SEQ ID NO: 166; SEQ ID NO: 219; SEQ ID NO: 267; SEQ JD NO: 270; SEQ 
ID NO: 279; SEQ ID NO: 280; SEQ ID NO: 283; SEQ ID NO: 291; SEQ ID NO: 305; 
SEQ ID NO: 307; SEQ ID NO: 310; SEQ ID NO: 313; SEQ ID NO: 325; SEQ ID NO: 
326; and SEQ ID NO: 327. 

10. A renal proximal tubule epithelial cell gene expression profile comprising one or more 
nucleic acid sequences substantially homologous to a nucleic acid sequence or 
complementary sequence thereof selected from the group selected from the group 
consisting of SEQ ID NO: 106; SEQ ID NO: 138; SEQ ID NO: 158; SEQ ID NO: 228; 
SEQ ID NO: 236; SEQ ID NO: 242; SEQ ID NO: 250; SEQ ID NO: 258; SEQ ID NO: 
260; SEQ ID NO: 262; SEQ ID NO: 266; SEQ ID NO: 272; SEQ ID NO: 273; SEQ ID 
NO: 274; SEQ ID NO: 275; SEQ ID NO: 276; SEQ ID NO: 278; SEQ ID NO: 284; SEQ 
ID NO: 288; SEQ ID NO: 295; SEQ ID NO: 296; SEQ ID NO: 297; SEQ ID NO: 299; 
SEQ ID NO: 300; SEQ ID NO: 301; SEQ ID NO: 306; SEQ ID NO: 308; SEQ ID NO: 
309; SEQ ID NO: 311; SEQ ID NO: 316; SEQ ID NO: 318; SEQ ID NO: 321; SEQ ID 
NO: 322; SEQ ID NO: 328; and SEQ ID NO: 329. 

1 1 . A small airway epithelial cell gene expression profile comprising one or more nucleic 
acid sequences substantially homologous to a nucleic acid sequence or complementary 
sequence thereof selected from the group selected from the group consisting of SEQ ID 
NO: 173; SEQ ID NO: 174; SEQ ID NO: 183; SEQ ID NO: 220; SEQ ID NO: 221; SEQ 
ID NO: 222; SEQ ID NO: 229; SEQ ID NO: 230; SEQ ID NO: 231; SEQ ID NO: 232; 
SEQ ID NO: 233; SEQ ID NO: 234; SEQ ID NO: 235; SEQ ID NO: 237; SEQ ID NO: 
238; SEQ ID NO: 240; SEQ ID NO: 245; SEQ ID NO: 246; SEQ ID NO: 247; SEQ ID 
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NO: 248; SEQ ID NO: 249; SEQ ID NO: 251; SEQ ID NO: 252; SEQ ID NO: 254; SEQ 
ID NO: 257; SEQ ID NO: 263; SEQ ID NO: 264; SEQ ID NO: 265; SEQ ID NO: 268; 
SEQ ID NO: 269; SEQ ID NO: 270; SEQ ED NO: 277; SEQ ID NO: 281; SEQ ID NO: 
282; SEQ ID NO: 286; SEQ ID NO: 287; SEQ ID NO: 290; SEQ ID NO: 294; SEQ ID 
NO: 298; SEQ ID NO: 303; SEQ ID NO: 312; SEQ ID NO: 315; SEQ ID NO: 317; and 
SEQ ID NO: 319. 

12. A renal epithelial cell gene expression profile comprising one or more nucleic acid 
sequences substantially homologous to a nucleic acid sequence or complementary 
sequence thereof selected from the group selected from the group consisting of SEQ ID 
NO: 37; SEQ ID NO: 253; SEQ ID NO: 304; SEQ ID NO: 323; and SEQ ID NO: 324. 

13. A gene expression profile comprising one or more genes, wherein said gene expression 
profile is generated from a cell type selected from the group consisting of coronary artery 
endothelium, umbilical artery endothelium, umbilical vein endothelium, aortic 
endothelium, dermal microvascular endothelium, pulmonary artery endothelium, 
myometrium microvascular endothelium, keratinocyte epithelium, bronchial epithelium, 
mammary epithelium, prostate epithelium, renal cortical epithelium, renal proximal 
tubule epithelium, small airway epithelium, renal epithelium, umbilical artery smooth 
muscle, neonatal dermal fibroblast, pulmonary artery smooth muscle, dermal fibroblast, 
neural progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, mesangial cells, 
coronary artery smooth muscle, bronchial smooth muscle, uterine smooth muscle, lung 
fibroblast, osteoblasts, and prostate stromal cells. 

14. A microarray comprising an endothelial cell gene expression profile comprising one or 
more nucleic acid sequences substantially homologous to a nucleic acid sequence or 
complementary sequence thereof, or portions of said nucleic acid sequence or 
complementary sequence thereof, selected from the group consisting of SEQ ID NO: 1 ; 
SEQ ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; SEQ ID 
NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID NO: 11; SEQ ID NO: 
12; SEQ ID NO: 13; SEQ ID NO: 14; SEQ ID NO: 15; SEQ ID NO: 16; SEQ ID NO: 17; 
SEQ ID NO: 18; SEQ ID NO: 19; SEQ ID NO: 20; SEQ ID NO: 21; SEQ ID NO: 22; 
SEQ ID NO: 23; SEQ ID NO: 48; SEQ ID NO: 63; SEQ ID NO: 70; SEQ ID NO: 82; 
SEQ ID NO: 94; and SEQ ID NO: 144. 
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15. A microarray comprising muscle cell gene expression profile comprising one or more 
nucleic acid sequences substantially homologous to a nucleic acid sequence or 
complementary sequence thereof, or portions of said nucleic acid sequence or 
complementary sequence thereof, selected from the group consisting of SEQ ID NO: 24; 
SEQ ID NO: 25; SEQ ID NO: 26; SEQ ID NO: 27; SEQ ID NO: 28; SEQ ID NO: 29; 
SEQ ID NO: 30; SEQ ID NO: 31; SEQ ID NO: 32; SEQ ID NO: 33; SEQ ID NO: 34; 
SEQ ID NO: 35; SEQ ID NO: 36; SEQ ID NO: 37; SEQ ID NO: 39; SEQ ID NO: 40; 
SEQ ID NO: 41; SEQ ID NO: 42; SEQ ID NO: 54; SEQ ID NO: 55; and SEQ ID NO: 
69. 



16. A microarray comprising a primary cell gene expression profile comprising one or more 
nucleic acid sequences substantially homologous to a nucleic acid sequence or 
complementary sequence thereof, or portions of said nucleic acid sequence or 
complementary sequence thereof, selected from the group consisting of SEQ ID NO: 1; 
SEQ ID NO: 2; SEQ ID NO: 3; SEQ ID NO: 4; SEQ ID NO: 5; SEQ ID NO: 6; SEQ ID 
NO: 7; SEQ ID NO: 8; SEQ ID NO: 9; SEQ ID NO: 10; SEQ ID NO: 1 1 ; SEQ ID NO: 



12; SEQ ID NO: 13; SEQ ID NO 
SEQ ID NO: 18; SEQ ID NO: 19 
SEQ ID NO: 23; SEQ ID NO: 24 
SEQ ID NO: 28; SEQ ID NO: 29 
SEQ ID NO: 33; SEQ ID NO: 34 
SEQ ID NO: 39; SEQ ID NO: 40 
SEQ ID NO: 44; SEQ ID NO: 45 
SEQ ID NO: 49; SEQ ID NO: 50 
SEQ ID NO: 54; SEQ ID NO: 55 
SEQ ID NO: 59; SEQ ID NO: 60 
SEQ ID NO: 64; SEQ ID NO: 65 
SEQ ID NO: 69; SEQ ID NO: 70: 
SEQ ID NO: 74; SEQ ID NO: 75 
SEQ ID NO: 79; SEQ ID NO: 80; 
SEQ ID NO: 84; SEQ ID NO: 85 
SEQ ID NO: 89; SEQ ID NO: 90 
SEQ ID NO: 94; SEQ ID NO: 95 



14; SEQ ID NO 
SEQ ID NO: 20 
SEQ ID NO: 25 
SEQ ID NO: 30 
SEQ ID NO: 35 
SEQ ID NO: 41 
SEQ ID NO: 46 
SEQ ID NO: 51 
SEQ ID NO: 56 
SEQ ID NO: 61 
SEQ ID NO: 66 
SEQ ID NO: 71 
SEQ ID NO: 76 
SEQ ID NO: 81 
SEQ ID NO: 86 
SEQ ID NO: 91 
SEQ ID NO: 96 



15; SEQ ID NO 
SEQ ID NO: 21 
SEQ ID NO: 26 
SEQ ID NO: 31 
SEQ ID NO: 36 
SEQ ID NO: 42 
SEQ ID NO: 47 
SEQ ID NO: 52 
SEQ ID NO: 57 
SEQ ID NO: 62 
SEQ ID NO: 67 
SEQ ID NO: 72 
SEQ ID NO: 77 
SEQ ID NO: 82 
SEQ ID NO: 87 
SEQ ID NO: 92 
SEQ ID NO: 97 



16; SEQ ID NO 
SEQ ID NO: 22 
SEQ ID NO: 27 
SEQ ID NO: 32 
SEQ ID NO: 37 
SEQ ID NO: 43 
SEQ ID NO: 48 
SEQ ID NO: 53 
SEQ ID NO: 58 
SEQ ID NO: 63 
SEQ ID NO: 68 
SEQ ID NO: 73 
SEQ ID NO: 78 
SEQ ID NO: 83 
SEQ ID NO: 88 
SEQ ID NO: 93 
SEQ ID NO: 98 



17; 
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SEQ ED NO: 99; SEQ ID NO: 100; SEQ ID NO: 101; SEQ ID NO: 102; SEQ ID NO: 
103; SEQ ID NO: 104; SEQ ID NO: 105; SEQ ID NO: 106; SEQ ID NO: 107; SEQ ID 
NO: 108; SEQ ID NO: 109; SEQ ID NO: 1 10; SEQ ID NO: 1 1 1; SEQ ID NO: 1 12; SEQ 
ID NO: 113; SEQ ID NO: 114; SEQ ID NO: 115; SEQ ID NO: 116; SEQ ID NO: 118; 
SEQ ID NO: 119; SEQ ID NO: 120; SEQ ID NO: 121; SEQ ID NO: 122; SEQ ID NO: 
123; SEQ ID NO: 124; SEQ ID NO: 125; SEQ ID NO: 126; SEQ ID NO: 127; SEQ ID 
NO: 128; SEQ ID NO: 129; SEQ ID NO: 130; SEQ ID NO: 131; SEQ ID NO: 132; SEQ 
ID NO: 133; SEQ ID NO: 134; SEQ ID NO: 135; SEQ ID NO: 136; SEQ ID NO: 137; 
SEQ ID NO: 138; SEQ ID NO: 139; SEQ ID NO: 140; SEQ ID NO: 141; SEQ ID NO: 
142; SEQ ID NO: 143; SEQ ID NO: 144; SEQ ID NO: 145; SEQ ID NO: 146; SEQ ID 
NO: 147; SEQ ID NO: 148; SEQ ID NO: 149; SEQ ID NO: 150; SEQ ID NO: 151; SEQ 
ID NO: 152; SEQ ID NO: 153; SEQ ID NO: 154; SEQ ID NO: 155; SEQ ID NO: 156; 
SEQ ID NO: 157; SEQ ID NO: 158; SEQ ID NO: 159; SEQ ID NO: 160; SEQ ID NO: 
161;SEQIDNO: 162; SEQ ID NO: 163;SEQIDNO: 164; SEQ ID NO: 165; SEQ ID 
NO: 166; SEQ ID NO: 167; SEQ ID NO: 168; SEQ ID NO: 169; SEQ ID NO: 170; SEQ 
ID NO: 171; SEQ ID NO: 172; SEQ ID NO: 173; SEQ ID NO: 174; SEQ ID NO: 175; 
SEQ ID NO: 176; SEQ ID NO: 177; SEQ ID NO: 178; SEQ ID NO: 179; SEQ ED NO: 
180; SEQ ID NO: 181; SEQ ID NO: 182; SEQ ID NO: 183; SEQ ID NO: 184; SEQ ID 
NO: 1 85; and SEQ ID NO: 186. 

17. A microarray comprising an epithelial cell gene expression profile comprising one or 
more nucleic acid sequences substantially homologous to a nucleic acid sequence or 
complementary sequence thereof, or portions of said nucleic acid sequence or 
complementary sequence thereof , selected from die group consisting of SEQ ED NO: 47; 
SEQ ID NO: 60; SEQ ID NO:67; SEQ ID NO: 73; SEQ ED NO: 75; SEQ ID NO: 76; 
SEQ ED NO: 77; SEQ ID NO: 78; SEQ ID NO: 80; SEQ ID NO: 96; SEQ ID NO: 98; 
SEQ ED NO: 99; SEQ ID NO: 1 1 1; SEQ ID NO: 112; SEQ ID NO: 123; SEQ ID NO: 
127; SEQ ID NO: 131; SEQ ID NO: 150; SEQ ID NO: 153; SEQ ID NO: 154; SEQ ID 
NO: 155; SEQ ED NO: 156; SEQ ID NO: 157; SEQ ID NO: 158; SEQ ID NO: 159; SEQ 
ID NO: 160; SEQ ID NO: 161; SEQ ID NO: 162; SEQ ID NO: 163; SEQ ID NO: 164; 
SEQ ED NO: 165; SEQ ID NO: 166; SEQ ID NO: 167; SEQ ID NO: 168; SEQ ID NO: 
169; SEQ ID NO: 170; SEQ ID NO: 171; SEQ ID NO: 172; SEQ ID NO: 173; SEQ ED 
NO: 174; SEQ ID NO: 175; SEQ ID NO: 176; SEQ ID NO: 177; SEQ ID NO: 178; SEQ 
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ID NO: 179; SEQ ID NO: 180; SEQ ID NO: 181; SEQ ID NO: 182; SEQ ID NO: 183; 
SEQ ID NO: 184; SEQ ID NO: 185; and SEQ ID NO: 186. 

18. A microarray comprising a keratinocyte epithelial cell gene expression profile comprising 
one or more nucleic acid sequences substantially homologous to a nucleic acid sequence 
or complementary sequence thereof, or portions of said nucleic acid sequence or 
complementary sequence thereof, selected from the group consisting of SEQ ID NO: 187; 
SEQ ID NO: 188; SEQ ID NO: 189; SEQ ID NO: 190; SEQ ID NO: 191; SEQ ID NO: 
192; SEQ ID NO: 193; SEQ ID NO: 194; SEQ ID NO: 195; SEQ ID NO: 196; SEQ ID 
NO: 197; SEQ ID NO: 198; SEQ ID NO: 199; SEQ ID NO: 200; SEQ ID NO: 201; SEQ 
ID NO: 202; SEQ ID NO: 203; SEQ ID NO: 204; SEQ ID NO: 205; SEQ ID NO: 206; 
SEQ ID NO: 207; SEQ ID NO: 208; SEQ ID NO: 209; SEQ ID NO: 210; and SEQ ED 
NO: 211. 

19. A microarray comprising a mammary epithelial cell gene expression profile comprising 
one or more nucleic acid sequences substantially homologous to a nucleic acid sequence 
or complementary sequence thereof, or portions of said nucleic acid sequence or 
complementary sequence thereof, selected from the group consisting of SEQ ID NO: 78; 
SEQ ID NO: 212; SEQ ID NO: 213; SEQ ID NO: 216; SEQ ID NO: 225; SEQ ID NO: 
226; SEQ ID NO: 227; SEQ ID NO: 239; SEQ ID NO: 271; SEQ ID NO: 285; and SEQ 
ID NO: 289. 

20. A microarray comprising a bronchial epithelial cell gene expression profile comprising 
one or more nucleic acid sequences substantially homologous to a nucleic acid sequence 
or complementary sequence thereof, or portions of said nucleic acid sequence or 
complementary sequence thereof, selected from the group consisting of SEQ ID NO: 27; 
SEQ ID NO: 131; SEQ ID NO: 150; SEQ ID NO: 169; SEQ ID NO: 214; SEQ ID NO: 
215; SEQ ID NO: 223; SEQ ID NO: 224; SEQ ID NO: 241; SEQ ID NO: 243; SEQ ID 
NO: 244; SEQ ID NO: 255; SEQ ID NO: 256; SEQ ID NO: 261; and SEQ ID NO: 314. 

21. A microarray comprising a prostate epithelial cell gene expression profile comprising one 
or more nucleic acid sequences substantially homologous to a nucleic acid sequence or 
complementary sequence thereof, or portions of said nucleic acid sequence or 
complementary sequence thereof, selected from the group consisting of SEQ ID NO: 64; 
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SEQ JD NO: 217; SEQ ID NO: 218; SEQ ID NO: 259; SEQ ID NO: 293; SEQ ID NO: 
302; and SEQ ID NO: 320. 

22. A microarray comprising a renal cortical epithelial cell gene expression profile 
comprising one or more nucleic acid sequences substantially homologous to a nucleic 
acid sequence or complementary sequence thereof, or portions of said nucleic acid 
sequence or complementary sequence thereof, selected from the group consisting of SEQ 
ID NO: 49; SEQ ID NO: 57; SEQ ID NO: 104; SEQ ID NO: 123; SEQ ID NO: 160; SEQ 
ID NO: 165; SEQ ID NO: 166; SEQ ID NO: 219; SEQ ID NO: 267; SEQ ID NO: 270; 
SEQ ID NO: 279; SEQ ID NO: 280; SEQ ID NO: 283; SEQ ID NO: 291 ; SEQ ID NO: 
305; SEQ ID NO: 307; SEQ ID NO: 310; SEQ ID NO: 313; SEQ ID NO: 325; SEQ ID 
NO: 326; and SEQ ID NO: 327. 

23. A microarray comprising renal proximal tubule epithelial cell gene expression profile 
comprising one or more nucleic acid sequences substantially homologous to a nucleic 
acid sequence or complementary sequence thereof, or portions of said nucleic acid 
sequence or complementary sequence thereof, selected from the group consisting of SEQ 
ID NO: 106; SEQ ID NO: 138; SEQ ID NO: 158; SEQ ID NO: 228; SEQ ID NO: 236; 
SEQ ID NO: 242; SEQ ID NO: 250; SEQ ID NO: 258; SEQ ID NO: 260; SEQ ID NO: 
262; SEQ ID NO: 266; SEQ ID NO: 272; SEQ ID NO: 273; SEQ ID NO: 274; SEQ ID 
NO: 275; SEQ ID NO: 276; SEQ ID NO: 278; SEQ ID NO: 284; SEQ ID NO: 288; SEQ 
ID NO: 295; SEQ ED NO: 296; SEQ ED NO: 297; SEQ ED NO: 299; SEQ ED NO: 300; 
SEQ ED NO: 301; SEQ ID NO: 306; SEQ ED NO: 308; SEQ ED NO: 309; SEQ ED NO: 
31 i; SEQ jlD NO: 3i6; SEQ ID NO: 318; SEQ ED NO: 321; SEQ ED NO: 322; SEQ ED 
NO: 328; and SEQ ED NO: 329. 

24. A microarray comprising a small airway epithelial cell gene expression profile 
comprising one or more nucleic acid sequences substantially homologous to a nucleic 
acid sequence or complementary sequence thereof, or portions of said nucleic acid 
sequence or complementary sequence thereof, selected from the group consisting of SEQ 
ID NO: 173; SEQ ID NO: 174; SEQ ED NO: 183; SEQ ID NO: 220; SEQ ED NO: 221; 
SEQ ID NO: 222; SEQ ED NO: 229; SEQ ED NO: 230; SEQ ID NO: 23 1 ; SEQ ED NO: 
232; SEQ ED NO: 233; SEQ ID NO: 234; SEQ ED NO: 235; SEQ ED NO: 237; SEQ ED 
NO: 238; SEQ ED NO: 240; SEQ ED NO: 245; SEQ ID NO: 246; SEQ ID NO: 247; SEQ 
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ID NO: 248; SEQ ID NO: 249; SEQ ID NO: 251; SEQ ID NO: 252; SEQ ID NO: 254; 
SEQ ID NO: 257; SEQ ID NO: 263; SEQ ID NO: 264; SEQ ID NO: 265; SEQ ID NO: 
268; SEQ ID NO: 269; SEQ ID NO: 270; SEQ ID NO: 277; SEQ ID NO: 281; SEQ ID 
NO: 282; SEQ ID NO: 286; SEQ ID NO: 287; SEQ ID NO: 290; SEQ ID NO: 294; SEQ 
ID NO: 298; SEQ ID NO: 303; SEQ ID NO: 312; SEQ ID NO: 315; SEQ ID NO: 317; 
and SEQ ID NO: 319. 

25. A microarray comprising a renal epithelial cell gene expression profile comprising one or 
more nucleic acid sequences substantially homologous to a nucleic acid sequence or 
complementary sequence thereof, or portions of said nucleic acid sequence or 
complementary sequence thereof, selected from the group consisting of SEQ ID NO: 37; 
SEQ ID NO: 253; SEQ ID NO: 304; SEQ ID NO: 323; and SEQ ID NO: 324. 

26. A microarray comprising one or more nucleic acid sequences substantially homologous to 
a nucleic acid sequence or complementary sequence thereof, or portions of said nucleic 
acid sequence or complementary sequence thereof, selected from the group consisting of 
SEQ ID NO: 27; SEQ ID NO: 37; SEQ ID NO: 49; SEQ ID NO: 57; SEQ ID NO: 64; 
SEQ ID NO: 70; SEQ ID NO: 78; SEQ ID NO: 104; SEQ ID NO: 106; SEQ ID NO: 123; 
SEQ ID NO: 131; SEQ ID NO: 138; SEQ ID NO: 150; SEQ ID NO: 158; SEQ ID NO: 
160; SEQ ID NO: 165; SEQ ID NO: 166; SEQ ID NO: 169; SEQ ID NO: 173; SEQ ID 
NO: 174; SEQ ID NO: 183; SEQ ID NO: 187; SEQ ID NO: 188; SEQ ID NO: 189; SEQ 
ID NO: 190; SEQ ID NO: 191; SEQ ID NO: 192; SEQ ID NO: 193; SEQ ID NO: 194; 
SEQ ID NO: 195; SEQ ID NO: 196; SEQ ID NO: 197; SEQ ID NO: 198; SEQ ID NO: 
199; SEQ ID NO: 200; SEQ ID NO: 201; SEQ ID NO: 202; SEQ ID NO: 203; SEQ ID 
NO: 204; SEQ ID NO: 205; SEQ ID NO: 206; SEQ ID NO: 207; SEQ ID NO: 208; SEQ 
ID NO: 209; SEQ ID NO: 210; SEQ ID NO: 211; SEQ ID NO: 212; SEQ ID NO: 213; 
SEQ ID NO: 214; SEQ ID NO: 215; SEQ ID NO: 216; SEQ ID NO: 217; SEQ ID NO: 
218; SEQ ID NO: 219; SEQ ID NO: 220; SEQ ID NO: 221; SEQ ID NO: 222; SEQ ID 
NO: 223; SEQ ID NO: 224; SEQ ID NO: 225; SEQ ID NO: 226; SEQ ED NO: 227; SEQ 
ID NO: 228; SEQ ID NO: 229; SEQ ID NO: 230; SEQ ID NO: 23 1 ; SEQ ED NO: 232; 
SEQ ID NO: 233; SEQ ID NO: 234; SEQ ID NO: 235; SEQ ID NO: 236; SEQ ED NO: 
237; SEQ ED NO: 238; SEQ ID NO: 239; SEQ ID NO: 240; SEQ ID NO: 241; SEQ ID 
NO: 242; SEQ ID NO: 243; SEQ ID NO: 244; SEQ ID NO: 245; SEQ ED NO: 246; SEQ 
ID NO: 247; SEQ ID NO: 248; SEQ ID NO: 249; SEQ ID NO: 250; SEQ ED NO: 251; 
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SEQ ID NO: 252; SEQ ID NO: 253; SEQ ID NO: 254; SEQ ID NO: 255; SEQ ID NO: 
256; SEQ ID NO: 257; SEQ ID NO: 258; SEQ ID NO: 259; SEQ ID NO: 260; SEQ ID 
NO: 261; SEQ ID NO: 262; SEQ ID NO: 263; SEQ ID NO: 264; SEQ ID NO: 265; SEQ 
ID NO: 266; SEQ ID NO: 267; SEQ ID NO: 268; SEQ ID NO: 269; SEQ ID NO: 270; 
SEQ ID NO: 271; SEQ ID NO: 272; SEQ ID NO: 273; SEQ ID NO: 274; SEQ ID NO: 
275; SEQ ID NO: 276; SEQ ID NO: 277; SEQ ID NO: 278; SEQ ID NO: 279; SEQ ID 
NO: 280; SEQ ID NO: 281; SEQ ID NO: 282; SEQ ID NO: 283; SEQ ID NO: 284; SEQ 
ID NO: 285; SEQ ID NO: 286; SEQ ID NO: 287; SEQ ID NO: 288; SEQ ID NO: 289; 
SEQ ID NO: 290; SEQ ID NO: 291 ; SEQ ID NO: 293; SEQ ID NO: 294; SEQ ID NO: 
295; SEQ ID NO: 296; SEQ ID NO: 297; SEQ ID NO: 298; SEQ ID NO: 299; SEQ ID 
NO: 300; SEQ ID NO: 301; SEQ ID NO: 302; SEQ ID NO: 303; SEQ ID NO: 304; SEQ 
ID NO: 305; SEQ ID NO: 306; SEQ ID NO: 307; SEQ ID NO: 308; SEQ ID NO: 309; 
SEQ ID NO: 310; SEQ ID NO: 31 1; SEQ ID NO: 312; SEQ ID NO: 313; SEQ ID NO: 
314; SEQ ID NO: 315; SEQ ID NO: 316; SEQ ID NO: 317; SEQ ID NO: 318; SEQ ID 
NO: 320; SEQ ID NO: 321; SEQ ID NO: 322; SEQ ID NO: 323; SEQ ID NO: 324; SEQ 
ID NO: 325; SEQ ID NO: 326; SEQ ID NO: 327; SEQ ID NO: 328; and SEQ ID NO: 
329. 

27. A microarray comprising a gene expression profile comprising one or more genes or 
oligonucleotide probes obtained therefrom, wherein said gene expression profile is 
generated from a cell type selected from the group comprising coronary artery 
endothelium, umbilical artery endothelium, umbilical vein endothelium, aortic 
endothelium, dermal microvascular endothelium, pulmonary artery endothelium, 
myometrium microvascular endothelium, keratinocyte epithelium, bronchial epithelium, 
mammary epithelium, prostate epithelium, renal cortical epithelium, renal proximal 
tubule epithelium, small airway epithelium, renal epithelium, umbilical artery smooth 
muscle, neonatal dermal fibroblast, pulmonary artery smooth muscle, dermal fibroblast, 
neural progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, mesangial cells, 
coronary artery smooth muscle, bronchial smooth muscle, uterine smooth muscle, lung 
fibroblast, osteoblasts, and prostate stromal cells. 

28. A method of determining the level of RNA expression for a sample comprising the steps 
of: 
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determining the level of RNA expression for an RNA sample, wherein said RNA 
sample is amplified, fluorescently labeled, and hybridized to a microarray containing a 
plurality of nucleic acid sequences, and wherein said microarray is scanned for 
fluorescence; 

normalizing said expression level using an algorithm; and 

scoring said RNA sample against a gene expression profile database. 

29. The method of claim 28, wherein said RNA sample is obtained from a patient. 

30. The method of claim 29, wherein said RNA sample is selected from the group consisting 
of blood, urine, amniotic fluid, plasma, semen, bone marrow, and tissue biopsy. 

31. The method of claim 28, wherein said algorithm is the MaxCor algorithm. 

32. The method of claim 28, wherein said algorithm is the Mean Log Ratio algorithm. 

33. A method for constructing a gene expression profile comprising the steps of: 

hybridizing prepared RNA samples to at least one microarray containing a plurality of 
nucleic acid sequences representing human genes; 

obtaining an expression level for each of said plurality of nucleic acid sequences 
representing human genes on each of said at least one microarrays; and 

normalizing said expression level for each of said plurality of nucleic acid sequences 
representing human genes on each of said at least one microarrays to control standards. 

34. The method of claim 33 further comprising the steps of: 

applying an algorithm to each of said normalized gene expression levels; 
performing a correlation analysis for all of said normalized gene expression 
microarrays within a group of samples; 

establishing a gene expression profile; and 
validating the gene expression profile. 

35. The method of claim 34, wherein said algorithm is the MaxCor algorithm. 
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36. The method of claim 35, wherein applying said MaxCor algorithm to each of said 
normalized gene expression levels assigns a numeric value to each gene represented on 
said at least one microarray based upon expression level. 

37. The method of claim 36, wherein said numeric value is a number between the range of (- 

38. The method of claim 37, wherein a negative value of said numeric value represents a gene 
with relatively lower expression. 

39. The method of clam 37, wherein a zero value of said numeric value represents no relative 
gene expression difference. 

40. The method of claim 37, wherein a positive value of said numeric value represents a gene 
with relatively higher expression. 

41 . The method of claim 36, wherein said numeric value is a number between the range of (- 

42. The method of claim 41, wherein a negative value of said numeric value represents a gene 
with relatively lower expression. 

43. The method of clam 41 , wherein a zero value of said numeric value represents no relative 
gene expression difference. 

44. The method of claim 41 , wherein a positive value of said numeric value represents a gene 
with relatively higher expression. 

45. The method of claim 34, wherein said algorithm is the Mean Log Ratio algorithm. 

46. The method of claim 45, wherein applying said Mean Log Ratio algorithm to each of said 
gene expression microarrays assigns a numeric value to each gene contained on said 
microarray based upon expression level. 
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47. The method of claim 46, wherein said numeric value is between the range of (-1,+1). 

48. The method of claim 47, wherein a negative value of said numeric value represents a gene 
with relatively lower expression. 

49. The method of claim 47, wherein a zero value of said numeric value represents no relative 
gene expression difference. 

50. The method of claim 47, wherein a positive value of said numeric value represents a gene 
with relatively hi gher expression. 

51 . The method of claim 46, wherein said numeric value is a number between the range of (- 
2>+2). 

52. The method of claim 51 , wherein a negative value of said numeric value represents a gene 
with relatively lower expression. 

53. The method of clam 51, wherein a zero value of said numeric value represents no relative 
gene expression difference. 

54. The method of claim 51, wherein a positive value of said numeric value represents a gene 
with relatively higher expression. 

55. A method, in a computer system, for constructing and analyzing a gene expression profile 
comprising the steps of: 

inputting gene expression data for each of a plurality of genes; 
normalizing expression data by transforming said data into log ratio values; 
filtering weak differential values; 

applying an algorithm to each of said normalized gene expression values; 
performing a classification analysis for all of said normalized gene expression values; 
establishing a gene expression profile; and 
validating the gene expression profile. 

56. The method of claim 55, wherein said algorithm is the MaxCor algorithm. 
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57. The method of claim 55, wherein said algorithm is the Mean Log Ratio algorithm. 

58. A computer program for constructing and analyzing a gene expression profile 
comprising: 

computer code that receives as input gene expression data for a plurality of genes; 
computer code that normalizes expression data by transforming said data into log ratio 
values; 

computer code that applies an algorithm to each of said normalized gene expression 
values; 

computer code that performs a correlation analysis for all of said normalized gene 
expression values; 

computer code that establishes and validates the gene expression profile; and 
computer readable medium that stores computer code. 

59. The computer program of claim 58, wherein said algorithm is the MaxCor algorithm. 

60. The computer program of claim 58, wherein said algorithm is the Mean Log Ratio 
algorithm. 

61. A method for determining the phenotype of a cell comprising the steps of 

applying an algorithm to extract a gene expression profile from gene expression data 
generated from said cell; and 

matching said gene expression profile to a gene expression profile generated from a 
cell of known phenotype. 

62. The method of claim 61, wherein said algorithm is the MaxCor algorithm. 

63. The method of claim 61, wherein said algorithm is the Mean Log Ratio algorithm. 

64. The method of claim 61, wherein said applying step comprises setting a cutoff value for 
expression relative to normalized values, wherein said cutoff value is at least about two- 
fold induction above the normalized values. 
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65. The method of claim 61, wherein said matching step is performed using a database 
comprising one or more gene expression profiles generated from cells of known 
phenotype. 

66. A method for distinguishing cell types comprising the step of matching a gene expression 
profile generated from a biological sample using an algorithm to a known gene 
expression profile of a specific cell type. 

67. The method of claim 66, wherein said algorithm is the MaxCor algorithm. 

68. The method of claim 66, wherein said algorithm is the Mean Log Ratio algorithm. 

69. The method of claim 66, wherein said specific cell type is selected from the group 
consisting of coronary artery endothelium, umbilical artery endothelium, umbilical vein 
endothelium, aortic endothelium, dermal microvascular endothelium, pulmonary artery 
endothelium, myometrium microvascular endothelium, keratinocyte epithelium, bronchial 
epithelium, mammary epithelium, prostate epithelium, renal cortical epithelium, renal 
proximal tubule epithelium, small airway epithelium, renal epithelium, umbilical artery 
smooth muscle, neonatal dermal fibroblast, pulmonary artery smooth muscle, dermal 
fibroblast, neural progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, 
mesangial cells, coronary artery smooth muscle, bronchial smooth muscle, uterine smooth 
muscle, lung fibroblast, osteoblasts, and prostate stromal cells. 

70. A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 1. 

7 1 . A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 2. 

72. A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 3. 
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73. A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 4 

74. A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 5 . 

75. A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 6. 

76. A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 7. 

77. A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 8. 

78. A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 9. 

79. A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 10. 

80. A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 11. 
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81. A microarray comprising one or more protein-capture agents that specifically bind to all 
or a portion of one or more of the proteins encoded by the genes comprising the gene 
expression profile of claim 12. 

82. A method for determining the phenotype of a cell comprising the steps of 

applying an algorithm to extract a protein expression profile from protein expression 
data generated from said cell; and 

matching said protein expression profile to a protein expression profile generated 
from a cell of known phenotype. 

83. The method of claim 82, wherein said algorithm is the Max Cor algorithm. 

84. The method of claim 82, wherein said algorithm is the Mean Log Ratio algorithm. 

85. The method of claim 82, wherein said applying step comprises setting a cutoff value for 
expression relative to normalized values, wherein said cutoff value is at least about two- 
fold induction above the normalized values. 

86. The method of claim 82, wherein said matching step is performed using a database 
comprising one or more protein expression profiles generated from cells of known 
phenotype. 

87. A method for distinguishing cell types comprising the step of matching a protein 
expression profile generated from a biological sample using an algorithm to a known 
protein expression profile of a specific cell type. 

88. The method of claim 87, wherein said algorithm is the MaxCor algorithm. 

89. The method of claim 87, wherein said algorithm is the Mean Log Ratio algorithm. 

90. The method of claim 87, wherein said specific cell type is selected from the group 
consisting of coronary artery endothelium, umbilical artery endothelium, umbilical vein 
endothelium, aortic endothelium, dermal microvascular endothelium, pulmonary artery 
endothelium, myometrium microvascular endothelium, keratinocyte epithelium, bronchial 
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epithelium, mammary epithelium, prostate epithelium, renal cortical epithelium, renal 
proximal tubule epithelium, small airway epithelium, renal epithelium, umbilical artery 
smooth muscle, neonatal dermal fibroblast, pulmonary artery smooth muscle, dermal 
fibroblast, neural progenitor cells, skeletal muscle, astrocytes, aortic smooth muscle, 
mesangial cells, coronary artery smooth muscle, bronchial smooth muscle, uterine smooth 
muscle, lung fibroblast, osteoblasts, and prostate stromal cells. 
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Figure 14 
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SEQUENCE LISTING 



SEQIDNOil 

>gi|32623|emb|X15606.1|HSICAM2 Human mRNA for ICAM-2, cell adhesion ligand for 
5 LFA-1 

CTAAAGATCTCCCTCCAGGCAGCCCTTGGCTGGTCCCTGCGAGCCCGTGGAGACT 
GCCAGAGATGTCCrCTTTCGGTTACAGGACCCTGACTGTGGCCCTCTTCACCCTG 
ATCTGCTGTCCAGGATCGGATGAGAAGGTATTCGAGGTACACGTGAGGCCAAAG 
AAGCTGGCGGTTGAGCCCAAAGGGTCCCTCGAGGTCAACTGCAGCACCACCTGT 

1 0 AACCAGCCTGAAGTGGGTGGTCTGGAGACCTCTCTAAATAAGATTCTGCTGGACG 
AACAGGCTCAGTGGAAACATTACTTGGTCTCAAACATCTCCCATGACACGGTCCT 
CCAATGCCACTTCACCTGCTCCGGGAAGCAGGAGTCAATGAATTCCAACGTCAGC 
GTGTACCAGCCTCCAAGGCAGGTCATCCTGACACTGCAACCCACTTTGGTGGCTG 
TGGGCAAGTCCTTCACCATTGAGTGCAGGGTGCCCACCGTGGAGCCCCTGGACA 

1 5 GCCTCACCCTCTTCCTGTTCCGTGGCAATGAGACTCTGCACTATGAGACCTTCGG 
GAAGGCAGCCCCTGCTCCGCAGGAGGCCACAGCCACATTCAACAGCACGGCTGA 
CAGAGAGGATGGCCACCGCAACTTCTCCTGCCTGGCTGTGCTGGACTTGATGTCT 
CGCGGTGGCAACATCTTTCACAAACACTCAGCCCCGAAGATGTTGGAGATCTATG 
AGCCTGTGTCGGACAGCCAGATGGTCATCATAGTCACGGTGGTGTCGGTGTTGCT 

20 GTCCCTGTTCGTGACATCTGTCCTGCTCTGCTTCATCTTCGGCCAGCACTTGCGCC 
AGCAGCGGATGGGCACCTACGGGGTGCGAGCGGCTTGGAGGAGGCTGCCCCAGG 
CCTTCCGGCCATAGCAACCATGAGTGGCATGGCCACCACCACGGTGGTCACTGG 
AACTCAGTGTGACTCCTCAGGGTTGAGGTCCAGCCCTGGCTGAAGGACTGTGACA 
GGCAGCAGAGACTTGGGACATTGCCTTTTCTAGCCCGAATACAAACACCTGGACT 

25 T 

SEQIDNO:2 

>gi|777 1 93|gb|R224 12.1 |R224 1 2 yh23b03.sl Soares placenta Nb2HP Homo sapiens cDNA 

clone IMAGE: 130541 3' similar to contains Alu repetitive element; 
30 TTTTTGCAAAGAGCAAAGGTCAAATTTATTTAATACAACATCCACGAGGGTCCCT 

GCAGCTNTGTCACTGAGGCAAACAGGAAAAGTGATTTTGGCTAGGCGTGGTTCTC 

ATCTGTGAAATTCCACAGCGCAATGACAGCAGCCTNTNTCCCACCCACTCAAGAC 
+« ACTNTCAGGAN'rGTN-TrAAGACCtCAGGAGACCANTTNm 

TTTTITGTTrTTTTTGAGATGGGNTTCTCACTCrGTCACTCAGGCTGG 
35 TGGCGCGATCTCCCGCTCACTANAACCNCCGTTTCCNGGGGGGTCAAGGGGNTA 

ATTTCACCTCAGGCCCTTG 

SEQIDNO:3 

>gi|37946|emb|X04385.1|HSVWFRl Human mRNA for pre-pro-von Willebrand factor 
40 GCAGCTGAGAGCATGGCCTAGGGTGGGCGGCACCATTGTCCAGCAGCTGAGTTT 
CCCAGGGACCTTGGAGATAGCCGCAGCCCTCATTTGCAGGGGAAGATGATTCCT 
GCCAGATTTGCCGGGGTGCTGCTTGCTCTGGCCCTCATTTTGCCAGGGACCCTTTG 
TGCAGAAGGAACTCGCGGCAGGTCATCCACGGCCCGATGCAGCCTTTTCGGAAG 
TGACTTCGTCAACACCTTTGATGGGAGCATGTACAGCTTTGCGGGATACTGCAGT 
45 TACCTCCTGGCAGGGGGCTGCCAGAAACGCTCCTTCTCGATTATTGGGGACTTCC 
AGAATGGCAAGAGAGTGAGCCTCTCCGTGTATCTTGGGGAATTTTTTGACATCCA 
TTTGTTTGTCAATGGTACCGTGACACAGGGGGACCAAAGAGTCTCCATGCCCTAT 
GCCTCCAAAGGGCTGTATCTAGAAACTGAGGCTGGGTACTACAAGCTGTCCGGT 
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GAGGCCTATGGCTTTGTGGCCAGGATCGATGGCAGCGGCAACTTTCAAGTCCTGC 
TGTCAGACAGATACTTCAACAAGACCTGCGGGCTGTGTGGCAACTTTAACATCTT 
TGCTGAAGATGACTTTATGACCCAAGAAGGGACCTTGACCTCGGACCCTTATGAC 
TTTGCCAACTCATGGGCTCTGAGCAGTGGAGAACAGTGGTGTGAACGGGCATCTC 
5 CTCCCAGCAGCTCATGCAACATCTCCTCTGGGGAAATGCAGAAGGGCCTGTGGG 
AGCAGTGCCAGCTTCTGAAGAGCACCTCGGTGTTTGCCCGCTGCCACCCTCTGGT 
GGACCCCGAGCCTTTTGTGGCCCTGTGTGAGAAGACTTTGTGTGAGTGTGCTGGG 
GGGCTGGAGTGCGCCTGCCCTGCCCTCCTGGAGTACGCCCGGACCTGTGCCCAGG 
AGGGAATGGTGCTGTACGGCTGGACCGACCACAGCGCGTGCAGCCCAGTGTGCC 

1 0 CTGCTGGTATGGAGTATAGGCAGTGTGTGTCCCCTTGCGCCAGGACCTGCCAGAG 
CCTGCACATCAATGAAATGTGTCAGGAGCGATGCGTGGATGGCTGCAGCTGCCCT 
GAGGGACAGCTCCTGGATGAAGGCCTCTGCGTGGAGAGCACCGAGTGTCCCTGC 
GTGCATTCCGGAAAGCGCTACCCTCCCGGCACCTCCCTCTCTCGAGACTGCAACA 
CCTGCATTTGCCGAAACAGCCAGTGGATCTGCAGCAATGAAGAATGTCCAGGGG 

1 5 AGTGCCTTGTCACAGGTCAATCAC ACTTCAAGAGCTTTGACAACAGATACTTCAC 
CTTCAGTGGGATCTGCCAGTACCTGCTGGCCCGGGATTGCCAGGACCACTCCTTC 
TCCATTGTCATTGAGACTGTCCAGTGTGCTGATGACCGCGACGCTGTGTGCACCC 
GCTCCGTCACCGTCCGGCTGCCTGGCCTGCACAACAGCCTTGTGAAACTGAAGCA 
TGGGGCAGGAGTTGCCATGGATGGCCAGGACGTCCAGCTCCCCCTCCTGAAAGG 

20 TGACCTCCGCATCCAGCATACAGTGACGGCCTCCGTGCGCCTCAGCTACGGGGAG 
GACCTGCAGATGGACTGGGATGGCCGCGGGAGGCTGCTGGTGAAGCTGTCCCCC 
GTCTATGCCGGGAAGACCTGCGGCCTGTGTGGGAATTACAATGGCAACCAGGGC 
GACGACTTCCTTACCCCCTCTGGGCTGGCGGAGCCCCGGGTGGAGGACTTCGGGA 
ACGCCTGGAAGCTGCACGGGGACTGCCAGGACCTGCAGAAGCAGCACAGCGATC 

25 CCTGCGCCCTCAACCCGCGCATGACCAGGTTCTCCGAGGAGGCGTGCGCGGTCCT 
GACGTCCCCCACATTCGAGGCCTGCCATCGTGCCGTCAGCCCGCTGCCCTACCTG 
CGGAACTGCCGCTACGACGTGTGCTCCTGCTCGGACGGCCGCGAGTGCCTGTGCG 
GCGCCCTGGCCAGCTATGCCGCGGCCTGCGCGGGGAGAGGCGTGCGCGTCGCGT 
GGCGCGAGCCAGGCCGCTGTGAGCTGAACTGCCCGAAAGGCCAGGTGTACCTGC 

30 AGTGCGGGACCCCCTGCAACCTGACCTGCCGCTCTCTCTCTTACCCGGATGAGGA 
ATGCAATGAGGCCTGCCTGGAGGGCTGCTTCTGCCCCCCAGGGCTCTACATGGAT 
GAGAGGGGGGACTGCGTGCCCAAGGCCCAGTGCCCCTGTTACTATGACGGTGAG 
ATCTTCCAGCCAGAAGACATCTTCTCAGACCATCACACCATGTGCTACTGTGAGG 

■■«»■ A^SGTTGATG® AGTGTAeCATGAGTGGAGTCGCCGGAAGCTTGCTGCCTGACGC 

35 TGTCCTCAGCAGTCCCCTGTCTCATCGCAGCAAAAGGAGCCTATCCTGTCGGCCC 
CCCATGGTCAAGCTGGTGTGTCCCGCTGACAACCTGCGGGCTGAAGGGCTCGAGT 
GTACCAAAACGTGCCAGAACTATGACCTGGAGTGCATGAGCATGGGCTGTGTCT 
CTGGCTGCCTCTGCCCCCCGGGCATGGTCCGGCATGAGAACAGATGTGTGGCCCT 
GGAAAGGTGTCCCTGCTTCCATCAGGGCAAGGAGTATGCCCCTGGAGAAACAGT 

40 GAAGATTGGCTGCAACACTTGTGTCTGTCGGGACCGGAAGTGGAACTGCACAGA 
CCATGTGTGTGATGCCACGTGCTCCACGATCGGCATGGCCCACTACCTCACCTTC 
GACGGGCTCAAATACCTGTTCCCCGGGGAGTGCCAGTACGTTCTGGTGCAGGATT 
ACTGCGGCAGTAACCCTGGGACCTTTCGGATCCTAGTGGGGAATAAGGGATGCA 
GCCACCCCTCAGTGAAATGCAAGAAACGGGTCACCATCCTGGTGGAGGGAGGAG 

45 AGATTGAGCTGTTTGACGGGGAGGTGAATGTGAAGAGGCCCATGAAGGATGAGA 
CTCACTTTGAGGTGGTGGAGTCTGGCCGGTACATCATTCTGCTGCTGGGCAAAGC 
CCTCTCCGTGGTCTGGGACCGCCACCTGAGCATCTCCGTGGTCCTGAAGCAGACA 
TACCAGGAGAAAGTGTGTGGCCTGTGTGGGAATTTTGATGGCATCCAGAACAAT 
GACCTCACCAGCAGCAACCTCCAAGTGGAGGAAGACCCTGTGGACTTTGGGAAC 
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TCCTGGAAAGTGAGCTCGCAGTGTGCTGACACCAGAAAAGTGCCTCTGGACTCAT 
CCCCTGCCACCTGCCATAACAACATCATGAAGCAGACGATGGTGGATTCCTCCTG 
TAGAATCCTTACCAGTGACGTCTTCCAGGACTGCAACAAGCTGGTGGACCCCGAG 
CCATATCTGGATGTCTGCATTTACGACACCTGCTCCTGTGAGTCCATTGGGGACT 
5 GCGCCTGCTTCTGCGACACCATTGCTGCCTATGCCCACGTGTGTGCCCAGCATGG 
CAAGGTGGTGACCTGGAGGACGGCCACATTGTGCCCCCAGAGCTGCGAGGAGAG 
GAATCTCCGGGAGAACGGGTATGAGTGTGAGTGGCGCTATAACAGCTGTGCACC 
TGCCTGTCAAGTCACGTGTCAGCACCCTGAGCCACTGGCCTGCCCTGTGCAGTGT 
GTGGAGGGCTGCCATGCCCACTGCCCTCCAGGGAAAATCCTGGATGAGCTTTTGC 

10 AGACCTGCGTTGACCCTGAAGACTGTCCAGTGTGTGAGGTGGCTGGCCGGCGTTT 
TGCCTCAGGAAAGAAAGTCACCTTGAATCCCAGTGACCCTGAGCACTGCCAGATT 
TGCCACTGTGATGTTGTCAACCTCACCTGTGAAGCCTGCCAGGAGCCGGGAGGCC 
TGGTGGTGCCTCCCACAGATGCCCCGGTGAGCCCCACCACTCTGTATGTGGAGGA 
CATCTCGGAACCGCCGTTGCACGATTTCTACTGCAGCAGGCTACTGGACCTGGTC 

15 TTCCTGCTGGATGGCTCCTCCAGGCTGTCCGAGGCTGAGTTTGAAGTGCTGAAGG 
CCTTTGTGGTGGACATGATGGAGCGGCTGCGCATCTCCCAGAAGTGGGTCCGCGT 
GGCCGTGGTGGAGTACCACGACGGCTCCCACGCCTACATCGGGCTCAAGGACCG 
GAAGCGACCGTCAGAGCTGCGGCGCATTGCCAGCCAGGTGAAGTATGCGGGCAG 
CCAGGTGGCCTCCACCAGCGAGGTCTTGAAATACACACTGTTCCAAATCTTCAGC 

20 AAGATCGACCGCCCTGAAGCCTCCCGCATCGCCCTGCTCCTGATGGCCAGCCAGG 
AGCCCCAACGGATGTCCCGGAACTTTGTCCGCTACGTCCAGGGCCTGAAGAAGA 
AGAAGGTCATTGTGATCCCGGTGGGCATTGGGCCCCATGCCAACCTCAAGCAGA 
TCCGCCTCATCGAGAAGCAGGCCCCTGAGAACAAGGCCTTCGTGCTGAGCAGTG 
TGGATGAGCTGGAGCAGCAAAGGGACGAGATCGTTAGCTACCTCTGTGACCTTG 

25 CCCCTGAAGCCCCTCCTCCTACTCTGCCCCCCCACATGGCACAAGTCACTGTGGG 
CCCGGGGCTCTTGGGGGTTTCGACCCTGGGGCCCAAGAGGAACTCCATGGTTCTG 
GATGTGGCGTTCGTCCTGGAAGGATCGGACAAAATTGGTGAAGCCGACTTCAAC 
AGGAGCAAGGAGTTCATGGAGGAGGTGATTCAGCGGATGGATGTGGGCCAGGAC 
AGCATCCACGTCACGGTGCTGCAGTACTCCTACATGGTGACCGTGGAGTACCCCT 

30 TCAGCGAGGCACAGTCCAAAGGGGACATCCTGCAGCGGGTGCGAGAGATCCGCT 
ACCAGGGCGGCAACAGGACCAACACTGGGCTGGCCCTGCGGTACCTCTCTGACC 
ACAGCTTCTTGGTCAGCCAGGGTGACCGGGAGCAGGCGCCCAACCTGGTCTACA 
TGGTCACCGGAAATCCTGCCTCTGATGAGATCAAGAGGCTGCCTGGAGACATCC 

35 TTGGCTGGCCCAATGCCCCTATCCTCATCCAGGACTTTGAGACGCTCCCCCGAGA 
GGCTCCTGACCTGGTGCTGCAGAGGTGCTGCTCCGGAGAGGGGCTGCAGATCCC 
CACCCTCTCCCCTGCACCTGACTGCAGCCAGCCCCTGGACGTGATCCTTCTCCTG 
GATGGCTCCTCCAGTTTCCCAGCTTCTTATTTTGATGAAATGAAGAGTTTCGCCAA 
GGCTTTCATTTCAAAAGCCAATATAGGGCCTCGTCTCACTCAGGTGTCAGTGCTG 

40 CAGTATGGAAGCATCACCACCATTGACGTGCCATGGAACGTGGTCCCGGAGAAA 
GCCCATTTGCTGAGCCTTGTGGACGTCATGCAGCGGGAGGGAGGCCCCAGCCAA 
ATCGGGGATGCCTTGGGCTTTGCTGTGCGATACTTGACTTCAGAAATGCATGGTG 
CCAGGCCGGGAGCCTCAAAGGCGGTGGTCATCCTGGTCACGGACGTCTCTGTGG 
ATTCAGTGGATGCAGCAGCTGATGCCGCCAGGTCCAACAGAGTGACAGTGTTCC 

45 CTATTGGAATTGGAGATCGCTACGATGCAGCCCAGCTACGGATCTTGGCAGGCCC 
AGCAGGCGACTCCAACGTGGTGAAGCTCCAGCGAATCGAAGACCTCCCTACCAT 
GGTCACCTTGGGCAATTCCTTCCTCCACAAACTGTGCTCTGGATTTGTTAGGATTT 
GCATGGATGAGGATGGGAATGAGAAGAGGCCCGGGGACGTCTGGACCTTGCCAG 
ACCAGTGCCACACCGTGACTTGCCAGCCAGATGGCCAGACCTTGCTGAAGACTC 
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ATCGGGTCAACTGTGACCGGGGGCTGAGGCCTTCGTGCCCTAACAGCCAGTCCCC 
TGTTAAAGTGGAAGAGACCTGTGGCTGCCGCTGGACCTGCCCCTGCGTGTGCACA 
GGCAGCTCCACTCGGCACATCGTGACCTTTGATGGGCAGAATTTCAAGCTGACTG 
GCAGCTGTTCTTATGTCCTATTTCAAAACAAGGAGCAGGACCTGGAGGTGATTCT 
5 CCATAATGGTGCCTGCAGCCCTGGAGCAAGGCAGGGCTGCATGAAATCCATCGA 
GGTGAAGCACAGTGCCCTCTCCGTCGAGCTGCACAGTGACATGGAGGTGACGGT 
GAATGGGAGACTGGTCTCTGTTCCTTACGTGGGTGGGAACATGGAAGTCAACGTT 
TATGGTGCCATCATGCATGAGGTCAGATTCAATCACCTTGGTCACATCTTCACAT 
TCACTCCACAAAACAATGAGTTCCAACTGCAGCTCAGCCCCAAGACTTTTGCTTC 

10 AAAGACGTATGGTCTGTGTGGGATCTGTGATGAGAACGGAGCCAATGACTTCAT 
GCTGAGGGATGGCACAGTCACCACAGACTGGAAAACACTTGTTCAGGAATGGAC 
TGTGCAGCGGCCAGGGCAGACGTGCCAGCCCATCCTGGAGGAGCAGTGTCTTGT 
CCCCGACAGCTCCCACTGCCAGGTCCTCCTCTTACCACTGTTTGCTGAATGCCAC 
AAGGTCCTGGCTCCAGCCACATTCTATGCCATCTGCCAGCAGGACAGTTGCCACC 

1 5 AGGAGCAAGTGTGTGAGGTGATCGCCTCTTATGCCCACCTCTGTCGGACCAACGG 
GGTCTGCGTTGACTGGAGGACACCTGATTTCTGTGCTATGTCATGCCCACCATCT 
CTGGTCTACAACCACTGTGAGCATGGCTGTCCCCGGCACTGTGATGGCAACGTGA 
GCTCCTGTGGGGACCATCCCTCCGAAGGCTGTTTCTGCCCTCCAGATAAAGTCAT 
GTTGGAAGGCAGCTGTGTCCCTGAAGAGGCCTGCACTCAGTGCATTGGTGAGGA 

20 TGGAGTCCAGCACCAGTTCCTGGAAGCCTGGGTCCCGGACCACCAGCCCTGTCAG 
ATCTGCACATGCCTCAGCGGGCGGAAGGTCAACTGCACAACGCAGCCCTGCCCC 
ACGGCCAAAGCTCCCACGTGTGGCCTGTGTGAAGTAGCCCGCCTCCGCCAGAAT 
GCAGACCAGTGCTGCCCCGAGTATGAGTGTGTGTGTGACCCAGTGAGCTGTGACC 
TGCCCCCAGTGCCTCACTGTGAACGTGGCCTCCAGCCCACACTGACCAACCCTGG 

25 CGAGTGCAGACCCAACTTCACCTGCGCCTGCAGGAAGGAGGAGTGCAAAAGAGT 
GTCCCCACCCTCCTGCCCCCCGCACCGTTTGCCCACCCTTCGGAAGACCCAGTGC 
TGTGATGAGTATGAGTGTGCCTGCAACTGTGTCAACTCCACAGTGAGCTGTCCCC 
TTGGGTACTTGGCCTCAACCGCCACCAATGACTGTGGCTGTACCACAACCACCTG 
CCTTCCCGACAAGGTGTGTGTCCACCGAAGCACCATCTACCCTGTGGGCCAGTTC 

30 TGGGAGGAGGGCTGCGATGTGTGCACCTGCACCGACATGGAGGATGCCGTGATG 
GGCCTCCGCGTGGCCCAGTGCTCCCAGAAGCCCTGTGAGGACAGCTGTCGGTCG 
GGCTTCACTTACGTTCTGCATGAAGGCGAGTGCTGTGGAAGGTGCCTGCCATCTG 
CCTGTGAGGTGGTGACTGGCTCACCGCGGGGGGACTCCCAGTCTTCCTGGAAGA 
GTGTCGGCTCCCAGTGGGCCTCCCCGGAGAAeCC€TGCClCATCAATGAGTGTGT 

35 CCGAGTGAAGGAGGAGGTCTTTATACAACAAAGGAACGTCTCCTGCCCCCAGCT 
GGAGGTCCCTGTCTGCCCCTCGGGCTTTCAGCTGAGCTGTAAGACCTCAGCGTGC 
TGCCCAAGCTGTCGCTGTGAGCGCATGGAGGCCTGCATGCTCAATGGCACTGTCA 
TTGGGCCCGGGAAGACTGTGATGATCGATGTGTGCACGACCTGCCGCTGCATGGT 
GCAGGTGGGGGTCATCTCTGGATTCAAGCTGGAGTGCAGGAAGACCACCTGCAA 

40 CCCCTGCCCCCTGGGTTACAAGGAAGAAAATAACACAGGTGAATGTTGTGGGAG 
ATGTTTGCCTACGGCTTGCACCATTCAGCTAAGAGGAGGACAGATCATGACACTG 
AAGCGTGATGAGACGCTCCAGGATGGCTGTGATACTCACTTCTGCAAGGTCAATG 
AGAGAGGAGAGTACTTCTGGGAGAAGAGGGTCACAGGCTGCCCACCCTTTGATG 
AACACAAGTGTCTGGCTGAGGGAGGTAAAATTATGAAAATTCCAGGCACCTGCT 

45 GTGACACATGTGAGGAGCCTGAGTGCAACGACATCACTGCCAGGCTGCAGTATG 
TCAAGGTGGGAAGCTGTAAGTCTGAAGTAGAGGTGGATATCCACTACTGCCAGG 
GCAAATGTGCCAGCAAAGCCATGTACTCCATTGACATCAACGATGTGCAGGACC 
AGTGCTCCTGCTGCTCTCCGACACGGACGGAGCCCATGCAGGTGGCCCTGCACTG 
CACCAATGGCTCTGTTGTGTACCATGAGGTTCTCAATGCCATGGAGTGCAAATGC 
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TCCCCCAGGAAGTGCAGCAAGTGAGGCTGCTGCAGCTGCATGGGTGCCTGCTGCT 
GCC 

SEQIDNO:4 

5 >gi|396814|emb|X60957.1|HSTIEMR Human tie mRNA for putative receptor tyrosine kinase 
CGCTCGTCCTGGCTGGCCTGGGTCGGCCTCTGGAGTATGGTCTGGCGGGTGCCCC 
CTTTCTTGCTCCCCATCCTCTTCTTGGCTTCTCATGTGGGCGCGGCGGTGGACCTG 
ACGCTGCTGGCCAACCTGCGGCTCACGGACCCCCAGCGCTTCTTCCTGACTTGCG 
TGTCTGGGGAGGCCGGGGCGGGGAGGGGCTCGGACGCCTGGGGCCCGCCCCTGC 

10 TGCTGGAGAAGGACGACCGTATCGTGCGCACCCCGCCCGGGCCACCCCTGCGCC 
TGGCGCGCAACGGTTCGCACCAGGTCACGCTTCGCGGCTTCTCCAAGCCCTCGGA 
CCTCGTGGGCGTCTTCTCCTGCGTGGGCGGTGCTGGGGCGCGGCGCACGCGCGTC 
ATCTACGTGCACAACAGCCCTGGAGCCCACCTGCTTCCAGACAAGGTCACACAC 
ACTGTGAACAAAGGTGACACCGCTGTACTTTCTGCACGTGTGCACAAGGAGAAG 

1 5 CAGACAGACGTGATCTGGAAGAGCAACGGATCCTACTTCTACACCCTGGACTGG 
CATGAAGCCCAGGATGGGCGGTTCCTGCTGCAGCTCCCAAATGTGCAGCCACCAT 
CGAGCGGCATCTACAGTGCCACTTACCTGGAAGCCAGCCCCCTGGGCAGCGCCTT 
CTTTCGGCTCATCGTGCGGGGTTGTGGGGCTGGGCGCTGGGGGCCAGGCTGTACC 
AAGGAGTGCCCAGGTTGCCTACATGGAGGTGTCTGCCACGACCATGACGGCGAA 

20 TGTGTATGCCCCCCTGGCTTCACTGGCACCCGCTGTGAACAGGCCTGCAGAGAGG 
GCCGTTTTGGGCAGAGCTGCCAGGAGCAGTGCCCAGGCATATCAGGCTGCCGGG 
GCCTCACCTTCTGCCTCCCAGACCCCTATGGCTGCTCTTGTGGATCTGGCTGGAG 
AGGAAGCCAGTGCCAAGAAGCTTGTGCCCCTGGTCATTTTGGGGCTGATTGCCGA 
CTCCAGTGCCAGTGTCAGAATGGTGGCACTTGTGACCGGTTCAGTGGTTGTGTCT 

25 GCCCCTCTGGGTGGCATGGAGTGCACTGTGAGAAGTCAGACCGGATCCCCCAGA 
TCCTCAACATGGCCTCAGAACTGGAGTTCAACTTAGAGACGATGCCCCGGATCAA 
CTGTGCAGCTGCAGGGAACCCCTTCCCCGTGCGGGGCAGCATAGAGCTACGCAA 
GCCAGACGGCACTGTGCTCCTGTCCACCAAGGCCATTGTGGAGCCAGAGAAGAC 
CACAGCTGAGTTCGAGGTGCCCCGCTTGGTTCTTGCGGACAGTGGGTTCTGGGAG 

30 TGCCGTGTGTCCACATCTGGCGGCCAAGACAGCCGGCGCTTCAAGGTCAATGTGA 
AAGTGCCCCCCGTGCCCCTGGCTGCACCTCGGCTCCTGACCAAGCAGAGCCGCCA 
GCTTGTGGTCTCCCCGCTGGTCTCGTTCTCTGGGGATGGACCCATCTCCACTGTCC 
GCCTGCACTACCGGCCCCAGGACAGTACCATGGACTGGTCGACCATTGTGGTGG 
- ACCCCAGTGAGAACGTGACGttA^GMGSfGAGGCGAAAGACAGGATACAGTG 

35 TTCGTGTGCAGCTGAGCCGGCCAGGGGAAGGAGGAGAGGGGGCCTGGGGGCCTC 
CCACCCTCATGACCACAGACTGTCCTGAGCCTTTGTTGCAGCCGTGGTTGGAGGG 
CTGGCATGTGGAAGGCACTGACCGGCTGCGAGTGAGCTGGTCCTTGCCCTTGGTG 
CCCGGGCCACTGGTGGGCGACGGTTTCCTGCTGCGCCTGTGGGACGGGACACGG 
GGGCAGGAGCGGCGGGAGAACGTCTCATCCCCCCAGGCCCGCACTGCCCTCCTG 

40 ACGGGACTCACGCCTGGCACCCACTACCAGCTGGATGTGCAGCTCTACCACTGCA 
CCCTCCTGGGCCCGGCCTCGCCCCCTGCACACGTGCTTCTGCCCCCCAGTGGGCC 
TCCAGCCCCCCGACACCTCCACGCCCAGGCCCTCTCAGACTCCGAGATCCAGCTG 
ACATGGAAGCACCCGGAGGCTCTGCCTGGGCCAATATCCAAGTACGTTGTGGAG 
GTGCAGGTGGCTGGGGGTGCAGGAGACCCACTGTGGATAGACGTGGACAGGCCT 

45 GAGGAGACAAGCACCATCATCCGTGGCCTCAACGCCAGCACGCGCTACCTCTTCC 
GCATGCGGGCCAGCATTCAGGGGCTCGGGGACTGGAGCAACACAGTAGAAGAGT 
CCACCCTGGGCAACGGGCTGCAGGCTGAGGGCCCAGTCCAAGAGAGCCGGGCAG 
CTGAAGAGGGCCTGGATCAGCAGCTGATCCTGGCGGTGGTGGGCTCCGTGTCTGC 
CACCTGCCTCACCATCCTGGCCGCCCTTTTAACCCTGGTGTGCATCCGCAGAAGC 
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TGCCTGCATCGGAGACGCACCTTCACCTACCAGTCAGGCTCGGGCGAGGAGACC 
ATCCTGCAGTTCAGCTCAGGGACCTTGACACTTACCCGGCGGCCAAAACTGCAGC 
CCGAGCCCCTGAGCTACCCAGTGCTAGAGTGGGAGGACATCACCTTTGAGGACC 
TCATCGGGGAGGGGAACTTCGGCCAGGTCATCCGGGCCATGATCAAGAAGGACG 
5 GGCTGAAGATGAACGCAGCCATCAAAATGCTGAAAGAGTATGCCTCTGAAAATG 
ACCATCGTGACTTTGCGGGAGAACTGGAAGTTCTGTGCAAATTGGGGCATCACCC 
CAACATCATCAACCTCCTGGGGGCCTGTAAGAACCGAGGTTACTTGTATATCGCT 
ATTGAATATGCCCCCTACGGGAACCTGCTAGATTTTCTGCGGAAAAGCCGGGTCC 
TAGAGACTGACCCAGCTTTTGCTCGAGAGCATGGGACAGCCTCTACCCTTAGCTC 

1 0 CCGGCAGCTGCTGCGTTTCGCCAGTGATGCGGCCAATGGCATGCAGTACCTGAGT 
GAGAAGCAGTTCATCCACAGGGACCTGGCTGCCCGGAATGTGCTGGTCGGAGAG 
AACCTAGCCTCCAAGATTGCAGACTTCGGCCTTTCTCGGGGAGAGGAGGTTTATG 
TGAAGAAGACGATGGGGCGTCTCCCTGTGCGCTGGATGGCCATTGAGTCCCTGA 
ACTACAGTGTCTATACCACCAAGAGTGATGTCTGGTCCTTTGGAGTCCTTCTTTGG 

1 5 GAGATAGTGAGCCTTGGAGGTACACCCTACTGTGGCATGACCTGTGCCGAGCTCT 
ATGAAAAGCTGCCCCAGGGCTACCGCATGGAGCAGCCTCGAAACTGTGACGATG 
AAGTGTACGAGCTGATGCGTCAGTGCTGGCGGGACCGTCCCTATGAGCGACCCC 
CCTTTGCCCAGATTGCGCTACAGCTAGGCCGCATGCTGGAAGCCAGGAAGGCCT 
ATGTGAACATGTCGCTGTTTGAGAACTTCACTTACGCGGGCATTGATGCCACAGC 

20 TGAGGAGGCCTGAGCTGCCATCCAGCCAGAACGTGGCTCTGCTGGCCGGAGCAA 
ACTCTGCTGTCTAACCTGTGACCAGTCTGACCCTTACAGCCTCTGACTTAAGCTGC 
CTCAAGGAATTTTTTTAACTTAAGGGAGAAAAAAAGGGATCTGGGGATGGGGTG 
GGCTTAGGGGAACTGGGTTCCCATGCTTTGTAGGTGTCTCATAGCTATCCTGGGC 
ATCCTTCTTTCTAGTTCAGCTGCCCCACAGGTGTGTTTCCCATCCCACTGCTCCCC 

25 CAACACAAACCCCCACTCCAGCTCCTTCGCTTAAGCCAGCACTCACACCACTAAC 
ATGCCCTGTTCAGCTACTCCCACTCCCGGCCTGTCATTCAGAAAAAAATAAATGT 
TCT AATAAGCTC C AAAAAAA 

SEQIDN0:5 

30 >gi|298590|gb|S56805.1|S56805 preproendothelin 1 {alternatively transcribed} [human, 
placenta, mRNA, 1251 nt] 

GGAGCTGTTTACCCCCACTCTAATAGGGGTTCAATATAAAAAGCCGGCAGAGAG 

CTGTCCAAGTCAGACGCGCCTCTGCATCTGGGCCAGGCGAACGGGTCCTGCGCCT 

CCTGCAGTCCCAGCTCTCCAecXCdGC^ 

35 TGCCTTCTCTCCTGGCAGGCGCTGCCTTTTCTCCCCGTTAAAGGGCACTTGGGCTG 
AAGGATCGCTTTGAGATCTGAGGAACCCGCAGCGCTTTGAGGGACCTGAAGCTG 
TTTTTCTTCGTTTTCCrTTGGGTTCAGTTTGAACGGGAGGTTTTTGATCCCTTTTTT 
TCAGAATGGATTATTTGCTCATGATTTTCTCTCTGCTGTTTGTGGCTTGCCAAGGA 
GCTCCAGAAACAGCAGTCTTAGGCGCTGAGCTCAGCGCGGTGGGTGAGAACGGC 

40 GGGGAGAAACCCACTCCCAGTCCACCCTGGCGGCTCCGCCGGTCCAAGCGCTGC 
TCCTGCTCGTCCCTGATGGATAAAGAGTGTGTCTACTTCTGCCACCTGGACATCA 
TTTGGGTCAACACTCCCGAGCACGTTGTTCCGTATGGACTTGGAAGCCCTAGGTC 
CAAGAGAGCCTTGGAGAATTTACTTCCCACAAAGGCAACAGACCGTGAGAATAG 
ATGCCAATGTGCTAGCCAAAAAGACAAGAAGTGCTGGAATTTTTGCCAAGCAGG 

45 AAAAGAACTCAGGGCTGAAGACATTATGGAGAAAGACTGGAATAATCATAAGA 
AAGGAAAAGACTGTTCCAAGCTTGGGAAAAAGTGTATTTATCAGCAGTTAGTGA 
GAGGAAGAAAAATCAGAAGAAGTTCAGAGGAACACCTAAGACAAACCAGGTCG 
GAGACCATGAGAAACAGCGTCAAATCATCTTTTCATGATCCCAAGCTGAAAGGC 
AAGCCCTCCAGAGAGCGTTATGTGACCCACAACCGAGCACATTGGTGACAGACT 
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TCGGGGCCTGTCTGAAGCCATAGCCTCCACGGAGAGCCCTGTGGCCGACTCTGCA 
CTCTCCACCCTGGCTGGGATCAGAGCAGGAGCATCCTCTGCTGGTTCCTGACTGG 
CAAAGGACCAGCGTCCTCGTTCAAAACATTCCAAGAAAGGTTAAGGAGTTCCCC 
CAACCATCTTCACTGGCTTCCATCAGTGGTAACTGCTTTGGTCTCTTCTTTCATCT 
5 GGGGATGACAATGGACCTCTCAGCAGAAACACACAGTCACATTCGAATTC 

SEQIDNO:6 

>gi|181948|gb|M31210.1|HUMEDG Human endothelial differentiation protein (edg-1) gene 
mRNA, complete cds 

10 TCTAAAGGTCGGGGGCAGCAGCAAGATGCGAAGCGAGCCGTACAGATCCCGGGC 
TCTCCGAACGCAACTTCGCCCTGCTTGAGCGAGGCTGCGGTTTCCGAGGCCCTCT 
CCAGCCAAGGAAAAGCTACACAAAAAGCCTGGATCACTCATCGAACCACCCCTG 
AAGCCAGTGAAGGCTCTCTCGCCTCGCCCTCTAGCGTTCGTCTGGAGTAGCGCCA 
CCCCGGCTTCCTGGGGACACAGGGTTGGCACCATGGGGCCCACCAGCGTCCCGCT 

1 5 GGTCAAGGCCCACCGCAGCTCGGTCTCTGACTACGTCAACTATGATATCATCGTC 
CGGCATTACAACTACACGGGAAAGCTGAATATCAGCGCGGACAAGGAGAACAGC 
ATTAAACTGACCTCGGTGGTGTTCATTCTCATCTGCTGCTTTATCATCCTGGAGAA 
CATCTTTGTCTTGCTGACCATTTGGAAAACCAAGAAATTCCACCGACCCATGTAC 
TATTTTATTGGCAATCTGGCCCTCTCAGACCTGTTGGCAGGAGTAGCCTACACAG 

20 CTAACCTGCTCTTGTCTGGGGCCACCACCTACAAGCTCACTCCCGCCCAGTGGTT 
TCTGCGGGAAGGGAGTATGTTTGTGGCCCTGTCAGCCTCCGTGTTCAGTCTCCTC 
GCCATCGCCATTGAGCGCTATATCACAATGCTGAAAATGAAACTCCACAACGGG 
AGCAATAACTTCCGCCTCTTCCTGCTAATCAGCGCCTGCTGGGTCATCTCCCTCAT 
CCTGGGTGGCCTGCCTATCATGGGCTGGAACTGCATCAGTGCGCTGTCCAGCTGC 

25 TCCACCGTGCTGCCGCTCTACCACAAGCACTATATCCTCTTCTGCACCACGGTCTT 
CACTCTGCTTCTGCTCTCCATCGTCATTCTGTACTGCAGAATCTACTCCTTGGTCA 
GGACTCGGAGCCGCCGCCTGACGTTCCGCAAGAACATTTCCAAGGCCAGCCGCA 
GCTCTGAGAATGTGGCGCTGCTCAAGACCGTAATTATCGTCCTGAGCGTCTTCAT 
CGCCTGCTGGGCACCGCTCTTCATCCTGCTCCTGCTGGATGTGGGCTGCAAGGTG 

30 AAGACCTGTGACATCCTCTTCAGAGCGGAGTACTTCCTGGTGTTAGCTGTGCTCA 
ACTCCGGCACCAACCCCATCATTTACACTCTGACCAACAAGGAGATGCGTCGGGC 
CTTCATCCGGATCATGTCCTGCTGCAAGTGCCCGAGCGGAGACTCTGCTGGCAAA 
TTCAAGCGACCCATCATCGCCGGCATGGAA.TTCAGCCGCAGCAAATCGGACAAT 

* TCCrCCCACCCCGAGAAAGACGAAGGGGAcAACCCAGAGACCATTATGTCTTCT 

35 GGAAACGTCAACTCTTCTTCCTAGAACTGGAAGCTGTCCACCCACCGGAAGCGCT 
CTTTACTTGGTCGCTGGCCACCCCAGTGTTTGGAAAAAAATCTCTGGGCTTCGAC 
TGCTGCCAGGGAGGAGCTGCTGCAAGCCAGAGGGAGGAAGGGGGAGAATACGA 
ACAGCCTGGTGGTGTCGGGTGTTGGTGGGTAGAGTTAGTTCCTGTGAACAATGCA 
CTGGGAAGGGTGGAGATCAGGTCCCGGCCTGGAATATATATTCTACCCCCCTGGA 

40 GCTTTGATTTTGCACTGAGCCAAAGGTCTAGCATTGTCAAGCTCCTAAAGGGTTC 
ATTTGGCCCCTCCTCAAAGACTAATGTCCCCATGTGAAAGCGTCTCTTTGTCTGG 
AGCTTTGAGGAGATGTTTTCCTTCACTTTAGTTTCAAACCCAAGTGAGTGTGTGC 
ACTTCTGCTTCTTTAGGGATGCCCTGTACATCCCACACCCCACCCTCCCTTCCCTT 
CATACCCCTCCTCAACGTTCTITTACTTTATACTTTAACTACCTGAGAGTTATCAG 

45 AGCTGGGGTTGTGGAATGATCGATCATCTATAGCAAATAGGCTATGTTGAGTACG 
TAGGCTGTGGGAAGATGAAGATGGTTTGGAGGTGTAAAACAATGTCCTTCGCTG 
AGGCCAAAGTTTCCATGTAAGCGGGATCCGTTTTTTGGAATTTGGTTGAAGTCAC 
TTTGATTTCTTTAAAAAACATCITrTCAATGAAATGTGTTACCATTTCATATC 
TGAAGCCGAAATCTGCATAAGGAAGCCCACTTTATCTAAATGATATTAGCCAGG 
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ATCCTTGGTGTCCTAGGAGAAACAGACAAGCAAAACAAAGTGAAAACCGAATGG 
ATTAACTTTTGCAAACCAAGGGAGATTTCTTAGCAAATGAGTCTAACAAATATGA 
CATCCGTCTTTCCCACITITGTTGATGTTTATTTCAGAATCTTGTGTGATTCATTTC 
AAGCAACAACATGTTGTATTTTGTTGTGTTAAAAGTACTTTTCTTGATTTTTGAAT 
5 GTATTTGTTTCAGGAAGAAGTCATTTTATGGATTTTTCTAA.CCCGTGTTAACTTTT 
CTAGAATCCACCCTCTTGTGCCCTTAAGCATTACTTTAACTGGTAGGGAACGCCA 
GAACTTTTAAGTCCAGCTATTCATTAGATAGTAATTGAAGATATGTATAAATATT 
ACAAAGAATAAAAATATATTACTGTCTCTTTAGTATGGTTTTCAGTGCAATTAAA 
CCGAGAGATGTCTTGTTTTTTTAAAAAGAATAGTATTTAATAGGTTTCTGACTTTT 
1 0 GTGGATCATTTTGCACATAGCTTTATCAACTTTTAAACATTAATAAACTGATTTTT 
TTAAAG 

SEQIDNO:7 

>gi|339561|gb|M60315.1|HUMTGFBC Human transforming growth factor-beta BMP protein 

1 5 (tgf-beta) mRNA, complete cds 

CGACCATGAGAGATAAGGACTGAGGGCCAGGAAGGGGAAGCGAGCCCGCCGAG 
AGGTGGCGGGGACTGCTCACGCCAAGGGCCACAGCGGCCGCGCTCCGGCCTCGC 
TCCGCCGCTCCACGCCTCGCGGGATCCGCGGGGGCAGCCCGGCCGGGCGGGGAT 
GCCGGGGCTGGGGCGGAGGGCGCAGTGGCTGTGCTGGTGGTGGGGGCTGCTGTG 

20 CAGCTGCTGCGGGCCCCCGCCGCTGCGGCCGCCCTTGCCCGCTGCCGCGGCCGCC 
GCCGCCGGGGGGCAGCTGCTGGGGGACGGCGGGAGCCCCGGCCGCACGGAGCA 
GCCGCCGCCGTCGCCGCAGTCCTCCTCGGGCTTCCTGTACCGGCGGCTCAAGACG 
CAGGAGAAGCGGGAGATGCAGAAGGAGATCTTGTCGGTGCTGGGGCTCCCGCAC 
CGGCCCCGGCCCCTGCACGGCCTCCAACAGCCGCAGCCCCCGGCGCTCCGGCAG 

25 CAGGAGGAGCAGCAGCAGCAGCAGCAGCTGCCTCGCGGAGAGCCCCCTCCCGGG 
CGACTGAAGTCCGCGCCCCTCTTCATGCTGGATCTGTACAACGCCCTGTCCGCCG 
ACAACGACGAGGACGGGGCGTCGGAGGGGGAGAGGCAGCAGTCCTGGCCCCAC 
GAAGCAGCCAGCTCGTCCCAGCGTCGGCAGCCGCCCCCGGGCGCCGCGCACCCG 
CTCAACCGCAAGAGCCTTCTGGCCCCCGGATCTGGCAGCGGCGGCGCGTCCCCAC 

30 TGACCAGCGCGCAGGACAGCGCCTTCCTCAACGACGCGGACATGGTCATGAGCT 
TTGTGAACCTGGTGGAGTACGACAAGGAGTTCTCCCCTCGTCAGCGACACCACAA 
AGAGTTCAAGTTCAACTTATCCCAGATTCCTGAGGGTGAGGTGGTGACGGCTGCA 
GAATTCCGCATGTACAAGGACTGTGTTATGGGGAGTTTTAAAAACCAAACTTTTC 

trAfCAGcAfm 

35 TTTGTTGGACACCCGTGTAGTATGGGCCTCAGAAGAAGGCTGGCTGGAATTTGAC 
ATCACGGCCACTAGCAATCTGTGGGTTGTGACTCCACAGCATAACATGGGGCTTC 
AGCTGAGCGTGGTGACAAGGGATGGAGTCCACGTCCACCCCCGAGCCGCAGGCC 
TGGTGGGCAGAGACGGCCCTTACGATAAGCAGCCCTTCATGGTGGCTTTCTTCAA 
AGTGAGTGAGGTCCACGTGCGCACCACCAGGTCAGCCTCCAGCCGGCGCCGACA 

40 ACAGAGTCGTAATCGCTCTACCCAGTCCCAGGACGTGGCGCGGGTCTCCAGTGCT 
TCAGATTACAACAGCAGTGAATTGAAAACAGCCTGCAGGAAGCATGAGCTGTAT 
GTGAGTTTCCAAGACCTGGGATGGCAGGACTGGATCATTGCACCCAAGGGCTAT 
GCTGCCAATTACTGTGATGGAGAATGCTCCTTCCCACTCAACGCACACATGAATG 
CAACCAACCACGCGATTGTGCAGACCTTGGTTCACCTTATGAACCCCGAGTATGT 

45 CCCCAAACCGTGCTGTGCGCCAACTAAGCTAAATGCCATCTCGGTTCTTTACTTT 
GATGACAACTCCAATGTCATTCTGAAAAAATACAGGAATATGGTTGTAAGAGCTT 
GTGGATGCCACTAACTCGAAACCAGATGCTGGGGACACACATTCTGCCTTGGATT 
CCTAGATTACATCTGCCTTAAAAAAACACGGAAGCACAGTTGGAGGTGGGACGA 
TGAGACTITGAAACTATCTCATGCCAGTGCCTTATTACCCAGGAAGATTTTAAAG 
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GACCTCATTAATAATTTGCTCACTTGGTAAATGACGTGAGTAGTTGTTGGTCTGT 
AGCAAGCTGAGTTTGGATGTCTGTAGCATAAGGTCTGGTAACTGCAGAAACATA 
ACCGTGAAGCTCrrCCTACCCTCCTCCCCCAAAAACCCACCAAAATTAGTTTTAG 
CTGTAGATCAAGCTATTTGGGGTGTTTGTTAGTAAATAGGGAAAATAATCTCAAA 
5 GGAGTTAAATGTATTCTTGGCTAAAGGATCAGCTGGTTCAGTACTGTCTATCAAA 
GGTAGATTTTACAGAGAACAGAAATCGGGGAAGTGGGGGGAACGCCTCTGTTCA 
GTTCATTCCCAGAAGTCCACAGGACGCACAGCCCAGGCCACAGCCAGGGCTCCA 
CGGGGCGCCCTTGTCTCAGTCATTGCTGTTGTATGTTCGTGCTGGAGTTTTGTTGG 
TGTGAAAATACACTTATTTCAGCCAAAACATACCATTTCTACACCTCAATCCTCC 

10 ATTTGCTGTACTCTTTGCTAGTACCAAAAGTAGACTGATTACACTGAGGTGAGGC 
TACAAGGGGTGTGTAACCGTGTAACACGTGAAGGCAGTGCTCACCTCTTCTTTAC 
CAGAACGGTTCTTTGACCAGCACATTAACTTCTGGACTGCCGGCTCTAGTACCTT 
TTCAGTAAAGTGGTTCTCTGCCTTTTTACTATACAGCATACCACGCCACAGGGTT 
AGAACCAACGAAGAAAATAAAATGAGGGTGCCCAGCTTATAAGAATGGTGTTAG 

1 5 GGGGATGAGC ATGCTGTTTATGAACGGAAATCATGATTTCCCTGTAGAAAGTGA 
GGCTCAGATTAAATTTTAGAATATTTTCTAAATGTCTTTTTCACAATCATGTGACT 
GGGAAGGCAATTTCATACTAAACTGATTAAATAATACATTTATAATCTACAACTG 

CTGTTTTGCTGTGGCGTTGGGGGGGGGGCCGGGCTTTTGGGGGGGGGGGTTTGTT 
20 TGGGGGGTGTCGTGGTGTGGGCGGGCGG 

SEQIDNO:8 
>285478CA2 

GCCAGCCCTGCCTGCCCACCAGGAGGATGAAGGTCTCCGTGGCTGCCCTCTCCTG 
25 CCTCATGCTTGTTACTGCCCTTGGATCCCAGGCCCGGGTCACAAAAGATGCAGAG 
ACAGAGTTCATGATGTCAAAGCTTCCATTGGAAAATCCAGTACTTCTGGACATGC 
TCTGGAGGAGAAAGATTGGTCCTCAGATGACCCTTTCTCATGCTGCAGGATTCCA 
TGCTACTAGTGCTGACTGCTGCATCTCCTACACCCCACGAAGCATCCCGTGTTCA 
CTCCTGGAGAGTTACTTTGAAACGAACAGCGAGTGCTCCAAGCCGGGTGTCATCT 
30 TCCTCACCAAGAAGGGGCGACGTTTCTGTGCCAACCCCAGTGATAAGCAAGTTCA 
GGTTTGCATGAGAATGCTGAAGCTGGACACACGGATCAAGACCAGGAAGAATTG 
AACTTGTCAAGGTGAAGGGACACAAGTTGCCAGCCACCAACTTTCTTGCCTCAAC 
TACCTTCCTGAATTATTTTTITAAGAAGCATTTATTCTTGTGTTCTGGATTTAGAG 
* 5 - CAATTCATCTAATAAAC AGTTTC 

35 

SEQ ID NO: 9 

>gi|1764967|gb|AAl 81500. 1|AA181500 zpl6h08.rl Stratagene fetal retina 937202 Homo 
sapiens cDNA clone IMAGE:609663 5' similar to gb:A12297 CAMP-DEPENDENT 
PROTEIN KINASE TYPE II-BETA REGULATORY CHAIN (HUMAN); 
40 CTAGTATGNGTTTTACTTATTCAGACTGATAATCATATTAGTGACTATCCCCATGT 

AACTCATTAAACACAGTAAAATTTTAATCATTTITGTTTTA 

ATAAGTTATGTGCTGGCCTTGCCTANTTGGTGAAATGGTATAAAATATCATATGC 
AGTTTTAAAACTTTTTATATTTTTGCA 
45 ATGTCAGTAACATACATATTCCAGTGGTTTTATGGACAGGCAATTTAGTCATTAT 
GATAATAAGGAAAACAGTGTTTTAGATGAGAGATCNTTAATGNNTTTTTCCCCCA 
TCCAGCCATATANCCCGCCTTTTTTTAATTTGCCAATCCCCGGTATTCCCATGGCC 
TTTAAAAAATTGGNCNTGGACCATTTAAAGGGCCCCAAGTTTTGGTTTTTT 
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SEQ ID NO: 10 

>gi|2177843|gb|AA455067.1|AA455067 aa04cll.sl Soares_NhHMPu_Sl Homo sapiens 
cDNA clone IMAGE:812276 3' similar to gb:L08850 SYNUCLEIN (HUMAN); 
GCAATGAGATAACGTTTTATTTTAATTCTCACCATTTATATACAAACACAAGTGA 
5 ATAAAACACATCGCAAAATGGTAAAATTTCATATTTAGTATTTATAGGTGCATAG 
TTTCATGCTCACATATTTTTGAGTATTATATATATTAACAAATTTCACAATACGTC 
ATTATTCTTAGACAGTATCATTAAAAGACACCTAAAAATCTTATAATATATGATA 
GCAAATCACTAACAACTTCTGAACAACAGCAACAAAAAAATAGTGAGGATTTAG 
AAATAAGTGGTAGTCACTTAGGTGTTTTTAATTTGTTTTAACATCGTAGATTGAA 
10 GCCACAAAATCCACAGCACACAAAGACCCTGCTACCATGTATTCACTTCAGTGAA 
AGGGAAGCACCGAAATGCTGAGTGGGGGCAGGTACAGATACATCAATCACTGCT 
GATGGAAGACTTCGAGATACAC 

SEQ ID NO: 11 

15 >gi|338201|gb|K01918.1|HUMSISAl Human c-sis proto-oncogene for platelet-derived 
growth factor, exon 1 and flanks 

GAATTCATGCCGGGCCCAGCCGAGCGCGCAGCGGGCACGCCGCGCGCGCGGAGC 

AGCCGTGCCCGCCGCCCGGGCCCGCCGCCAGGGCGCACACGCTCCCGCCCCCCT 

ACCCGGCCCGGGCGGGAGTTTGCACCTCTCCCTGCCCGGGTGCTCGAGCTGCCGT 

20 TGCAAAGCCAACTTTGGAAAAAGTTTTTTGGGGGAGACTTGGGCCTTGAGGTGCC 
CAGCTCCGCGCTTTCCGATTTTGGGGGCCTTTCCAGAAAATGTTGCAAAAAAGCT 
AAGCCGGCGGGCAGAGGAAAACGCCTGTAGCCGGCGAGTGAAGACGAACCATC 
GACTGCCGTGTTCCTTTTCCTCTTGGAGGTTGGAGTCCCCTGGGCGCCCCCACAC 
GGCTAGACGCCTCGGCTGGTTCGCGACGCAGCCCCCCGGCCGTGGATGCTGCACT 

25 CGGGCTCGGGATCCGCCCAGGTAGCCGGCCTCGGACCCAGGTCCTGCGCCCAGG 
TCCTCCCCTGCCCCCCAGCGACGGAGCCGGGGCCGGGGGCGGCGGCGCCGGGGG 
CATGCGGGTGAGCCGCGGCTGCAGAGGCCTGAGCGCCTGATCGCCGCGGACCCG 
AGCCGAGCCCACCCCCCTCCCCAGCCCCCCACCCTGGCCGCGGGGGCGGCGCGC 
TCGATCTACGCGTTCGGGGCCCCGCGGGGCCGGGCCCGGAGTCGGCATGAATCG 

30 CTGCTGGGCGCTCTTCCTGTCTCTCTGCTGCTACCTGCGTCTGGTCAGCGCCGAGG 
TGAGTGCCACGGCGGCTGGGGCTGGTTCTTCATTCATTACCTTCGCCCCCCCCTTC 
TGACCGCCCCCTCCTCTCCCTGCAGTGAACTTTGGACCCTTGCACCCGCGAGCCT 
GACGCCGGGCGCTGGGTGACCTCTTCGGGCTGGGAGCGAGGTCCGGGGGTGACA 
aGGCTCTAAGGGAAh3GOA^\CAGCGGTGGCTTTCTTTCCAACCGGCGG 

35 GGCTCCCTAAGCCGTTCCGTGTCGGGGGAGGGTGTGTGTGGCCCTGTCCCCCACC 
CTTTGGGAACCCGAGAACAAGCCCCTCCCGGCCGGGGGAGAGGGGGTGGGGTGG 
TGCCCAGGGTGCAGAAGGCAGCGCGTCCTCCCGAGCCCACTTCGGCGCCAGCCT 
CGGCTTAGGCTCTGTCCTGCCATCGGCTTGCCCAGGAGGTGCAAGCTT 

40 SEQ ID NO: 12 
>938765H1 

GCTGCACCGTGAGCGCCGAGGACAAGGCGGCGGCCGAGCGCTCTAAGATGATCG 
ACAAGAACCTGCGGGAGGACGGAGAGAAGGCGGCGCGGGAGGTGAAGTTGCTG 
CTGTTGGGTGCTGGGGAGTCAGGGAAGAGCACCATCGTCAAGCAGGTGTAGGTC 
45 ATTCCCGGGGGTTGCTTATTCCGGGGGGGATTCCCGCAGTACGCGCGGTTGTCTA 
CAGCAACAACATCCAGTCCATCATGGCCATTGTCAAAGCCATGGGCAACCTGCA 
GATCGACTTTGCCGACCCCT 

SEQ ID NO: 13 
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>gi|1219067|gb|N66942.1|N66942 za48cl2.sl Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone IMAGE:295798 3' 

AAGACAGAGTGGACTGTTACAAATGATTTTGCAAAATACAAAAATAGATATACT 
TCCACTGAATGCTTTAATCATTTTTCCGGGCACTCTCATCTTTTGGTTCTTCCTCAT 
5 CTGAGTACACAGTGGGCTCCTCCCCCTCCTTCAGCAGTTTGCCCACGTGATGATA 
CTTGAAAGTGAACTGAGACTCCCAGTCACTCAGAGTCTCCTGCTGGGCAGCAGTG 
AGGTCAGAAAGGTCATCGTACTCATCCTTCAGTGCTTCCTTATCCAGGCAAAATG 
TGGCAAGGCCCTGGATGCATCTCTTCCAGCAAAGACCCCATACGGCCCCTCTTTC 
AAAAACAAAACCAAAGATCAATTCTTTATTAGACAGTCAATTTCTCTGTGATTTA 
10 TACACAGAAAATGGGCTTCCCTANT 

SEQIDNO: 14 

>gi|190825|gb|M29871.1|HUMRACB Human ras-related C3 botulinum toxin substrate (rac) 
mRNA, complete cds 

1 5 ATGCAGGCCATCAAGTGTGTGGTGGTGGGAGATGGGGCCGTGGGCAAGACCTGC 
CTTCTCATCAGCTACACCACCAACGCCTTTCCCGGAGAGTACATCCCCACCGTGT 
TTGACAACTATTCAGCCAATGTGATGGTGGACAGCAAGCCAGTGAACCTGGGGC 
TGTGGGACACTGCTGGGCAGGAGGACTACGACCGTCTCCGGCCGCTCTCCTATCC 
ACAGACGGACGTCTTCCTCATCTGCTTCTCCCTCGTCAGCCCAGCCTCTTATGAGA 

20 ACGTCCGCGCCAAGTGGTTCCCAGAAGTGCGGCACCACTGCCCCAGCACACCCA 
TCATCCTGGTGGGCACCAAGCTGGACCTGCGGGACGACAAGGACACCATCGAGA 
AACTGAAGGAGAAGAAGCTGGCTCCCATCACCTACCCGCAGGGCCTGGCACTGG 
CCAAGGAGATTGACTCGGTGAAATACCTGGAGTGCTCAGCCCTCACCCAGAGAG 
GCCTGAAAACCGTGTTCGACGAGGCCATCCGGGCCGTGCTGTGCCCTCAGCCCAC 

25 GCGGCAGCAGAAGCGCGCCTGCAGCCTCCTCTAG 

SEQIDNO: 15 

>gi|1551654|gb|AA058828.1|AA058828 zf66fl0.sl Soares retina N2b4HR Homo sapiens 
cDNA clone IMAGE:381931 3' similar to contains element MER36 repetitive element ; 

30 GTGTTTTTGGAAGTTTATTATATGAAGATGGTATACAAAATACATTCATCATGAC 
TAGAAATATAGGACCAAACCATGTCTGTCTTATATCTGTAGCATATATTCTTGGTT 
TGTATAAAAGTAACTTTAAAATTCCAGTTTCCTTAAATAGTTATGCACAAAACAC 
ACATACACCCACACACACACACACACACACACACACACATACAGTTACACCACT 
GTCGGCCAA^eMSGA^ 

35 TGTTTGATGTTTGCATTCTTGTGGGCTAGGAAACAAGGCACGGGTCCCTAAAATT 
AACATCTCGGTGTCACTTCTTGGACTGACAAGACACAGACTTGCACATGGTTTCA 
GCCCCATTCCACCCAGACTGTTCCACGTACATTATCTCAGAAACTCTGAAAGGAA 
GTGCTCGTTCTTTGTTAGTGCCAACCATTTTTGTCATAAATGGCAAATGATTGGGA 
TATTATCAGTTAATTCATGTTTCAATTTCAGTGCTATTTTAATGGACAA.GCACTTG 

40 TAACTAGCCCATTATTACAAGTCTCCATTTTTTTCCACATTAANCTCCNGAGGGAC 
CATCTTTGGCCGATGGAGG 

SEQIDNO: 16 

>gi|1010559|gb|H57727.1|H57727 yr21b09.sl Soares fetal liver spleen 1NFLS Homo sapiens 
45 cDNA clone IMAGE:20591 3 3' 

GTTGGGGGAGGACGGGTTGCCGACTCGCCTACCTAGCGGTCTCTTGATTGTCGAC 
ATTTTGTTGGCATAGGTTTATGTAGAGACGTATACATATATATAGACACACTGTC 
TATAAATCTAGGCCTGTATCCGGTGTCCGAGGCGAACTCAGTAAGATGATGTTAA 
GAGGAAACCTGAAGCAAGTGCGCATTGAGAAAAACCCGGCCCGCCTTCGCGCCC 
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TGGAGTCCGCGGTGGGCGAGACGAGCCGGCGCCCGNCNAGCCATTGGCGCTCGC 
TCTTGCCGGGGAGCCANCNCGCCCGCGCCCGGCCTCCAGAGGACCACCCGGACG 
AGGAGATGGGGTTCACTATCGACATCAAGAGTTTNCCTCAAGCCGGGCG 

5 SEQIDNO:17 

>gi|598152|gb|L36148.1|HUMGPR4AHomo sapiens G protein-coupled receptor (GPR4) 
gene, complete cds 

ATAATTCCATCCCTCCTCCAACTTTTCCCTCTCAAGCTCTGCCCTTCCCAGCCCAG 
CCCAGCCTACCCAACCTCATCTCTTCCCTGTAGACCACATCCCACCATGTTCCCCT 

1 0 GAGCCTCCAAGGAAGGGGCTCAGGGGCCCCATGGCCTCCCGCTCCCTGTGGCCC 
CACAGCCCCCGTGGGCCAGGGGAAGCGCCCCAGAAGCCGAAGTGCCCACCATGG 
GCAACCACACGTGGGAGGGCTGCCACGTGGACTCGCGCGTGGACCACCTCTTTCC 
GCCATCCCTCTACATCTTTGTCATCGGCGTGGGGCTGCCCACCAACTGCCTGGCT 
CTGTGGGCGGCCTACCGCCAGGTGCAACAGCGCAACGAGCTGGGCGTCTACCTG 

1 5 ATGAACCTCAGCATCGCCGACCTGCTGTACATCTGCACGCTGCCGCTGTGGGTGG 
ACTACTTCCTGCACCACGACAACTGGATCCACGGCCCCGGGTCCTGCAAGCTCTT 
TGGGTTCATCTTCTACACCAATATCTACATCAGCATCGCCTTCCTGTGCTGCATCT 
CGGTGGACCGCTACCTGGCTGTGGCCCACCCACTCCGCTTCGCCCGCCTGCGCCG 
CGTCAAGACCGCCGTGGCCGTGAGCTCCGTGGTCTGGGCCACGGAGCTGGGCGC 

20 CAACTCGGCGCCCCTGTTCCATGACGAGCTCTTCCGAGACCGCTACAACCACACC 
TTCTGCTTTGAGAAGTTCCCCATGGAAGGCTGGGTGGCCTGGATGAACCTCTATC 
GGGTGTTCGTGGGCTTCCTCTTCCCGTGGGCGCTCATGCTGCTGTCGTACCGGGG 
CATCCTGCGGGCCGTGCGGGGCAGCGTGTCCACCGAGCGCCAGGAGAAGGCCAA 
GATCAAGCGGCTGGCCCTCAGCCTCATCGCCATCGTGCTGGTCTGCTTTGCGCCC 

25 TATCACGTGCTCTTGCTGTCCCGCAGCGCCATCTACCTGGGCCGCCCCTGGGACT 
GCGGCTTCGAGGAGCGCGTCTTTTCTGCATACCACAGCTCACTGGCTTTCACCAG 
CCTCAACTGTGTGGCGGACCCCATCCTCTACTGCCTGGTCAACGAGGGCGCCCGC 
AGCGATGTGGCCAAGGCCCTGCACAACCTGCTCCGCTTTCTGGCCAGCGACAAGC 
CCCAGGAGATGGCCAATGCCTCGCTCACCCTGGAGACCCCACTCACCTCCAAGA 

30 GGAACAGCACAGCCAAAGCCATGACTGGCAGCTGGGCGGCCACTCCGCCTCCCA 
GGGGGACCAGGTGCAGCTGAAGATGCTGCCGCCAGCACAATGAACCCCGAGTGG 
CACAGAATCCCCAGTTTTCCCCTCTCATCCCACAGTCCCTTCTCTCCTGG 

SEQlDNOflS " '* Sv, "%^'-' 
35 >gi|339569|gb|M85079. 1 |HUMTGFBIIR Human TGF-beta type II receptor mRNA, complete 
cds 

GTTGGCGAGGAGTTTCCTGTTTCCCCCGCAGCGCTGAGTTGAAGTTGAGTGAGTC 
ACTCGCGCGCACGGAGCGACGACACCCCCGCGCGTGCACCCGCTCGGGACAGGA 
GCCGGACTCCTGTGCAGCTTCCCTCGGCCGCCGGGGGCCTCCCCGCGCCTCGCCG 

40 GCCTCCAGGCCCCTCCTGGCTGGCGAGCGGGCGCCACATCTGGCCCGCACATCTG 
CGCTGCCGGCCCGGCGCGGGGTCCGGAGAGGGCGCGGCGCGGAGCGCAGCCAG 
GGGTCCGGGAAGGCGCCGTCCGTGCGCTGGGGGCTCGGTCTATGACGAGCAGCG 
GGGTCTGCCATGGGTCGGGGGCTGCTCAGGGGCCTGTGGCCGCTGCACATCGTCC 
TGTGGACGCGTATCGCCAGCACGATCCCACCGCACGTTCAGAAGTCGGTTAATAA 

45 CGACATGATAGTCACTGACAACAACGGTGCAGTCAAGTTTCCACAACTGTGTAA 
ATTTTGTGATGTGAGATTTTCCACCTGTGACAACCAGAAATCCTGCATGAGCAAC 
TGCAGCATCACCTCCATCTGTGAGAAGCCACAGGAAGTCTGTGTGGCTGTATGGA 
GAAAGAATGACGAGAACATAACACTAGAGACAGTTTGCCATGACCCCAAGCTCC 
CCTACCATGACTTTATTCTGGAAGATGCTGCTTCTCCAAAGTGCATTATGAAGGA 
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AAAAAAAAAGCCTGGTGAGACTTTCTTCATGTGTTCCTGTAGCTCTGATGAGTGC 
AATGACAACATCATCTTCTCAGAAGAATATAACACCAGCAATCCTGACTTGTTGC 
TAGTCATATTTCAAGTGACAGGCATCAGCCTCCTGCCACCACTGGGAGTTGCCAT 
ATCTGTCATCATCATCTTCTACTGCTACCGCGTTAACCGGCAGCAGAAGCTGAGT 
5 TCAACCTGGGAAACCGGCAAGACGCGGAAGCTCATGGAGTTCAGCGAGCACTGT 
GCCATCATCCTGGAAGATGACCGCTCTGACATCAGCTCCACGTGTGCCAACAACA 
TCAACCACAACACAGAGCTGCTGCCCATTGAGCTGGACACCCTGGTGGGGAAAG 
GTCGCTTTGCTGAGGTCTATAAGGCCAAGCTGAAGCAGAACACTTCAGAGCAGTT 
TGAGACAGTGGCAGTCAAGATCTTTCCCTATGAGGAGTATGCCTCTTGGAAGACA 

10 GAGAAGGACATCTTCTCAGACATCAATCTGAAGCATGAGAACATACTCCAGTTCC 
TGACGGCTGAGGAGCGGAAGACGGAGTTGGGGAAACAATACTGGCTGATCACCG 
CCTTCCACGCCAAGGGCAACCTACAGGAGTACCTGACGCGGCATGTCATCAGCT 
GGGAGGACCTGCGCAAGCTGGGCAGCTCCCTCGCCCGGGGGATTGCTCACCTCC 
ACAGTGATCACACTCCATGTGGGAGGCCCAAGATGCCCATCGTGCACAGGGACC 

1 5 TCAAGAGCTCCAATATCCTCGTGAAGAACGACCTAACCTGCTGCCTGTGTGACTT 
TGGGCTTTCCCTGCGTCTGGACCCTACTCTGTCTGTGGATGACCTGGCTAACAGT 
GGGCAGGTGGGAACTGCAAGATACATGGCTCCAGAAGTCCTAGAATCCAGGATG 
AATTTGGAGAATGCTGAGTCCTTCAAGCAGACCGATGTCTACTCCATGGCTCTGG 
TGCTCTGGGAAATGACATCTCGCTGTAATGCAGTGGGAGAAGTAAAAGATTATG 

20 AGCCTCCATTTGGTTCCAAGGTGCGGGAGCACCCCTGTGTCGAAAGCATGAAGG 
ACAACGTGTTGAGAGATCGAGGGCGACCAGAAATTCCCAGCTTCTGGCTCAA.ee 
ACCAGGGCATCCAGATGGTGTGTGAGACGTTGACTGAGTGCTGGGACCACGACC 
CAGAGGCCCGTCTCACAGCCCAGTGTGTGGCAGAACGCTTCAGTGAGCTGGAGC 
ATCTGGACAGGCTCTCGGGGAGGAGCTGCTCGGAGGAGAAGATTCCTGAAGACG 

25 GCTCCCTAAACACTACCAAATAGCTCTTATGGGGCAGGCTGGGCATGTCCAAAG 
AGGCTGCCCCTCTCACCAAA 

SEQIDNO: 19 

>gi|37464|emb|X14787.1|HSTS Human mRNA for thrombospondin 
30 GGACGCACAGGCATTCCCCGCGCCCCTCCAGCCCTCGCCGCCCTCGCCACCGCTC 
CCGGCCGCCGCGCTCCGGTACACACAGGATCCCTGCTGGGCACCAACAGCTCCA 
CCATGGGGCTGGCCTGGGGACTAGGCGTCCTGTTCCTGATGCATGTGTGTGGCAC 
CAACCGCATTCCAGAGTCTGGCGGAGACAACAGCGTGTTTGACATCTTTGAACTC 
^ ■''^CCGGGGCCGCCCGCAAGGGGTCTGGGCGCCGACTGGTGAAGGGCCCCGAeCCT'-- 
35 TCCAGCCCAGCTTTCCGCATCGAGGATGCCAACCTGATCCCCCCTGTGCCTGATG 
ACAAGTTCCAAGACCTGGTGGATGCTGTGCGGGCAGAAAAGGGTTTCCTCCTTCT 
GGCATCCCTGAGGCAGATGAAGAAGACCCGGGGCACGCTGCTGGCCCTGGAGCG 
GAAAGACCACTCTGGCCAGGTCTTCAGCGTGGTGTCCAATGGCAAGGCGGGCAC 
CCTGGACCTCAGCCTGACCGTCCAAGGAAAGCAGCACGTGGTGTCTGTGGAAGA 
40 AGCTCTCCTGGCAACCGGCCAGTGGAAGAGCATCACCCTGTTTGTGCAGGAAGA 
CAGGGCCCAGCTGTACATCGACTGTGAAAAGATGGAGAATGCTGAGTTGGACGT 
CCCCATCCAAAGCGTCTTCACCAGAGACCTGGCCAGCATCGCCAGACTCCGCATC 
GCAAAGGGGGGCGTCAATGACAATTTCCAGGGGGTGCTGCAGAATGTGAGGTTT 
GTCTTTGGAACCACACCAGAAGACATCCTCAGGAACAAAGGCTGCTCCAGCTCT 
45 ACCAGTGTCCTCCTCACCCTTGACAACAACGTGGTGAATGGTTCCAGCCCTGCCA 
TCCGCACTAACTACATTGGCCACAAGACAAAGGACTTGCAAGCCATCTGCGGCA 
TCTCCTGTGATGAGCTGTCCAGCATGGTCCTGGAACTCAGGGGCCTGCGCACCAT 
TGTGACCACGCTGCAGGACAGCATCCGCAAAGTGACTGAAGAGAACAAAGAGTT 
GGCCAATGAGCTGAGGCGGCCTCCCCTATGCTATCACAACGGAGTTCAGTACAG 
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aaataacgaggaatggactgttgatagctgcactgagtgtcactgtcagaactc 
agttaccatctgcaaaaaggtgtcctgccccatcatgccctgctccaatgccaca 
gttcctgatggagaatgctgtcctcgctgttggcccagcgactctgcggacgatg 
gctggtctccatggtccgagtggacctcctgttctacgagctgtggcaatggaat 
5 tcagcagcgcggccgctcctgcgatagcctcaacaaccgatgtgagggctcctcg 
gtccagacacggacctgccacattcaggagtgtgacaaaagatttaaacaggat 
ggtggctggagccactggtccccgtggtcatcttgttctgtgacatgtggtgatg 
gtgtgatcacaaggatccggctctgcaactctcccagcccccagatgaatggga 
aaccctgtgaaggcgaagcgcgggagaccaaagcctgcaagaaagacgcctgc 

1 0 cccatcaatggaggctggggtccttggtcaccatgggacatctgttctgtcacct 
gtggaggaggggtacagaaacgtagtcgtctctgcaacaaccccgcaccccagt 
ttggaggcaaggactgcgttggtgatgtaacagaaaaccagatctgcaacaagc 
aggactgtccaattgatggatgcctgtccaatccctgctttgccggcgtgaagtg 
tactagctaccctgatggcagctggaaatgtggtgcttgtccccctggttacagt 

1 5 ggaaatggcatccagtgcacagatgttgatgagtgcaaagaagtgcctgatgcc 
tgcttcaaccacaatggagagcaccggtgtgagaacacggaccccggctacaac 
tgcctgccctgccccccacgcttcaccggctcacagcccttcggccagggtgtcg 
aacatgccacggccaacaaacaggtgtgcaagccccgtaacccctgcacggatg 
ggacccacgactgcaacaagaacgccaagtgcaactacctgggccactatagcg 

20 accccatgtaccgctgcgagtgcaagcctggctacgctggcaatggcatcatctg 
cggggaggacacagacctggatggctggcccaatgagaacctggtgtgcgtggc 
caatgcgacttaccactgcaaaaaggataattgccccaaccttcccaactcaggg 
caggaagactatgacaaggatggaattggtgatgcctgtgatgatgacgatgac 
aatgataaaattccagatgacagggacaactgtccattccattacaacccagctc 

25 agtatgactatgacagagatgatgtgggagaccgctgtgacaactgtccctaca 
accacaacccagatcaggcagacacagacaacaatggggaaggagacgcctgt 
gctgcagacattgatggagacggtatcctcaatgaacgggacaactgccagtac 
gtctacaatgtggaccagagagacactgatatggatggggttggagatcagtgt 
gacaattgccccttggaacacaatccggatcagctggactctgactcagaccgca 

30 ttggagatacctgtgacaacaatcaggatattgatgaagatggccaccagaaca 
atctggacaactgtccctatgtgcccaatgccaaccaggctgaccatgacaaag 
atggcaagggagatgcctgtgaccacgatgatgacaacgatggcattcctgatg 
acaaggacaactgcagactcgtgcccaatcccgaccagaaggactctgacggcg 
atggtcgaggtgatgcctgcaaAgatgattttgaccatgacagtgtggcagacat 

35 cgatgacatctgtcctgagaatgttgacatcagtgagaccgatttccgccgattc 
cagatgattcctctggaccccaaagggacatcccaaaatgaccctaactgggttg 
tacgccatcagggtaaagaactcgtccagactgtcaactgtgatcctggactcgc 
tgtaggttatgatgagtttaatgctgtggacttcagtggcaccttcttcatcaac 
accgaaagggacgatgactatgctggatttgtctttggctaccagtccagcagcc 

40 gcttttatgttgtgatgtggaagcaagtcacccagtcctactgggacaccaaccc 
cacgagggctcagggatactcgggcctttctgtgaaagttgtaaactccaccaca 
gggcctggcgagcacctgcggaacgccctgtggcacacaggaaacacccctggc 
caggtgcgcaccctgtggcatgaccctcgtcacataggctggaaagatttcaccg 
cctacagatggcgtctcagccacaggccaaagacgggtttcattagagtggtga 

45 tgtatgaagggaagaaaatcatggctgactcaggacccatctatgataaaacct 
atgctggtggtagactagggttgtttgtcttctctcaagaaatggtgttcttctct 
gacctgaaatacgaatgtagagatccctaatcatcaaattgttgattgaaagact 
gatcataaaccaatgctggtattgcaccttctggaactatgggcttgagaaaacc 
cccaggatcacttctccttggcitccitcrtttctgtgcttgcatcagtgtggact 
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CCTAGAACGTGCGACCTGCCTCAAGAAAATGCAGTTTTCAAAAACAGACTCATC 
AGCATTCAGCCTCCAATGAATAAGACATCTTCCAAGCATATAAACAATTGCTTTG 
GTTTCCTTTTGAAAAAGCATCTACTTGCTTCAGTTGGGAAGGTGCCCATTCCACTC 
TGCCTTTGTCACAGAGCAGGGTGCTATTGTGAGGCCATCTCTGAGCAGTGGACTC 
5 AAAAGCATTTTCAGGCATGTCAGAGAAGGGAGGACTCACTAGAATTAGCAAACA 
AAACCACCCTGACATCCTCCTTCAGGAACACGGGGAGCAGAGGCCAAAGCACTA 
AGGGGAGGGCGCATACCCGAGACGATTGTATGAAGAAAATATGGAGGAACTGTT 
ACATGTTCGGTACTAAGTCATTTTCAGGGGATTGAAAGACTATTGCTGGATTTCA 
TGATGCTGACTGGCGTTAGCTGATTAACCCATGTAAATAGGCACTTAAATAGAAG 

1 0 CAGGAAAGGG AGACAAAGACTGGCTTCTGGACTTCCTCCCTGATCCCC ACCCTTA 
CTCATCACCTTGCAGTGGCCAGAATTAGGGAATCAGAATCAAACCAGTGTAAGG 
CAGTGCTGGCTGCCATTGCCTGGTCACATTGAAATTGGTGGCTTCATTCTAGATG 
TAGCTTGTGCAGATGTAGCAGGAAAATAGGAAAACCTACCATCTCAGTGAGCAC 
CAGCTGCCTCCCAAAGGAGGGGCAGCCGTGCTTATATTTTTATGGTTACAATGGC 

1 5 ACAAAATTATTATC AACCTAACTAAAACATTCCTTTTCTCTTTTTTCCGTAATTAC 

GTAAAATATTTATTTTTTACTTATTCTGGAAGATCTGGCTGAAGGATTATTCATGG 
AACAGGAAGAAGCGTAAAGACTATCCATGTCATCTTTGTTGAGAGTCTTCGTGAC 
TGTAAGATTGTAAATACAGATTATTTATTAACTCTGTTCTGCCTGGAAATTTAGGC 

20 TTCATACGGAAAGTGTTTGAGAGCAAGTAGTTGACATTTATCAGCAAATCTCTTG 
CAAGAACAGCACAAGGAAAATCAGTCTAATAAGCTGCTCTGCCCCTTGTGCTCA 
GAGTGGATGTTATGGGATTCCTTTTTTCTCTGTTTTATCTTTTCAAGTGGAATTAG 
TTGGTTATCCATTTGCAAATGTTTTAAATTGCAAAGAAAGCCATGAGGTCTTCAA 
TACTGTTTTACCCCATCCCTTGTGCATATTTCCAGGGAGAAGGAAAGCATATACA 

25 CTTTTTTCTTTCATTTTTCCAAAAGAGAAAAAAATGACAAAAGGTGAAACTTACA 
TACAAATATTACCTCATTTGTTGTGTGACTGAGTAAAGAATTTTTGGATCAAGCG 
GAAAGAGTTTAAGTGTCTAACAAACTTAAAGCTACTGTAGTACCTAAAAAGTCA 
GTGTTGTACATAGCATAAAAACTCTGCAGAGAAGTATTCCCAATAAGGAAATAG 
CATTGAAATGTTAAATACAATTTCTGAAAGTTATGTTTTTTTTCTATCATCTGGTA 

3 0 TACCATTGCTTTATTTTTATAAATTATTTTCTCATTGCCATTGGAATAGAATATTC 
AGATTGTGTAGATATGCTATTTAAATAATTTATCAGGAAATACTGCCTGTAGAGT 
TAGTATTTCTATTTTTATATAATGTTTGCACACTGAATTGAAGAATTGTTGGTTTT 
TTCTrTTTTTTGTTTTTTTTTTTT^^ 

35 TTTTACATTCTAAAGCAGTGTAAGTTGTATATTACTGTTTCTTATGTACAAGGAAC 
AACAATAAATCATATGGAAATTTATATTT 

SEQ ID NO: 20 

>gi|2229167|gb|AA495846.1|AA495846 zw05a06.rl Soares_NhHMPu_Sl Homo sapiens 

40 cDNA clone IMAGE:768370 5' 

TGAACATATTCATTGlTrGTTTATTAATAAATTACCATTCAGTTTGAATGAGACCT 
ATATGTCTGGATACTTTAATAGAGCTTTAATTATTACGAAAAAAGATTTCAGAGA 
TAAAACACTAGAAGTTACCTATTCTCCACCTAAATCTCTGAAAAATGGAGAAACC 
CTCTGACTAGTCCATGTCAAATTTTACTAAAAGTCTTTTTGTTTAGATTTATTT^ 

45 TGCAGCATCTTCTGCAAAATGTACTATATAGTCAGCTTGCTTTGAGGCTAGTAAA 
AAGATATTTTTCTAAACAGATTGGAGTTGGCATATAAACAAATACGTTTTCTCAC 
TAATGACAGTCCATG 
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SEQIDNO:21 

>gi|2459627|gb|U88880.1|HSU88880 Homo sapiens Toll-like receptor 4 (TLR4) mRNA, 
complete cds 

ACAGGGCCACTGCTGCTCACAGAAGCAGTGAGGATGATGCCAGGATGATGTCTG 
5 CCTCGCGCCTGGCTGGGACTCTGATCCCAGCCATGGCCTTCCTCTCCTGCGTGAG 
ACCAGAAAGCTGGGAGCCCTGCGTGGAGACTTGGCCCTAAACCACACAGAAGAG 
CTGGCATGAAACCCAGAGCTTTCAGACTCCGGAGCCTCAGCCCTTCACCCCGATT 
CCATTGCTTCTTGCTAAATGCTGCCGTTTTATCACGGAGGTGGTTCCTAATATTAC 
TTATCAATGCATGGAGCTGAATTTCTACAAAATCCCCGACAACCTCCCCTTCTCA 

1 0 ACCAAGAACCTGGACCTGAGCTTTAATCCCCTGAGGCATTTAGGCAGCTATAGCT 
TCTTCAGTTTCCCAGAACTGCAGGTGCTGGATTTATCCAGGTGTGAAATCCAGAC 
AATTGAAGATGGGGCATATCAGAGCCTAAGCCACCTCTCTACCTTAATATTGACA 
GGAAACCCCATCCAGAGTTTAGCCCTGGGAGCCTTTTCTGGACTATCAAGTTTAC 
AGAAGCTGGTGGCTGTGGAGACAAATCTAGCATCTCTAGAGAACTTCCCCATTGG 

1 5 ACATCTCAAAACTTTGAAAGAACTTAATGTGGCTCACAATCTTATCCAATCTTTC 
AAATTACCTGAGTATTTTTCTAATCTGACCAATCTAGAGCACTTGGACCTTTCCAG 
CAACAAGATTCAAAGTATTTATTGCACAGACTTGCGGGTTCTACATCAAATGCCC 
CTACTCAATCTCTCTTTAGACCTGTCCCTGAACCCTATGAACTTTATCCAACCAGG 
TGCATTTAAAGAAATTAGGCTTCATAAGCTGACTTTAAGAAATAATTTTGATAGT 

20 TTAAATGTAATGAAAACTTGTATTCAAGGTCTGGCTGGTTTAGAAGTCCATCGTT 
TGGTTCTGGGAGAATTTAGAAATGAAGGAAACTTGGAAAAGTTTGACAAATCTG 
CTCTAGAGGGCCTGTGCAATTTGACCATTGAAGAATTCCGATTAGCATACTTAGA 
CTACTACCTCGATGATATTATTGACTTATTTAATTGTTTGACAAATGTTTCTTCAT 
TTTCCCTGGTGAGTGTGACTATTGAAAGGGTAAAAGACTTTTCTTATAATTTCGG 

25 ATGGCAACATTTAGAATTAGTTAACTGTAAATTTGGACAGTTTCCCACATTGAAA 
CTCAAATCTCTCAAAAGGCTTACTTTCACTTCCAACAAAGGTGGGAATGCTTTTT 
CAGAAGTTGATCTACCAAGCCTTGAGTTTCTAGATCTCAGTAGAAATGGCTTGAG 
TTTCAAAGGTTGCTGTTCTCAAAGTGATTTTGGGACAACCAGCCTAAAGTATTTA 
GATCTGAGCTTCAATGGTGTTATTACCATGAGTTCAAACTTCTTGGGCTTAGAAC 

30 AACTAGAACATCTGGATTTCCAGCATTCCAATTTGAAACAAATGAGTGAGTTTTC 
AGTATTCCTATCACTCAGAAACCTCATTTACCTTGACATTTCTCATACTCACACCA 
GAGTTGCTTTCAATGGCATCTTCAATGGCTTGTCCAGTCTCGAAGTCTTGAAAAT 
GGCTGGCAATTCTTTCCAGGAAAACTTCCTTCCAGATATCTTCACAGAGCTGAGA 
/lAGTfGACCttCCTGGACCTCTCTCAGTGTCAACTGGAGCAGTTGTCTCCAACAG 

35 CATTTAACTCACTCTCCAGTCTTCAGGTACTAAATATGAGCCACAACAACTTCTTT 
TCATTGGATACGTTTCCTTATAAGTGTCTGAACTCCCTCCAGGTTCTTGATTACAG 
TCTCAATCACATAATGACTTCCAAAAAACAGGAACTACAGCATTTTCCAAGTAGT 
CTAGCTTTCTTAAATCrTACTCAGAATGACTTTGCTTGTACTTGTGAACACCAGAG 
TTTCCTGCAATGGATCAAGGACCAGAGGCAGCTCTTGGTGGAAGTTGAACGAAT 

40 GGAATGTGCAACACCTTCAGATAAGCAGGGCATGCCTGTGCTGAGTTTGAATATC 
ACCTGTCAGATGAATAAGACCATCATTGGTGTGTCGGTCCTCAGTGTGCTTGTAG 
TATCTGTTGTAGCAGTTCTGGTCTATAAGTTCTATTTTCACCTGATGCTTCTTGCT 
GGCTGCATAAAGTATGGTAGAGGTGAAAACATCTATGATGCCTTTGTTATCTACT 
CAAGCCAGGATGAGGACTGGGTAAGGAATGAGCTAGTAAAGAATTTAGAAGAA 

45 GGGGTGCCTCCATTTCAGCTCTGCCTTCACTACAGAGACTTTATTCCCGGTGTGGC 
CATTGCTGCCAACATCATCCATGAAGGTTTCCATAAAAGCCGAAAGGTGATTGTT 
GTGGTGTCCCAGCACTTCATCCAGAGCCGCTGGTGTATCTTTGAATATGAGATTG 
CTCAGACCTGGCAGTTTCTGAGCAGTCGTGCTGGTATCATCTTCATTGTCCTGCAG 
AAGGTGGAGAAGACCCTGCTCAGGCAGCAGGTGGAGCTGTACCGCCTTCTCAGC 
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AGGAACACTTACCTGGAGTGGGAGGACAGTGTCCTGGGGCGGCACATCTTCTGG 
AGACGACTCAGAAAAGCCCTGCTGGATGGTAAATCATGGAATCCAGAAGGAACA 
GTGGGTACAGGATGCAATTGGCAGGAAGCAACATCTATCTGAAGAGGAAAAATA 
AAAACCTCCTGAGGCATTTCTTGCCCAGCTGGGTCCAACACTTGTTCAGTTAATA 
5 AGTATTAAATGCTGCCACATGTCAGGCCTTATGCTAAGGGTGAGTAATTCCATGG 
TGCACTAGATATGCAGGGCTGCTAATCTCAAGGAGCTTCCAGTGCAGAGGGAAT 
AAATGCTAGACTAAAATACAGAGTCTTCCAGGTGGGCATTTCAACCAACTCAGTC 
AAGGAACCCATGACAAAGAAAGTCATTTCAACTCTTACCTCATCAAGTTGAATAA 
AGACAGAGAAAACAGAAAGAGACATTGTTCTTTTCCTGAGTCTTTTGAATGGAA 

1 0 ATTGTATTATGTTATAGCCATCATAAAACCATTTTGGTAGTTTTGACTGAACTGGG 
TGTTCACTTTTTCCTTTTTGATTGAATACAATTTAAATTCTACTTGATGACTGCAG 
TCGTCAAGGGGCTCCTGATGCAAGATGCCCCTTCCATTTTAAGTCTGTCTCCTTAC 
AGAGGTTAAAGTCTAATGGCTAATTCCTAAGGAAACCTGATTAACACATGCTCAC 
AACCATCCTGGTCATTCTCGAACATGTTCTATTTTTTAACTAATCACCCCTGATAT 

1 5 ATTTTTATTTTTATATATCCAGTTTTCATTTTTTTACGTCTTGCCTA 

TCATAAATAAGGTTGTTTAAGACGTGCTTCAAATATCCATATTAACCACTATTTTT 
CAAGGAAGTATGGAAAAGTACACTCTGTCACTTTGTCACTCGATGTCATTCCAAA 
GTTATTGCCTACTAAGTAATGACTGTCATGAAAGCAGCATTGAAATAATTTGTTT 
AAAGGGGGCACTCTTTTAAACGGGAAGAAAATTTCCGCTTCCTGGTCTTATCATG 

20 GACAATTTGGGCTATAGGCATGAAGGAAGTGGGATTACCTCAGGAAGTCACCTT 
TTCTTGATTCCAGAAACATATGGGCTGATAAACCCGGGGTGACCTCATGAAATGA 
GTTGCAGCAGATGTTTATTTTTTTCAGAACAAGTGATGTTTGATGGACCTATGAA 
TCTATTTAGGGAGACACAGATGGCTGGGATCCCTCCCCTGTACCCTTCTCACTGA 
CAGGAGAACTA 

25 

SEQIDNO: 22 

>gi|189185|gb|M32315.1|HUMNFR Human tumor necrosis factor receptor mRNA, complete 
cds 

GCGAGCGCAGCGGAGCCTGGAGAGAAGGCGCTGGGCTGCGAGGGCGCGAGGGC 

30 GCGAGGGCAGGGGGCAACCGGACCCCGCCCGCACCCATGGCGCCCGTCGCCGTC 
TGGGCCGCGCTGGCCGTCGGACTGGAGCTCTGGGCTGCGGCGCACGCCTTGCCCG 
CCCAGGTGGCATTTACACCCTACGCCCCGGAGCCCGGGAGCACATGCCGGCTCA 
GAGAATACTATGACCAGACAGCTCAGATGTGCTGCAGCAAATGCTCGCCGGGCC 
AACATGCAAAAGTCTTGT<^GeAAGA€(2T<3GGAeACCGTGTGTGACTCCTGTGA 

35 GGACAGCACATACACCCAGCTCTGGAACTGGGTTCCCGAGTGCTTGAGCTGTGGC 
TCCCGCTGTAGCTCTGACCAGGTGGAAACTCAAGCCTGCACTCGGGAACAGAAC 
CGCATCTGCACCTGCAGGCCCGGCTGGTACTGCGCGCTGAGCAAGCAGGAGGGG 
TGCCGGCTGTGCGCGCCGCTGCGCAAGTGCCGCCCGGGCTTCGGCGTGGCCAGA 
CCAGGAACTGAAACATCAGACGTGGTGTGCAAGCCCTGTGCCCCGGGGACGTTC 

40 TCCAACACGACTTCATCCACGGATATTTGCAGGCCCCACCAGATCTGTAACGTGG 
TGGCCATCCCTGGGAATGCAAGCATGGATGCAGTCTGCACGTCCACGTCCCCCAC 
CCGGAGTATGGCCCCAGGGGCAGTACACTTACCCCAGCCAGTGTCCACACGATC 
CCAACACACGCAGCCAACTCCAGAACCCAGCACTGCTCCAAGCACCTCCTTCCTG 
CTCCCAATGGGCCCCAGCCCCCCAGCTGAAGGGAGCACTGGCGACTTCGCTCTTC 

45 CAGTTGGACTGATTGTGGGTGTGACAGCCTTGGGTCTACTAATAATAGGAGTGGT 
GAACTGTGTCATCATGACCCAGGTGAAAAAGAAGCCCTTGTGCCTGCAGAGAGA 
AGCCAAGGTGCCTCACTTGCCTGCCGATAAGGCCCGGGGTACACAGGGCCCCGA 
GCAGCAGCACCTGCTGATCACAGCGCCGAGCTCCAGCAGCAGCTCCCTGGAGAG 
CTCGGCCAGTGCGTTGGACAGAAGGGCGCCCACTCGGAACCAGCCACAGGCACC 
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AGGCGTGGAGGCCAGTGGGGCCGGGGAGGCCCGGGCCAGCACCGGGAGCTCAG 
ATTCTTCCCCTGGTGGCCATGGGACCCAGGTCAATGTCACCTGCATCGTGAACGT 
CTGTAGCAGCTCTGACCACAGCTCACAGTGCTCCTCCCAAGCCAGCTCCACAATG 
GGAGACACAGATTCCAGCCCCTCGGAGTCCCCGAAGGACGAGCAGGTCCCCTTC 
5 TCCAAGGAGGAATGTGCCTTTCGGTCACAGCTGGAGACGCCAGAGACCCTGCTG 
GGGAGCACCGAAGAGAAGCCCCTGCCCCTTGGAGTGCCTGATGCTGGGATGAAG 
CCCAGTTAACCAGGCCGGTGTGGGCTGTGTCGTAGCCAAGGTGGGCTGAGCCCT 
GGCAGGATGACCCTGCGAAGGGGCCCTGGTCCTTCCAGGCCCCCACCACTAGGA 
CTCTGAGGCTCTTTCTGGGCCAAGTTCCTCTAGTGCCCTCCACAGCCGCAGCCTCC 

1 0 CTCTGACCTGCAGGCCAAGAGCAGAGGCAGCGAGTTGGGGAAAGCCTCTGCTGC 
CATGGTGTGTCCCTCTCGGAAGGCTGGCTGGGCATGGACGTTCGGGGCATGCTGG 
GGCAAGTCCCTGACTCTCTGTGACCTGCCCCGCCCAGCTGCACCTGCCAGCCTGG 
CTTCTGGAGCCCTTGGGTTTTTTGTTTGTTTGTTTGTTTGTTTGTTTGTTTCTCCCCC 
TGGGCTCTGCCCAGCTCTGGCTTCCAGAAAACCCCAGCATCCTTTTCTGCAGAGG 

1 5 GGCTTTCTGGAGAGGAGGGATGCTGCCTGAGTCACCCATGAAGACAGGACAGTG 
CTTCAGCCTGAGGCTGAGACTGCGGGATGGTCCTGGGGCTCTGTGTAGGGAGGA 
GGTGGCAGCCCTGTAGGGAACGGGGTCCTTCAAGTTAGCTCAGGAGGCTTGGAA 
AGCATCACCTCAGGCCAGGTGCAGTGGCTCACGCCTATGATCCCAGCACTTTGGG 
AGGCTGAGGCGGGTGGATCACCTGAGGTTAGGAGTTCGAGACCAGCCTGGCCAA 

20 CATGGTAAAACCCCATCTCTACTAAAAATACAGAAATTAGCCGGGCGTGGTGGC 
GGGCACCTATAGTCCCAGCTACTCAGAAGCCTGAGGCTGGGAAATCGTTTGAAC 
CCGGGAAGCGGAGGTTGCAGGGAGCCGAGATCACGCCACTGCACTCCAGCCTGG 
GCGACAGAGCGAGAGTCTGTCTCAAAAGAAAAAAAAAAAAGCACCGCCTCCAA 
ATGCTAACTTGTCCTTTTGTACCATGGTGTGAAAGTCAGATGCCCAGAGGGCGCA 

25 GGCAGGCCACCATATTCAGTGCTGTGGCCTGGGCAAGATAACGCACTTCTAACTA 
GAAATCTGCCAATTTTTTAAAAAAGTAAGTACCACTCAGGCCAACAAGCCAACG 
ACAAAGCCAAACTCTGCCAGCCACATCCAACCCCCCACCTGCCATTTGCACCCTG 
CGCCTTCACTCCGGTGTGCCTGCAGCCCCGCGCCTCCTTCCTTGCTGTCCTAGGCC 
ACACCATCTCCTTTCAGGGAATTTCAGGAACTAGAGATGACTGAGTCCTCGTAGC 

3 0 CATCTCTCTACTCCTACCTCAGCCTAGACCCTCCTCCTCCCCCAGAGGGGTGGGTT 
CCTCTTCCCCACTCCCCACCTTCAATTCCTGGGCCCCAAACGGGCTGCCCTGCCAC 
TTTGGTACATGGCCAGTGTGATCCCAAGTGCCAGTCTTGTGTCTGCGTCTGTGTTG 
CGTGTCGTGGGTGTGTGTAGCCAAGGTCGGTAAGTTGAATGGCCTGCCTTGAAGC 
CACTGAAGCTGGGATTCCTCCCCATTAGAGTCAGCCTrG'GGCeTCCeAGGGCCAG 

35 GGCCCTGCAGAGGGGAAACCAGTGTAGCCTTGCCCGGATTCTGGGAGGAAGCAG 
GTTGAGGGGCTCCTGGAAAGGCTCAGTCTCAGGAGCATGGGGATAAAGGAGAAG 
GCATGAAATTGTCTAGCAGAGCAGGGGCAGGGTGATAAATTGTTGATAAATTCC 
ACTGGACTTGAGCTTGGCAGCTGAACTATTGGAGGGTGGGAGAGCCCAGCCATT 
ACCATGGAGACAAGAAGGGTTTTCCACCCTGGAATCAAGATGTCAGACTGGCTG 

40 GCTGCAGTGACGTGCACCTGTACTCAGGAGGCTGAGGGGAGGATCACTGGAGCC 
CAGGAGTTTGAGGCTGCAGCGAGCTATGATCGCGCCACTACACTCCAGCCTGAG 
CAACAGAGTGAGACCCTGTCTCTTAAAGAAAAAAAAAGTCAGACTGCTGGGACT 
GGCCAGGTTTCTGCCCACATTGGACCCACATGAGGACATGATGGAGCGCACCTG 
CCCCCTGGTGGACAGTCCTGGGAGAACCTCAGGCTTCCTTGGCATCACAGGGCAG 

45 AGCCGGGAAGCGATGAATTTGGAGACTCTGTGGGGCCTTGGTTCCCTTGTGTGTG 
TGTGTTGATCCCAAGACAATGAAAGTTTGCACTGTATGCTGGACGGCATTCCTGC 
TTATCAATAAACCTGTTTGTTTTAAAAAAAA 
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SEQ ID NO: 23 

>gi|182627|gb|M34539.1|HUMFKBP Human FK506-binding protein (FKBP) mRNA, 
complete cds 

GAATTCGGGCCGCCGCCAGGTCGCTGTTGGTCCACGCCGCCCGTCGCGCCGCCCG 
5 CCCGCTCAGCGTCCGCCGCCGCCATGGGAGTGCAGGTGGAAACCATCTCCCCAG 
GAGACGGGCGCACCTTCCCCAAGCGCGGCCAGACCTGCGTGGTGCACTACACCG 
GGATGCTTGAAGATGGAAAGAAATTTGATTCCTCCCGGGACAGAAACAAGCCCT 
TTAAGTTTATGCTAGGCAAGCAGGAGGTGATCCGAGGCTGGGAAGAAGGGGTTG 
CCCAGATGAGTGTGGGTCAGAGAGCCAAACTGACTATATCTCCAGATTATGCCTA 

1 0 TGGTGCCACTGGGCACCCAGGCATCATCCCACCACATGCCACTCTCGTCTTCGAT 
GTGGAGCTTCTAAAACTGGAATGACAGGAATGGCCTCCTCCCTTAGCTCCCTGTT 
CTTGGATCTGCCATGGAGGGATCTGGTGCCTCCAGACATGTGCACATGAGTCCAT 
ATGGAGCTTTTCCTGATGTTCCACTCCACTTTGTATAGACATCTGCCCTGACTGAA 
TGTGTTCTGTCACTCAGCTTTGCTTCCGACACCTCTGTTTCCTCTTCCCCTTTCTCC 

1 5 TCGTATGTGTGTTTACCTAAACTATATGCCATAAACCTCAAGTTATTCATTTTATT 
TTGTTTTCATTTTGGGGTGAAGATTCAGTTTCAGTCTTTTGGATATAGGTTTCCAA 
TTAAGTACATGGTCAAGTATTAACAGCACAAGTGGTAGGTTAACATTAGAATAG 
GAATTGGTGTTGGGGGGGGGGTTTGCAAGAATATTTTATTTTAATTTTTTGGATG 
AAATTTTTATCTATTATATATTAAACATTCTTGCTGCTGCGCTGCAAAGCCATAGC 

20 AGATTTGAGGCGCTGTTGAGGACTGAATTACTCTCCAAGTTGAGAGATGTCTTTG 
GGTTAAATTAAAAGCCCTACCTAAAACTGAGGTGGGGATGGGGAGAGCCTTTGC 
CTCCACCATTCCCACCCACCCTCCCCTTAAACCCTCTGCCTTTGAAAGTAGATCAT 
GTTCACTGCAATGCTGGACACTACAGGTATCTGTCCCTGGGCCAGCAGGGACCTC 
TGAAGCCTTCTTTGTGGCCTTTTTTTTTTTTCATCCTGTGGTTTTTCTAATGGACTT 

25 TCAGGAATTTTGTAATCTCATAACTTTCCAAGCTCCACCACTTCCTAAATCTTAAG 
AACTTTAATTGACAGTTTCAATTGAAGGTGCTGTTTGTAGACTTAACACCCAGTG 
AAAGCCCAGCCATCATGACAAATCCTTGAATGTTCTCTTAAGAAAATGATGCTGG 
TCATCGCAGCTTCAGCATCTCCTGTTTTTTGATGCTTGGCTCCCTCTGCTGATCTC 
AGTTTCCTGGCTTTTCCTCCCTCAGCCCCTTCTCACCCCTTTGCTGTCCTGTGTAGT 

30 GATTTGGTGAGAAATCGTTGCTGCACCCTTCCCCCAGCACCATTTATGAGTCTCA 
AGTTTTATTATTGCAATAAAAGTGCTTTATGCCCGAATTC 

SEQ ID NO: 24 

>gi|1418929|emb|Z746a6#|HSPPA^IG®'H^apiens for prepro-alpha2(I) collagen 

35 AGCACCACGGCAGCAGGAGGTTTCGGNCTAAGTTGGAGGTACTGGNCCACGACT 
GCATGCCCGCGCCCGCCAGGTGATACCTCCGCCGGTGACCCAGGGGCTCTGCGA 
CACAAGGAGTCTGCATGTCTAAGTGCTAGACATGCTCAGCTTTGTGGATACGCGG 
ACTrTGTTGCTGCTTGCAGTAACCTTATGCCTAGCAACATGCCAATCTTTACAAG 
AGGAAACTGTAAGAAAGGGCCCAGCCGGAGATAGAGGACCACGTGGAGAAAGG 
40 GGTCCACCAGGCCCCCCAGGCAGAGATGGTGAAGATGGTCCCACAGGCCCTCCT 
GGTCCACCTGGTCCTCCTGGCCCCCCTGGTCTCGGTGGGAACTTTGCTGCTCAGT 
ATGATGGAAAAGGAGTTGGACTTGGCCCTGGACCAATGGGCTTAATGGGACCTA 
GAGGCCCACCTGGTGCAGCTGGAGCCCCAGGCCCTCAAGGTTTCCAAGGACCTG 
CTGGTGAGCCTGGTGAACCTGGTCAAACTGGTCCTGCAGGTGCTCGTGGTCCAGC 
45 TGGCCCTCCTGGCAAGGCTGGTGAAGATGGTCACCCTGGAAAACCCGGACGACC 
TGGTGAGAGAGGAGTTGTTGGACCACAGGGTGCTCGTGGTTTCCCTGGAACTCCT 
GGACTTCCTGGCTTCAAAGGCATTAGGGGACACAATGGTCTGGATGGATTGAAG 
GGACAGCCCGGTGCTCCTGGTGTGAAGGGTGAACCTGGTGCCCCTGGTGAAAAT 
GGAACTCCAGGTCAAACAGGAGCCCGTGGGCTTCCTGGTGAGAGAGGACGTGTT 
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GGTGCCCCTGGCCCAGCTGGTGCCCGTGGCAGTGATGGAAGTGTGGGTCCCGTG 
GGTCCTGCTGGTCCCATTGGGTCTGCTGGCCCTCCAGGCTTCCCAGGTGCCCCTG 
GCCCCAAGGGTGAAATTGGAGCTGTTGGTAACGCTGGTCCTGCTGGTCCCGCCGG 
TCCCCGTGGTGAAGTGGGTCTTCCAGGCCTCTCCGGCCCCGTTGGACCTCCTGGT 
5 AATCCTGGAGCAAACGGCCTTACTGGTGCCAAGGGTGCTGCTGGCCTTCCCGGCG 
TTGCTGGGGCTCCCGGCCTCCCTGGACCCCGCGGTATTCCTGGCCCTGTTGGTGCT 
GCCGGTGCTACTGGTGCCAGAGGACTTGTTGGTGAGCCTGGTCCAGCTGGCTCCA 
AAGGAGAGAGCGGTAACAAGGGTGAGCCCGGCTCTGCTGGGCCCCAAGGTCCTC 
CTGGTCCCAGTGGTGAAGAAGGAAAGAGAGGCCCTAATGGGGAAGCTGGATCTG 

1 0 CCGGCCCTCCAGGACCTCCTGGGCTGAGAGGTAGTCCTGGTTCTCGTGGTCTTCC 
TGGAGCTGATGGCAGAGCTGGCGTCATGGGCCCTCCTGGTAGTCGTGGTGCAAGT 
GGCCCTGCTGGAGTCCGAGGACCTAATGGAGATGCTGGTCGCCCTGGGGAGCCT 
GGTCTCATGGGACCCAGAGGTCTTCCTGGTTCCCCTGGAAATATCGGCCCCGCTG 
GAAAAGAAGGTCCTGTCGGCCTCCCTGGCATCGACGGCAGGCCTGGCCCAATTG 

1 5 GCCCAGCTGGAGCAAGAGGAGAGCCTGGCAACATTGGATTCCCTGGACCCAAAG 
GCCCCACTGGTGATCCTGGCAAAAACGGTGATAAAGGTCATGCTGGTCTTGCTGG 
TGCTCGGGGTGCTCCAGGTCCTGATGGAAACAATGGTGCTCAGGGACCTCCTGGA 
CCACAGGGTGTTCAAGGTGGAAAAGGTGAACAGGGTCCCGCTGGTCCTCCAGGC 
TTCCAGGGTCTGCCTGGCCCCTCAGGTCCCGCTGGTGAAGTTGGCAAACCAGGAG 

20 AAAGGGGTCTCCATGGTGAGTTTGGTCTCCCTGGTCCTGCTGGTCCAAGAGGGGA 
ACGCGGTCCCCCAGGTGAGAGTGGTGCTGCCGGTCCTACTGGTCCTATTGGAAGC 
CGAGGTCCTTCTGGACCCCCAGGGCCTGATGGAAACAAGGGTGAACCTGGTGTG 
GTTGGTGCTGTGGGCACTGCTGGTCCATCTGGTCCTAGTGGACTCCCAGGAGAGA 
GGGGTGCTGCTGGCATACCTGGAGGCAAGGGAGAAAAGGGTGAACCTGGTCTCA 

25 GAGGTGAAATTGGTAACCCTGGCAGAGATGGTGCTCGTGGTGCTCATGGTGCTGT 
AGGTGCCCCTGGTCCTGCTGGAGCCACAGGTGACCGGGGCGAAGCTGGGGCTGC 
TGGTCCTGCTGGTCCTGCTGGTCCTCGGGGAAGCCCTGGTGAACGTGGCGAGGTC 
GGTCCTGCTGGCCCCAACGGATTTGCTGGTCCGGCTGGTGCTGCTGGTCAACCGG 
GTGCTAAAGGAGAAAGAGGAGCCAAAGGGCCTAAGGGTGAAAACGGTGTTGTT 

30 GGTCCCACAGGCCCCGTTGGAGCTGCTGGCCCAGCTGGTCCAAATGGTCCCCCCG 
GTCCTGCTGGAAGTCGTGGTGATGGAGGCCCCCCTGGTATGACTGGTTTCCCTGG 
TGCTGCTGGACGGACTGGTCCCCCAGGACCCTCTGGTATTTCTGGCCCTCCTGGT 
CCCCCTGGTCCTGCTGGGAAAGAAGGGCTTCGTGGTCCTCGTGGTGACCAAGGTC 

3 5 GAAGGGTCCCTCTGGAGAGGCTGGTACTGCTGGACCTCCTGGCACTCCAGGTCCT 
CAGGGTCTTCTTGGTGCTCCTGGTATTCTGGGTCTCCCTGGCTCGAGAGGTGAAC 
GTGGTCTACCTGGTGTTGCTGGTGCTGTGGGTGAACCTGGTCCTCTTGGCATTGCC 
GGCCCTCCTGGGGCCCGTGGTCCTCCTGGTGCTGTGGGTAGTCCTGGAGTCAACG 
GTGCTCCTGGTGAAGCTGGTCGTGATGGCAACCCTGGGAACGATGGTCCCCCAG 

40 GTCGCGATGGTCAACCCGGACACAAGGGAGAGCGCGGTTACCCTGGCAATATTG 
GTCCCGTTGGTGCTGCAGGTGCACCTGGTCCTCATGGCCCCGTGGGTCCTGCTGG 
CAAACATGGAAACCGTGGTGAAACTGGTCCTTCTGGTCCTGTTGGTCCTGCTGGT 
GCTGTTGGCCCAAGAGGTCCTAGTGGCCCACAAGGCATTCGTGGCGATAAGGGA 
GAGCCCGGTGAAAAGGGGCCCAGAGGTCTTCCTGGCTTAAAGGGACACAATGGA 

45 TTGCAAGGTCTGCCTGGTATCGCTGGTCACCATGGTGATCAAGGTGCTCCTGGCT 
CCGTGGGTCCTGCTGGTCCTAGGGGCCCTGCTGGTCCTTCTGGCCCTGCTGGAAA 
AGATGGTCGCACTGGACATCCTGGTACGGTTGGACCTGCTGGCATTCGAGGCCCT 
CAGGGTCACCAAGGCCCTGCTGGCCCCCCTGGTCCCCCTGGCCCTCCTGGACCTC 
CAGGTGTAAGCGGTGGTGGTTATGACTTTGGTTACGATGGAGACTTCTACAGGGC 
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TGACCAGCCTCGCTCAGCACCTTCTCTCAGACCCAAGGACTATGAAGTTGATGCT 
ACTCTGAAGTCTCTCAACAACCAGATTGAGACCCTTCTTACTCCTGAAGGCTCTA 
GAAAGAACCCAGCTCGCACATGCCGTGACTTGAGACTCAGCCACCCAGAGTGGA 
GCAGTGGTTACTACTGGATTGACCCTAACCAAGGATGCACTATGGATGCTATCAA 
5 AGTATACTGTGATTTCTCTACTGGCGAAACCTGTATCCGGGCCCAACCTGAAAAC 
ATCCCAGCCAAGAACTGGTATAGGAGCTCCAAGGACAAGAAACACGTCTGGCTA 
GGAGAAACTATCAATGCTGGCAGCCAGTTTGAATATAATGTAGAAGGAGTGACT 
TCCAAGGAAATGGCTACCCAACTTGCCTTCATGCGCCTGCTGGCCAACTATGCCT 
CTCAGAACATCACCTACCACTGCAAGAACAGCATTGCATACATGGATGAGGAGA 

10 CTGGCAACCTGAAAAAGGCTGTCATTCTACAGGGCTCTAATGATGTTGAACTTGT 
TGCTGAGGGCAACAGCAGGTTCACTTACACTGTTCTTGTAGATGGCTGCTCTAAA 
AAGACAAATGAATGGGGAAAGACAATCATTGAATACAAAACAAATAAGCCATC 
ACGCCTGCCCTTCCTTGATATTGCACCTTTGGACATCGGTGGTGCTGACCATGAA 
TTCTTTGTGGACATTGGCCCAGTCTGTTTCAAATAAATGAACTCAATCTAAATTA 

15 AAAAAGAAAGAAATTTGAAAAAACTTTCTCTTTGCCATTTCTTCTTCTTCTTTTTT 
AACTGAAAGCTGAATCCTTCCATTTCTTCTGCACATCTACTTGCTTAAATTGTGGG 
CAAAAGAGAAAAAGAAGGATTGATCAGAGCATTGTGCAATACAGTTTCATTAAC 
TCCTTCCCCCGCTCCCCCAAAAATTTGAATTTTTTTTTCAACACTCTTACACCTGTT 
ATGGAAAATGTCAACCTTTGTAAGAAAACCAAAATAAAAATTGAAAAATAAAAA 

20 CCATAAACATTTGCACCACTTGTGGCTTTTGAATATCTTCCACAGAGGGAAGTTT 
AAAACCCAAACTTCCAAAGGTTTAAACTACCTCAAAACACTTTCCCATGAGTGTG 
ATCCACATTGTTAGGTGCTGACCTAGACAGAGATGAACTGAGGTCCTTGTTTTGT 
TTTGTTCATAATACAAAGGTGCTAATTAATAGTATTTCAGATACTTGAAGAATGT 
TGATGGTGCTAGAAGAATTTGAGAAGAAATACTCCTGTATTGAGTTGTATCGTGT 

25 GGTGTATTTTTTAAAAAATTTGATTTAGCATTCATATTTTCCATCTTATTCCCAATT 
AAAAGTATGCAGATTATTTGCCCAAAGTTGTCCTCTTCTTCAGATTCAGCATTTGT 
TCTTTGCCAGTCTCATTTTCATCTTCTTCCATGGTTCCACAGAAGCTTTGTTTCTTG 
GGCAAGCAGAAAAATTAAATTGTACCTATTTTGTATATGTGAGATGTTTAAATAA 
ATTGTGAAAAAAATGAAATAAAGCATGTTTGGTTTTCCAAAAGAACATAT 

30 

SEQ ID NO: 25 

>gi|181 179|gb|Ml 1233.1|HUMCTHD Human cathepsin D mRNA, complete cds 

GGCTATAAGCGCACGGCCTCGGCGACCCTCTCCGACCCGGCCGCCGCCGCCATGC 

AGCCCTCCAGCCTTCTGCSGGTGG(2G€TeTGeeTGeTGGCTGCACCCGCCTCCGGG 

35 CTCGTCAGGATCCCGCTGCACAAGTTCACGTCCATCCGCCGGACCATGTCGGAGG 
TTGGGGGCTCTGTGGAGGACCTGATTGCCAAAGGCCCCGTCTCAAAGTACTCCCA 
GGCGGTGCCAGCCGTGACCGAGGGGCCCATTCCCGAGGTGCTCAAGAACTACAT 
GGACGCCCAGTACTACGGGGAGATTGGCATCGGGACGCCCCCCCAGTGCTTCAC 
AGTCGTCTTCGACACGGGCTCCTCCAACCTGTGGGTCCCCTCCATCCACTGCAAA 

40 CTGCTGGACATCGCTTGCTGGATCCACCACAAGTACAACAGCGACAAGTCCAGC 
ACCTACGTGAAGAATGGTACCTCGTTTGACATCCACTATGGCTCGGGCAGCCTCT 
CCGGGTACCTGAGCCAGGACACTGTGTCGGTGCCCTGCCAGTCAGCGTCGTCAGC 
CTCTGCCCTGGGCGGTGTCAAAGTGGAGAGGCAGGTCTTTGGGGAGGCCACCAA 
GCAGCCAGGCATCACCTTCATCGCAGCCAAGTTCGATGGCATCCTGGGCATGGCC 

45 TACCCCCGCATCTCCGTCAACAACGTGCTGCCCGTCTTCGACAACCTGATGCAGC 
AGAAGCTGGTGGACCAGAACATCTTCTCCTTCTACCTGAGGAGGGACCCAGATGC 
GCAGCCTGGGGGTGAGCTGATGCTGGGTGGCACAGACTCCAAGTATTACAAGGG 
TTCTCTGTCCTACCTGAATGTCACCCGCAAGGCCTACTGGCAGGTCCACCTGGAC 
CAGGTGGAGGTGGCCAGCGGGCTGACCCTGTGCAAGGAGGGCTGTGAGGCCATT 
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GTGGACACAGGCACTTCCCTCATGGTGGGCCCGGTGGATGAGGTGCGCGAGCTG 
CAGAAGGCCATCGGGGCCGTGCCGCTGATTCAGGGCGAGTACATGATCCCCTGT 
GAGAAGGTGTCCACCCTGCCCGCGATCACACTGAAGCTGGGAGGCAAAGGCTAC 
AAGCTGTCCCCAGAGGACTACACGCTCAAGGTGTCGCAGGCCGGGAAGACCCTC 
5 TGCCTGAGCGGCTTCATGGGCATGGACATCCCGCCACCCAGCGGGCCACTCTGGA 
TCCTGGGCGACGTCTTCATCGGCCGCTACTACACTGTGTTTGACCGTGACAACAA 
CAGGGTGGGCTTCGCCGAGGCTGCCCGCCTCTAGTTCCCAAGGCGTCCGCGCGCC 
AGCACAGAAACAGAGGAGAGTCCCAGAGCAGGAGGCCCCTGGCCCAGCGGCCC 
CTCCCACACACACCCACACACTCGCCCGCCCACTGTCCTGGGCGCCCTGGAAGCC 

10 GGCGGCCCAAGCCCGACTTGCTGTTTTGTTCTGTGGTTTTCCCCTCCCTGGGTTCA 
GAAATGCTGCCTGCCTGTCTGTCTCTCCATCTGTTTGGTGGGGGTAGAGCTGATC 
CAGAGCACAGATCTGTTTCGTGCATTGGAAGACCCCACCCAAGCTTGGCAGCCG 
AGCTCGTGTATCCTGGGGCTCCCTTCATCTCCAGGGAGTCCCCTCCCCGGCCCTA 
CCAGCGCCCGCTGGGCTGAGCCCCTACCCCACACCAGGCCGTCCTCCCGGGCCCT 

1 5 CCCTTGGAAACCTGCCCTGCCTGAGGGCCCCTCTGCCCAGCTTGGGCCCAGCTGG 
GCTCTGCCACCCTACCTGTTCAGTGTCCCGGGCCCGTTGAGGATGAGGCCGCTAG 
AGGCCTGAGGATGAGCTGGAAGGAGTGAGAGGGGACAAAACCCACCTTGTTGGA 
GCCTGCAGGGTGGTGCTGGGACTGAGCCAGTCCCAGGGGCATGTATTGGCCTGG 
AGGTGGGGTTGGGATTGGGGGCTGGTGCCAGCCTTCCTCTGCAGCTGACCTCTGT 

20 TGTCCTCCCCTTGGGCGGCTGAGAGCCCCAGCTGACATGGAAATACAGTTGTTGG 
CCTCCGGCCTCCCCTC 

SEQIDNO: 26 

>gi|2167381|gb|AA453712.1|AA453712 aa20f04.rl Soares_NhHMPu_Sl Homo sapiens 

25 cDNA clone IMAGE:813823 5' 

GCCATTATCCTACTCCAAGATCAAGCATTTGCGTTGTGGATGGCAATCGCATCTC 
AGAAACCAGTCTTCCACCGGATATGTATGAATGTCTACGTGTTGCTAACGAAGTC 
ACTCTTAATTAATATCTGTATCCTGGAACAATATTTTATGGTTATGTTTTTCTGTG 
TGTCAGTTTTCATAGTATCCATATTTTATTACTGTTTATTACTTCCATGAATTTTAA 

30 AATCTGAGGGAAATGTTTTGTAAACATTTATTTTTTTTAAAGAAAAGATGAAAGG 
CAGGCCTATTTCATCACAAGAACACACACATATACACGAATAGACATCAAACTC 
AATGCTTTATTTGTAAATTTAGTGTTTTTTTATTTCTACTGTCAAATGATGTGCAA 
AACCTTTTACTGGTTGCATGGAAATCAGCCAAGTTTTATAATCCTTAAATCTTAAT 

•v. GTTCCTCAAAGCTTGGA^AAATAGATA^GGATGTTACTCTCTTGCACCAAATTAT 

35 CTTGATACATTCAAATTTGTCTGGTTAAAAAATAGGTGGTAGATATTGAGGCCAA 
GA 

SEQIDNO: 27 

>gi|339730|gb|M75165.1|HUMTMlEH.sapiens epithelial tropomyosin (TMl)mRNA, 
40 complete cds 

CGCCTGCCACCGGTGCACCCAGTCCGCTCACCCAGCCCAGTCCGTCCGGTCCTCA 
CCGCCTGCCGGCCGGCCCACCCCCCACCGCAGCCATGGACGCCATCAAGAAGAA 
GATGCAGATGCTGAAGCTGGACAAGGAGAACGCCATCGACCGCGCCGAGCAGGC 
CGAAGCCGACAAGAAGCAAGCTGAGGACCGCTGCAAGCAGCTGGAGGAGGAGC 
45 AGCAGGCCCTCCAGAAGAAGCTGAAGGGGACAGAGGATGAGGTGGAAAAGTAT 
TCTGAATCCGTGAAGGAGGCCCAGGAGAAACTGGAGCAGGCCGAGAAGAAGGC 
CACTGATGCTGAGGCAGATGTGGCCTCCCTGAACCGCCGCATTCAGCTGGTTGAG 
GAGGAGCTGGACCGGGCCCAGGAGCGCCTGGCTACAGCCCTGCAGAAGCTGGAG 
GAGGCCGAGAAGGCGGCTGATGAGAGCGAGAGAGGAATGAAGGTCATCGAAAA 
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CCGGGCCATGAAGGATGAGGAGAAGATGGAACTGCAGGAGATGCAGCTGAAGG 
AGGCCAAGCACATCGCTGAGGATTCAGACCGCAAATATGAAGAGGTGGCCAGGA 
AGCTGGTGATCCTGGAAGGAGAGCTGGAGCGCTCGGAGGAGAGGGCTGAGGTG 
GCCGAGAGCCGAGCCAGACAGCTGGAGGAGGAACTTCGAACCATGGACCAGGC 
5 CCTCAAGTCCCTGATGGCCTCAGAGGAGGAGTATTCCACCAAAGAAGATAAATA 
TGAAGAGGAGATCAAACTGTTGGAGGAGAAGCTGAAGGAGGCTGAGACCCGAG 
CAGAGTTTGCCGAGAGGTCTGTGGCAAAGTTGGAGAAAACCATCGATGACCTAG 
AAGAGACCTTGGCCAGTGCCAAGGAGGAGAACGTCGAGATTCACCAGACCTTGG 
ACCAGACCCTGCTGGAACTCAACAACCTGTGAGGGCCAGCCCCACCCCCAGCCA 
10 GGCTATGGTTGCCACCCCAACCCAATAAAACTGATGTTACTAGCC 

SEQ ID NO: 28 

>gi| 1 8973 1 |gb| J03278. 1 |HUMPDGFRA Human platelet-derived growth factor (PDGF) 
receptor mRNA, complete cds 

1 5 GGCCCCTCAGCCCTGCTGCCCAGCACGAGCCTGTGCTCGCCCTGCCCAACGCAGA 
CAGCCAGACCCAGGGCGGCCCCTCTGGCGGCTCTGCTCCTCCCGAAGGATGCTTG 
GGGAGTGAGGCGAAGCTGGGCGCTCCTCTCCCCTACAGCAGCCCCCTTCCTCCAT 
CCCTCTGTTCTCCTGAGCCTTCAGGAGCCTGCACCAGTCCTGCCTGTCCTTCTACT 
CAGCTGTTACCCACTCTGGGACCAGCAGTCTTTCTGATAACTGGGAGAGGGCAGT 

20 AAGGAGGACTTCCTGGAGGGGGTGACTGTCCAGAGCCTGGAACTGTGCCCACAC 
CAGAAGCCATCAGCAGCAAGGACACCATGCGGCTTCCGGGTGCGATGCCAGCTC 
TGGCCCTCAAAGGCGAGCTGCTGTTGCTGTCTCTCCTGTTACTTCTGGAACCACA 
GATCTCTCAGGGCCTGGTCGTCACACCCCCGGGGCCAGAGCTTGTCCTCAATGTC 
TCCAGCACCTTCGTTCTGACCTGCTCGGGTTCAGCTCCGGTGGTGTGGGAACGGA 

25 TGTCCCAGGAGCCCCCACAGGAAATGGCCAAGGCCCAGGATGGCACCTTCTCCA 
GCGTGCTCACACTGACCAACCTCACTGGGCTAGACACGGGAGAATACTTTTGCAC 
CCACAATGACTCCCGTGGACTGGAGACCGATGAGCGGAAACGGCTCTACATCTTT 
GTGCCAGATCCCACCGTGGGCTTCCTCCCTAATGATGCCGAGGAACTATTCATCT 
TTCTCACGGAAATAACTGAGATCACCATTCCATGCCGAGTAACAGACCCACAGCT 

30 GGTGGTGACACTGCACGAGAAGAAAGGGGACGTTGCACTGCCTGTCCCCTATGA 
TCACCAACGTGGCTTTTCTGGTATCTTTGAGGACAGAAGCTACATCTGCAAAACC 
ACCATTGGGGACAGGGAGGTGGATTCTGATGCCTACTATGTCTACAGACTCCAGG 
TGTCATCCATCAACGTCTCTGTGAACGCAGTGCAGACTGTGGTCCGCCAGGGTGA 

35 ACATACCCCCGCAAAGAAAGTGGGCGGCTGGTGGAGCCGGTGACTGACTTCCTC 
TTGGATATGCCTTACCACATCCGCTCCATCCTGCACATCCCCAGTGCCGAGTTAG 
AAGACTCGGGGACCTACACCTGCAATGTGACGGAGAGTGTGAATGACCATCAGG 
ATGAAAAGGCCATCAACATCACCGTGGTTGAGAGCGGCTACGTGCGGCTCCTGG 
GAGAGGTGGGCACACTACAATTTGCTGAGCTGCATCGGAGCCGGACACTGCAGG 

40 TAGTGTTCGAGGCCTACCCACCGCCCACTGTCCTGTGGTTCAAAGACAACCGCAC 
CCTGGGCGACTCCAGCGCTGGCGAAATCGCCCTGTCCACGCGCAACGTGTCGGA 
GACCCGGTATGTGTCAGAGCTGACACTGGTTCGCGTGAAGGTGGCAGAGGCTGG 
CCACTACACCATGCGGGCCTTCCATGAGGATGCTGAGGTCCAGCTCTCCTTCCAG 
CTACAGATCAATGTCCCTGTCCGAGTGCTGGAGCTAAGTGAGAGCCACCCTGACA 

45 GTGGGGAACAGACAGTCCGCTGTCGTGGCCGGGGCATGCCCCAGCCGAACATCA 
TCTGGTCTGCCTGCAGAGACCTCAAAAGGTGTCCACGTGAGCTGCCGCCCACGCT 
GCTGGGGAACAGTTCCGAAGAGGAGAGCCAGCTGGAGACTAACGTGACGTACTG 
GGAGGAGGAGCAGGAGTTTGAGGTGGTGAGCACACTGCGTCTGCAGCACGTGGA 
TCGGCCACTGTCGGTGCGCTGCACGCTGCGCAACGCTGTGGGCCAGGACACGCA 
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GGAGGTCATCGTGGTGCCACACTCCTTGCCCTTTAAGGTGGTGGTGATCTCAGCC 
ATCCTGGCCCTGGTGGTGCTCACCATCATCTCCCTTATCATCCTCATCATGCTTTG 
GCAGAAGAAGCCACGTTACGAGATCCGATGGAAGGTGATTGAGTCTGTGAGCTC 
TGACGGCCATGAGTACATCTACGTGGACCCCATGCAGCTGCCCTATGACTCCACG 
5 TGGGAGCTGCCGCGGGACCAGCTTGTGCTGGGACGCACCCTCGGCTCTGGGGCCT 
TTGGGCAGGTGGTGGAGGCCACGGCTCATGGCCTGAGCCATTCTCAGGCCACGA 
TGAAAGTGGCCGTCAAGATGCTTAAATCCACAGCCCGCAGCAGTGAGAAGCAAG 
CCCTTATGTCGGAGCTGAAGATCATGAGTCACCTTGGGCCCCACCTGAACGTGGT 
CAACCTGTTGGGGGCCTGCACCAAAGGAGGACCCATCTATATCATCACTGAGTAC 

1 0 TGCCGCTACGGAGACCTGGTGGACTACCTGCACCGCAACAAACACACCTTCCTGC 
AGCACCACTCCGACAAGCGCCGCCCGCCCAGCGCGGAGCTCTACAGCAATGCTC 
TGCCCGTTGGGCTCCCCCTGCCCAGCCATGTGTCCTTGACCGGGGAGAGCGACGG 
TGGCTACATGGACATGAGCAAGGACGAGTCGGTGGACTATGTGCCCATGCTGGA 
CATGAAAGGAGACGTCAAATATGCAGACATCGAGTCCTCCAACTACATGGCCCC 

1 5 TTACGATAACTACGTTCCCTCTGCCCCTGAGAGGACCTGCCGAGCAACTTTGATC 
AACGAGTCTCCAGTGCTAAGCTACATGGACCTCGTGGGCTTCAGCTACCAGGTGG 
CCAATGGCATGGAGTTTCTGGCCTCCAAGAACTGCGTCCACAGAGACCTGGCGG 
CTAGGAACGTGCTCATCTGTGAAGGCAAGCTGGTCAAGATCTGTGACTTTGGCCT 
GGCTCGAGACATCATGCGGGACTCGAATTACATCTCCAAAGGCAGCACCTTTTTG 

20 CCTTTAAAGTGGATGGCTCCGGAGAGCATCTTCAACAGCCTCTACACCACCCTGA 
GCGACGTGTGGTCCTTCGGGATCCTGCTCTGGGAGATCTTCACCTTGGGTGGCAC 
CCCTTACCCAGAGCTGCCCATGAACGAGCAGTTCTACAATGCCATCAAACGGGGT 
TACCGCATGGCCCAGCCTGCCCATGCCTCCGACGAGATCTATGAGATCATGCAGA 
AGTGCTGGGAAGAGAAGTTTGAGATTCGGCCCCCCTTCTCCCAGCTGGTGCTGCT 

25 TCTCGAGAGACTGTTGGGCGAAGGTTACAAAAAGAAGTACCAGCAGGTGGATGA 
GGAGTTTCTGAGGAGTGACCACCCAGCCATCCTTCGGTCCCAGGCCCGCTTGCCT 
GGGTTCCATGGCCTCCGATCTCCCCTGGACACCAGCTCCGTCCTCTATACTGCCGT 
GCAGCCCAATGAGGGTGACAACGACTATATCATCCCCCTGCCTGACCCCAAACCC 
GAGGTTGCTGACGAGGGCCCACTGGAGGGTTCCCCCAGCCTAGCCAGCTCCACC 

30 CTGAATGAAGTCAACACCTCCTCAACCATCTCCTGTGACAGCCCCCTGGAGCCCC 
AGGACGAACCAGAGCCAGAGCCCCAGCTTGAGCTCCAGGTGGAGCCGGAGCCAG 
AGCTGGAACAGTTGCCGGATTCGGGGTGCCCTGCGCCTCGGGCGGAAGCAGAGG 
ATAGCTTCCTGTAGGGGGCTGGCCCCTACCCTGCCCTGCCTGAAGCTCCCCCCCT 
GCCAGCAGCCAGCATCfGGTGGCCTGGCCTGACCGGGClTCCTGTGAGCCAGGCl^ 

35 GCCCTTATCAGCTGTCCCCTTCTGGAAGCTTTCTGCTCCTGACGTGTTGTGCCCCA 
AACCCTGGGGCTGGCTTAGGAGGCAAGAAAACTGCAGGGGCCGTGACCAGCCCT 
CTGCCTCCAGGGAGGCCAACTGACTCTGAGCCAGGGTTCCCCCAGGGAACTCAG 
TTTTCCCATATGTAAGATGGGAAAGTTAGGCTTGATGACCCAGAATCTAGGATTC 
TCTCCCTGGCTGACAGGTGGGGAGACCGAATCCCTCCCTGGGAAGATTCTTGGAG 

40 TTACTGAGGTGGTAAATTAACTTTTTTCTGTTCAGCCAGCTACCCCTCAAGGAATC 
ATAGCTCTCTCCTCGCACTTTTTATCCACCCAGGAGCTAGGGAAGAGACCCTAGC 
CTCCCTGGCTGCTGGCTGAGCTAGGGCCTAGCCTTGAGCAGTGTTGCCTCATCCA 
GAAGAAAGCCAGTCTCCTCCCTATGATGCCAGTCCCTGCGTTCCCTGGCCCGAGC 
TGGTCTGGGGCCATTAGGCAGCCTAATTAATGCTGGAGGCTGAGCCAAGTACAG 

45 GACACCCCCAGCCTGCAGCCCTTGCCCAGGGCACTTGGAGCACACGCAGCCATA 
GCAAGTGCCTGTGTCCCTGTCCTTCAGGCCCATCAGTCCTGGGGCTTTTTCTTTAT 
CACCCTCAGTCTTAATCCATCCACCAGAGTCTAGAAGGCCAGACGGGCCCCGCAT 
CTGTGATGAGAATGTAAATGTGCCAGTGTGGAGTGGCCACGTGTGTGTGCCAGTA 
TATGGCCCTGGCTCTGCATTGGACCTGCTATGAGGCTTTGGAGGAATCCCTCACC 
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CTCTCTGGGCCTCAGTTTCCCCTTCAAAAAATGAATAAGTCGGACTTATTAACTCT 
GAGTGCCTTGCCAGCACTAACATTCTAGAGTATTCCAGGTGGTTGCACATTTGTC 
CAGATGAAGCAAGGCCATATACCCTAAACTTCCATCCTGGGGGTCAGCTGGGCTC 
CTGGGAGATTCCAGATCACACATCACACTCTGGGGACTCAGGAACCATGCCCCTT 
5 CCCCAGGCCCCCAGCAAGTCTCAAGAACACAGCTGCACAGGCCTTGACTTAGAG 
TGACAGCCGGTGTCCTGGAAAGCCCCAAGCAGCTGCCCCAGGGACATGGGAAGA 
CCACGGGACCTCTTTCACTACCCACGATGACCTCCGGGGGTATCCTGGGCAAAAG 
GGACAAAGAGGGCAAATGAGATCACCTCCTGCAGCCCACCACTCCAGCACCTGT 
GCCGAGGTCTGCGTCGAAGACAGAATGGACAGTGAGGACAGTTATGTCTTGTAA 

10 AAGACAAGAAGCTTCAGATGGTACCCCAAGAAGGATGTGAGAGGTGGCCGCTTG 
GAGTTTGCCCCTCACCCACCAGCTGCCCCATCCCTGAGGCAGCGCTCCATGGGGG 
TATGGTTTTGTCACTGCCCAGACCTAGCAGTGACATCTCATTGTCCCCAGCCCAG 
TGGGCATTGGAGGTGCCAGGGGAGTCAGGGTTGTAGCCAAGACGCCCCCGCACG 
GGGAGGGTTGGGAAGGGGGTGCAGGAAGCTCAACCCCTCTGGGCACCAACCCTG 

1 5 CATTGCAGGTTGGCACCTTACTTCCCTGGGATCCCCAGAGTTGGTCCAAGGAGGG 
AGAGTGGGTTCTCAATACGGTACCAAAGATATAATCACCTAGGTTTACAAATATT 
TTTAGGACTCACGTTAACTCACATTTATACAGCAGAAATGCTATTTTGTATGCTGT 
TAAGTTTTTCTATCTGTGTACTTTTTTTTAAGGGAAAGATTTT 



20 SEQ ID NO: 29 
>2210910T6 

ACAAGAGATGGGGAAGGAAAAGGACCAGACTGTACTGTGGCCATGTACACAAA 
GGCATGCACCACATCCCAGCTCTGCTGCCCTGGGCTGTCCCACAGGCAGCTCTCT 
AGAACTTGAGAGCCTCAAAAGGGGCCTCATGAAGCCCAGATCTTCCCTGGTCAA 

25 GCTGATGGCATTCGTATAACTGAAAGTTGGGGAAGACCACCAGGTCAGTGGAGT 
GGAGAGGTTTTGTATATGGTCTTCTTTGAAGAAACTTACTTCTTGCAAGCCCTGG 
CATCTTCCAATTGGCTGTCCTAGTAGTGGACGTGGCATCAGCCTACCAGCAATGG 
NGGTCTACTCACCCTTCACTGNGTTTTGTCCCTGAAGTCAGAAGCCCTGGCACAG 
CCAAGTTCACAGGCCAAATCACACTTCAGGCCCACACTGCTTCACGCAATGACAC 

30 ACGTACAGACGGATATACAGAAACACTTCTCNAGGAGTGCATGAGCATGGTTCA 
TTTCATATTTCNTTCNATCCAGTCTTTAAAANGCAGCACCTTGGTGAAAGCAGTG 
GAG 

SEQ ID NO" 30 v^v:«^ViiW^ 
35 . >gi| 1 8883 1 5|gb|U09278. 1 |HSU09278 Human fibroblast activation protein mRNA, complete 
cds 

AAGAACGCCCCCAAAATCrGTTTCTAATTTTACAGAAATCTTTTGAAACTTGGCA 

CGGTATTCAAAAGTCCGTGGAAAGAAAAAAACCTTGTCCTGGCTTCAGCTTCCAA 

CTACAAAGACAGACTTGGTCCTTTTCAACGGTTTTCACAGATCCAGTGACCCACG 

40 CTCTGAAGACAGAATTAGCTAACTTTCAAAAACATCTGGAAAAATGAAGACTTG 
GGTAAAAATCGTATTTGGAGTTGCCACCTCTGCTGTGCTTGCCTTATTGGTGATGT 
GCATTGTCTTACGCCCTTCAAGAGTTCATAACTCTGAAGAAAATACAATGAGAGC 
ACTCACACTGAAGGATATTTTAAATGGAACATTTTCTTATAAAACATTTTTTCC 
ACTGGATTTCAGGACAAGAATATCTTCATCAATCTGCAGATAACAATATAGTACT 

45 TTATAATATTGAAACAGGACAATCATATACCATTTTGAGTAATAGAACCATGAAA 
AGTGTGAATGCTTCAAATTACGGCTTATCACCTGATCGGCAATTTGTATATCTAG 
AAAGTGATTATTCAAAGCTTTGGAGATACTCTTACACAGCAACATATTACATCTA 
TGACCTTAGCAATGGAGAATTTGTAAGAGGAAATGAGCTTCCTCGTCCAATTCAG 
TATTTATGCTGGTCGCCTGTTGGGAGTAAATTAGCATATGTCTATCAAAACAATA 
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TCTATTTGAAACAAAGACCAGGAGATCCACCTTTTCAAATAACATTTAATGGAAG 
AGAAAATAAAATATTTAATGGAATCCCAGACTGGGTTTATGAAGAGGAAATGCT 
TCCTACAAAATATGCTCTCTGGTGGTCTCCTAATGGAAAATTTTTGGCATATGCG 
GAATTTAATGATAAGGATATACCAGTTATTGCCTATTCCTATTATGGCGATGAAC 
5 AATATCCTAGAACAATAAATATTCCATACCCAAAGGCTGGAGCTAAGAATCCCG 
TTGTTCGGATATTTATTATCGATACCACTTACCCTGCGTATGTAGGTCCCCAGGAA 
GTGCCTGTTCCAGCAATGATAGCCTCAAGTGATTATTATTTCAGTTGGCTCACGT 
GGGTTACTGATGAACGAGTATGTTTGCAGTGGCTAAAAAGAGTCCAGAATGTTTC 
GGTCCTGTCTATATGTGACTTCAGGGAAGACTGGCAGACATGGGATTGTCCAAAG 

1 0 ACCCAGGAGCATATAGAAGAAAGC AGAACTGGATGGGCTGGTGGATTCTTTGTT 
TCAAGACCAGTTTTCAGCTATGATGCCATTTCGTACTACAAAATATTTAGTGACA 
AGGATGGCTACAAACATATTCACTATATCAAAGACACTGTGGAAAATGCTATTCA 
AATTACAAGTGGCAAGTGGGAGGCCATAAATATATTCAGAGTAACACAGGATTC 
ACTGTTTTATTCTAGCAATGAATTTGAAGAATACCCTGGAAGAAGAAACATCTAC 

1 5 AGAATTAGCATTGGAAGCTATCCTCCAAGCAAGAAGTGTGTTACTTGCCATCTAA 
GGAAAGAAAGGTGCCAATATTACACAGCAAGTTTCAGCGACTACGCCAAGTACT 
ATGCACTTGTCTGCTACGGCCCAGGCATCCCCATTTCCACCCTTCATGATGGACG 
CACTGATCAAGAAATTAAAATCCTGGAAGAAAACAAGGAATTGGAAAATGCTTT 
GAAAAATATCCAGCTGCCTAAAGAGGAAATTAAGAAACTTGAAGTAGATGAAAT 

20 TACTTTATGGTACAAGATGATTCTTCCTCCTCAATTTGACAGATCAAAGAAGTAT 
CCCTTGCTAATTCAAGTGTATGGTGGTCCCTGCAGTCAGAGTGTAAGGTCTGTAT 
TTGCTGTTAATTGGATATCTTATCTTGCAAGTAAGGAAGGGATGGTCATTGCCTT 
GGTGGATGGTCGAGGAACAGCTTTCCAAGGTGACAAACTCCTCTATGCAGTGTAT 
CGAAAGCTGGGTGTTTATGAAGTTGAAGACCAGATTACAGCTGTCAGAAAATTC 

25 ATAGAAATGGGTTTCATTGATGAAAAAAGAATAGCCATATGGGGCTGGTCCTAT 
GGAGGATACGTTTCATCACTGGCCCTTGCATCTGGAACTGGTCTTTTCAAATGTG 
GTATAGCAGTGGCTCCAGTCTCCAGCTGGGAATATTACGCGTCTGTCTACACAGA 
GAGATTCATGGGTCTCCCAACAAAGGATGATAATCTTGAGCACTATAAGAATTCA 
ACTGTGATGGCAAGAGCAGAATATTTCAGAAATGTAGACTATCTTCTCATCCACG 

30 GAACAGCAGATGATAATGTGCACTTTCAAAACTCAGCACAGATTGCTAAAGCTCT 
GGTTAATGCACAAGTGGATTTCCAGGCAATGTGGTACTCTGACCAGAACCACGG 
CTTATCCGGCCTGTCCACGAACCACTTATACACCCACATGACCCACTTCCTAAAG 
CAGTGTTTCTCTTTGTCAGACTAAAAACGATGCAGATGCAAGCCTGTATCAGAAT 
' C'rGAAAACCTTATATAAACCCCTCAGAC AGTITGCTTATTTTATtTnTATG TTGt 1 ' 

35 AAAATGCTAGTATAAACAAACAAATTAATGTTGTTCTAAAGGCTGTTAAAAAAA 
AGATGAGGACTCAGAAGTTCAAGCTAAATATTGTTTACATTTTCTGGTACTCTGT 
GAAAGAAGAGAAAAGGGAGTCATGCATTTTGCTTTGGACACAGTGTTTTATCACC 
TGTTCATTTGAAGAAAAATAATAAAGTCAGAAGTTCAAAAAAAAAAAAAAAAAA 
AAAAAAAGCGGCCGCTCG 

40 

SEQIDNO:31 

>gi|1874639|gb|AA243828.1|AA243828 zr67al0.rl Soares_NhHMPu_Sl Homo sapiens 
cDNA clone IMAGE:668442 5' similar to TR:G433338 G433338 PROTEESf-TYROSINE 
KINASE PRECURSOR ; 
45 AATTTTGTTCACCGAGATCTGGCCACACGAAACTGTTTAGTGGGTAAGAACTACA 
CAATCAAGATAGCTGACTTTGGAATGAGCAGGAACCTGTACAGTGGTGACTATT 
ACCGGATCCAGGGCCGGGCAGTGCTCCCTATCCGCTGGATGTCTTGGGAGAGTAT 
CTTGCTGGGCAAGTTCACTACAGCAAGTGATGTGTGGGCCTTTGGGGTTACTTTG 
TGGGAGACTTTCACCTTTTGTCAAGAACAGCCCTATTCCCAGCTGTCAGATGAAC 
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AGGTTATTGAGAATACTGGAGAGTTCTTCCGAGACCAAGGGAGGCAGACTTACC 
TCCCTCAACCAGCCATTTGTCCTGACTCTGTGTATAAGCTGATGCTCAGCTGCTGG 
AGAAGAGATACGAAGAACCGTCCCTCATTCCAAGAAATCCACCTTCTGCTCCTTC 
AACAAGGCGACGAGTGATGCTGTCAGTGCCTGGCCATGTTCCTACGGCTCAGGTC 
5 CTCCCTACAAGACCTACCACTCACCCATGCCTATGCCACTCCATCTGGACATTTA 
ATGAAACTGAGAGACAGAGGCTTGTTTGCTTG 

SEQIDNO: 32 

>gi|2189450|gb|AA464566.1|AA464566 zx85dl2.sl Soares ovary tumor NbHOT Homo 
10 sapiens cDNA clone IMAGE:810551 3' similar to TR:G49942 G49942 AM2 RECEPTOR. ; 

ATTTATACATCCGGCGGGGCCAGGGAAGGGCTGGCTGGGGAGGGGCTCACTGAA 
GGACTTCACCGGCAGGTGCAGGAGGCTTTCTGGGGGCAGTCCGACGGGGCAGGG 
CTCATGCCAAGGGGTCCCCTATCTCGTCCTCAGGGCCCCGGCACGGAGTTTCTCG 

1 5 CTTCTCGTCCGTGCTGGCCAGGGAGTGGGTACTGCATGGCCCCCCATGTAGAGTG 
TGGCATACACGGGGTTGGTGAAGTTGGTGGGCTTGTCAGGGTCCAGGGCAAAGT 
CAGCGTCCAGTAGGCCTCCCACATCATCAGGCTCTCCGCCTTCGTACATCTTGTA 
GGTGGGGTTTCCAATCTCCACGTTCATGGCCCCGTTGGTCATCCGTTGGTGCTGG 
AACCCTTGAGCCCCTTGGACTCGCCGCTTATACCAGAATACCACTCCGGCCACCA 

20 GAACCCAGCAGCAGAGCAACAGCAGAGGGATTAAGAATGGAGGCCATATGTCCC 
GGTTGCTGCTGGCTTAAAAACTGCTTCTCAAAACGGGA 

SEQIDNO: 33 
>3415853H1 

25 CGACTCCTGCCCGGCCCTACCCCGAGCTGATCTCCCGTCCCTCGCCCCCGACCAT 
GCGCTGGTTCCTGCCGGACTTGCCTCCTTCCCGCAGCGCCGTAGAGATCGCTCCC 
ACTCAGGTCACAGAGACTGATGAGTGCCGACTGAACCAGAACATCTGTGGCCAC 
GGAGAGTGCGTGCCGGGCCCCCCTGACTACTCCTGCCACTGCAACCCCGGCTACC 
GGTCACATCCCCAGCACCGCTACTGCGTGGATGTGAA.C 

30 

SEQ ID NO: 34 

>gi|2432798|gb|AA599173.1|AA599173 ae46c05.sl Stratagene lung carcinoma 937218 
Homo sapiens cDNA clone DV1AGE:949928 3' 
- m^TTAeeTATCCCTGGAGCAAGTAATAGGAAGAGAATGGGCAAACTGGT^ 

35 CGAGAGAAAAGAGAATGGAGTTGGGAGCAACACATGAACTTGCGTTATAACATT 
CTGCTGTCCAGATCTGCCCTACTGTGCTGGTGGTCGGTCTGTCCCTCTTCTCATTA 
GCCACTCACAGGAGAGGTGCTTGTGCACTCTGATTCACAGGGGATGAACTCAGG 
ATCTCAAAAGACATACAAAAACTAGAGGTATGTATCACTTAAATAGCTACGAAA 
CTCACACCGTGATCTCCCTTCTGACACACATCTGCGCCATCTCTTCCAACATAAA 

40 ATAAACTGTTTCAATGGTTTGTCAGTTATTTTTCAAATCACTAAAATGTACAGTCA 
TCCACCAACAATTTAAGAAAGAACCTAAGAGGCAAATCACTGGGGAC 

SEQIDNO: 35 

>gi|3171909|emb|AJ001014.1|HSRAMPl Homo sapiens mRNA encoding RAMP1 
45 CGAGCGGACTCGACTCGGCACCGCTGTGCACCATGGCCCGGGCCCTGTGCCGCCT 
CCCGCGGCGCGGCCTCTGGCTGCTCCTGGCCCATCACCTCTTCATGACCACTGCC 
TGCCAGGAGGCTAACTACGGTGCCCTCCTCCGGGAGCTCTGCCTCACCCAGTTCC 
AGGTAGACATGGAGGCCGTCGGGGAGACGCTGTGGTGTGACTGGGGCAGGACCA 
TCAGGAGCTACAGGGAGCTGGCCGACTGCACCTGGCACATGGCGGAGAAGCTGG 
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GCTGCTTCTGGCCCAATGCAGAGGTGGACAGGTTCTTCCTGGCAGTGCATGGCCG 
CTACTTCAGGAGCTGCCCCATCTCAGGCAGGGCCGTGCGGGACCCGCCCGGCAG 
CATCCTCTACCCCTTCATCGTGGTCCCCATCACGGTGACCCTGCTGGTGACGGCA 
CTGGTGGTCTGGCAGAGCAAGCGCACTGAGGGCATTGTGTAGGCGGGGCCCAGG 
5 CTGCCCGCGGGTGCACCCAGGCTGCAGGGTGAGGCCAGGCAGGCCTGGGTAGGG 
GCAGCTTCTGGAGCCTTGGGACAGAGCAGGCCCACAATGCCCCCCTTCTTCCAGC 
CAAGAAGAGCTCACAGGAGTCCAGAGTAGCCGAGGCTCTGGTATTAACCTGGAA 
GCCCCCCTGGCTGGAGGCCACCGCCACCCTAGGAAGGGGGCAGGGACGTGACCT 
TGACTTACCTCTGGAAAGGGTCCCAGCCTAGACTGCTTACCCCATAGCCACATTT 
10 GTGGATGAGTGGTTTGTGATTAAAAGGGATGTTCTTG 

SEQIDNO:36 

>gi|1627385|gb|AA085318.1|AA085318 znl2fl2.rl Stratagene hNT neuron (#937233) 
Homo sapiens cDNA clone IMAGE:547247 5' 
1 5 ACATTCTGCAATGGCAGCATTCCCACCAACAAAATCCATGTGACCATTCTGCCTC 
TCCTCAGGAGAAAGTACCCTCTTTTACCAACTTCCTCTGCCATGTTTTTCCCCTGC 
TCCCCTGAGACCACCCCCAAACACAAAACATTCATGTAACTCTCCAGCCATTGTA 
ATTTGAAGATGTGGATCCCTTTAGAACGGTTGCCCCAGTAGAGTTAGCTGATAAG 
GGAACTTTATTTAAATGNATGTCTTAAAT 

20 

SEQ ID NO: 37 

>gi|2156363|gb|AA443688.1|AA443688 zw86d05.sl Soares_total_fetus_Nb2HF8_9w Homo 
sapiens cDNA clone IMAGE:783849 3' 

TTTTCAAAGTTACAATAGTTTAATAATTTAAATAGGACCAACTTCAGGAACATAC 
25 ATACTCATACATAAAATTAAACAATTTAATTTTGAACAGTGTATTGAAATACATC 
AAATTCTTAAAAATCCCCCAAATGGACTCAAGATCATGGATATGAAAAGGTAAT 
TTTGAAGTACTAAAGACTAGAGTAAAACAGACAAAGTCATTACTTTGCATTTACT 
AATAAGACAACAGCCTGTGGATACATTAGACCTTTATAAGAACACTTCTAGGAA 
ATGTTAGAACAACGAGTCATTAAAAAGGAATATAAATGAGTTCATAAAGATAAA 
30 TGTATAGCTGACAATTTCTTTGGTCCTCGAAGTCACACTTGTTTTTACTTTAAAAT 
GCCAAACATGAGTTGAGTGCT 

SEQ ID NO: 38 

~ >29 BLOOD 441249.1 AF086432 g34S3777 HumanTulileiigui insert cDNA clone 
35 ZD79H11.0 

GGCAGGAGAATTTGAAAGGGTGCCCCAAAGGACAATCTCTAAAGGGGTAAGGG 
AGATACCTACCTTGTCTGGTAGGGGAGATGTTTCGTTTTCATGCTTTACCAGAAA 
ATCCACTTCCCTGCCGACCTTAGTTTCAAAGCTTATTCTTAATTAGAGACAAGAA 
ACCTGTTTCAACTTGAAGACACCGTATGAGGTGAATGGACAGCCAGCCACCACA 

40 ATGAAAGAAATCAAACCAGGAATAACCTATGCTGAACCCACGCCTCAATCGTCC 
CCAAGTGTTTCCTGACACGCATCTTTGCTTACAGTGCATCACAACTGAAGAATGG 
GGTTCAACTTGACGCTTGCAAAATTACCAAATAACGAGCTGCACGGCCAAGAGA 
GTCACAATTCAGGCAACAGGAGCGACGGGCCAGGAAAGAACACCACCCTTCACA 
ATGAATTTGACACAATTGTCTTGCCAGTGCTTTATCTCATTATATTTGTGGCAAGC 

45 ATCTTGCrGAATGGTTTAGCAGTGTGGATCTTCTTCCACATTAGGAATAAAACCA 
GCTTCATATTCTATCTCAAAAACATAGTGGTTGCAGACCTCATAATGACGCTGAC 
ATTTCCATTTCGAATAGTCCATGATGCAGGATTTGGACCTrGGTACTTCAAGTTTA 
TTCTCTGCAGATACACTTCAGTTTTGTTTTATGCAAACATGTATACTTCCATCGTG 
TTCCTTGGGCTGATAAGCATTGATCGCTATCTGAAGGTGGTCAAGCCATTTGGGG 
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ACTCTCGGATGTACAGCATAACCTTCACGAAGGTTTTATCTGTTTGTGTTTGGGTG 
ATCATGGCTGTTTTGTCTTTGCCAAACATCATCCTGACAAATGGTCAGCCAACAG 
AGGACAATATCCATGACTGCTCAAAACTTAAAAGTCCTTTGGGGGTCAAATGGC 
ATACGGCAGTCACCTATGTGAACAGCTGCTTGTTTGTGGCCGTGCTGGTGATTCT 
5 GATCGGATGTTACATAGCCATATCCAGGTACATCCACAAATCCAGCAGGCAATTC 
ATAAGTCAGTCAAGCCGAAAGCGAAAACATAACCAGAGCATCAGGGTTGTTGTG 
GCTGTGTTTTTTACCTGCTTTCTACCATATCACTTGTGCAGAATTCCTTTTACTTTT 
AGTCACTTAGACAGGCTTTTAGATGAATCTGCACAAAAAATCCTATATTACTGCA 
AAGAAATTACACTTTTCTTGTCTGCGTGTAATGTTTGCCTGGATCCAATAATTTAC 
10 TTTTTCATGTGTAGGTCATTTTCAAGAAGGCTGTTCAAAAAATCAAATATCAGAA 
CCAGGAGTGAAAGCATCAGATCACTGCAAAGTGTGAGAAGATCGGAAGTTCGCA 
TATATTATGATTACACTGATGTGTAGGCCTTTTATTGTTTGTTGGAATCGATATGT 
ACAAAGTGTAAAAAAATGTTTCTTTCATTAAAAAAAAAAAAAAAAAAAAAG 

15 SEQ ID NO: 39 
>2601724H1 

CTCGCAGGTCTCAACATATGCACTAGTGGAAGTGCCACCTCATGTGAAGAATGTC 
TGCTAATCCACCCAAAATGTGCCTGGTGCTCCAAAGAGGACTTCGGAAGCCCAC 
GGTCCATCACCTCTCGGTGTGATCTGAGGGCAAACCTTGTCAAAAATGGCTGTGG 
20 AGGTGAGATAGAGAGCCCAGCCAGCAGCTTCCATGTCCTGAGGAGCCTGCCCCT 
CAGCAGCAAGGGTTCGGGCTCTGCAGGCTGGGACGTCATTCAGATGACACCACA 
GGAGATTGCCGTGA 

SEQ ID NO: 40 
25 >3248833H1 

GGCGAGCGGACTCGACTCGGCACCGCTGTGCACCATGGCCCGGGCCCTGTGCCG 
CCTCCCGCGGCGGGCCTCTGGCTGCTCCTGGCCCATCACCTCTTCATGACCACTG 
CCTGCCAGGAGGCTAACTACGGTGCCCTCCTCCGGGAGCTCTGCCTCACCCAGTT 
CCAGGTAGACATGGAGGCCGTCGGGGAGACGCTGTGGTGTGACTGGGGCAGGAC 
30 CATCAGGAGCTACAGGGAGCTGGCCGACTGCACCTGGCACATGGCGGAGAAGCT 
GGGCTGCTTCTGGCCCAATGCAGAGGTGGACAGGTTCTTCCTGGCA 

SEQ ID. NO: 41 

■■>w* " l i >gij22'53586|gb|U37791.1|HSU37791 Homo sapiens clone rasi-1 matrix metalloproteinase ' 1 

35 RASI-1 mRNA, complete cds 

CCTAGCACTGCTCCCCCAAGGCTCCCAGAAATCTCAGGTCAGAGGCACGGACAG 
CCTCTGGAGCTCTCGTCTGGTGGGACCATGAACTGCCAGCAGCTGTGGCTGGGCT 
TCCTACTCCCCATGACAGTCTCAGGCCGGGTCCTGGGGCTTGCAGAGGTGGCGCC 
CGTGGACTACCTGTCACAATATGGGTACCTACAGAAGCCTCTAGAAGGATCTAAT 

40 AACTTCAAGCCAGAAGATATCACCGAGGCTCTGAGAGCTTTTCAGGAAGCATCT 
GAACTTCCAGTCTCAGGTCAGCTGGATGATGCCACAAGGGCCCGCATGAGGCAG 
CCTCGTTGTGGCCTAGAGGATCCCTTCAACCAGAAGACCCTTAAATACCTGTTGC 
TGGGCCGCTGGAGAAAGAAGCACCTGACTTTCCGCATCTTGAACCTGCCCTCCAC 
CCTTCCACCCCACACAGCCCGGGCAGCCCTGCGTCAAGCCTTCCAGGACTGGAGC 

45 AATGTGGCTGCCTTGACCTTCCAAGAGGTGCAGGCTGGTGCGGCTGACATCCGCC 
TCTCCTTCCATGGCCGCCAAAGCTCGTACTGTTCCAATACTTTTGATGGGCCTGGG 
AGAGTCCTGGCCCATGCCGACATCCCAGAGCTGGGCAGTGTGCACTTCGACGAA 
GACGAGTTCTGGACTGAGGGGACCTACCGTGGGGTGAACCTGCGCATCATTGCA 
GCCCATGAAGTGGGCCATGCTCTGGGGCTTGGGCACTCCCGATATTCCCAGGCCC 
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tcatggccccagtctacgagggctaccggccccactttaagctgcacccagatga 
tgtggcagggatccaggctctctatggcaagaagagtccagtgataagggatga 
ggaagaagaagagacagagctgcccactgtgcccccagtgcccacagaacccag 
tcccatgccagacccttgcagtagtgaactggatgccatgatgctggggccccgt 
5 gggaagacctatgctttcaagggggactatgtgtggactgtatcagattcagga 
ccgggccccttgttccgagtgtctgccctttgggaggggctccccggaaacctgg 
atgctgctgtctactcgcctcgaacacaatggattcacttctttaagggagacaa 
ggtgtggcgctacattaatttcaagatgtctcctggcttccccaagaagctgaat 
agggtagaacctaacctggatgcagctctctattggcctctcaaccaaaaggtgt 

1 0 tcctctttaagggctccgggtactggcagtgggacgagctagcccgaactgactt 
cagcagctaccccaaaccaatcaagggtttgtttacgggagtgccaaaccagcc 
ctcggctgctatgagttggcaagatggccgagtctacttcttcaagggcaaagtc 
tactggcgcctcaaccagcagcttcgagtagagaaaggctatcccagaaatattt 
cccacaactggatgcactgtcgtccccggactatagacactaccccatcaggtgg 

1 5 gaataccactccctcaggtacgggcataaccttggataccactctctcagccaca 
gaaaccacgtttgaatactgactgctcacccacagacacaatcttggacattaac 
ccctgaggctccaccacccaccctttcatttcccccccagaagcctaaggcctaa 
tagctgaatgaaatacctgtctgctcagtagaaccttgcaggtgctgtagcaggc 
gcaagaccgtagatctcaggcctctaacacttccaactccagccaccactttcct 

20 gtgcattttcactcctgagaagtgctcccctaactcagatcccctaacttagattt 
ggcccccaactccatttcctgtctgtcttagacagcccttccaactgtgtcatctc 
ttctctggaggtcaatggtggagggagatgcctgggtcctgttcttcctacataa 
aatgcaagaaaacagcatggccagtaaactgagcaagggccttggaatccttga 
gaatcacatttatgtgcttatgattacgggcaagctaattaaccttgttgaatct 

25 cagattccccatttgcaacattaggttaagaccagtactgcaggattgttgcact 
aaatgaaatactgtatgtgaagtgcctggcacagtgtctggtacatttgtgttta 
ataaaagctaactccatgttcataagagaggactgaacagctcttcctctagctg 
tctggctgtataactcttacagtagtctgtataataagggcatctctattagatct 
ttaggggacagaggatttgtcaagatggttagctctttgttttggggtgcagaga 

30 aagaaaagagcagcaacagcagaggctggactccctggttcagtatttaatgcc 
Attttattcacatgctcccatgttctccctccctcccattgtagccttgctgccca 
ggggagggatatgtcttcctttatgcatctgggaaaccaggaacagaccctgcg 
caggagagtcagagggggaagagttagaatgggtcagtggctggaacaaagtt 
- ctggtta^vggagga/valtag'rgccacccacggtgagaagcagagaaggcactrg 

35 catcctatgcagccctgaagaccaggctcctttgggcaaaaggcaagactctgg 
caggtgggtcaatgctctctccttggagcaagaagccagcttttggggaaggca 
ggtcctgaggcaggcactgccctgtggtcttccccaggttgaggagagaagtgg 
aagccccatggaagacagtgctcccagctgaggtaggaggcggaggtgggggtg 
ggggtagtttaagcctatggggcccagggggaaaggccaaacagaaacccaact 

40 accccctaatgaagggcctggaggttggggtatcttggagctcctcagagccctt 
cttcccatcaaaaaggtatcaaatgccttggaagctccctgatcctacaaaacaa 
aaaaatgcitatttttaccactgtgaggcaagctgaggtgaacatttaaaaggct 
atttcaagacgaggtgcggtggctataatcctagcactttgggaggctgaagca 
ggaggatcacttgagcccaggagttcaagaccagcttgggcaacatagggagac 

45 cctgtctctgcaaaaaaataaaaacgaatacataaaaattaaaaaaaaa 

SEQBDNO:42 

>gi|1923242|gb|U83410.1|HSU83410 Human CUL-2 (cul-2) mRNA, complete cds 
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GCGAGCTGACAGCCGCCGCCGCCGCCGCCTCCGCCCACCTTCCTCGCCGGGGCTT 
CGTCTTTCACTCCTTCGGGCTGCCTCCCCCTCCCCTTGTCCCCTGCCCCTTGCCCTG 
CTTCTGCAGAAGATTTCAACACTACACTTGCACAATGTCTTTGAAACCAAGAGTA 
GTAGATTTTGATGAAACATGGAACAAACTTTTGACGACAATAAAAGCCGTGGTC 
5 ATGTTGGAATACGTCGAAAGAGCAACATGGAATGACCGTTTCTCAGATATCTATG 
CTTTATGTGTGGCCTATCCTGAACCCCTTGGAGAAAGACTTTATACAGAAACTAA 
GATTTTTTTGGAAAATCATGTTCGGCATTTGCATAAGAGAGTTTTGGAGTCAGAA 
GAACAAGTACTTGTTATGTATCATAGGTACTGGGAAGAATACAGCAAGGGTGCA 
GACTATATGGACTGCTTATATAGGTATCTCAGCACCCAGTTTATTAAAAAGAATA 

10 AATTAACAGAAGCGGACCTTCAGTATGGCTATGGTGGTGTAGATATGAATGAAC 
CACTTATGGAAATAGGAGAGCTAGCATTGGATATGTGGAGGAAATTGATGGTTG 
AACCACTTCAGGCCATCCTTATCCGAATGCTGCTCCGAGAAATCAAAAATGATCG 
TGGTGGAGAAGACCCAAACCAGAAAGTAATCCATGGGGTTATTAACTCCTTTGTT 
CATGTTGAACAGTATAAGAAAAAATTCCCCTTAAAGTTTTATCAGGAAATTTTTG 

15 AGTCTCCCTTTCTGACTGAAACAGGAGAGTATTACAAACAAGAAGCTTCAAATTT 
ATTACAAGAATCAAACTGCTCACAGTATATGGAAAAGGTTTTAGGTAGATTAAA 
AGATGAAGAAATTCGATGTCGAAAATACCTACATCCAAGTTCATATACTAAGGT 
GATTCATGAATGTCAACAACGAATGGTAGCAGACCACTTACAGTTTTTACATGCA 
GAATGTCATAATATAATTCGACAAGAGAAAAAAAATGACATGGCAAATATGTAC 

20 GTCTTACTCCGTGCTGTGTCCACTGGTTTACCTCATATGATTCAGGAGCTGCAAA 
ACCACATCCATGATGAGGGCCTTCGAGCAACCAGCAACCTTACTCAGGAAAACA 
TGCCAACACTATTTGTGGAGTCAGTTTTGGAAGTGCATGGTt\AATTTGTTCAGCT 
TATCAACACTGTTTTGAATGGTGATCAGCATTTTATGAGTGCGTTGGATAAGGCC 
CTTACGTCAGTTGTAAATTACAGAGAACCTAAGTCTGTTTGCAAAGCACCTGAAC 

25 TGCTTGCTAAGTACTGTGACAACTTACTGAAGAAGTCAGCGAAAGGGATGACAG 
AGAATGAAGTGGAAGACAGGCTTACGAGCTTCATCACAGTGTTCAAATACATTG 
ATGACAAGGACGTCTTTCAAAAGTTCTACGCAAGAATGCTGGCAAAACGTTTAAT 
TCATGGGTTATCCATGTCTATGGACTCTGAAGAAGCCATGATCAACAAATTAAAG 
CAAGCCTGTGGTTATGAGTTTACCAGCAAGCTACATCGGATGTATACAGATATGA 

30 GTGTCAGCGCTGATCTCAACAATAAGTTCAACAATTTTATCAAAAACCAAGACAC 
AGTAATAGATTTGGGAATTAGTTTTCAAATATATGTTCTACAGGCTGGTGCGTGG 
CCTCTTACTCAGGCTCCTTCATCTACGTTTGCAATTCCCCAGGAATTAGAAAAAA 
GTGTACAGATGTTTGAATTATTTTATAGCCAACATTTCAGTGGAAGGAAACTTAC 
*- ATGGTTACATTATCTGTGTACAGGTGAAGTTAAAATGAACTATTTGGGCAAACCA 

35 TATGTAGCCATGGTTACAACATACCAAATGGCAGTTCTTCTTGCCTTTAACAACA 
GTGAAACTGTCAGTTATAAAGAGCTTCAGGACAGCACTCAGATGAATGAAAAGG 
AACTGACAAAAACAATCAAATCATTACTTGATGTGAAAATGATTAACCATGATTC 
AGAAAAGGAAGATATTGATGCAGAATCTTCGTTTTCATTAAATATGAACTTTAGC 
AGTAAAAGAACAAAATTTAAAATTACTACATCAATGCAGAAAGACACACCACAA 

40 GAAATGGAGCAGACTAGAAGTGCAGTTGATGAGGACCGGAAAATGTATCTCCAA 
GCTGCTATAGTTCGTATCATGAAAGCACGAAAAGTGCTTCGGCACAATGCCCTTA 
TTCAAGAGGTGATTAGCCAGTCAAGAGCTAGGTTTAATCCCAGTATCAGCATGAT 
TAAGAAGTGTATTGAAGTTCTGATAGACAAACAATACATAGAACGCAGCCAGGC 
GTCGGCAGATGAATACAGCTACGTCGCGTGATGTCGCTCTCCTCCAGCGTGGTGT 

45 GAGAAGATCATTGCCATCACCATTTGGTGTGTTCCTGTGGGAAAAAGCAGGACTG 
TGCCrCCATAATTTGGTCATTTGGCAGCCCCTGTTTTCTGCrGTTTACAACATCAC 
CAGTGCCACGTCATGAGCGTCAAAGAAAATGCCTAGAGATATTTCAAGCTCATG 
ACATTATGACATTTCTTAAAACTTTATTAAAAGAATGAGTGAAGTATTGCTGAAA 
AGTGGAAAATCGGTTGGGTACCATGCTTTTTCTCCCCTTCACGTTTGCAGTTGATG 
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TGTCTTTTTTTTTTTTTTTAATGTATCTT 

TATTGTAATATGACAGATAACCTAATAATTGTATCTACATTAAAATGACAAACAT 
GATACTGCTGCTTGTCAAATAAAAAAAAAAAAAAAAA 

5 SEQIDNO:43 

>gi|1337927|gb|W49672.1|W49672 zc41f07.sl Soares_senescent_fibroblasts_NbHSF Homo 
sapiens cDNA clone IMAGE:324901 3' 

TTTTTTTTTTTTATATTTATATTTATATTTATATATATGTATATATATATATATGTN 
ATGTACAAAAGACTTTGAGATATCAGGCACCATTAAACCACATTTCCCCCCTTAT 

10 AAATGCAACTGTTCAAGTACACTGGGAACAGTTTTAAGGTACACCTGCAGTACA 
NTAGGAGAAGCATGAGTGGATAATCTAAACACAGGATCATAACAGTGATACGCT 
GCAACACCTCTGTGAATTCCATTANCCAAGTTCTGTCATTAAAACATNGGAAAAC 
TACTGGCTCCTCAAAATAAAAGGTTTTAGGNAACCAAAAATCCCCTAAGTAGTG 
AACTGTTTTCCAAGCAGAGCTCCCTAATGGTTTTCAATTTCCTGGGCCTACAACC 

15 AAANGGGGACCCCAGTTGGAAGCTGCCGTTTGGGAAACGTGGGCCAGGCATCAG 
ATCANCAACACGGGGGGGAATCCNGAGAGGGGCNCATTNTTGAAGAAGGNG 

SEQ ID NO: 44 
>3486371H1 

20 TTTCTCCAGCTTTGCCCCTGTGGGTGATGCTCTAACAGTGACCTGGAATTTTCGTC 
CTCTAGACGGGGGACCTGAGCAGTTTGTATTCTACTACCACATAGATCCCTTCCA 
ACCCATGAGTGGGCGGTTTAAGGACCGGGTGTCTTGGGATGGGAATCCTGAGCG 
GTACGATGCCTCCATCCTTCTCTGGAAACTGCAGTTCGACGACAATGGGACATAC 
ACCTGCCAGGTGAAGAACCCACCTGATGTT 

25 

SEQ ID NO: 45 

>gi|595923|gb|U16811.1|HSU16811 Human Bak mRNA, complete cds 

GAGGATCTACAGGGGACAAGTAAAGGCTACATCCAGATGCCGGGAATGCACTGA 

CGCCCATTCCTGGAAACTGGGCTCCCACTCAGCCCCTGGGAGCAGCAGCCGCCA 

30 GCCCCTCGGACCTCCATCTCCACCCTGCTGAGCCACCCGGGTTGGGCCAGGATCC 
CGGCAGGCTGATCCCGTCCTCCACTGAGACCTGAAAAATGGCTTCGGGGCAAGG 
CCCAGGTCCTCCCAGGCAGGAGTGCGGAGAGCCTGCCCTGCCCTCTGCTTCTGAG 
GAGCAGGTAGCCCAGGACACAGAGGAGGTTTTCCGCAGCTACGTTTTTTACCGCC 
^^AT^GGAGGAACAGGAGGCTGAAGGGGTGGCTGeCCCTGCCGACCOAG^GATGG" 

35 TCACCTTACCTCTGCAACCTAGCAGCACCATGGGGCAGGTGGGACGGCAGCTCG 
CCATCATCGGGGACGACATCAACCGACGCTATGACTCAGAGTTCCAGACCATGTT 
GCAGCACCTGCAGCCCACGGCAGAGAATGCCTATGAGTACTTCACCAAGATTGC 
CACCAGCCTGTTTGAGAGTGGCATCAATTGGGGCCGTGTGGTGGCTCTTCTGGGC 
TTCGGCTACCGTCTGGCCCTACACGTCTACCAGCATGGCCTGACTGGCTTCCTAG 

40 GCCAGGTGACCCGCTTCGTGGTCGACTTCATGCTGCATCACTGCATTGCCCGGTG 
GATTGCACAGAGGGGTGGCTGGGTGGCAGCCCTGAACTTGGGCAATGGTCCCAT 
CCTGAACGTGCTGGTGGTTCTGGGTGTGGTTCTGTTGGGCCAGTTTGTGGTACGA 
AGATTCTTCAAATCATGACTCCCAAGGGTGCCCTTTGGGTCCCGGTTCAGACCCC 
TGCCTGGACTTAAGCGAAGTCTTTGCCTTCTCTGTTCCCTTGCAGGGTCCCCCCTC 

45 AAGAGTACAGAAGCTTTAGCAAGTGTGCACTCCAGCTTCGGAGGCCCTGCGTGG 
GGGCCAGTCAGGCTGCAGAGGCACCTCAACATTGCATGGTGCTAGTGCCCTCTCT 
CTGGGCCCAGGGCTGTGGCCGTCTCCTCCCTCAGCTCTCTGGGACCTCCTTAGCC 
CTGTCTGCTAGGCGCTGGGGAGACTGATAACTTGGGGAGGCAAGAGACTGGGAG 
CCACTTCTCCCCAGAAAGTGTTTAACGGTTTTAGCTTTTTATAATACCCTTGTGAG 
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AGCCCATTCCCACCATTCTACCTGAGGCCAGGACGTCTGGGGTGTGGGGATTGGT 
GGGTCTATGTTCCCCAGGATTCAGCTATTCTGGAAGATCAGCACCCTAAGAGATG 
GGACTAGGACCTGAGCCTGGTCCTGGCCGTCCCTAAGCATGTGTCCCAGGAGCA 
GGACCTACTAGGAGAGGGGGGCCAAGGTCCTGCTCAACTCTACCCCTGCTCCCAT 
5 TCCTCCCTCCGGCCATACTGCCTTTGCAGTTGGACTCTCAGGGATTCTGGGCTTGG 
GGTGTGGGGTGGGGTGGAGTCGCAGACCAGAGCTGTCTGAACTCACGTGTCAGA 
AGCCTCCAAGCCTGCCTCCCAAGGTCCTCTCAGTTCTCTCCCTTCCTCTCTCCTTA 
TAGACACTTGCTCCCAACCCATTCACTACAGGTGAAGGCTCTCACCCATCCCTGG 
GGGCCTTGGGTGAGTGGCCTGCTAAGGCTCCTCCTTGCCCAGACTACAGGGCTTA 

1 0 GGACTTGGTTTGTTATATCAGGGAAAAGGAGTAGGGAGTTCATCTGGAGGGTTCT 
AAGTGGGAGAAGGACTATCAACACCACTAGGAATCCCAGAGGTGGATCCTCCCT 
CATGGCTCTGGCACAGTGTAATCCAGGGGTGTAGATGGGGGAACTGTGAATACT 
TGAACTCTGTTCCCCCACCCTCCATGCTCCTCACCTGTCTAGGTCTCCTCAGGGTG 
GGGGGTGACAGTGCCTTCTCTATTGGCACAGCCTAGGGTCTTGGGGGTCAGGGG 

1 5 GGAGAAGTTCTTGATTCAGCCAAATGCAGGGAGGGGAGGCAGATGGAGCCCATA 
GGCCACCCCCTATCCTCTGAGTGTTTGGAAATAAACTGTGCAATCCCCTCAAAAA 
AAAAACGGAGATCC 

SEQIDNO: 46 

20 >gi|1940946|gb|AA293050.1|AA293050 zt54d02.rl Soares ovary tunior NbHOT Homo 
sapiens cDNA clone IMAGE:726147 5' 

GGTGCTGTTTAAAGTCACATCCCTGTAAATTGCAGAATTCAAAAGTGATTATCTC 
TTTGATCTACTTGCCTCATTTCCCTATCTTCTCCCCCACGGTATCCTAAACTTTAG 
ACTTCCCACTGTTCTGAAAGGAGACATTGCTCTATGTCTGCCTTCGACCACAGCA 

25 AGCCATCATCCTCCATTGCTCCCGGGGACTCAAGAGGAATCTGTTTCTCTGCTGT 
CAACTTCCCATCTGGCTCAGCATAGGGTCACTTTGCCATTATGCAAATGGAGATA 
AAAGCAATTCTGACTGTCCAGGAGCTAATCTGACCGTTCTATTGTGTGGATGACC 
ACATAAGAAGGCAATTTTAGTGTATTAATCATAGATTATTATAAACTATAAACTT 
AAGGGCAAGGAGTTTATTACAATGTATCTTTATTAAAACAAAAGGGTGTATAGTG 

30 TTCACAAACTGTGAAAATAGTGT 

SEQIDNO: 47 

>gi|757037|gb|R06417.1|R06417 yf09a05..sl Soares fetal liver spleen 1NFLS Homo sapiens 
- cDNA clone MAGE:126320 3" similar to gb:M23410 PLAKOGLOBIN (HUMAN); 
35 TTTTTCAACGCATCTGTGTTATTTTTATTTTCTTTGCTTTGGTCTATACAAAAAAAC 
CAATAACCAAAAACATAAAGCGATAATAATAAAACACTCTGCTTGGACCTCCCC 
CAGCCCCCCACACCATGTGCGGGAAATGGGGGGGTCTGAAACAGGAAGGGGAA 
GAGAAAGCCCCTCACCACACACCAGAGGGGTCAGCCAAGAGCACTTNTCGGGGT 
CAGCTAGGGGCAGCTGTGTGGGGTGGGGACAGGGGTTTGAGGGAAGCTNTCCCC 
40 AGAGCTCCCTGGGGNAGTTGAGGGGGTGGGGCAAAGCCAACTTAAGGCACCCTG 
GGGAGAGAGAA 

SEQIDNO: 48 
>1321982H1 

45 CCGGCCTTGGAACAACTGTGGAACCTGAGGCCGCTTGCCCTCCCGCCCCATGGAG 
CGGCCCCCGGGGCTGCGGCCGGGCGCGGGCGGGCCCTGGGAGATGCGGGAGCG 
GCTGGGCACCGGCGGCTTCGGGAACGTCTGTCTGTACCAGCATCGGGAACTTGAT 
CTCAAAATAGCAATTAAGTCTTGTCGCCTAGAGCTAAGTACCAAAAACAGAGAA 
CGATGGT 
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SEQIDNO:49 

>gi|2215504|gb|AA488073.1|AA488073 abl3d08.sl Stratagene lung (#937210) Homo 
sapiens cDNA clone IMAGE: 840687 3' similar to gb:J05582 MUCIN 1 PRECURSOR 
5 (HUMAN);GTTCAGGATCCCCGCTATCTCAGGGCTCTCTGGGCCAGTCCTCCTGGG 
AGCCCCCACCACAACACTTCCCAGGCATGAGCTCTCAGGCGCCACATGAGCTTCC 
ACACACTGAGAAGTGTCCGAGAAATTGGTGGGGCCTCTGAAGGACGTGTGAGCA 
GCCACCTGAACTCCCAGCTCACCAGCCCAAACAGGGTGCAGGGGCTCTGGCCTG 
AAGAACCTGAGTGGAGTGGAATGGCACTGGCTGGCCACTCAGCTCAGCGGGCGA 

1 0 CGTGCCCCTACAAGTTGGCAGAAGTGGCTGCCACTGCTGGGTTTGTGTAAGAGAG 
GCTGCTGCACCATTACCTGCAGAAACCTTCTCATAGGGGCTACGATCGGTACTGC 
TAGGGGGCACATAGCGGCCATGGGTGTGGTAGGTGGGGTACTCGCTCATAGGAT 
GGTAAGTATCCCGGGCTGGAAAGATGTCCAGCTGCCCGTAATTCTTTCCGCGGCA 
CTTACAGACAGGCAAGGCAATGAGATAGACAATGGCCAGCGCACCAGGACAAA 

1 5 GACCAGCACCAACAGCGCATGGCCCCAGCCTGGACC 

SEQEDNO:50 

>gi|32468|emb|X63368.1|HSHSHMRH.sapiens HSI1 mRNA 

CCCGCCTGACGACTGACCAGTTGCCATGGCATCCTACTACGAGATCCTAGACGTG 

20 CCGCGAAGTGCGTCCGCTGATGACATCAAGAAGGCGTATCGGCGCAAGGCTCTC 
CAGTGGCACCCAGACAAAAACCCAGATAATAAAGAGTTTGCTGAGAAGAAATTT 
AAGGAGGTGGCCGAGGCATATGAAGTGCTGTCTGACAAGCACAAGCGGGAGATT 
TACGACCGCTATGGCCGGGAAGGGCTGACAGGGACAGGAACTGGCCCATCTCGG 
GCAGAAGCTGGCAGTGGTGGGCCTGGCTTCACCTTCACCTTCCGCAGCCCCGAGG 

25 AGGTCTTCCGGGAATTCTTTGGGAGTGGAGACCCTTTTGCAGAGCTCTTTGATGA 
CCTGGGCCCCTTCTCAGAGCTTCAGAACCGGGGTTCCCGACACTCAGGCCCCTTC 
TTTACCTTCTCTTCCTCCTTCCCTGGGCACTCCGATTTCTCCTCCTCATCTTTCTCC 
TTCAGTCCTGGGGCTGGTGCTTTTCGCTCTGTTTCTACATCTACCACCTTTGTCCA 
AGGACGCCGCATCACCACACGCAGAATCATGGAGAACGGGCAGGAGCGGGTGG 

30 AAGTGGAGGAGGATGGGCAGCTGAAGTCAGTCACAATCAATGGTGTCCCAGATG 
ACCTGGCACGTGGCTTGGAGCTGAGCCGTCGCGAGCAGCAGCCGTCAGTCACTTC 
CAGGTCTGGGGGCACTCAGGTCCAGCAGACCCCTGCCTCATGCCCCTTGGACAGC 
GACCTCTCTGAGGATGAGGACCTGGAGCTGGCCATGGCCTACAGCCTGTCAGAG 
* ATGGAGGCAGCTGGGAAGAAACCCGCAGGTGGGCGGGAGGCACAGCACCGACG 

35 GCAGGGGCGCCCAAGGCCCAGCACCAAGATCCAGGCTTGGGGGGGACCCAGGA 
GGGTGCGAGGGGTGAAGCAACCAAACGCAGTCCATCCCCAGAGGAGAAGGCCTC 
TCGCTGCCTCATCCTCTGAACACCGGGCCCAACCTGATCTGATCCAGATCTTGAC 
TGGGGGGTCTGACTCACTGTGGGAAGAGAAGAGGGGAGTATCCTGAGTTGTAGG 
AACTGCTTTCCAACTCCAAGCTCCCTCCACAAGTTTCCCTCCCCAGGCCCCCCAC 

40 ACCCCAGTGTGGACTTGGGATTTGCTGTGCTCAGCCCAGGGCTGATAGGTCCCTG 
GTGAAGCCCAGGGTGGGGGGTGTCAGGGCAGTGGAGGGGCCCGAGGAGCCAGG 
TTGCATTTATTGGATGGGGAGCTCCAAGGGGCATTAGTGGTTTGGGCTGGGCTTT 
TGTGCCCTGGTACTCTGCCACCTGTGTTGCTGATGGTGTCAAGGAAGGAGGACTT 
GGCCTAGGGTTGTCTGAGCCGGAGCCGGCAGCTCCACTGGAGAGCAGTGCAGGC 

45 AGAGTGGAGCCTCCTGCTCTCCTGGACCAGCTGCAGACCCCCAACCCTGGTTTCT 
GTGCCATGTTGCGCTCTGACCGTCTCTGTTGCTTCTCTTCTGGTGTTGC^CTCCTC 
CCTCCCATTCTCTCTGCAACTCCTGCGGGCGCATCGCTTGCTTTCACTGCCGTCTG 
GCTAGGACTCCCITCITCCTTCCTTCCCCGAGAAGGCCTCAATGTGGCGAGGAAG 
ATGCTGGGGCCGGTAGGGCTGTGAGATCTTCTGGGGAGGCTAGCCGGGTGGGGC 
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GGGAGCCTCTCAGCTGTCCAGATTCAGAACTGGAGCCCACTCCTCCTCCCTCTCG 
TTGCCTCAGCCCTGCCCTCACCCTCAGACTAGGCAGAGGTGAGGCTGGCTCACCC 
TGAAGAGGTGGGATAGGAGGGGACTGCACCCATACTGCTTCCCTACCACAAATC 
AGGGCTCAGGGAGAGGCCATGCGGCAGCCCAGGTCTGCATGCTGAGCCCCATCC 
5 TCCACAGCTTGCCGCTGACGCTCTCTCCTGTCACCCCGCCCCTGCTCTCTCCCCAG 
ATGTGTTCTGAGCTGGATGCCGGGTTCCAGAATCGCTGCACAGTTCCAACAGGAC 
AGCGCCTTCCCCCATGCGCTGGGAGGGGACCCTCCATTTCTCCCCCTCACCCATG 
CTGAGTGTAGAGCCGGGGCCTGGGTGGCGGGTGGGGGCCGGGTGGGAGGTGGCA 
GTAGTCTTAGCCTGTGCACTCTCTTCCTTGGGTGTTTGGTGCTGGCTCCTGGGGAC 

1 0 TACAAATCCCAGAGTGCGGTGTGCCCGGCCTCATTTCTGATAGATCCCGCTTGGG 
GGAGGTGGTGTATGGTTACGGAGCTGTGCATCTTGGGACATGTAGTAGCCCAGGT 
CTTGTCACTCGCTGTGAGATGGGGAGATTTTGTCTTTTGATTTATCCCTGTAGGGC 
TGGCAGGGTTGTAGATGAAGGGGGAATGATCTGAGCCTTGGTTCCCCTGACACGT 
CTTGCTAGCCCCAGGGTTAGAGTGGGCAGGGCAGAGCCGCGCAGCACCTGGGAG 

1 5 CGGTACCTTTCCCTTGGGCAGCCTGGGGTCCCAGGAACAAGCCAGGGCGAGTGG 
CATGTCTGCCTGAGCAGGGTGTGGCCCCAGAAAGCTGAGGAGTGTGGGCTGGCA 
GAGAGCTTCGAGGGCAAGGCCACCCGCGGGGGCGTGTGTGTGGTGGGGCTTGGC 
ATGTGATGGCAGCTCCAGCTCCAGGCATGCCGCTGCTTGTATGGCTTTCTTTGGC 
CTCTGACCCTGCTGCCCATTCTTTCCAACATCACAGATGAACTGCCTCTCCTCCTC 

20 CCTGCCTGGGGAGCCCAGTGGCCAGGGAGGGAGTGGTGGAGCCAGTCGCTGTAA 
CACTGAGCCTCAGAGACGAACCAAAACCAGCTGGGCTGAGCTCAGATCCAGGGG 
GAAGAAATGCTGGAAGTCAATAAAACTGAGTTTGAGAAAAAAAAAAAAAAAA 

SEQIDNO:51 

25 >gi|31112|emb|X00663.1|HSEGF01 Human mRNA fragment for epidermal growth factor 
(EGF) receptor 

ATCCTGCATGGCGCCGTGCGGTTCAGCAACAACCCTGCCCTGTGCAACGTGGAGA 

GCATCCAGTGGCGGGACATAGTCAGCAGTGACTTTCTCAGCAACATGTCGATGG 

ACTTCCAGAACCACCTGGGCAGCTGCCAAAAGTGTGATCCAAGCTGTCCCAATG 

30 GGAGCTGCTGGGGTGCAGGAGAGGAGAACTGCCAGAAACTGACCAAAATCATCT 
GTGCCCAGCAGTGCTCCGGGCGCTGCCGTGGCAAGTCCCCCAGTGACTGCTGCCA 
CAACCAGTGTGCTGCAGGCTGCACAGGCCCCCGGGAGAGCGACTGCCTGGTCTG 
CCGCAAATTCCGAGACGAAGCCACGTGCAAGGACACCTGCCCCCCACTCATGCT 

^ CTAGAACCCCACGACGTACCAGATGGATGTGAACCCCGAGGGCAAATACAGCTT 

35 TGGTGCCACCTGCGTGAAGAAGTGTCCCCGTAATTATGTGGTGACAGATCACGGC 
TCGTGCGTCCGAGCCTGTGGGGCCGACAGCTATGAGATGGAGGAAGACGGCGTC 
CGCAAGTGTAAGAAGTGCGAAGGGCCTTGCCGCAAAGTGTGTAACGGAATAGGT 
ATTGGTGAATTTAAAGACTCACTCTCCATAAATGCTACGAATATTAAACACTTCA 
AAAACTGCACCTCCATCAGTGGCGATCTCCACATCCTGCCGGTGGCATTTAGGGG 

40 TGACTCCTTCACACATACTCCTCCTCTGGATCCACAGGAACTGGATATTCTGAAA 
ACCGTAAAGGAAATCACAGGGTTTTTGCTGATTCAGGCTTGGCCTGAAAACAGG 
ACGGACCTCCATGCCTTTGAGAACCTAGAAATCATACGCGGCAGGACCAAGCAA 
CATGGTCAGTTTTCTCTTGCAGTCGTCAGCCTGAACATAACATCCTTGGGATTAC 
GCTCCCTCAAGGAGATAAGTGATGGAGATGTGATAATTTCAGGAAACAAAAATT 

45 TGTGCTATGCAAATACAATAAACTGGAAAAAACTGTTTGGGACCTCCGGTCAGA 
AAACCAAAATTATAAGCAACAGAGGTGAAAACAGCTGCAAGGCCACAGGCCAG 
GTCTGCCATGCCTTGTGCTCCCCCGAGGGCTGCTGGGGCCCGGAGCCCAGGGACT 
GCGTCTCTTGCCGGAATGTCAGCCGAGGCAGGGAATGCGTGGACAAGTGCAACC 
TTCTGGAGGGTGAGCCAAGGGAGTTTGTGGAGAACTCTGAGTGCATACAGTGCC 
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ACCCAGAGTGCCTGCCTCAGGCCATGAACATCACCTGCACAGGACGGGGACCAG 
ACAACTGTATCCAGTGTGCCCACTACATTGACGGCCCCCACTGCGTCAAGACCTG 
CCCGGCAGGAGTCATGGGAGAAAACAACACCCTGGTCTGGAAGTACGCAGACGC 
CGGCCATGTGTGCCACCTGTGCCATCCAAACTGCACCTACGGATGCACTGGGCCA 
5 GGTCTTGAAGGCTGTCCAACGAATGGGCCTAAGATCCCGTCCATCGCCACTGGGA 
TGGTGGGGGCCCTCCTCTTGCTGCTGGTGGTGGCCCTGGGGATCGGCCTCTTCAT 
GCGAAGGCGCCACATCGTTCGGAAGCGCACGCTGCGGAGGCTGCTGCAGGAGAG 
GGAGCTTGTGGAGCCTCTTACACCCAGTGGAGAAGCTCCCAACCAAGCTCTCTTG 
AGGATCTTGAAGGAAACTGAATTCAAAAAGATCAAAGTGCTGGGCTCCGGTGCG 

1 0 TTCGGCACGGTGTATAAGGGACTCTGGATCCCAGAAGGTGAGAAAGTTAAAATT 
CCCGTCGCTATCAAGGAATTAAGAGAAGCAACATCTCCGAAAGCCAACAAGGAA 
ATCCTCGATGAAGCGTACGTGATGGCCAGCGTGGACAACCCCCACGTGTGCCGCC 
TGCTGGGCATCTGCCTCACCTCCACCGTGCAACTCATCACGCAGCTCATGCCCTT 
CGGCTGCCTCCTGGACTATGTCCGGGAACACAAAGACAATATTGGCTCCCAGTAC 

1 5 CTGCTCAACTGGTGTGTGCAGATCGCAAAGGGCATGAACTACTTGGAGGACCGT 
CGCTTGGTGCACCGCGACCTGGCAGCCAGGAACGTACTGGTGAAAACACCGCAG 
CATGTCAAGATCACAGATTTTGGGCTGGCCAAACTGCTGGGTGCGGAAGAGAAA 
GAATACCATGCAGAAGGAGGCAAAGTGCCTATCAAGTGGATGGCATTGGAATCA 
ATTTTACACAGAATCTATACCCACCAGAGTGATGTCTGGAGCTACGGGGTGACCG 

20 TTTGGGAGTTGATGACCTTTGGATCCAAGCCATATGACGGAATCCCTGCCAGCGA 
GATCTCCTCCATCCTGGAGAAAGGAGAACGCCTCCCTCAGCCACCCATATGTACC 
ATCGAT 

SEQIDNO: 52 

25 >gi|l 162923|gb|L41 147.1|HUM5HSR Homo sapiens 5-HT6 serotonin receptor mRNA, 
complete cds 

CCCGAGAGCGCCCATTCACCCCCCTCACCCACCTCCCCGCGTTCCCACTTCCCCG 
CACTCTGACCCGGCCGGACGCCCCTCCCCTATCTTGCCGCCCGCCCCCTCCAGGG 
GGCTCTGCTCCCACCCCAGGGAGCCCATCCGACCTCTGCTTGACTTCCCGCCGCT 

30 TCCTTCAGGGGCCTCGGCTCATCGGGTGCCCCTCCCCAAACTTCCAACCCGTTTG 
CTCCAGGAGTTCCTGCCCCATCCCCGAGGGCGCCCAAATAGCCACACTGTGTCCT 
CCTGTAGTCGCCGCCCCCTGACCTAGCGCGACCCAGCGCCCCCGCCCATGTCCCC 
CCACTCACCTCCGCGGGGGGGCGTGGTGAGTCGCGGTCTGTTCTCACGGACGGTC 

■ ; *®' rs CCCGTCGAGGGTGCGCTTCGCCGGGGCGCTCATCTGCTTTCCCGCCACCCTATCAt? ^ ' ' ' 

35 TCCCTTGCCGTCCACCCTCGGTCCTCATGGTCCCAGAGCCGGGCCCAACCGCCAA 
TAGCACCCCGGCCTGGGGGGCAGGGCCGCCGTCGGCCCCGGGGGGCAGCGGCTG 
GGTGGCGGCCGCGCTGTGCGTGGTCATCGCGCTGACGGCGGCGGCCAACTCGCT 
GCTGATCGCGCTCATCTGCACTCAGCCCGCGCTGCGCAACACGTCCAACTTCTTC 
CTGGTGTCGCTCTTCACGTCTGACCTGATGGTGGGGCTGGTGGTGATGCCGCCGG 

40 CCATGCTGAACGCGCTGTACGGGCGCTGGGTGCTGGCGCGCGGCCTCTGCCTGCT 
CTGGACCGCCTTCGACGTGATGTGCTGCAGCGCCTCCATCCTCAACCTCTGCCTC 
ATCAGCCTGGACCGCTACCTGCTCATCCTCTCGCCGCTGCGCTACAAGCTGCGCA 
TGACGCCCCTGCGTGCCCTGGCCCTAGTCCTGGGCGCCTGGAGCCTCGCCGCTCT 
CGCCTCCTTCCTGCCCCTGCTGCTGGGCTGGCACGAGCTGGGCCACGCACGGCCA 

45 CCCGTCCCTGGCCAGTGCCGCCTGCTGGCCAGCCTGCCTTTTGTCCTTGTGGCGTC 
GGGCCTCACCTTCTTCCTGCCCTCGGGTGCCATATGCTTCACCTACTGCAGGATCC 
TGCTAGCTGCCCGCAAGCAGGCCGTGCAGGTGGCCTCCCTCACCACCGGCATGGC 
CAGTCAGGCCTCGGAGACGCTGCAGGTGCCCAGGACCCCACGCCCAGGGGTGGA 
GTCTGCTGACAGCAGGCGTCTAGCCACGAAGCACAGCAGGAAGGCCCTGAAGGC 
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CAGCCTGACGCTGGGCATCCTGCTGGGCATGTTCTTTGTGACCTGGTTGCCCTTCT 
TTGTGGCCAACATAGTCCAGGCCGTGTGCGACTGCATCTCCCCAGGCCTCTTCGA 
TGTCCTCACATGGCTGGGTTACTGTAACAGCACCATGAACCCCATCATCTACCCA 
CTCTTCATGCGGGACTTCAAGCGGGCGCTGGGCAGGTTCCTGCCATGTCCACGCT 
5 GTCCCCGGGAGCGCCAGGCCAGCCTGGCCTCGCCATCACTGCGCACCTCTCACAG 
CGGCCCCCGGCCCGGCCTTAGCCTACAGCAGGTGCTGCCGCTGCCCCTGCCGCCG 
GACTCAGATTCGGACTCAGACGCAGGCTCAGGCGGCTCCTCGGGCCTGCGGCTC 
ACGGCCCAGCTGCTGCTTCCTGGCGAGGCCACCCAGGACCCCCCGCTGCCCACCA 
GGGCCGCTGCCGCCGTCAATTTCTTCAACATCGACCCCGCGGAGCCCGAGCTGCG 
1 0 GCCGCATCCACTTGGCATCCCCACGAACTGACCCGGGCTTGGGGCTGGCCAATGG 
GGAGCTGGATTGAGCAGAACCCAGACCCTGAGTCCTTGGGCCAGCTCTTGGCTA 
AGACCAGGAGGCTGCAAGTCTCCTAGAAGCCCTCTGAGCTCCAGAGGGGTGCGC 
AGAGCTGACCCCCTGCTGCCATCTCCAGGCCCCTTACCTGCAGGGATCATAGCTG 
ACTCAGA 

15 

SEQ ID NO: 53 

>gi| 18 1970|gb|M32977.1|HUMEGFAA Human heparin-binding vascular endothelial growth 
factor (VEGF) mRNA, complete cds 

CAGTGTGCTGGCGGCCCGGCGCGAGCCGGCCCGGCCCCGGTCGGGCCTCCGAAA 
20 CCATGAACTTTCTGCTGTCTTGGGTGCATTGGAGCCTCGCCTTGCTGCTCTACCTC 
CACCATGCCAAGTGGTCCCAGGCTGCACCCATGGCAGAAGGAGGAGGGCAGAAT 
CATCACGAAGTGGTGAAGTTCATGGATGTCTATCAGCGCAGCTACTGCCATCCAA 
TCGAGACCCTGGTGGACATCTTCCAGGAGTACCCTGATGAGATCGAGTACATCTT 
CAAGCCATCCTGTGTGCCCCTGATGCGATGCGGGGGCTGCTGCAATGACGAGGG 
25 CCTGGAGTGTGTGCCCACTGAGGAGTCCAACATCACCATGCAGATTATGCGGATC 
AAACCTCACCAAGGCCAGCACATAGGAGAGATGAGCTTCCTACAGCACAACAAA 
TGTGAATGCAGACCAAAGAAAGATAGAGCAAGACAAGAAAATCCCTGTGGGCCT 
TGCTCAGAGCGGAGAAAGCATTTGTTTGTACAAGATCCGCAGACGTGTAAATGTT 
CCTGCAAAAACACAGACTCGCGTTGCAAGGCGAGGCAGCTTGAGTTAAACGAAC 
30 GTACTTGCAGATGTGACAAGCCGAGGCGGTGAGCCGGGCAGGAGGAAGGAGCCT 
CCCTCAGGGTTTCGGGAACCAGATCTCTCACCAGGAAAGACTGATACAGAACGA 
TCGATACAGAAACCACGCTGCCGCCACCACACCATCACCATCGACAGAACAGTC 
CTTAATCCAGAAACCTGAAATGAAGGAAGAGGAGACTCTGCGCAGAGCACTTTG 
vvr GGTCCGGAGGGCGAGACTCCGGCGGAAGCATTCCCGGGCGGGTGACCCAGCACG 
35 GTCCCTCTTGGAATTGGATTCGCCATTTTATTTTTCrTGCTGCTAAATCACCGAGC 
CCGGAAGATTAGAGAGTTTTATTTCTGGGATTCCTGTAGACACACCGCGGCCGCC 
AGCACACTG 

SEQ ID NO: 54 
40 >3014785H1 

GCTCAACCCCTCTGGGCACCAACCCTGCATTGCAGGTTGGCACCTTACTTCCCTG 
GGATCCCCAGAGTTGGTCCAAGGAGGGAGAGTGGGTTCTCAATACGGTACCAAA 
GATATAATCACCTAGGTTTACAAATATTTTTAGGACTCACGTTAACTCACATTTAT 

45 AAGGGAAAGATTTTAATATTAAACCTGGTGCT 

SEQ ID NO: 55 
>853668H1 
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CGCAGGTGGACGTCTGATTTATGAAGCTCCCCATCCACCTATCTGAGTACCTGAC 
TTCTCAGGACTGACACCTACAGCATCAGGTACACAGCTTCTCCTAGCATGACTTC 
GATCTGATCAGCAAACAAGAAAATTTGTCTCCCGTAGTTCTGGGGCGTGTTCACC 
ACCTACAACCACAGAGCTGTCATGGCTGCCATCTCTACTTCCATCCCTGTAATTTC 
5 ACAGCCCCAG 

SEQIDNO:56 

>gi|2072500|gb|U961 13.1|HSU961 13 Homo sapiens Nedd-4-like ubiquitin-protein ligase 
WWP1 mRNA, partial cds 

1 0 GACTAATCATGTACCTACAAGCACTCTAGTCCAAAACTCATGCTGCTCGTATGTA 
GTTAATGGAGACAACACACCTTCATCTCCGTCTCAGGTTGCTGCCAGACCCAAAA 
ATACACCAGCTCCAAAACCACTCGCATCTGAGCCTGCCGATGACACTGTTAATGG 
AGAATCATCCTCATTTGCACCAACTGATAATGCGTCTGTCACGGGTACTCCAGTA 
GTGTCTGAAGAAAATGCCTTGTCTCCAAATTGCACTAGTACTACTGTTGAAGATC 

15 CTCCAGTTCAAGAAATACTGACTTCCTCAGAAAACAATGAATGTATTCCTTCTAC 
CAGTGCAGAATTGGAATCTGAAGCTAGAAGTATATTAGAGCCTGACACCTCTAAT 
TCTAGAAGTAGTTCTGCTTTTGAAGCAGCCAAATCAAGACAGCCAGATGGGTGTA 
TGGATCCTGTACGGCAGCAGTCTGGGAATGCCAACACAGAAACCTTGCCATCAG 
GGTGGGAACAAAGAAAAGATCCTCATGGTAGAACCTATTATGTGGATCATAATA 

20 CTCGAACTACCACATGGGAGAGACCACAACCTTTACCTCCAGGTTGGGAAAGAA 
GAGTTGATGATCGTAGAAGAGTTTATTATGTGGATCATAACACCAGAACAACAA 
CGTGGCAGCGGCCTACCATGGAATCTGTCCGAAATTTTGAACAGTGGCAATCTCA 
GCGGAACCAATTGCAGGGAGCTATGCAACAGTTTAACCAACGATACCTCTATTCG 
GCTTCAATGTTAGCTGCAGAAAATGACCCTTATGGACCTTTGCCACCAGGCTGGG 

25 AAAAAAGAGTGGATTCAACAGACAGGGTTTACTTTGTGAATCATAACACAAAAA 
CAACCCAGTGGGAAGATCCAAGAACTCAAGGCTTACAGAATGAAGAACCCCTGC 
CAGAAGGCTGGGAAATTAGATATACTCGTGAAGGTGTAAGGTACTTTGTTGATCA 
TAACACAAGAACAACAACATTCAAAGATCCTCGCAATGGGAAGTCATCTGTAAC 
TAAAGGTGGTCCACAAATTGCTTATGAACGCGGCTTTAGGTGGAAGCTTGCTCAC 

30 TTCCGTTATTTGTGCCAGTCTAATGCACTACCTAGTCATGTAAAGATCAATGTGTC 
CCGGCAGACATTGTTTGAAGATTCCTTCCAACAGATTATGGCATTAAAACCCTAT 
GACTTGAGGAGGCGCTTATATGTAATATTTAGAGGAGAAGAAGGACTTGATTAT 
GGTGGCCTAGCGAGAGAATGGTTTTTCTTGCTTTCACATGAAGTTTTGAACCCAA 
• TGTATTGGl^ ATTTGAGTATGCGGGCAAGAACAACTATTGTCTGCAGATAAATCC 

35 AGCATCAACCATTAATCCAGACCATCTTTCATACTTCTGTTTCATTGGTCGTTTTA 
TTGCCATGGCACTATTTCATGGAAAGTTTATCGATACTGGTTTCTCTTTACCATTC 
TACAAGCGTATGTTAAGTAAAAAACTTACTATTAAGGATTTGGAATCTATTGATA 
CTGAATTTTATAACTCCCTTATCTGGATAAGAGATAACAACATTGAAGAATGTGG 
CTTAGAAATGTACTTTTCTGTTGACATGGAGATTTTGGGAAAAGTTACTTCACAT 

40 GACCTGAAGTTGGGAGGTTCCAATATTCTGGTGACTGAGGAGAACAAAGATGAA 
TATATTGGTTTAATGACAGAATGGCGTTTTTCTCGAGGAGTACAAGAACAGACCA 
AAGCTTTCCTTGATGGTTTTAATGAAGTTGTTCCTCTTCAGTGGCTACAGTACTTC 
GATGAAAAAGAATTAGAGGTTATGTTGTGTGGCATGCAGGAGGTTGACTTGGCA 
GATTGGCAGAGAAATACTGTTTATCGACATTATACAAGAAACAGCAAGCAAATC 

45 ATTTGGTTTTGGCAGTTTGTGAAAGAGACAGACAATGAAGTAAGAATGCGACTA 
TTGCAGTTCGTCACTGGAACCTGCCGTTTACCTCTAGGAGGATTTGCTGAGCTCA 
TGGGAAGTAATGGGCCCCGGAATTC 
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SEQIDNO: 57 

>gi|1940670|gb|AA292676.1|AA292676 zt21cl2.sl Soares ovary tumor NbHOT Homo 
sapiens cDNA clone IMAGE:713782 3' 

5 TGCGGACCTTCCTCAATCCCGTCCAACCCCCAGCCCCTCCCCAAGCCCCCGCTGC 
AACTACGCCGGCAGGTCCGCAGAGTGTTGCTTGACAGCGCGTGGCGGTGCCCGT 
GAGTCTTAAGACACCTGCCAAGTCTCTGGCGCCGTTCAGTCATAGGTAGAGGGAC 
TCCATGAGGGCACTGCCCG 

10 SEQIDNO: 58 

>gi|13027659|gb|AF023476.2|AF023476 Homo sapiens meltrin-L precursor (AD AMI 2) 
mRNA, complete cds, alternatively spliced 

cactaacgctcttcctagtccccgggccaactcggacagtttgctcatttattgca 
acggtcaaggctggcttgtgccagaacgGcgcgcgcgcgacgcacgcacacaca 

1 5 cggggggaaacttttttaaaaatgaaaggctagaagagctcagcggcggcgcgg 
gccgtgcgcgagggctccggagctgactcgccgaggcaggaaatccctccggtc 
gcgacgcccggccccgctcggcgcccgcgtgggatggtgcagcgctcgccgccg 
ggcccgagagctgctgcactgaaggccggcgacgatggcagcgcgcccgctgcc 
cgtgtcccccgcccgcgccctcctgctcgccctggccggtgctctgctcgcgccct 

20 gcgaggcccgaggggtgagcttatggaaccaaggaagagctgatgaagttgtca 
gtgcctctgttcggagtggggacctctggatcccagtgaagagcttcgactccaa 
gaatcatccagaagtgctgaatattcgactacaacgggaaagcaaagaactgat 
cataaatctggaaagaaatgaaggtctcattgccagcagtttcacggaaaccca 
ctatctgcaagacggtactgatgtctccctcgctcgaaattacacggtaattctg 

25 ggtcactgttactaccatggacatgtacggggatattctgattcagcagtcagtc 
tcagcacgtgttctggtctcaggggacttattgtgtttgaaaatgaaagctatgt 
cttagaaccaatgaaaagtgcaaccaacagatacaaactcttcccagcgaagaa 
gctgaaaagcgtccggggatcatgtggatcacatcacaacacaccaaacctcgc 
tgcaaagaatgtgtttccaccaccctctcagacatgggcaagaaggcataaaag 

30 agagaccctcaaggcaactaagtatgtggagctggtgatcgtggcagacaaccg 
agagtttcagaggcaaggaaaagatctggaaaaagttaagcagcgattaataga 
gattgctaatcacgttgacaagttttacagaccactgaacattcggatcgtgttg 
gtaggcgtggaagtgtggaatgacatggacaaatgctctgtaagtcaggaccca. 

" ; ttcaccagcctccatgaatttctggactggaggaagatgaagerretacctcgca 

35 aatcccatgacaatgcgcagcttgtcagtggggtttatttccaagggaccaccat 
cggcatggccccaatcatgagcatgtgcacggcagaccagtctgggggaattgt 
catggaccattcagacaatccccttggtgcagccgtgaccctggcacatgagctg 
ggccacaatttcgggatgaatcatgacacactggacaggggctgtagctgtcaa 
atggcggttgagaaaggaggctgcatcatgaacgcttccaccgggtacccatttc 

40 ccatggtgttcagcagttgcagcaggaaggacttggagaccagcctggagaaag 
gaatgggggtgtgcctgtttaacctgccggaagtcagggagtctttcgggggcc 
agaagtgtgggaacagatttgtggaagaaggagaggagtgtgactgtggggag 
ccagaggaatgtatgaatcgctgctgcaatgccaccacctgtaccctgaagccg 
gacgctgtgtgcgcacatgggctgtgctgtgaagactgccagctgaagcctgca 

45 ggaacagcgtgcagggactccagcaactcctgtgacctcccagagttctgcaca 
ggggccagccctcactgcccagccaacgtgtacctgcacgatgggcactcatgtc 
aggatgtggacggctactgctacaatggcatctgccagactcacgagcagcagt 
gtgtcacactctggggaccaggtgctaaacctgcccctgggatctgctttgagag 
agtcaattctgcaggtgatccttatggcaactgtggcaaagtctcgaagagttcc 
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TTTGCCAAATGCGAGATGAGAGATGCTAAATGTGGAAAAATCCAGTGTCAAGGA 
GGTGCCAGCCGGCCAGTCATTGGTACCAATGCCGTTTCCATAGAAACAAACATCC 
CCCTGCAGCAAGGAGGCCGGATTCTGTGCCGGGGGACCCACGTGTACTTGGGCG 
ATGACATGCCGGACCCAGGGCTTGTGCTTGCAGGCACAAAGTGTGCAGATGGAA 
5 AAATCTGCCTGAATCGTCAATGTCAAAATATTAGTGTCTTTGGGGTTCACGAGTG 
TGCAATGCAGTGCCACGGCAGAGGGGTGTGCAACAACAGGAAGAACTGCCACTG 
CGAGGCCCACTGGGCACCTCCCTTCTGTGACAAGTTTGGCTTTGGAGGAAGCACA 
GACAGCGGCCCCATCCGGCAAGCAGATAACCAAGGTTTAACCATAGGAATTCTG 
GTGACCATCCTGTGTCTTCTTGCTGCCGGATTTGTGGTTTATCTCAAAAGGAAGA 

1 0 CCTTGATACGACTGCTGTTTACAAATAAGAAGACCACCATTGAAAAACTAAGGT 
GTGTGCGCCCTTCCCGGCCACCCCGTGGCTTCCAACCCTGTCAGGCTCACCTCGG 
CCACCTTGGAAAAGGCCTGATGAGGAAGCCGCCAGATTCCTACCCACCGAAGGA 
CAATCCCAGGAGATTGCTGCAGTGTCAGAATGTTGACATCAGCAGACCCCTCAAC 
GGCCTGAATGTCCCTCAGCCCCAGTCAACTCAGCGAGTGCTTCCTCCCCTCCACC 

1 5 GGGCCCCACGTGCACCTAGCGTCCCTGCCAGACCCCTGCCAGCCAAGCCTGCACT 
TAGGCAGGCCCAGGGGACCTGTAAGCCAAACCCCCCTCAGAAGCCTCTGCCTGC 
AGATCCTCTGGCCAGAACAACTCGGCTCACTCATGCCTTGGCCAGGACCCCAGGA 
CAATGGGAGACTGGGCTCCGCCTGGCACCCCTCAGACCTGCTCCACAATATCCAC 
ACCAAGTGCCCAGATCCACCCACACCGCCTATATTAAGTGAGAAGCCGACACCTT 

20 TTTTCAACAGTGAAGACAGAAGTTTGCACTATCTTTCAGCTCCAGTTGGAGTTTTT 
TGTACCAACTTTTAGGATTTTTTTTAATGTTTAAAACATCATTACTATAAGAACTT 
TGAGCTACTGCCGTCAGTGCTGTGCTGTGCTATGGTGCTCTGTCTACTTGCACAG 
GTACTTGTAAATTATTAATTTATGCAGAATGTTGATTACAGTGCAGTGCGCTGTA 
GTAGGCATTTTTACCATCACTGAGTTTTCCATGGCAGGAAGGCTTGTTGTGCTTTT 

25 AGTATTTTAGTGAACTTGAAATATCCTGCTTGATGGGATTCTGGACAGGATGTGT 
TTGCTTTCTGATCAAGGCCTTATTGGAAAGCAGTCCCCCAACTACCCCCAGCTGT 
GCTTATGGTACCAGATGCAGCTCAAGAGATCCCAAGTAGAATCTCAGTTGATTTT 
CTGGATTCCCCATCTCAGGCCAGAGCCAAGGGGCTTCAGGTCCAGGCTGTGTTTG 
GCTTTCAGGGAGGCCCTGTGCCCCTTGACAACTGGCAGGCAGGCTCCCAGGGAC 

3 0 ACCTGGGAGAAATCTGGCTTCTGGCCAGGAAGCTTTGGTGAGAACCTGGGTTGC 
AGACAGGAATCTTAAGGTGTAGCCACACCAGGATAGAGACTGGAACACTAGACA 
AGCCAGAACTTGACCCTGAGCTGACCAGCCGTGAGCATGTTTGGAAGGGGTCTG 
TAGTGTCACTCAAGGCGGTGCTTGATAGAAATGCCAAGCACTTCTTTTTCTCGCT 
GTCCTTTCTAGAGCACTGCCACCAGTAGGTTATTTAGCITGGGAAAGGTGGTGTT 

35 TCTGTAAGAAACCTACTGCCCAGGCACTGCAAACCGCCACCTCCCTATACTGCTT 
GGAGCTGAGCAAATCACCACAAACTGTAATACAATGATCCTGTATTCAGACAGA 
TGAGGACTTTCCATGGGACCACAACTATTTTCAGATGTGAACCATTAACCAGATC 
TAGTCAATCAAGTCTGTTTACTGCAAGGTTCAACTTATTAACAATTAGGCAGACT 
CTTTATGCTTGCAAAAACTACAACCAATGGAATGTGATGTTCATGGGTATAGTTC 

40 ATGTCTGCTATCATTATTCGTAGATATTGGACAAAGAACCTTCTCTATGGGGCAT 
CCTCTTTTTCCAACTTGGCTGCAGGAATCTTTAAAAGATGCTTTTAACAGAGTCTG 
AACCTATTTCTTAAACACTTGCAACCTACCTGTTGAGCATCACAGAATGTGATAA 
GGAAATCAACTTGCTTATCAACTTCCTAAATATTATGAGATGTGGCTTGGGCAGC 
ATCCCCTTGAACTCTTCACTCTTCAAATGCCTGACTAGGGAGCCATGTTTCACAA 

45 GGTCTTTAAAGTGACTAATGGCATGAGAAATACAAAAATACTCAGATAAGGTAA 
AATGCCATGATGCCTCTGTCTTCTGGACTGGTTTTCACATTAGAAGACAATTGAC 
AACAGTTACATAATTCACTCTGAGTGTTTTATGAGAAAGCCTTCTTTTGGGGTCA 
ACAGTTTTCCTATGCTITGAAACAGAAAAATATGTACCAAGAATCTTGGTTTGCC 
TTCCAGAAAACAAAACTGCATTTCACTTTCCCGGTGTTCCCCACTGTATCTAGGC 
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AACATAGTATTCATGACTATGGATAAACTAAACACGTGACACAAACACACACAA 
AAGGGAACCCAGCTCTAATACATTCCAACTCGTATAGCATGCATCTGTTTATTCT 
ATAGTTATTAAGTTCTTTAAAATGTAAAGCCATGCTGGAAAATAATACTGCTGAG 
ATACATACAGAATTACTGTAACTGATTACACTTGGTAATTGTACTAAAGCCAAAC 
5 ATATATATACTATTAAAAAGGTTTACAGAATTTTATGGTGCATTACGTGGGCATT 
GTCTTTTTAGATGCCCAAATCCTTAGATCTGGCATGTTAGCCCTTCCTCCAATTAT 
AAGAGGATATGAACCAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 59 

10 >gi|2166296|gb|AA452627.1|AA452627 zx33f03.rl Soares_total_fetus_Nb2HF8_9w Homo 
sapiens cDNA clone IMAGE:788285 5' similar to gb:S57498 ENDOTHELIN-1 RECEPTOR 
PRECURSOR (HUMAN); 

GGCAGTTTAATAGATGTTACTCAAAGAATTTTTTAAGAACTGTATTTTATTTTTTA 
AATGGTGTTTTATTACAAGGGACCTTGAACATGTTTTGTATGTTAAATTCAAAAG 

1 5 TAATGCTTC AATC AGAT AGTTCTTTTTCAC AAGTTCAATCTGTTTTTCATGTAAAT 
TTTGTATGAAAAATCAATGTCAAGTACCAAAATGTTAATGTATGTGTCATTTAAC 
TCTGCCTGAGACTTTCAGTGCACTGTATATAGAAGTCTAAAACACACCTAAGAGA 
AAAAGATCGAATTTTTCAGATGATTCAGAAATTTTCATTCAGGTATTTGTAATAG 
TGACATATATATGTATATACATATCACCTCCTATTCTCTTAATTTTTCTTAAAATG 

20 TTAACTGGCAGTAAAGCTTTTTTGATCATTCCCTTTTCCATATAGGAAACATAATT 
TTGAAGTGGCCAGATGAGTTTATCATGTCAGTGAAAAATTAATACCCACAAATGG 
CACCAGAACTTACGATTCTTCACTTCTTGGGGTTTTCAGTATGAACCTAACTCCCC 
ACCCC 

25 SEQ K) NO: 60 

>gi|l 801 67|gb|M5 8664. 1|HUMCDA24A Homo sapiens CD24 signal transducer mRNA, 
complete cds 

CGGTTCTCCAAGCACCCAGCATCCTGCTAGACGCGCCGCGCACCGACGGAGGGG 
ACATGGGCAGAGCAATGGTGGCCAGGCTCGGGCTGGGGCTGCTGCTGCTGGCAC 

30 TGCTCCTACCCACGCAGATTTATTCCAGTGAAACAACAACTGGAACTTCAAGTAA 
CTCCTCCCAGAGTACTTCCAACTCTGGGTTGGCCCCAAATCCAACTAATGCCACC 
ACCAAGGCGGCTGGTGGTGCCCTGCAGTCAACAGCCAGTCTCTTCGTGGTCTCAC 
TCTCTCTTCTGCATCTCTACTCTTAAGAGACTCAGGCCAAGAAACGTCTTCTAAAT 
- TTCCCCATCTTCTAAACCCAATCCAAAiGGCGTCTGGAAGTCCAATGTGGCAAGG 

35 AAAAACAGGTCTTCATCGAATCTACTAATTCCACACCTTTTATTGACACAGAAAA 
TGTTGAGAATCCCAAATTTGATTGATTTGAAGAACATGTGAGAGGTTTGACTAGA 
TGATGGATGCCAATATTAAATCTGCTGGAGTTTCATGTACAAGATGAAGGAGAG 
GCAACATCCAAAATAGTTAAGACATGATTTCCTTGAATGTGGCTTGAGAAATATG 
GACACTTAATACTACCTTGAAAATAAGAATAGAAATAAAGGATGGGATTGTGGA 

40 ATGGAGATTCAGTTTTCATTTGGTGCTTAATTCTATAAGCGTATAAACAGGTAAT 
ATAAAAAGCTTCCATGATTCTATTTATATGTACATGAGAAGGAACTTCCAGGTGT 
TACTGTAATTCCTCAACGTATTGTTTCGACGGCACTAATTTAATGCCGATATACTC 
TAGATGAAGTTTTACATTGTTGAGCTATTGCTGTTCTCTTGGGAACTGAACTCACT 
TTCCTCCTGAGGCTTTGGATTTGACATTGCAm 

45 ATGTGCCAGGGCAATGATGAATGAGAATCTACCCCAGATCCAAGCATCCTGAGC 
AACrCTTGATTATCCATATTGAGTCAAATGGTAGGCATTTCCTATCACCTGTTTCC 
ATTCAACAAGAGCACTACATTCATTTAGCTAAACGGATTCCAAAGAGTAGAATTG 
CATTGACCACGACTAATTTCAAAATGCTTTTTATTATTATTATTTTTTAGACAGTC 
TCACTTTGTCGCCCAGGCCGGAGTGCAGTGGTGCGATCTCAGATCAGTGTACCAT 
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TTGCCTCCCGGGCTCAAGCGATTCTCCTGCCTCAGCCTCCCAAGTAGCTGGGATT 
ACAGGCACCTGCCACCATGCCCGGCTAATTTTTGTAATTTTAGTAGAGACAGGGT 
TTCACCATGTTGCCCAGGCTGGTTTCGAACTCCTGACCTCAGGTGATCCACCCGC 
CTCGGCCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCCCCGCGCCCAGCCATCA 
5 AAATGCTTTTTATTTCTGCATATGTTTGAATACTTTTTACAATTTAAAAAAATGAT 
CTGTTTTGAAGGCAAAATTGCAAATCTTGAAATTAAGAAGGCAAAATGTAAAGG 
AGTCAAACTATAAATCAAGTATTTGGGAAGTGAAGACTGGAAGCTAATTTGCAT 

ACTATGGATCAGAATAGCCACATTTAGAACACTTTTTGTTATCAGTCAATATTTTT 
1 0 AGATAGTTAGAACCTGGTCCTAAGCCTAAAAGTGGGCTTGATTCTGCAGT AAATC 
TTTTACAACTGCCTCGACACACATAAACCTTTTTAAAAATAGACACTCC 

SEQIDNO:61 

>gi|2215243|gb|AA487812.1|AA487812 abl lf04.rl Stratagene lung (#937210) Homo 
15 sapiens cDNA clone IMAGE:84051 1 5' similar to gb:Z19554 VIMENTIN (HUMAN); 

CAACGAGAAGGTGGAGCTGCAGGAGCTGAATGACCGCTTCGCCAACTACATCGA 
CAAGGTGCGCTTCCTGGAGCAGCAGAATAAGATCCTGCTGGCCGAGCTCGAGCA 
GCTCAAGGGCCAAGGCAAGTCGCGCCTGGGGGACCTCTACGAGGAGGAGATGCG 
GGACTGCGCCGGCAGTGGACCAGCTAACCAACGACAAAGCCCGCGTCGAGGTGG 
20 AGCGCGACAACCTGGCCGAGGACATCATGCGCCTCCGGGAGAAATTGCAGGAGG 
AGATGCTTCAGAGAGAGGAAGCCGAAAACACCCTGCAATCTTTCAGACAGGATG 
TTGACAATGCG 

SEQ ID NO: 62 

25 >gi|23910|emb|Y00757.1|HS7B2 Human mRNA for polypeptide 7B2 

CGCTCCTCGGGCTGCCCCTCGGTTGACAATGGTCTCCAGGATGGTCTCTACCATG 
CTATCTGGCCTACTGTTTTGGCTGGCATCTGGATGGACTCCAGCATTTGCTTACAG 
CCCCCGGACCCCTGACCGGGTCTCAGAAGCAGATATCCAGAGGCTGCTTCATGGT 
GTTATGGAGCAATTGGGCATTGCCAGGCCCCGAGTGGAATATCCAGCTCACCAG 

30 GCCATGAATCTTGTGGGCCCCCAGAGCATTGAAGGTGGAGCTCATGAAGGACTT 
CAGCATTTGGGTCCTTTTGGCAACATCCCCAACATCGTGGCAGAGTTGACTGGAG 
ACAACATTCCTAAGGACTTTAGTGAGGATCAGGGGTACCCAGACCCTCCAAATCC 
CTGTCCTGTTGGAAAAACAGATGATGGATGTCTAGAAAACACCOCTGACACTGC 
• AGAG'lTCAGTCGAGAGTTCCAGTTGCACCAGCATCTCTiTGATCCGGAACATGAC 

35 TATCCAGGCTTGGGCAAGTGGAACAAGAAACTCCTTTACGAGAAGATGAAGGGA 
GGAGAGAGACGAAAGCGGAGGAGTGTCAATCCATATCTACAAGGACAGAGACT 
GGATAATGTTGTTGCAAAGAAGTCTGTCCCCCATTTTTCAGATGAGGATAAGGAT 
CCAGAGTAAAGAGAAGATGCTAGACGAAAACCCACATTACCTGTTAGGCCTCAG 
CATGGCTTATGTGCACGTGTAAATGGAGTCCCTGTGAATGACAGCATGTTTCTTA 

40 CATAGATAATTATGGATACAAAGCAGCTGTATGTAGATAGTGTATTGTCTTCACA 
CCGATGATTCTGCTTTTTGCTAAATTAGAATAAGAGCTTTTTTGTTTCTTGGGTTT 
TTAAAATGTGAATCTGCAATGATCATAAAAATTAAAATGTGAATGTCAACAATA 
AAAAGCAAGACTATGAAAGGCTCAGATTTCTTGCAGTTTAAAATGGTGTCTGAG 
GTTGTACTATTTTGGCCAAGTCTGTAGAAAGCTGTCATTTGATTTTGATTATGTAG 

45 TTCATCCAGCCCTTGGGCATTGTTATACACCAGTAAAGAAGGCTGTACTCAAGAG 
GAGGAGCTGACACATTTCACTTGGCTGCGTCTTAATAAACATGAATGCAAGCATT 
GGC 
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SEQE)NO:63 

>gi|1321593|gb|L76380.1|HUMCGRPB Homo sapiens (clone HSNME29) CGRP type 1 
receptor mRNA, complete cds 

GCACGAGGGAACAACCTCTCTCTCTSCAGCAGAGAGTGTCACCTCCTGCTTTAGG 
5 ACCATCAAGCTCTGCTAACTGAATCTCATCCTAATTGCAGGATCACATTGCAAAG 
CTTTCACTCTTTCCCACCTTGCTTGTGGGTAAATCTCTTCTGCGGAATCTCAGAAA 
GTAAAGTTCCATCCTGAGAATATTTCACAAAGAATTTCCTTAAGAGCTGGACTGG 
GTCTTGACCCCTGGAATTTAAGAAATTCTTAAAGACAATGTCAAATATGATCCAA 
GAGAAAATGTGATTTGAGTCTGGAGACAATTGTGCATATCGTCTAATAATAAAA 

10 ACCCATACTAGCCTATAGAAAACAATATTTGAATAATAAAAACCCATACTAGCCT 
ATAGAAAACAATATTTGAAAGATTGCTACCACTAAAAAGAAAACTACTACAACT 
TGACAAGACTGCTGCAAACTTCAATTGGTCACCACAACTTGACAAGGTTGCTATA 
AAACAAGATTGCTACAACTTCTAGTTTATGTTATACAGCATATTTCATTTGGGCTT 
AATGATGGAGAAAAAGTGTACCCTGTATTTTCTGGTTCTCTTGCCITrTTTTATGA 

1 5 TTCTTGTTAC AGC AGAATTAGAAGAGAGTCCTGAGGACTCAATTCAGTTGGGAGT 
TACTAGAAATAAAATCATGACAGCTCAATATGAATGTTACCAAAAGATTATGCA 
AGACCCCATTCAACAAGCAGAAGGCGTTTACTGCAACAGAACCTGGGATGGATG 
GCTCTGCTGGAACGATGTTGCAGCAGGAACTGAATCAATGCAGCTCTGCCCTGAT 
TACTTTCAGGACTTTGATCCATCAGAAAAAGTTACAAAGATCTGTGACCAAGATG 

20 GAAACTGGTTTAGACATCCAGCAAGCAACAGAACATGGACAAATTATACCCAGT 
GTAATGTTAACACCCACGAGAAAGTGAAGACTGCACTAAATTTGTTTTACCTGAC 
CATAATTGGACACGGATTGTCTATTGCATCACTGCTTATCTCGCTTGGCATATTCT 
TTTATTTCAAGAGCCTAAGTTGCCAAAGGATTACCTTACACAAAAATCTGTTCTT 
CTCATTTGTTTGTAACTCTGTTGTAACAATCATTCACCTCACTGCAGTGGCCAACA 

25 ACCAGGCCTTAGTAGCCACAAATCCTGTTAGTTGCAAAGTGTCCCAGTTCATTCA 
TCTTTACCTGATGGGCTGTAATTACTTTTGGATGCTCTGTGAAGGCATTTACCTAC 
ACACACTCATTGTGGTGGCCGTGTTTGCAGAGAAGCAACATTTAATGTGGTATTA 
TTTTCTTGGCTGGGGATTTCCACTGATTCCTGCTTGTATACATGCCATTGCTAGAA 
GCTTATATTACAATGACAATTGCTGGATCAGTTCTGATACCCATCTCCTCTACATT 

30 ATCCATGGCCCAATTTGTGCTGCTTTACTGGTGAATCTTTTTTTCTTGTTAAATATT 
GTACGCGTTCTCATCACCAAGTTAAAAGTTACACACCAAGCGGAATCCAATCTGT 
ACATGAAAGCTGTGAGAGCTACTCTTATCTTGGTGCCATTGCTTGGCATTGAATT 
TGTGCTGATTCCATGGCGACCTGAAGGAAAGATTGCAGAGGAGGTATATGACTA 
' CATCATGCACATCGTTAf GCAGTTCCAGGGTCTTTTGGTCTCTACCATTTTCTGCT 

35 TCTTTAATGGAGAGGTTCAAGCAATTCTGAGAAGAAACTGGAATCAATACAAAA 
TCCAATTTGGAAACAGCTTTTCCAACTCAGAAGCTCTTCGTAGTGCGTCTTACAC 
AGTGTCAACAATCAGTGATGGTCCAGGTTATAGTCATGACTGTCCTAGTGAACAC 
TTAAATGGAAAAAGCATCCATGATATTGAAAATGTTCTCTTAAAACCAGAAAATT 
TATATAATTGAAAATAGAAGGATGGTTGTCTCACTGTTTGGTGCTTCTCCTAACTC 

40 AAGGACTTGGACCCATGACTCTGTAGCCAGAAGACTTCAATATTAAATGACTTTG 
GGGAATGTCATAAAGAAGAGCCTTCACATGAAATTAGTAGTGTGTTGATAAGAG 
TGTAACATCCAGCTCTATGTGGGAAAAAAGAAATCCTGGTTTGTAATGTTTGTCA 
GTAAATACTCCCACTATGCCTGATGTGACGCTACTAACCTGACATCACCAAGTGT 
GGAATTGGAGAAAAGCACAATCAACTTTTCTGAGCTGGTGTAAGCCAGTTCCAG 

45 CACACCATTGATGAATTCAAACAAATGGCTGTAAAACTAAACATACATGTTGGG 
CATGATTCTACCCTTATTCSCCCCAAGAGACCTAGCTAAGGTCTATAAACATGAA 
GGGAAAAj^AGCTTTTAGTTTTAAAACTCTTTATCCCATCTTGATTGGGGCAGTTG 
ACTTTTTTTTTTTCCCAGAGTGCCGTAGTCCTTTTTGTAAC 

ACAATACCAGAAGTGAATTATCCCTGCTGGCTTTCTTTTCTCTATGAAAAGCAAC 
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TGAGTACAATTGTTATGATCTACTCATTTGCTGACACATCAGTTATATCTTGTGGC 
ATATCCATTGTGGAAACTGGATGAACAGGATGTATAATATGCAATCTTACTTCTA 
TATCATTAGGAAAACATCTTAGTTGATGCTACAAAACACCTTGTCAACCTCTTCC 
TGTCTTACCAAACAGTGGGAGGGAATTCCTAGCTGTAAATATAAATTTTGCCCTT 
5 CGATTTCTACTGTATAAACAAATTAGCAATCATTTTATATAAAGAAAATCAATGA 
AGGATTTCTTATTTTCTTGGAATTTTGTAAAAAGAAATTGTGAAAAATGAGCTTG 
TAAATACTCCATTATTTTATTTTATAGTCTCAAATCAAATACATACAACCTATGTA 
ATTTTTAAAGCAAATATATAATGCAACAATGTGTGTATGTTAATATCTGATACTG 
TATCTGGGCTGATTTTTTAAATAAAATAGAGTCTGGAATGCT 

10 

SEQIDNO:64 
>290375H1 

GGNCCACCAAGAACCAGCCGCGTCTACGGCTTCATCGGCCTCTGNCTGGCTGCTG 
GGCCGCGNCTGCTGGGGATGCTGCCTTTNCTGGGCTGGAACTGCCTGTNCGCCTT 
1 5 TAACCGCTGCTCCAGCCTTCTGGGGGNNTANTCCATTTTTTANNTTCTCTTCTGCC 
TGGNGATCTTNGCCGGCGTCCTGGCCACCATNATGGGNCTCTATGGGGCCATCTT 
CCGCCTGGNGCAGGCCAGCGGGCAGAAGNCCCCA 

SEQIDNO:65 

20 >gi| 1 87522|gb|M32304. 1 |HUMMET Human metalloproteinase inhibitor mRNA, complete 
cds 

GAATTCCGGCCCGCCGTCCCCCACCCCGCCGCCCCGCCCGGCGAATTGCGCCCCG 
CGCCCCTCCCCTCGCGCCCCCGAGACAAAGAGGAGAGAAAGTTTGCGCGGCCGA 
GCGGGGCAGGTGAGGAGGGTGAGCCGCGCGGGAGGGGCCCGCCTCGGCCCCGG 

25 CTCAGCCCCCGCCCGCGCCCCCAGCCCGCCGCCGCGAGCAGCGCCCGGACCCCC 
CAGCGGCGGCCCCCGCCCGCCCAGCCCCCCGGCCCGCCATGGGCGCCGCGGCCC 
GCACCCTGCGGCTGGCGCTCGGCCTCCTGCTGCTGGCGACGCTGCTTCGCCCGGC 
CGACGCCTGCAGCTGCTCCCCGGTGCACCCGCAACAGGCGTTTTGCAATGCAGAT 
GTAGTGATCAGGGCCAAAGCGGTCAGTGAGAAGGAAGTGGACTCTGGAAACGAC 

30 ATTTATGGCAACCCTATCAAGAGGATCCAGTATGAGATCAAGCAGATAAAGATG , 
TTCAAAGGGCCTGAGAAGGATATAGAGTTTATCTACACGGCCCCCTCCTCGGCAG 
TGTGTGGGGTCTCGCTGGACGTTGGAGGAAAGAAGGAATATCTCATTGCAGGAA 
AGGGCGAGGGGGACGGCAAGATGCACATCACCCTCTGTGACTTCATCGTGCCCT 

35 GCTGCGAGTGCAAGATCACGCGCTGCCCCATGATCCCGTGCTACATCTCCTCCCC 
GGACGAGTGCCTCTGGATGGACTGGGTCACAGAGAAGAACATCAACGGGCACCA 
GGCCAAGTTCTTCGCCTGCATCAAGAGAAGTGACGGCTCCTGTGCGTGGTACCGC 
GGCGCGGCGCCCCCCAAGCAGGAGTTTCTCGACATCGAGGACCCATAAGCAGGC 
CTCCAACGCCCCTGTGGCCAACTGCAAAAAAAGCCTCCAAGGGTTTCGACTGGTC 

40 CAGCTCTGACATCCCTTCCTGGAAACAGCATGAATAAAAGACTCATCCCCGGAAT 
TC 

SEQIDNO.-66 

>gi|36608|emb|X51416.1|HSSTHOR Human mRNA for steroid hormone receptor hERRl 
45 AGCTCACAGCAAGTCCAGGCTAGAGGTAGAAACGTGAGAGCCCCACGGCTGGGG 
AAGATTGCCATGGGATTGGAGATGAGCTCCAAGGACAGCCCTGGCAGTCTGGAT 
GGAAGAGCTTGGGAAGATGCTCAGAAACCACAAAGTGCCTGGTGCGGTGGGAGG 
AAAACCAGAGTGTATGCTACAAGCAGCCGGCGGGCGCCGCCGAGTGAGGGGAC 
GCGGCGCGGTGGGGCGGCGCGGCCCGAGGAGGCGGCGGAGGAGGGGCCGCCCG 
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CGGCCCCCGGCTCACTCCGGCACTCCGGGCCGCTCGGCCCCCATGCCTGCCCGAC 
CGCGCTGCCGGAGCCCCAGGTGACCAGCGCCATGTCCAGCCAGGTGGTGGGCAT 
TGAGCCTCTCTACATCAAGGCAGAGCCGGCCAGCCCTGACAGTCCAAAGGGTTC 
CTCGGAGACAGAGACCGAGCCTCCTGTGGCCCTGGCCCCTGGTCCAGCTCCCACT 
5 CGCTGCCTCCCAGGCCACAAGGAAGAGGAGGATGGGGAGGGGGCTGGGCCTGG 
CGAGCAGGGCGGTGGGAAGCTGGTGCTCAGCTCCCTGCCCAAGCGCCTCTGCCT 
GGTCTGTGGGGACGTGGCCTCCGGCTACCACTATGGTGTGGCATCCTGTGAGGCC 
TGCAAAGCCTTCTTCAAGAGGACCATCCAGGGGAGCATCGAGTACAGCTGTCCG 
GCCTCCAACGAGTGTGAGATCACCAAGCGGAGACGCAAGGCCTGCCAGGCCTGC 

1 0 CGCTTCACCAAGTGCCTGCGGGTGGGCATGCTCAAGGAGGGAGTGCGCCTGGAC 
CGCGTCCGGGGTGGGCGGCAGAAGTACAAGCGGCGGCCGGAGGTGGACCCACTG 
CCCTTCCCGGGCCCCTTCCCTGCTGGGCCCCTGGCAGTCGCTGGAGGCCCCCGGA 
AGACAGCAGCCCCAGTGAATGCACTGGTGTCTCATCTGCTGGTGGTTGAGCCTGA 
GAAGCTCTATGCCATGCCTGACCCCGCAGGCCCTGATGGGCACCTCCCAGCCGTG 

1 5 GCTACCCTCTGTGACCTCTTTGACCGAGAGATTGTGGTCACCATCAGCTGGGCCA 
AGAGCATCCCAGGCTTCTCATCGCTGTCGCTGTCTGACCAGATGTCAGTACTGCA 
GAGCGTGTGGATGGAGGTGCTGGTGCTGGGTGTGGCCCAGCGCTCACTGCCACT 
GCAGGATGAGCTGGCCTTCGCTGAGGACTTAGTCCTGGATGAAGAGGGGGCACG 
GGCAGCTGGCCTGGGGGAACTGGGGGCTGCCCTGCTGCAACTAGTGCGGCGGCT 

20 GCAGGCCCTGCGGCTGGAGCGAGAGGAGTATGTTCTACTAAAGGCCTTGGCCCTT 
GCCAATTCAGACTCTGTGCACATCGAAGATGAGCCGAGGCTGTGGAGCAGCTGC 
GAGAAGCTCCTGCACGAGGCCCTGCTGGAGTATGAAGCCGGCCGGGCTGGCCCC 
GGAGGGGGTGCTGAGCGGCGGCGGGCGGGCAGGCTGCTGCTCACGCTACCGCTC 
CTCCGCCAGACAGCGGGCAAAGTGCTGGCCCATTTCTATGGGGTGAAGCTGGAG 

25 GGCAAGGTGCCCATGCACAAGCTGTTCTTGGAGATGCTCGAGGCCATGATGGAC 
TGAGGCAAGGGGTGGGACTGGTGGGGGTTCTGGCAGGACCTGCCTAGCATGGGG 
TCAGCCCCAAGGGCTGGGGCGGAGCTGGGGTCTGGGCAGTGCACAGCCTGCTGG 
CAGGGCCAGGGCTAATGCCATCAGCCCCTGGGAACAGGCCCCACGCCCTCTCCTC 
CCCCTCCTAGGGGGTGTCAGAAGCTGGGAACGTGTGTCCAGGCTCTGGGCACAG 

30 TGCTGCCCCTTGCAAGCCATAACGGTGCCCCCAGAGTGTAGGGGGCCTTGCGGA 
AGCCATAGGGGGCTGCACGGGATGCGTGGGAGGCAGAAACCTATCTCAGGGAGG 
GAAGGGGATGGAGGCCAGAGTCTCCCAGTGGGTGATGCTTTTGCTGCTGCTTAAT 
CCTACCCCCTCTTCAAAGCAGAGTGGGACTTGGAGAGCAAAGGCCCATGCCCCCT 

" : " TCGCTCGTCCTCTCATCATTTGCATTGGGCATTAGTGTCCCCCC - " 

35 CTCCAAGCAGACTCCAGCCCCTGGACCCCTGGGGTGGCCAGGGCTTCCCCATCAG 
CTCCCAACGAGCCTCCTCAGGGGGTAGGAGAGCACTGCCTCTATGCCCTGCAGA 
GCAATAACACTATATTTATTTTTGGGTTTGGCCAGGGAGGCGCAGGGACATGGGG 
CAAGCCAGGGCCCAGAGCCCTTGGCTGTACAGAGACTCTATTTTAATGTATATTT 
GCTGCAAAGAGAAACCGCTTTTGGTTTTAAACCTTTAATGAGAAAAAAATATATA 

40 ATACCGAGCTC 

SEQ ID NO: 67 

>gi|37089|emb|X70340.1|HSTGFAA H.sapiens mRNA for transforming growth factor alpha 
CTGGAGAGCCTGCTGCCCGCCCGCCCGTAAAATGGTCCCCTCGGCTGGACAGCTC 
45 GCCCTGTTCGCTCTGGGTATTGTGTTGGCTGCGTGCCAGGCCTTGGAGAACAGCA 
CGTCCCCGCTGAGTGCAGACCCGCCCGTGGCTGCAGCAGTGGTGTCCCATTTTAA 
TGACTGCCCAGATTCCCACACTCAGTTCTGCTTCCATGGAACCTGCAGGTTTTTGG 
TGCAGGAGGACAAGCCAGCATGTGTCTGCCATTCTGGGTACGTTGGTGCACGCTG 
TGAGCATGCGGACCTCCTGGCCGTGGTGGCTGCCAGCCAGAAGAAGCAGGCCAT 
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CACCGCCTTGGTGGTGGTCTCCATCGTGGCCCTGGCTGTCCTTATCATCACATGTG 
TGCTGATACACTGCTGCCAGGTCCGAAAACACTGTGAGTGGTGCCGGGCCCTCAT 
CTGCCGGCACGAGAAGCCCAGCGCCCTCCTGAAGGGAAGAACCGCTTGCTGCCA 
CTCAGAAACAGTGGTCTGAAGAGCCCAGAGGAGGAGTTTGGCCAGGTGGACTGT 
5 GGCAGATCAATAAAGAAAGGCTTCTTCAGGACAGCACTGCCAGAGATGCCTGGG 
TGTGCCACAGACCTTCCTACTTGGCCTGTAATCACCTGTGCAGCCTTTTGTGGGCC 
TTCAAAACTCTGTCAAGAACTCCGTCTGCTTGGGGTTATTCAGTGTGACCTAGAG 
AAGAAATCAGCGGACCACGATTTCAAGACTTGTTAAAAAAGAACTGCAAAGAGA 
CGGACTCCTGTTCACCTAGGTGAGGTGTGTGCAGCAGTTGGTGTCTGAGTCCACA 

10 TGTGTGCAGTTGTCITCTGCCAGCCATGGATTCCAGGCTATATATTTCTTTTTAAT 
GGGCCACCTCCCCACAACAGAATTCTGCCCAACACAGGAGATTTCTATAGTTATT 
GTTTTCTGTCATTTGCCTACTGGGGAAGAAAGTGAAGGAGGGGAAACTGTTTAAT 
ATCACATGAAGACCCTAGCTTTAAGAGAAGCTGTATCCTCTAAGCACGAGACTCT 
CAACCAGCCCAACATCTTCCATGGACACATGACATTGAAGACCATCCCAAGCTAT 

1 5 CGCCACCCTTGGAGATGATGTCTTATTTATTAGATGGATAATGGTTTTATTTTTAA 
TCTCTTAAGTCAATGTAAAAAGTATAAAACCCCTTCAGACTTCTACATTAATGAT 
GTATGTGTTGCTGACTGAAAAGCTATACTGATTAGAAATGTCTGGCCTCTTCAAG 
ACAGCTAAGGCTTGGGAAAAGTCTTCCAGGGTGCGGAGATGGAACCAGAGGCTG 
GGTTACTGGTAGGAATAAAGGTAGGGGTTCAGAAATGGTGCCATTGAAGCCACA 

20 AAGCCGGTAAATGCCTCAATACGTTCTGGGAGAAAACTTAGCAAATCCATCAGC 
AGGGATCTGTCCCCTCTGTTGGGGAGAGAGGAAGAGTGTGTGTGTCTACACAGG 
ATAAACCCAATACATATTGTACTGCTCAGTGATTAAATGGGTTCACTTCCTCGTG 
AGCCCTCGGTAAGTATGTTTAGAAATAGAACATTAGCCACGAGCCATAGGCATTT 
CAGGCCAAATCCATGAAAGGGGGACCAGTCATTTATTTTCCATTTTGTTGCTTGG 

25 TTGGTTTGTTGCTTTATTTTTAAAAGGAGAAGTTTAACTTTGCTATTTATTTTCGA 
GCACTAGGAAAACTATTCCAGTAATTTTTTTTTCCTCATTTCCATTCAGGATGCCG 
GCTTTATTAACAAAAACTCTAACAAGTCACCTCCACTATGTGGGTCTTCCTTTCCC 
CTCAAGAGAAGGAGCAATTGTTCCCCTGACATCTGGGTCCATCTGACCCATGGGG 
CCTGCCTGTGAGAAACAGTGGGTCCCTTCAAATACATAGTGGATAGCTCATCCCT 

30 AGGAATTTTCATTAAAATTTGGAAACAGAGTAATGAAGAAATAATATATAAACT 
CCTTATGTGAGGAAATGCTACTAATATCTGAAAAGTGAAAGATTTCTATGTATTA 
ACTCTTAAGTGCACCTAGCTTATTACATCGTGAAAGGTACATTTAAAATATGTTA 
AATTGGCTTGAAATTTTCAGAGAATTTTGTCTTCCCCTAATTCTTCTTCCTTGGTCT 

35 CTATGACCCGTGTCTTCATTTTTGGCACTCTTATTTAACAATGCCACACCTGAAGC 
ACTTGGATCTGTTCAGAGCTGACCCCCTAGCAACGTAGTTGACACAGCTCCAGGT 
TTTTAAATTACTAAAATAAGTTCAAGTTTACATCCCTTGGGCCAGATATGTGGGT 
TGAGGCTTGACTGTAGCATCCTGCTTAGAGACCAATCAATGGACACTGGTTTTTA 
GACCTCTATCAATCAGTAGTTAGCATCCAAGAGACTTTGCAGAGGCGTAGGAAT 

40 GAGGCTGGACAGATGGCGGAACGAGAGGTTCCCTGCGAAGACTTGAGATTTAGT 
GTCTGTGAATGTTCTAGTTCCTAGGTCCAGCAAGTCACACCTGCCAGTGCCCTCA 
TCCTTATGCCTGTAACACACATGCAGTGAGAGGCCTCACATATACGCCTCCCTAG 
AAGTGCCTTCCAAGTCAGTCCTTTGGAAACCAGCAGGTCTGAAAAAGAGGCTGC 
ATCAATGCAAGCCTGGTTGGACCATTGTCCATGCCTCAGGATAGAACAGCCTGGC 

45 TTATTTGGGGATTTTrCTTCTAGAAATCAAATGACTGATAAGCATTGGCTCCCTCT 
GCCATTTAATGGCAATGGTAGTCTTTGGTTAGCTGCAAAAATACTCCATTTCAAG 
TTAAAAATGCATCITCTAATCCATCTCTGCAAGCrCCCTGTGTTTCCTTGCCCTTT 
AGAAAATGAATTGTTCACTACAATTAGAGAATCATTTAACATCCTGACCTGGTAA 
GCTGCCACACACCTGGCAGTGGGGAGCATCGCTGTTTCCAATGGCTCAGGAGAC 
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AATGAAAAGCCCCCATTTAAAAAAATAACAAACATTTTTTAAAAGGCCTCCAAT 
ACTCTTATGGAGCCTGGATTTTTCCCACTGCTCTACAGGCTGTGAOTTTTTTAAG 
CATCCTGACAGGAAATGTTTTCTTCTACATGGAAAGATAGACAGCAGCCAACCCT 
GATCTGGAAGACAGGGCCCCGGCTGGACACACGTGGAACCAAGCCAGGGATGG 
5 GCTGGCCATTGTGTCCCCGCAGGAGAGATGGGCAGAATGGCCCTAGAGTTCTTTT 
CCCTGAGAAAGGAGAAAAAGATGGGATTGCCACTCACCCACCCACACTGGTAAG 
GGAGGAGAATTTGTGCTTCTGGAGCTTCTCAAGGGATTGTGTTTTGCAGGTACAG 
AAAACTGCCTGTTATCTTCAAGCCAGGTTTTCGAGGGCACATGGGTCACCAGTTG 
CTTTTTCAGTCAATTTGGCCGGGATGGACTAATGAGGCTCTAACACTGCTCAGGA 

1 0 GACCCCTGCCCTCTAGTTGGTTCTGGGCTTTGATCTCTTCCAACCTGCCCAGTCAC 
AGAAGGAGGAATGACTCAAATGCCCAAAACCAAGAACACATTGCAGAAGTAAG 
ACAAACATGTATATTTTTAAATGTTCTAACATAAGACCTGTTCTCTCTAGCCATTG 
ATTTACCAGGCTTTCTGAAAGATCTAGTGGTTCACACAGAGAGAGAGAGAGTAC 
TGAAAAAGCAACTCCTCTTCTTAGTCTTAATAATTTACTAAAATGGTCAACTTTTC 

1 5 ATTATCTTTATTATAATAAACCTGATGCTTTTTTTTAGAACTCCTTACTCTGATGTC 
TGTATATGTTGCACTGAAAAGGTTAATATTTAATGTTTTAATTTATTTTGTGTGGT 
AAGTTAATTTTGATTTCTGTAATGTGTTAATGTGATTAGCAGTTATTTTCCTTAAT 
ATCTGAATTATACTTAAAGAGTAGTGAGCAATATAAGACGCAATTGTGTTTTTCA 
GTAATGTGCATTGTTATTGAGTTGTACTGTACCTTATTTGGAAGGATGAAGGAAT 

SEQ ID NO: 68 
>1570946T6 

GCACTTCACATACAGTATTTCATTTAGTGCAACAATCCTGCAGTACTGGTCTTAA 
25 CCTAATGTTGCAAATGGGGAATCTGAGATTCAACAAGGTTAATTAGCTTGCCCGT 
AATCATAAGCACATAAATGTGATTCTCAAGGATTCCAAGGCCCTTGCTCAGTTTA 
CTGGCCATGCTGTTTTCTTGCATTTTATGTAGGAAGAACAGGACCCAGGCATCTC 
CCTCCACCATTGACCTCCAGAGAAGAGATGACACAGTTGGAAGGGCTGTCTAAG 
ACAGACAGGAAATGGAGTTGGGGGCCAAATCTAAGTTAGGGGATCTGAGTTAGG 
30 GGAGCACTTCTCAGGAGTGAAAATGCACAGGAAAGTGGTGGCTGGAGTTGGAAG 
TGTTAGAGGCCTGAGATCTACGGTCTTGCGCTGCTACAGCACCTGCAAGTTCTAC 
TGAGCAGACA 

SEQIDNO: 69 ■j<x*>~ : ~**™ " , ,; — 

35 >gi|2155852|gb|AA443177.1|AA443177 zx98gl0.rl Soares_NhHMPu_Sl Homo sapiens 
cDNA clone IMAGE: 81 1842 5 1 similar to SW:SR72_CANFA P33731 SIGNAL 
RECOGNITION PARTICLE 72 KD PROTEIN ; 

CAGATGTGGGATTACTAGCTGTAATTGCAAATAACATCATTACCATTAACAAGGA 
CCAAAATGTCrTTGACTCCAAGAAGAAAGTGAAATTAACCAATGCGGAAGGAGT 

40 AGAGTTTAAGCTTTCCAAGAAACAACTACAAGCTATAGAATTTAACAAAGCTTTA 
CTTGCTATGTACACAAACCAGGCTGAACAATGCCGCAAAATATCTGCCAGTTTAC 
AGTCCCAAAGTCCCGAGCATCTCTTACCTGTGTTAATCCAAGCTGCCCAGCTCTG 
CCGTGAAAAGCAGCACACAAAAGCAATAGAGCTGCTTCAGGAATTTTCAGATCA 
GCATCCAGAAAATGCAGCTGAAATTAAGCTGACCATGGCACAGTTGAAAATTTC 

45 TCAAGGTAATATTTCTAAAGCATGTCTAATATTGAGAAGCATAGAGGAGTTAAA 
GCATAAACCAGGCATGGTATCTGCATTAGTTACCATGTATAGCCATGAAGAAGAT 
ATTGATAGTGCCATTGAGGTCTTCACACAAGCTATCCAGTGGTATCAAAACCATC 
AGCCAAAATCTCCTGCTCATTTG 
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SEQIDNO: 70 

>gi|220076|dbj|D12763.1|HUMST2M Homo sapiens mRNA for ST2 protein 
ATCTCAACAACGAGTTACCAATACTTGCTCTTGATTGATAAACAGAATGGGGTTT 
TGGATCTTAGCAATTCTCACAATTCTCATGTATTCCACAGCAGCAAAGTTTAGTA 
5 AACAATCATGGGGCCTGGAAAATGAGGCTTTAATTGTAAGATGTCCTAGACAAG 
GAAAACCTAGTTACACCGTGGATTGGTATTACTCACAAACAAACAAAAGTATTCC 
CACTCAGGAAAGAAATCGTGTGTTTGCCTCAGGCCAACTTCTGAAGTTTCTACCA 
GCTGAAGTTGCTGATTCTGGTATTTATACCTGTATTGTCAGAAGTCCCACATTCAA 
TAGGACTGGATATGCGAATGTCACCATATATAAAAAACAATCAGATTGCAATGTT 

1 0 CCAGATTATTTGATGTATTCAACAGTATCTGGATCAGAAAAAAATTCCAAAATTT 
ATTGTCCTACCATTGACCTCTACAACTGGACAGCACCTCTTGAGTGGTTTAAGAA 
TTGTCAGGCTCTTCAAGGATCAAGGTACAGGGCGCACAAGTCATTTTTGGTCATT 
GATAATGTGATGACTGAGGACGCAGGTGATTACACCTGTAAATTTATACACAATG 
AAAATGGAGCCAATTATAGTGTGACGGCGACCAGGTCCTTCACGGTCAAGGATG 

1 5 AGCAAGGCTTTTCTCTGTTTCCAGTAATCGGAGCOCCTGCACAAAATGAAATAAA 
GGAAGTGGAAATTGGAAAAAACGCAAACCTAACTTGCTCTGCTTGTTTTGGAAA 
AGGCACTCAGTTCTTGGCTGCCGTCCTGTGGCAGCTTAATGGAACAAAAATTACA 
GACTTTGGTGAACCAAGAATTCAACAAGAGGAAGGGCAAAATCAAAGTTTCAGC 
AATGGGCTGGCTTGTCTAGACATGGTTTTv\AGAATAGCTGACGTGAAGGAAGAG 

20 GATTTATTGCTGCAGTACGACTGTCTGGCCCTGAATTTGCATGGCTTGAGAAGGC 
ACACCGTAAGACTAAGTAGGAAAAATCCAAGTAAGGAGTGTTTCTGAGACTTTG 
ATCACCTGAACTTTCTCTAGCAAGTGTAAGCAGAATGGAGTGTGGTTCCAAGAGA 
TCCATCAAGACAATGGGAATGGCCTGTGCCATAAAATGTGCTTCTCTTCTTCGGG 
ATGTTGTTTGCTGTCTGATCTTTGTAGACTGTTCCTGTTTGCTGGGAGCTTCTCTG 

25 CTGCTTAAATTGTTCGTCCTCCCCCACTCCCTCCTATCGTTGGTTTGTCTAGAACA 
CrCAGCTGCTTCTTTGGTCATCCTTGTTTTCTAACTTTATGAACTCCCTCT 
CTGTATGTGAAAGGAAATGCACCAACAACCGAAAACTG 

SEQIDNO: 71 

30 >gi| 1 80670|gb| J032 1 0. 1 |HUMCN4GEL Human collagenase type IV mRNA, 3' end 

CCTCTGTCTCCTGGGCTGCCTGCTGAGCCACGCCGCCGCCGCGCCGTCGCCCATC 
ATCAAGTTCCCCGGCGATGTCGCCCCCAAAACGGACAAAGAGTTGGCAGTGCAA 
TACCTGAACACCTTCTATGGCTGCCCCAAGGAGAGCTGCAACCTGTTTGTGCTGA 
AGGACACACTAAAGAAGATGCAGAAGTTCTTTGGACTGCCCCAGACAGGTGATC 

35 TTGACCAGAATACCATCGAGACCATGCGGAAGCCACGCTGCGGCAACCCAGATG 
TGGCCAACTACAACTTCTTCCCTCGCAAGCCCAAGTGGGACAAGAACCAGATCA 
CATACAGGATCATCGGCTACACACCTGATCTGGACCCAGAGACAGTGGATGATG 
CCTTTGCTCGTGCCTTCCAAGTCTGGAGCGATGTGACCCCACTGCGGTTTTCTCGA 
ATCCATGATGGAGAGGCAGACATCATGATCAACTTTGGCCGCTGGGAGCATGGC 

40 GATGGATACCCCTTTGACGGTAAGGACGGACTCCTGGCTCATGCCTTCGCCCCAG 
GCACTGGTGTTGGGGGAGACTCCCATTTTGATGACGATGAGCTATGGACCTTGGG 
AGAAGGCCAAGTGGTCCGTGTGAAGTATGGGAACGCCGATGGGGAGTACTGCAA 
GTTCCCCTTCTTGTTCAATGGCAAGGAGTACAACAGCTGCACTGATACTGGCCGC 
AGCGATGGCTTCCTCTGGTGCTCCACCACCTACAACTTTGAGAAGGATGGCAAGT 

45 ACGGCTTCTGTCCCCATGAAGCCCTGTTCACCATGGGCGGCAACGCTGAAGGACA 
GCCCTGCAAGTTTCCATTCCGCTTCCAGGGCACATCCTATGACAGCTGCACCACT 
GAGGGCCGCACGGATGGCTACCGCTGGTGCGGCACCACTGAGGACTACGACCGC 
GACAAGAAGTATGGCTTCTGCCCTGAGACCGCCATGTCCACTGTTGGTGGGAACT 
CAGAAGGTGCCCCCTGTGTCTTCCCCTTCACTTTCCTGGGCAACAAATATGAGAG 
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CTGCACCAGCGCCGGCCGCAGTGACGGAAAGATGTGGTGTGCGACCACAGCCAA 
CTACGATGACGACCGCAAGTGGGGCTTCTGCCCTGACCAAGGGTACAGCCTGTTC 
CTCGTGGCAGCCCACGAGTTTGGCCACGCCATGGGGCTGGAGCACTCCCAAGAC 
CCTGGGGCCCTGATGGCACCCATTTACACCTACACCAAGAACTTCCGTCTGTCCC 
5 AGGATGACATCAAGGGCATTCAGGAGCTCTATGGGGCCTCTCCTGACATTGACCT 
TGGCACCGGCCCCACCCCCACACTGGGCCCTGTCACTCCTGAGATCTGCAAACAG 
GACATTGTATTTGATGGCATCGCTCAGATCCGTGGTGAGATCTTCTTCTTCAAGG 
ACCGGTTCATTTGGCGGACTGTGACGCCACGTGACAAGCCCATGGGGCCCCTGCT 
GGTGGCCACATTCTGGCCTGAGCTCCCGGAAAAGATTGATGCGGTATACGAGGC 

1 0 CCCACAGGAGGAGAAGGCTGTGTTCTTTGCAGGGAATGAATACTGGATCTACTC 
AGCCAGCACCTTGGAGCGAGGGTACCCCAAGCCACTGACCAGCCTGGGACTGCC 
CCCTGATGTCCAGCGAGTGGATGCCGCCTTTAACTGGAGCAAAAACAAGAAGAC 
ATACATCTTTGCTGGAGACAAATTCTGGAGATACAATGAGGTGAAGAAGAAAAT 
GGATCCTGGCTTCCCCAAGCTCATCGCAGATGCCTGGAATGCCATCCCCGATAAC 

1 5 CTGGATGCCGTCGTGGACCTGCAGGGCGGCGGTCACAGCTACTTCTTCAAGGGTG 
CCTATTACCTGAAGCTGGAGAACCAAAGTCTGAAGAGCGTGAAGTTTGGAAGCA 
TCAAATCCGACTGGCTAGGCTGCTGAGCTGGCCCTGGCTCCCACAGGCCCTTCCT 
CTCCACTGCCTTCGATACACCGGGCCTGGAGAACTAGAGAAGGACCCGGAGGGG 
CCTGGCAGCCGTGCCTTCAGCTCTACAGCTAATCAGCATTCTCACTCCTACCTGGT 

20 AATTTAAGATTCCAGAGAGTGGCTCCTCCCGGTGCCCAAGAATAGATGCTGACTG 
TACTCCTCGCAGGCGCCCCTTCCCCCTCCAATCCCACCAACCCTCAGAGCCACCC 
CTAAAGAGATACTTTGATATTTTCAACGCAGCCCTGCTTTGGGCTGCCCTGGTGC 
TGCCACACTTCAGGCTCTTCTCCTTTCACAACCTTCTGTGGCTCACAGAACCCTTG 
GAGCCAATGGAGACTGTCTCAAGAGGGCACTGGTGGCCCGACAGCCTGGCACAG 

25 GGCAGTGGGACAGGGCATGGCCAGGTGGCCACTCCAGACCCCTGGCTTTTCACT 
GCTGGCTGCCTTAGAACCTTTCTTACATTAGCAGTTTGCTTTGTATGCACTTTGTT 
TTTTTCTTTGGGTCITGTTTTTTTTTTCCACTTAGAAATTGCATTTCCTGACAGAAG 
GACTCAGGTTGTCTGAAGTCACTGCACAGTGCATCTCAGCCCACATAGTGATGGT 
TCCCCTGTTCACTCTACTTAGCATGTCCCTACCGAGTCTCTTCTCCACTGGATGGA 

30 GGAAAACCAAGCCGTGGCTTCCCGCTCAGCCCTCCCTGCCCCTCCCTTCAACCAT 
TCCCCATGGGAAATGTCAACAAGTATGAATAAAGACACCTACTGAGTGGC 

SEQIDNO:72 . • 

>gi|344 1 1 |emb|X52941 . 1 |HSET^'HiM{ffi''LlFiaRNA' for lactoferrin (lactotransferrin) 
35 CTTGTCTTCCTCGTCCTGCTGTTCCTCGGGGCCCTCGGACTGTGTCTGGCTGGCCG 
TAGGAGAAGGAGTGTTCAGTGGTGCGCCGTATCCCAACCCGAGGCCACAAAATG 
CTTCCAATGGCAAAGGAATATGAGAAAAGTGCGTGGCCCTCCTGTCAGCTGCAT 
AAAGAGAGACTCCCCCATCCAGTGTATCCAGGCCATTGCGGAAAACAGGGCCGA 
TGCTGTGACCCTTGATGGTGGTTTCATATACGAGGCAGGCCTGGCCCCCTACAAA 
40 CTGCGACCTGTAGCGGCGGAAGTCTACGGGACCGAAAGACAGCCACGAACTCAC 
TATTATGCCGTGGCTGTGGTGAAGAAGGGCGGCAGCTTTCAGCTGAACGAACTG 
CAAGGTCTGAAGTCCTGCCACACAGGCCTTCGCAGGACCGCTGGATGGAATGTC 
CCTATAGGGACACTTCGTCCATTCTTGAATTGGACGGGTCCACCTGAGCCCATTG 
AGGCAGCTGTGGCCAGGTTCTTCTCAGCCAGCTGTGTTCCCGGTGCAGATAAAGG 
45 ACAGTTCCCCAACCTGTGTCGCCTGTGTGCGGGGACAGGGGAAAACAAATGTGC 
CTTCTCCTCCCAGGAACCGTACTTCAGCTACTCTGGTGCCTTCAAGTGTCTGAGA 
GACGGGGCTGGAGACGTGGCTTTTATCAGAGAGAGCACAGTGTTTGAGGACCTG 
TCAGACGAGGCTGAAAGGGACGAGTATGAGTTACTCTGCCCAGACAACACTCGG 
AAGCCAGTGGACAAGTTCAAAGACTGCCATCTGGCCCGGGTCCCTTCTCATGCCG 
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TTGTGGCACGAAGTGTGAATGGCAAGGAGGATGCCATCTGGAATCTTCTCCGCCA 
GGCACAGGAAAAGTTTGGAAAGGACAAGTCACCGAAATTCCAGCTCTTTGGCTC 
CCCTAGTGGGCAGAAAGATCTGCTGTTCAAGGACTCTGCCATTGGGTTTTCGAGG 
GTGCCCCCGAGGATAGATTCTGGGCTGTACCTTGGCTCCGGCTACTTCACTGCCA 
5 TCCAGAACTTGAGGAAAAGTGAGGAGGAAGTGGCTGCCCGGCGTGCGCGGGTCG 
TGTGGTGTGCGGTGGGCGAGCAGGAGCTGCGCAAGTGTAACCAGTGGAGTGGCT 
TGAGCGAAGGCAGCGTGACCTGCTCCTCGGCCTCCACCACAGAGGACTGCATCG 
CCCTGGTGCTGAAAGGAGAAGCTGATGCCATGAGTTTGGATGGAGGATATGTGT 
ACACTGCAGGCAAATGTGGTTTGGTGCCTGTCCTGGCAGAGAACTACAAATCCCA 

10 ACAAAGCAGTGACCCTGATCCTAACTGTGTGGATAGACCTGTGGAAGGATATCTT 
GCTGTGGCGGTGGTTAGGAGATCAGACACTAGCCTTACCTGGAACTCTGTGAAA 
GGCAAGAAGTCCTGCCACACCGCCGTGGACAGGACTGCAGGCTGGAATATCCCC 
ATGGGCCTGCTCTTCAACCAGACGGGCTCCTGCAAATTTGATGAATATTTCAGTC 
AAAGCTGTGCCCCTGGGTCTGACCCGAGATCTAATCTCTGTGCTCTGTGTATTGG 

15 CGACGAGCAGGGTGAGAATAAGTGCGTGCCCAACAGCAACGAGAGATACTACG 
GCTACACTGGGGCTTTCCGGTGCCTGGCTGAGAATGCTGGAGACGTTGCATTTGT 
GAAAGATGTCACTGTCTTGCAGAACACTGATGGAAATAACAATGAGGCATGGGC 
TAAGGATTTGAAGCTGGCAGACTTTGCGCTGCTGTGCCTCGATGGCAAACGGAA 
GCCTGTGACTGAGGCTAGAAGCTGCCATCTTGCCATGGCCCCGAATCATGCCGTG 

20 GTGTCTCGGATGGATAAGGTGGAACGCCTGAAACAGGTGTTGCTCCACCAACAG 
GCTAAATTTGGGAGAAATGGATCTGACTGCCCGGACAAGTTTTGCTTATTCCAGT 
CTGAAACCAAAAACCTTCTGTTCAATGACAACACTGAGTGTCTGGCCAGACTCCA 
TGGCAAAACAACATATGAAAAATATTTGGGACCACAGTATGTCGCAGGCATTAC 
TAATCTGAAAAAGTGCTCAACCTCCCCCCTCCTGGAAGCCTGTGAATTCCTCAGG 

25 AAGTAAAACCGAAGAAGATGGCCCAGCTCCCCAAGAAAGCCTCAGCCATTCACT 
GCCCCCAGCTCTTCTCCCCAGGTGTGTTGGGGCCTTGGCTCCCCTGCTGAAGGTG 
GGGATTGCCCATCCATCTGCTTACAATTCCCTGCTGTCGTCTTAGCAAGAAGTAA 
AATGAGAAATTTTGTTGATATTC 

30 SEQ ID NO: 73 

>gi|36109|emb|X70040.1|HSRON H.sapiens RON mRNA for tyrosine kinase 
GGATCCTCTAGGGTCCCAGCTCGCCTCGATGGAGCTCCTCCCGCCGCTGCCTCAG 
TCCTTCCTGTTGCTGCTGCTGTTGCCTGCCAAGCCCGCGGCGGGCGAGGACTGGC 
AGTGCCCGCCCACCCCCTACGCGGCCTCTCGCGACTTTGACGTGAAGTACGTGGT 

35 GCCCAGCTTCTCCGCCGGAGGCCTGGTACAGGCCATGGTGACCTACGAGGGCGA 
CAGAAATGAGAGTGCTGTGTTTGTAGCCATACGCAATCGCCTGCATGTGCTTGGG 
CCTGACCTGAAGTCTGTCCAGAGCCTGGCCACGGGCCCTGCTGGAGACCCTGGCT 
GCCAGACGTGTGCAGCCTGTGGCCCAGGACCCCACGGCCCTCCCGGTGACACAG 
ACACAAAGGTGCTGGTGCTGGATCCCGCGCTGCCTGCGCTGGTCAGTTGTGGCTC 

40 CAGCCTGCAGGGCCGCTGCTTCCTGCATGACCTAGAGCCCCAAGGGACAGCCGT 
GCATCTGGCAGCGCCAGCCTGCCTCTTCTCAGCCCACCATAACCGGCCCGATGAC 
TGCCCCGACTGTGTGGCCAGCCCATTGGGCACCCGTGTAACTGTGGTTGAGCAAG 
GCCAGGCCTCCTATTTCTACGTGGCATCCTCACTGGACGCAGCCGTGGCTGGCAG 
CTTCAGCCCACGCTCAGTGTCTATCAGGCGTCTCAAGGCTGACGCCTCGGGATTC 

45 GCACCGGGCTTTGTGGCGTTGTCAGTGCTGCCCAAGCATCTTGTCTCCTACAGTA 
TTGAATACGTGCACAGCTTCCACACGGGAGCCTTCGTATACTTCCTGACTGTACA 
GCCGGCCAGCGTGACAGATGATCCTAGTGCCCTGCACACACGCCTGGCACGGCTT 
AGCGCCACTGAGCCAGAGTTGGGTGACTATCGGGAGCTGGTCCTCGACTGCAGA 
TTTGCTCCAAAACGCAGGCGCCGGGGGGCCCCAGAAGGCGGACAGCCCTACCCT 
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GTGCTGCAGGTGGCCCACTCCGCTCCAGTGGGTGCCCAACTTGCCACTGAGCTGA 
GCATCGCCGAGGGCCAGGAAGTACTATTTGGGGTCTTTGTGACTGGCAAGGATG 
GTGGTCCTGGCGTGGGCCCCAACTCTGTCGTCTGTGCCTTCCCCATTGACCTGCTG 
GACACACTAATTGATGAGGGTGTGGAGCGCTGTTGTGAATCCCCAGTCCATCCAG 
5 GCCTCCGGCGAGGCCrCGACTTCTTCCAGTCGCCCAGTTTTTGCCCCAACCCGCCT 
GGCCTGGAAGCCCTCAGCCCCAACACCAGCTGCCGCCACTTCCCTCTGCTGGTCA 
GTAGCAGCTTCTCACGTGTGGACCTATTCAATGGGCTGTTGGGACCAGTACAGGT 
CACTGCATTGTATGTGACACGCCTTGACAACGTCACAGTGGCACACATGGGCACA 
ATGGATGGGCGTATCCTGCAGGTGGAGCTGGTCAGGTCACTAAACTACTTGCTGT 

1 0 ATGTGTCCAACTTCTCACTGGGTGACAGTGGGCAGCCCGTGCAGCGGGATGTCAG 
TCGTCTTGGGGACCACCTACTCTTTGCCTCTGGGGACCAGGTTTTCCAGGTACCTA 
TCCGAGGCCCTGGCTGCCGCCACTTCCTGACCTGTGGGCGTTGCCTAAGGGCATG 
GCATTTCATGGGCTGTGGCTGGTGTGGGAACATGTGCGGCCAGCAGAAGGAGTG 
TCCTGGCTCCTGGCAACAGGACCACTGCCCACCTAAGCTTACTGAGTTCCACCCC 

1 5 CACAGTGGACCTCTAAGGGGCAGTACAAGGCTGACCCTGTGTGGCTCCAACTTCT 
ACCTTCACCCTTCTGGTCTGGTGCCTGAGGGAACCCATCAGGTCACTGTGGGCCA 
AAGTCCCTGCCGGCCACTGCCCAAGGACAGCTCAAAACTCAGACCAGTGCCCCG 
GAAAGACTTTGTAGAGGAGTTTGAGTGTGAACTGGAGCCCTTGGGCACCCAGGC 
AGTGGGGCCTACCAACGTCAGCCTCACCGTGACTAACATGCCACCGGGCAAGCA 

20 CTTCCGGGTAGACGGCACCTCCGTGCTGAGAGGCTTCTCTTTCATGGAGCCAGTG 
CTGATAGCAGTGCAACCCCTCTTTGGCCCACGGGCAGGAGGCACCTGTCTCACTC 
TTGAAGGCCAGAGTCTGTCTGTAGGCACCAGCCGGGCTGTGCTGGTCAATGGGA 
CTGAGTGTCTGCTAGCACGGGTCAGTGAGGGGCAGCTTTTATGTGCCACACCCCC 
TGGGGCCACGGTGGCCAGTGTCCCCCTTAGCCTGCAGGTGGGGGGTGCCCAGGT 

25 ACCTGGTTCCTGGACCTTCCAGTACAGAGAAGACCCTGTCGTGCTAAGCATCAGC 
CCCAACTGTGGCTACATCAACTCCCACATCACCATCTGTGGCCAGCATCTAACTT 
CAGCATGGCACTTAGTGCTGTCATTCCATGACGGGCTTAGGGCAGTGGAAAGCA 
GGTGTGAGAGGCAGCTTCCAGAGCAGCAGCTGTGCCGCCTTCCTGAATATGTGGT 
CCGAGACCCCCAGGGATGGGTGGCAGGGAATCTGAGTGCCCGAGGGGATGGAGC 

30 TGCTGGCTTTACACTGCCTGGCTTTCGCTTCCTACCCCCACCCCATCCACCCAGTG 
CCAACCTAGTTCCACTGAAGCCTGAGGAGCATGCCATTAAGTTTGAGTATATTGG 
GCTGGGCGCTGTGGCTGACTGTGTGGGTATCAACGTGACCGTGGGTGGTGAGAG 
CTGCCAGCACGAGTTCCGGGGGGACATGGTTGTCTGCCCCCTGCCCCCATCCCTG 

" CAGCTTGGCCAGGATGGTGCCCCATTGCAGGTCTGCGTAGATGGTGAATGTCATA 

35 TCCTGGGTAGAGTGGTGCGGCCAGGGCCAGATGGGGTCCCACAGAGCACGCTCC 
TTGGTATCCTGCTGCCTTTGCTGCTGCTTGTGGCTGCACTGGCGACTGCACTGGTC 
TTCAGCTACTGGTGGCGGAGGAAGCAGCTAGTTCTTCCTCCCAACCTGAATGACC 
TGGCATCCCTGGACCAGACTGCTGGAGCCACACCCCTGCCTATTCTGTACTCGGG 
CTCTGACTACAGAAGTGGCCTTGCACTCCCTGCCATTGATGGTCTGGATTCCACC 

40 ACTTGTGTCCATGGAGCATCCTTCTCCGATAGTGAAGATGAATCCTGTGTGCCAC 
TGCTGCGGAAAGAGTCCATCCAGCTAAGGGACCTGGACTCTGCGCTCTTGGCTGA 
GGTCAAGGATGTGCTGATTCCCCATGAGCGGGTGGTCACCCACAGTGACCGAGT 
CATTGGCAAAGGCCACTTTGGAGTTGTCTACCACGGAGAATACATAGACCAGGC 
CCAGAATCGAATCCAATGTGCCATCAAGTCACTAAGTCGCATCACAGAGATGCA 

45 GCAGGTGGAGGCCTTCCTGCGAGAGGGGCTGCTCATGCGTGGCCTGAACCACCC 
GAATGTGCTGGCTCTCATTGGTATCATGTTGCCACCTGAGGGCCTGCCCCATGTG 
CTGCTGCCCTATATGTGCCACGGTGACCTGCTCCAGTTCATCCGCTCACCTCAGC 
GGAACCCCACCGTGAAGGACCTCATCAGCTTTGGCCTGCAGGTAGCCCGCGGCA 
TGGAGTACCTGGCAGAGCAGAAGTTTGTGCACAGGGACCTGGCTGCGCGGAACT 
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GCATGCTGGACGAGTCATTCACAGTCAAGGTGGCTGACTTTGGTTTGGCCCGCGA 
CATCCTGGACAGGGAGTACTATAGTGTTCAACAGCATCGCCACGCTCGCCTACCT 
GTGAAGTGGATGGCGCTGGAGAGCCTGCAGACCTATAGATTTACCACCAAGTCT 
GATGTGTGGTCATTTGGTGTGCTGCTGTGGGAACTGCTGACACGGGGTGCCCCAC 
5 CATACCGCCACATTGACCCTTTTGACCTTACCCACTTCCTGGCCCAGGGTCGGCG 
CCTGCCCCAGCCTGAGTATTGCCCTGATTCTCTGTACCAAGTGATGCAGCAATGC 
TGGGAGGCAGACCCAGCAGTGCGACCCACCTTCAGAGTACTAGTGGGGGAGGTG 
GAGCAGATAGTGTCTGCACTGCTTGGGGACCATTATGTGCAGCTGCCAGCAACCT 
ACATGAACTTGGGCCCCAGCACCTCGCATGAGATGAATGTGCGTCCAGAACAGC 

1 0 CGCAGTTCTCACCCATGCCAGGGAATGTACGCCGGCCCCGGCCACTCTCAGAGCC 
TCCTCGGCCCACTTGACTTAGTTCTTGGGCTGGACCTGCTTAGCTGCCTTGAGCTA 
ACCCCAAGGCTGCCTCTGGGCCATGCCAGGCCAGAGCAGTGGCCCTCCACCTTGT 
TCCTGCCCTTTAACTTTCAGAGGCAATAGGTAAATGGGCCCATTAGGTCCCTCAC 
TCCACAGAGTGAGCCAGTGAGGGCAGTCCTGCAACATGTATTTATGGAGTGCCTG 

1 5 CTGTGGACCCTGTCTTCTGGGCACAGTGGACTCAGCAGTGACCACACCAACACTG 
ACCCTTGAACCAATAAAGGAACAAATGACTATTAAAGCACAAAAAAAAAA 

SEQ ID NO: 74 

>gi|180020|gb|M8651 1.1|HUMCD14MCA Human monocyte antigen CD14 (CD14) mRNA, 
20 complete cds 

GCCGCTGTGTAGGAAAGAAGCTAAAGCACTTCCAGAGCCTGTCCGGAGCTCAGA 
GGTTCGGAAGACTTATCGACCATGGAGCGCGCGTCCTGCTTGTTGCTGCTGCTGC 
TGCCGCTGGTGCACGTCTCTGCGACCACGCCAGAACCTTGTGAGCTGGACGATGA 
AGATTTCCGCTGCGTCTGCAACTTCTCCGAACCTCAGCCCGACTGGTCCGAAGCC 
25 TTCCAGTGTGTGTCTGCAGTAGAGGTGGAGATCCATGCCGGCGGTCTCAACCTAG 
AGCCGTTTCTAAAGCGCGTCGATGCGGACGCCGACCCGCGGCAGTATGCTGACA 
CGGTCAAGGCTCTCCGCGTGCGGCGGCTCACAGTGGGAGCCGCACAGGTTCCTG 
CTCAGCTACTGGTAGGCGCCCTGCGTGTGCTAGCGTACTCCCGCCTCAAGGAACT 

gacgctcgaggacctaaagataaccggcaccatgcctccgctgcctctggaagc 
30 cacaggacttgcactttccagcttgcgcctacgcaacgtgtcgtgggcgacaggg 
cgttcttggctcgccgagctgcagcagtggctcaagccaggcctcaaggtactga 
gcattgcccaagcacactcgcctgccttttcctgcgaacaggttcgcgccttccc 
ggcccttaccagcctagacctgtctgacaatcctggactgggcgaacgcggactg 
- -" atggeggctctctgtccccacaagttcccggccatccagaatctagcggtgcgca 
35 acacaggaatggagacgcccacaggcgtgtgcgccgcactggcggcggcaggtg 
tgcagccccacagcctagacctcagccacaactcgctgcgcgccaccgtaaaccc 
tagcgctccgagatgcatgtggtccagcgccctgaactccctcaatctgtcgttc 
gctgggctggaacaggtgcctaaaggactgccagccaagctcagagtgctcgat 
ctcagctgcaacagactgaacagggcgccgcagcctgacgagctgcccgaggtg 
40 gataacctgacactggacgggaatcccttcctggtccctggaactgccctccccc 
acgagggctcaatgaactccggcgtggtcccAgcctgtgcacgttcgaccctgtc 
ggtgggggtgtcgggaaccctggtgctgctccaaggggcccggggctttgccta 
agatccaagacagaataatgaatggactcaaactgccttggcttcaggggagtc 
ccgtcaggacgttgaggacttttcgaccaattcaaccctttgccccacctttatta 
45 aaatcttaaacaacg 
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SEQ ID NO: 75 

>gi|1118663|gb|H97778.1|H97778 yw02b02.sl Soares melanocyte 2NbHM Homo sapiens 
cDNA clone MAGE:251019 3' similar to gb:Z13009_rnal EPITHELIAL-CADHERIN 
PRECURSOR (HUMAN);contains Alu repetitive element; 
5 CGTTTAACAAAATTGTTTAATAAAATTTATAAAAATGCATCTTTGAGAATACTTTT 
CTCAGCTTGAATTGTTTTCCTTTTCCACCCCCAAAGAAAATACACAATTATCAGC 
ACCCACACATGTATACACTCAAAACTACAGTGACATTCTCTACACAGAACTATAT 
TCGATATAGCTTGAACTGCCGAAAAATCAAGACAATTCCAAAAAGTGATTGCAG 
GGTTGATTTTTTTCTCCAAAACACTTTGAGAAACACGTAAAGCTATTTCAACAAA 
10 AGTCTTTTCTTTGATTGTCAAAAGTTGAAATTCACATTTAAATAAAAAGAGATCC 
AAATCAAGATCCTCACTNACCCCCTACCCCTCAACTGAACCCCCTTTTAGGGCCA 
CATTTTCTTCTTGCTCCTAAGAAAAAAATTTGGAATTTTGAATATTCTCGGTTTTC 
T 

15 SEQ ID NO: 76 

>gi|452649|emb|X76180.1|HSLASNA H.sapiens mRNA for lung amiloride sensitive Na+ 
channel protein 

CCGGCCAGCGGGCGGGCTCCCCAGCCAGGCCGCTGCACCTGTCAGGGGAACAAG 
CTGGAGGAGCAGGACCCTAGACCTCTGCAGCCCATACCAGGTCTCATGGAGGGG 

20 AACAAGCTGGAGGAGCAGGACTCTAGCCCTCCACAGTCCACTCCAGGGCTCATG 
AAGGGGAACAAGCGTGAGGAGCAGGGGCTGGGCCCCGAACCTGCGGCGCCCCA 
GCAGCCCACGGCGGAGGAGGAGGCCCTGATCGAGTTCCACCGCTCCTACCGAGA 
GCTCTTCGAGTTCTTCTGCAACAACACCACCATCCACGGCGCCATCCGCCTGGTG 
TGCTCCCAGCACAACCGCATGAAGACGGCCTTCTGGGCAGTGCTGTGGCTCTGCA 

25 CCTTTGGCATGATGTACTGGCAATTCGGCCTGCTTTTCGGAGAGTACTTCAGCTA 
CCCCGTCAGCCTCAACATCAACCTCAACTCGGACAAGCTCGTCTTCCCCGCAGTG 
ACCATCTGCACCCTCAATCCCTACAGGTACCCGGAAATTAAAGAGGAGCTGGAG 
GAGCTGGACCGCATCACAGAGCAGACGCTCTTTGACCTGTACAAATACAGCTCCT 
TCACCACTCTCGTGGCCGGCTCCCGCAGCCGTCGCGACCTGCGGGGGACTCTGCC 

30 GCACCCCTTGCAGCGCCTGAGGGTCCCGCCCCCGCCTCACGGGGCCCGTCGAGCC 
CGTAGCGTGGCCTCCAGCTTGCGGGACAACAACCCCCAGGTGGACTGGAAGGAC 
TGGAAGATCGGCTTCCAGCTGTGCAACCAGAACAAATCGGACTGCTTCTACCAG 
ACATACTCATCAGGGGTGGATGCGGTGAGGGAGTGGTACCGCTTCCACTACATC 
AACATCCTGTCGAGGCTGCCAGAGACTCTGCCATCCCTGGAGGAGGACACGCTG 

35 GGCAACTTCATCTTCGCCTGCCGCTTCAACCAGGTCTCCTGCAACCAGGCGAATT 
ACTCTCACTTCCACCACCCGATGTATGGAAACTGCTATACTTTCAATGACAAGAA 
CAACTCCAACCTCTGGATGTCTTCCATGCCTGGAATCAACAACGGTCTGTCCCTG 
ATGCTGCGCGCAGAGCAGAATGACTTCATTCCCCTGCTGTCCACAGTGACTGGGG 
CCCGGGTAATGGTGCACGGGCAGGATGAACCTGCCTTTATGGATGATGGTGGCTT 

40 TAACTTGCGGCCTGGCGTGGAGACCTCCATCAGCATGAGGAAGGAAACCCTGGA 
CAGACTTGGGGGCGATTATGGCGACTGCACCAAGAATGGCAGTGATGTTCCTGTT 
GAGAACCTTTACCCTTCAAAGTACACACAGCAGGTGTGTATTCACTCCTGCTTCC 
AGGAGAGCATGATCAAGGAGTGTGGCTGTGCCTACATCTTCTATCCGCGGCCCCA 
GAACGTGGAGTACTGTGACTACAGAAAGCACAGTTCCTGGGGGTACTGCTACTA 

45 TAAGCTCCAGGTTGACTTCTCCTCAGACCACCTGGGCTGTTTCACCAAGTGCCGG 
AAGCCATGCAGCGTGACCAGCTACCAGCTCTCTGCTGGTTACTCACGATGGCCCT 
CGGTGACATCCCAGGAATGGGTCTTCCAGATGCTATCGCGACAGAACAATTACA 
CCGTCAACAACAAGAGAAATGGAGTGGCCAAAGTCAACATCTTCTTCAAGGAGC 
TGAACTACAAAACCAATTCTGAGTCTCCCTCTGTCACGATGGTCACCCTCCTGTC 
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CAACCTGGGCAGCCAGTGGAGCCTGTGGTTCGGCTCCTCGGTGTTGTCTGTGGTG 
GAGATGGCTGAGCTCGTCTTTGACCTGCTGGTCATCATGTTCCTCATGCTGCTCCG 
AAGGTTCCGAAGCCGATACTGGTCTCCAGGCCGAGGGGGCAGGGGTGCTCAGGA 
GGTAGCCTCCACCCTGGCATCCTCCCCTCCTTCCCACTTCTGCCCCCACCCCATGT 
5 CTCTGTCCTTGTCGCAGCCAGGCCCTGCTCCCTCTCCAGCCTTGACAGCCCCTCCC 
CCTGCCTATGCCACCCTGGGCCCCCGCCCATCTCCAGGGGGCTCTGCAGGGGCCA 
GTTCCTCCACCTGTCCTCTGGGGGGGCCCTGAGAGGGAAGGAGAGGTTTCTCACA 
CCAAGGCAGATGCTCCTCTGGTGGGAGGGTGCTGGCCCTGGCAAGATTGAAGGA 
TGTGCAGGGCTTCCTCTCAGAGCCGCCCAAACTGCCGTTGATGTGTGGAGGGGAA 

10 GCAAGATGGGTAAGGGCTCAGGAAGTTGCTCCAAGAACAGTAGCTGATGAAGCT 
GCCCAGAAGTGCCTTGGCTCCAGCCCTGTACCCCTTGGTACTGCCTCTGAACACT 
CTGGTTTCCCCACCCAACTGCGGCTAAGTCTCTTTTTCCCTTGGATCAGCCAAGCG 
AAACTTGGAGCTTTGACAAGGAACTTTCCTAAGAAACCGCTGATAACCAGGACA 
AAACACAACCAAGGGTACACGCAGGCATGCACGGGTTTCCTGCCCAGCGACGGC 

1 5 TTAAGCCAGCCCCCGACTGGCCTGGCCACACTGCTCTCCAGTAGCACAGATGTCT 
GCTCCTCCTCTTGAACTTGGGTGGGAAACCCCACCCAAAAGCCCCCTTTGTTACT 
TAGGCAATTCCCCTTCCCTGACTCCCGAGGGCTAGGGCTAGAGCAGACCCGGGTA 
AGTAAAGGCAGACCCAGGGCTCCTCTAGCCTCATACCCGTGCCCTCACAGAGCC 
ATGCCCCGGCACCTCTGCCCTGTGTCTTTCATACCTCTACATGTCTGCTTGAGATA 

20 TTTCCTCAGCCTGAAAGTTTCCCCAACCATCTGCCAGAGAACTCCTATGCATCCCT 
TAGAACCCTGCTCAGACACCATTACTTTTGTGAACGCTTCTGCCACATCTTGTCTT 
CCCCAAAATTGATCACTCCGCCTTCTCCTGGGCTCCCGTAGCACACTATAACATC 
TGCTGGAGTGTTGCTGTTGCACCATACTTTCTTGTACATTTGTGTCTCCCTTCCCA 
ACTAGACTGTAAGTGCCTTGCGGTCAGGGACTGAATCTTGCCCGTTTATGTATGC 

25 TCCATGTCTAGCCCATCATCCTGCTTGGAGCAAGTAGGCAGGAGCTCAATAAATG 
TTTGTTGCATGAAAAAAAAAAAAAAAAAA 

SEQIDNO:77 

>gi|189537|gb|M80436.1|HUMPAFR Human platelet activating factor receptor mRNA, 
30 complete cds 

CTGGTGGCCTTTAATACCTGGCTGTTGCTGAAAGGTCTTTAGAAACGGCGCTAAC 
AGCAGGTTTGTGGAATGCCGGATCGCTCAACGGCCTGACGTGGGCAAAAACCTC 
GCCITCCGCACCC ATC ATTATATTGATGCTC ATTGCCGCCGCCTTACTGGT ACGCC 
GGATGCGCTTGCTGGAAATGGGACACACGGTCACTGCAGGTGAAGCCGCTGGGC 

35 CTGCTACAGGCACCACCAGGACCAGCTGATCATTCCAGCCCACAGCAATGGAGC 
CACATGACTCCTCCCACATGGACTCTGAGTTCCGATACACTCTCTTCCCGATTGTT 
TACAGCATCATCTTTGTGCTCGGGGTCATTGCTAATGGCTACGTGCTGTGGGTCTT 
TGCCCGCCTGTACCCTTGCAAGAAATTCAATGAGATAAAGATCTTCATGGTGAAC 
CTCACCATGGCGGACATGCTCTTCTTGATCACCCTGCCACTTTGGATTGTCTACTA 

40 CCAAAACCAGGGCAACTGGATACTCCCCAAATTCCTGTGCAACGTGGCTGGCTGC 
CTTTTCTTCATCAACACCTACTGCTCTGTGGCCTTCCTGGGCGTCATCACTTATAA 
CCGCTTCCAGGCAGTAACTCGGCCCATCAAGACTGGTCAGGCCAACACCCGCAA 
GCGTGGCATCTCTTTGTCCTTGGTCATCTGGGTGGCCATTGTGGGAGCTGCATCCT 
ACTTCCTCATCCTGGACTCCACCAACACAGTGCCCGACAGTGCTGGCTCAGGCAA 

45 CGTCACTCGCTGCTTTGAGCATTACGAGAAGGGCAGCGTGCCAGTCCTCATCATC 
CACATCTTCATCGTGTTCAGCTTCTTCCTGGTCTTCCTCATCATCCTCTTCTGCAAC 
CTGGTCATCATCCGTACCTTGCTCATGCAGCCGGTGCAGCAGCAGCGCAACGCTG 
AAGTCAAGCGCCGGGCGCTGTGGATGGTGTGCACGGTCTTGGCGGTGTTCATCAT 
CTGCTTCGTGCCCCACCACGTGGTGCAGCTGCCCTGGACCCTTGCTGAGCTGGGC 
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TTCCAGGACAGCAAATTCCACCAGGCCATTAATGATGCACATCAGGTCACCCTCT 
GCCTCCTTAGCACCAACTGTGTCTTAGACCCTGTTATCTACTGTTTCCTCACCAAG 
AAGTTCCGCAAGCACCTCACCGAAAAGTTCTACAGCATGCGCAGTAGCCGGAAA 
TGCTCCCGGGCCACCACGGATACGGTCACTGAAGTGGTTGTGCCATTCAACCAGA 
5 TCCCTGGCAATTCCCTCAAAAATTAGTCCCTGCTTCCAGGCCTGAAGTCTTCTCCT 
CCATGAACATCATGGACTGAGCTGGGGGAAGAAGGGATATCTACTGTGGTCTGG 
GCACCACCTCTGTGGGCACTGGTGGGCCATTAGATTTGGAGGCTACCTCACCTGG 
GCAGGGATGATGGCAGAGCCAGGCTGTTGGAAAATCCAGAACTCAAATGAGCCC 
CTTCATCCGCCTGTGGGGCATACTACAGTAACTGTGACTTGATGACTTTATCTGA 
10 GTCCTTAT 

SEQIDNO:78 

>gi|1835924|gb|S82666.1|S82666 Homo sapiens serine protease-like protein mRNA, 
complete cds 

1 5 ACCAGCGGCAGACCACAGGCAGGGCAGAGGCACGTCTGGGTCCCCTCCCTCCTT 
CCTATCGGCGACTCCCAGATCCTGGCCATGAGAGCTCCGCACCTCCACCTCTCCG 
CCGCCTCTGGCGCCCGGGCTCTGGCGAAGCTGCTGCCGCTGCTGATGGCGCAACT 
CTGGGCCGCAGAGGCGGCGCTGCTCCCCCAAAACGACACGCGCTTGGACCCCGA 
AGCCTATGGCGCCCCGTGCGCGCGCGGCTCGCAGCCCTGGCAGGTCTCGCTCTTC 

20 AACGGCCTCTCGTTCCACTGCGCGGGTGTCCTGGTGGACCAGAGTTGGGTGCTGA 
CGGCCGCGCACTGCGGAAACAAGCCACTGTGGGCTCGAGTAGGGGATGATCACC 
TGCTGCTTCTTCAGGGCGAGCAGCTCCGCCGGACGACTCGCTCTGTTGTCCATCC 
CAAGTACCACCAGGGCTCAGGCCCCATCCTGCCAAGGCGAACGGATGAGCACGA 
TCTCATGTTGCTAAAGCTGGCCAGGCCCGTAGTGCCGGGGCCCCGCGTCCGGGCC 

25 CTGCAGCTTCCCTACCGCTGTGCTCAGCCCGGAGACCAGTGCCAGGTTGCTGGCT 
GGGGCACCACGGCCGCCCGGAGAGTGAAGTACAACAAGGGCCTGACCTGCTCCA 
GCATCACTATCCTGAGCCCTAAAGAGTGTGAGGTCTTCTACCCTGGCGTGGTCAC 
CAACAACATGATATGTGCTGGACTGGACCGGGGCCAGGACCCTTGCCAGAGTGA 
CTCTGGAGGCCCCCTGGTCTGTGACGAGACCCTCCAAGGCATCCTCTCGTGGGGT 

30 GTTTACCCCTGTGGCTCTGCCCAGCATCCAGCTGTCTACACCCAGATCTGCAAAT 
ACATGTCCTGGATCAATAAAGTCATAGCTCCAACTGATCCAGATGCTACGCTCCA 
GCTGATCCAGATGTTATGCTCCTGCTGATCCAGATGCCCAGAGGCTCCATCGTCC 
ATCCTCTTCCTCCCCAGTCGGCTGAACTCTCCCCTTGTCTGCACTGTTCAAACCTC 
TGCCGCCCTCCACACCTCTAAACATCTCCCCTCTeAeCTCATTCeGGCACCTATCC 

35 CCATTCTCTGCCTGTACTGAAGCTGAAATGCAGGAAGTGGTGGCAAAGGTTTATT 
CCAGAGAAGCCAGGAAGCCGGTCATCACCCAGCCTCTGAGAGCAGTTACTGGGG 
TCACCCAACCTGACTTCCTCTGCCACTCCCCGCTGTGTGACTTTGGGCAAGCCAA 
GTGCCCTCTCTGAACCTCAGTTTCCTCATCTGCAAAATGGGAACAATGACGTGCC 
TACCTCTTAGACATGTTGTGAGGAGACTATGATATAACATGTGTATGTAAATCTT 

40 CATGTGATTGTCATGTAAGGCTTAACACAGTGGGTGGTGAGTTCTGACTAAAGGT 
TACCTGTTGTCGTGAAAAAAAAAAAAAAAAAA 

SEQIDNO: 79 

>gi|1859520|gb|AA234897.1|AA234897 zs36c04.sl Soares_NhHMPu_Sl Homo sapiens 
45 cDNA clone IMAGE:687270 3' 

ACTCTGCTTACATTTTATAAGTTTAAGGTCAGCTGTCAAAAGGATAACCTGTGGG 
GTTAGAACATATCACATTGCAACACCCTAAATTGTTTTTAATACATTAGCAATCT 
ATTGGGTCAACTGACATCCATTGTATATACTAGTTTCTTTCATGCTATTTTTATTTT 
GTTTTTTGCATTTTTATCAAATGCAGGGCCCCTTTCTGATCTCACCATTTCACCAT 
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GCATCTTGGAATTCAGTAAGTGCATATCCTAACTTGCCCATATTCTAAATCATCTG 
GTTGGTTTTCAGCCTAGAATTTGATACGCTTTTTAGAAATATGCCCAGAATAGAA 
AAGCTATGTTGGGGCACATGTCCTGCAAATATGGCCCTAGAAACAAGTGATATG 
GAATTTACTTGGTGAATAAGTTATAAATTCCCACT 

5 

SEQIDNO: 80 

>gi|927844|gb|R83000.1|R83000 yp87a05.sl Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone IMAGE: 1 94384 3' 

NTGAGGNTGAGAACTTTATACCACCNTTGTNACACTACACCGTGATTTTAAATCT 
1 0 TTAATCAAATTCCAAAGGTTATCAGCCATATTACATGCCATGATTAGCTTTCTATA 
AGCAATTTTTTTNACTGTGTACAGATCGGTGTCAATGAAATAAAAAAATAAAACT 
GTATACTAGGGCAAAGAACTTTATTAATCTTTGTTTCAAACTTGATTCCCAGGGC 
TTCTTCGGGCTTAATTAGGCTGCAAAGGAATGAATTGTGTATAAGGCAAAAACTG 
AAAAGGAGGCTGGCAGTGTCCAAGGGGGCTTGGGGGCTTAAAAATATTAGGAGG 
15 ATCCCAGGATTTTATCC 

SEQ ID NO: 81 

>gi|3 1 197|emb|X03363. 1 |HSERB2R Human c-erb-B-2 mRNA 

AAGGGGAGGTAACCCTGGCCCCTTTGGTCGGGGCCCCGGGCAGCCGCGCGCCCC 

20 TTCCCACGGGGCCCTTTACTGCGCCGCGCGCCCGGCCCCCACCCCTCGCAGCACC 
CCGCGCCCCGCGCCCTCCCAGCCGGGTCCAGCCGGAGCCATGGGGCCGGAGCCG 
CAGTGAGCACCATGGAGCTGGCGGCCTTGTGCCGCTGGGGGCTCCTCCTCGCCCT 
CTTGCCCCCCGGAGCCGCGAGCACCCAAGTGTGCACCGGCACAGACATGAAGCT 
GCGGCTCCCTGCCAGTCCCGAGACCCACCTGGACATGCTCCGCCACCTCTACCAG 

25 GGCTGCCAGGTGGTGCAGGGAAACCTGGAACTCACCTACCTGCCCACCAATGCC 
AGCCTGTCCTTCCTGCAGGATATCCAGGAGGTGCAGGGCTACGTGCTCATCGCTC 
ACAACCAAGTGAGGCAGGTCCCACTGCAGAGGCTGCGGATTGTGCGAGGCACCC 
AGCTCTTTGAGGACAACTATGCCCTGGCCGTGCTAGACAATGGAGACCCGCTGA 
ACAATACCACCCCTGTCACAGGGGCCTCCCCAGGAGGCCTGCGGGAGCTGCAGC 

30 TTCGAAGCCTCACAGAGATCTTGAAAGGAGGGGTCTTGATCCAGCGGAACCCCC 
AGCTCTGCTACCAGGACACGATTTTGTGGAAGGACATCTTCCACAAGAACAA.ee 
AGCTGGCTCTCACACTGATAGACACCAACCGCTCTCGGGCCTGCCACCCCTGTTC 
TCCGATGTGTAAGGGCTCCCGCTGCTGGGGAGAGAGTTCTGAGGATTGTCAGAG 
CCTGACGCGCACTGTCTGTGCCGGTGGCTGTGCCCGCTGCAAGGGGCCACTGCCC 

35 ACTGACTGCTGCCATGAGCAGTGTGCTGCCGGCTGCACGGGCCCCAAGCACTCTG 
ACTGCCTGGCCTGCCTCCACTTCAACCACAGTGGCATCTGTGAGCTGCACTGCCC 
AGCCCTGGTCACCTACAACACAGACACGTTTGAGTCCATGCCCAATCCCGAGGGC 
CGGTATACATTCGGCGCCAGCTGTGTGACTGCCTGTCCCTACAACTACCTTTCTAC 
GGACGTGGGATCCTGCACCCTCGTCTGCCCCCTGCACAACCAAGAGGTGACAGC 

40 AGAGGATGGAACACAGCGGTGTGAGAAGTGCAGCAAGCCCTGTGCCCGAGTGTG 
CTATGGTCTGGGCATGGAGCACTTGCGAGAGGTGAGGGCAGTTACCAGTGCCAA 
TATCCAGGAGTTTGCTGGCTGCAAGAAGATCTTTGGGAGCCTGGCATTTCTGCCG 
GAGAGCTTTGATGGGGACCCAGCCTCCAACACTGCCCCGCTCCAGCCAGAGCAG 
CTCCAAGTGTTTGAGACTCTGGAAGAGATCACAGGTTACCTATACATCTCAGCAT 

45 GGCCGGACAGCCTGCCTGACCTCAGCGTCTTCCAGAACCTGCAAGTAATCCGGG 
GACGAATTCTGCACAATGGCGCCTACTCGCTGACCCTGCAAGGGCTGGGCATCA 
GCTGGCTGGGGCTGCGCTCACTGAGGGAACTGGGCAGTGGACTGGCCCTCATCC 
ACCATAACACCCACCTCTGCTTCGTGCACACGGTGCCCTGGGACCAGCTCTTTCG 
GAACCCGCACCAAGCTCTGCTCCACACTGCCAACCGGCCAGAGGACGAGTGTGT 
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GGGCGAGGGCCTGGCCTGCCACCAGCTGTGCGCCCGAGGGCACTGCTGGGGTCC 
AGGGCCCACCCAGTGTGTCAACTGCAGCCAGTTCCTTCGGGGCCAGGAGTGCGT 
GGAGGAATGCCGAGTACTGCAGGGGCTCCCCAGGGAGTATGTGAATGCCAGGCA 
CTGTTTGCCGTGCCACCCTGAGTGTCAGCCCCAGAATGGCTCAGTGACCTGTTTT 
5 GGACCGGAGGCTGACCAGTGTGTGGCCTGTGCCCACTATAAGGACCCTCCCTTCT 
GCGTGGCCCGCTGCCCCAGCGGTGTGAAACCTGACCTCTCCTACATGCCCATCTG 
GAAGTTTCCAGATGAGGAGGGCGCATGCCAGCCTTGCCCCATCAACTGCACCCA 
CTCCTGTGTGGACCTGGATGACAAGGGCTGCCCCGCCGAGCAGAGAGCCAGCCC 
TCTGACGTCCATCATCTCTGCGGTGGTTGGCATTCTGCTGGTCGTGGTCTTGGGGG 

1 0 TGGTCTTTGGGATCCTCATCAAGCGACGGCAGCAGAAGATCCGGAAGTACACGA 
TGCGGAGACTGCTGCAGGAAACGGAGCTGGTGGAGCCGCTGACACCTAGCGGAG 
CGATGCCCAACCAGGCGCAGATGCGGATCCTGAAAGAGACGGAGCTGAGGAAG 
GTGAAGGTGCTTGGATCTGGCGCTTTTGGCACAGTCTACAAGGGCATCTGGATCC 
CTGATGGGGAGAATGTGAAAATTCCAGTGGCCATCAAAGTGTTGAGGGAAAACA 

1 5 CATCCCCCAAAGCCAACAAAGAAATCTTAGACGAAGCATACGTGATGGCTGGTG 
TGGGCTCCCCATATGTCTCCCGCCTTCTGGGCATCTGCCTGACATCCACGGTGCA 
GCTGGTGACACAGCTTATGCCCTATGGCTGCCTCTTAGACCATGTCCGGGAAAAC 
CGCGGACGCCTGGGCTCCCAGGACCTGCTGAACTGGTGTATGCAGATTGCCAAG 
GGGATGAGCTACCTGGAGGATGTGCGGCTCGTACACAGGGACTTGGCCGCTCGG 

20 AACGTGCTGGTCAAGAGTCCCAACCATGTCAAAATTACAGACTTCGGGCTGGCTC 
GGCTGCTGGACATTGACGAGACAGAGTACCATGCAGATGGGGGCAAGGTGCCCA 
TCAAGTGGATGGCGCTGGAGTCCATTCTCCGCCGGCGGTTCACCCACCAGAGTGA 
TGTGTGGAGTTATGGTGTGACTGTGTGGGAGCTGATGACTTTTGGGGCCAAACCT 
TACGATGGGATCCCAGCCCGGGAGATCCCTGACCTGCTGGAAAAGGGGGAGCGG 

25 CTGCCCCAGCCCCCCATCTGCACCATTGATGTCTACATGATCATGGTCAAATGTT 
GGATGATTGACTCTGAATGTCGGCCAAGATTCCGGGAGTTGGTGTCTGAATTCTC 
CCGCATGGCCAGGGACCCCCAGCGCTTTGTGGTCATCCAGAATGAGGACTTGGG 
CCCAGCCAGTCCCTTGGACAGCACCTTCTACCGCTCACTGCTGGAGGACGATGAC 
ATGGGGGACCTGGTGGATGCTGAGGAGTATCTGGTACCCCAGCAGGGCTTCTTCT 

30 GTCCAGACCCTGCCCCGGGCGCTGGGGGCATGGTCCACCACAGGCACCGCAGCT 
CATCTACCAGGAGTGGCGGTGGGGACCTGACACTAGGGCTGGAGCCCTCTGAAG 
AGGAGGCCCCCAGGTCTCCACTGGCACCCTCCGAAGGGGCTGGCTCCGATGTATT 
TGATGGTGACCTGGGAATGGGGGCAGGCAAGGGGCTGCAAAGCCTCCCCACACA 
TGACCCCAGCCGTCTACAGCGGTACAGTGAGGACCCCACAGTACCCCTGCCCTCT 

35 GAGAGTGATGGCTACGTTGCCCCCGTGACCTGCAGCCCCCAGCCTGAATATGTGA 
ACCAGCCAGATGTTCGGCCCCAGCCCCCTTCGCCCCGAGAGGGCCCTCTGCCTGC 
TGCCCGACCTGCTGGTGCCACTCTGGAAAGGCCCAAGACTCTCTCCCCAGGGAAG 
AATGGGGTCGTCAAAGACGTTTTTGCCTTTGGGGGTGCCGTGGAGAACCCCGAGT 
ACTTGACACCCCAGGGAGGAGCTGCCCCTCAGCCCCACCCTCCTCCTGCCTTCAG 

40 CCCAGCCTTCGACAACCTCTATTACTGGGACCAGGACCCACCAGAGCGGGGGGC 
TCCACCCAGCACCTTCAAAGGGACACCTACGGCAGAGAACCCAGAGTACCTGGG 
TCTGGACGTGCCAGTGTGAACCAGAAGGCCAAGTCCGCAGAAGCCCTGATGTGT 
CCTCAGGGAGCAGGGAAGGCCTGACTTCTGGTGGCATCAAGAGGTGGGAGGGCC 
CTCCGACCACTTCCAGGGGAACCTGCCATGCCAGGAACCTGTCCTAAGGAACCTT 

45 CCTTCCTGGTTGAGTTCCCAGATGGCTGGAAGGGGTCCAGCCTCGTTGGAAGAGG 
AACAGCACTGGGGAGTCTTTGTGGATTCTGAGGCCCTGCCCAATGAGACTCTAGG 
GTCCAGTGGATGCCACAGCCCAGCTTGGCCCTTTCCTTCCAGATCCTGGGTACTG 
AAAGCCTTAGGGAAGCTGGCCTGAGAGGGGAAGCGGCCCTAAGGGAGTGTCTAA 
GAACAAAAGCGACCCATTCAGAGACTGTCCCTGAAACCTAGTACTGCCCCCCAT 
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GAGGAAGGAACAGCAATGGTGTCAGTATCCAGGCTTTGTACAGAGTGCTTTTCTG 

TTTAGTTTTTACTTTTTTTGTTTTGTTTTTTTAAAGATGAAATAAAGACCCAGGGG 

GAG 

5 SEQIDNO:82 

>gi|927595|gb|U27109.1|HSU27109 Human prepromultimerin mRNA, complete cds 
CTGCTATCAAAAAGGCCATAAGGATTTTGTCCCCAAATTTCACATGAGCTACCTT 
GCTTCAAACTACTGAGATGAAGGGGGCAAGATTATTTGTCCTTCTTTCTAGTTTAT 
GGAGTGGGGGCATTGGGCTTAACAACAGTAAGCATTCTTGGACTATACCTGAGG 

10 ATGGGAACTCTCAGAAGACTATGCCTTCTGCTTCAGTTCCTCCAAATAAAATACA 
AAGTTTGCAAATACTGCCAACCACTCGGGTCATGTCGGCGGAGATAGCTACAACT 
CCAGAGGCAAGAACTTCTGAAGACAGTCTTCTTAAATCAACACTGCCTCCCTCAG 
AAACAAGTGCACCTGCTGAGGGTGTGAGAAATCAAACTCTCACATCCACAGAGA 
AAGCAGAAGGAGTGGTCAAGTTACAGAATCTTACCCTCCCAACCAACGCTAGCA 

1 5 TCAAGTTCAATCCTGGAGCAGAATCAGTGGTCCTTTCCAATTCTACACTGAAATT 
TCTTCAGAGCTTTGCCAGAAAGTCAAATGAACAAGCAACTTCTCTAAACACAGTT 
GGAGGCACTGGAGGCATTGGAGGCGTTGGAGGCACTGGAGGCGTGGGAAATCG 
AGCCCCACGGGAAACATACCTCAGCCGGGGTGACAGCAGTTCCAGCCAAAGAAC 
TGACTACCAAAAATCAAATTTCGAAACAACTAGAGGAAAGAATTGGTGTGCTTA 

20 TGTACATACCAGGTTATCTCCCACAGTGACATTGGACAACCAGGTCACTTATGTC 
CCAGGTGGGAAAGGACCTTGTGGCTGGACCGGTGGATCCTGTCCTCAGAGATCTC 
AGAAGATATCCAATCCTGTCTATAGGATGCAACATAAAATTGTCACCTCATTGGA 
TTGGAGGTGCTGTCCTGGATACAGTGGGCCGAAATGTCAACTAAGAGCCCAGGA 
ACAGCAAAGTTTGATACACACCAACCAGGCTGAAAGTCATACAGCTGTTGGCAG 

25 AGGAGTAGCTGAGCAGCAGCAGCAGCAAGGCTGTGGTGACCCAGAAGTGATGCA 
AAAAATGACTGATCAGGTGAACTACCAGGCAATGAAACTGACTCTTCTGCAGAA 
GAAGATTGACAATATTTCTTTGACTGTGAATGATGTAAGGAACACTTACTCCTCC 
CTAGAAGGAAAAGTCAGCGAAGATAAAAGCAGAGAATTTCAATCTCTTCTAAAA 
GGTCTAAAATCCAAAAGCATTAATGTACTGATAAGAGACATAGTAAGAGAACAA 

30 TTTAAAATTTTTCAAAATGACATGCAAGAGACTGTAGCACAGCTCTTCAAGACTG 
TATCAAGTCTATCAGAGGACCTCGAAAGCACCAGGCAAATAATTCAAAAAGTTA 
ATGAATCTGTGGTTTCAATAGCAGCCCAGCAAAAGTTTGTTTTGGTGCAAGAGAA 
TCGGCCCACTTTGACTGATATAGTGGAACTAAGGAATCACATTGTGAATGTAAGG 
CAAGAAATG^C^eTTACATGTGAGA/VGCCTATTAAAGAACTAGAAGTAAAGCAG 

35 ACTCATTTAGAAGGTGCTCTAGAACAGGAACACTCAAGAAGCATTCTGTATTATG 
AATCCCTCAATAAAACTCTTTCTAAATTGAAGGAAGTACATGAGCAGCTTTTATC 
AACTGAACAGGTATCAGACCAGAAGAATGCTCCAGCTGCTGAGTCAGTTAGCAA 
TAATGTCACTGAGTACATGTCTACTTTACATGAAAATATAAAGAAGCAGAGTTTG 
ATGATGCTGCAAATGTTTGAAGATTTGCACATTCAAGAAAGCAAGATTAACAATC 

40 TCACCGTCTCTTTGGAGATGGAGAAAGAGTCTCTCAGAGGTGAATGTGAAGACA 
TGTTATCCAAATGCAGAAATGATTTTAAATTTCAACTTAAGGACACAGAAGAGA 
ATTTACATGTGTTAAATCAAACATTGGCTGAAGTTCTCTTTCCAATGGACAATAA 
GATGGACAAAATGAGTGAGCAACTAAATGATTTGACTTATGATATGGAGATCCTT 
CAACCCTTGCTTGAGCAGGGAGCATCACTCAGACAGACAATGACATATGAACAA 

45 CCAAAGGAAGCAATAGTGATAAGGAAAAAGATAGAAAATCTGACTAGTGCTGTC 
AATAGTCTAAATTTTATTATCAAAGAACTTACAAAAAGACACAACTTACTTAGAA 
ATGAAGTACAGGGTCGTGATGATGCCTTAGAAAGACGTATCAATGAATATGCCTT 
AGAAATGGAAGATGGCCTCAATAAGACAATGACTATTATAAATAATGCTATTGA 
TTTCATTCAAGATAACTATGGCCTAAAAGAGACTTTAAGTACTATTAAGGATAAT 
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AGTGAGATCCATCATAAATGTACCTCCGATATGGAAACTATTTTGACATTTATTC 
CTCAGTTCCACCGTCTGAATGATTCTATTCAGACTTTGGTCAATGACAATCAGAG 
ATATAACTTTGTTTTGCAAGTCGCCAAGACCCTTGCAGGTATTCCCAGAGATGAG 
AAACTAAATCAGTCCAACTTCCAAAAGATGTATCAAATGTTCAATGAAACCACTT 
5 CCCAAGTGAGAAAATACCAGCAAAATATGAGTCATTTGGAAGAAAAACTACTCT 
TAACTACCAAGATTTCCAAAAATTTTGAGACTCGGTTGCAAGACATTGAGTCTAA 
AGTTACCCAGACGCTCATACCTTATTATATTTCAGTTAAAAAAGGCAGTGTAGTT 
ACAAATGAGAGAGATCAGGCTCTTCAACTGCAAGTATTAAATTCCAGATTTAAG 
GCGTTGGAAGCAAAATCTATCCATCTTTCAATTAACTTCTTTTCGCTTAACAAAAC 

10 TCTCCACGAAGTTTTAACAATGTGTCACAATGCTTCTACAAGTGTGTCAGAACTG 
AATGCTACCATCCCTAAGTGGATAAAACATTCCCTGCCAGATATTCAACTTCTTC 
AGAAAGGTCTAACAGAATTTGTGGAACCAATAATTCAAATAAAAACTCAAGCTG 
CCCTATCTAATTCAACTTGTTGTATAGATCGATCGTTGCCTGGTAGTCTGGCAAAT 
GTTGTCAAGTCTCAGAAGCAAGTAAAATCATTGCCAAAGAAAATTAACGCACTT 

1 5 AAGAAACCAACGGTAAATCTTACCACAGTCCTGATAGGCCGGACTCAAAGAAAC 
ACGGACAACATAATATATCCTGAGGAGTATTCAAGCTGTAGTCGGCATCCGTGCC 
AAAATGGGGGCACGTGCATAAATGGAAGAACTAGCTTTACCTGTGCCTGCAGAC 
ATCCTTTTACTGGTGACAACTGCACTATCAAGCTTGTGGAAGAAAATGCTTTAGC 
TCCAGATTTTTCCAAAGGATCTTACAGATATGCACCCATGGTGGCATTTTTTGCAT 

20 CTCATACGTATGGAATGACTATACCTGGTCCTATCCTGTTTAATAACTTGGATGTC 
AATTATGGAGCTTCATATACCCCAAGAACTGGAAAATTTAGAATTCCGTATCTTG 
GAGTATATGTTTTCAAGTACACCATCGAGTCATTTAGTGCTCATATTTCTGGATTT 
TTAGTGGTTGATGGAATAGACAAGCTTGCATTTGAGTCTGAAAATATTAACAGTG 
AAATACACTGTGATAGGGTTTTAACTGGGGATGCCTTATTAGAATTAAATTATGG 

25 GCAGGAAGTCTGGTTACGACTTGCAAAAGGAACAATTCCAGCCAAGTTTCCCCCT 
GTTACTACATTTAGTGGCTATTTATTATATCGTACATAAGTTAGTATGAAAAACA 
GACTATCACCTTTATTGAGAAACAGCCAGTGTTTTCATTTATCTTTGCTTGCACAT 
CTGCTCTGTTTTGGTTTTTCTACAGGAAATGAAAATCAACTTGTTTTTTTAATATG 
AGTAAACTTGTATGTCTATTTTATAAAATTATTTGAATATTGTTTAATGTCTGAAT 

30 ATGAAAGAGTTCTTGATCCTAAAGAAATTTAGTGGCACAGAAAACAAAGTGAAT 
TTGTTAGCATAATTATTCCTATTCTTATTTCTTCATTTTAAGTCATTGCAATGGAA 
AGTAATATTATAAAACGGTAATTACAACATATTATCAGTCACAGTTTTCTTTCCA 
ATTAAAGACTT AAGTTTTGTTATTCCCTGTATATAAATATATAACACACATTTTCT 

35 

SEQIDNO: 83 

>gi|182984|gb|L03203.1|HUMGAS3X Human peripheral myelin protein 22 (GAS3) mRNA, 
complete cds 

CGGCGCCAGCAGCGGAGCCAACGCACCCGAGTTTGTGTTTGAGGCCACCCTGAG 
40 GATCGGGACAGCTGTTCCTTTGGGCTGCAGAAACTCCGCTGAGCAGAACTTGCCG 
CCAGAATGCTCCTCCTGTTGCTGAGTATCATCGTCCTCCACGTCGCGGTGCTGGT 
GCTGCTGTTCGTCTCCACGATCGTCAGCCAATGGATCGTGGGCAATGGACACGCA 
ACTGATCTCTGGCAGAACTGTAGCACCTCTTCCTCAGGAAATGTCCACCACTGTT 
TCTCATCATCACCAAACGAATGGCTGCAGTCTGTCCAGGCCACCATGATCCTGTC 
45 GATCATCTTCAGCATTCTGTCTCTGTTCCTGTTCTTCTGCCAACTCTTCACCCTCAC 
CAAGGGGGGCAGGTTTTACATCACTGGAATCTTCCAAATTCTTGCTGGTCTGTGC 
GTGATGAGTGCTGCGGCCATCTACACGGTGAGGCACCCGGAGTGGCATCTCAAC 
TCGGATTACTCCTACGGTTTCGCCTACATCCTGGCCTGGGTGGCCTTCCCCCTGGC 
CCTTCTCAGCGGTGTCATCTATGTGATCTTGCGGAAACGCGAATGAGGCGCCCAG 
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ACGGTCTGTCTGAGGCTCTGAGCGTACATAGGGAAGGGAGGAAGGGAAACCAGA 
AAGCAGACAAAGAAAAAAGAGCTAGCCCAAAATCCCAAACTCAAACCAAACAG 
AAAGCAGTGGAGGTGGGGGTTGCTGTTGATTGAAGATGTATATAATATCTCCGGT 
TTATAAAACCTATTTATAACACTTTTTACATATATGTACATAGTATTGTTTGCTTT 
5 TTATGTTGACCATCAGCCTCGTGTTGAGCCTTAAAGAAGTAGCTAAGGAACTTTA 

TGTTTTACCCAGAAATAAGATAACTCCATCTCGCCCCTTCCCTTTCATCTGAAAGA 
AGATACCTCCCTCCCAGTCCACCTCATTTAGAAAACCAAAGTGTGGGTAGAAACC 
CCAAATGTCCAAAAGCCCTTTTCTGGTGGGTGACCCAGTGCATCCAACAGAAACA 

1 0 GCCGCTGCCCGAACCTCTGTGTGAAGCTTTACGCGCACACGGAC AAAATGCCCA 
AACTGGAGCCCTTGCAAAAACACGGCTTGTGGCATTGGCATACTTGCCCTTACAG 
GTGGAGTATCTTCGTCACACATCTAAATGAGAAATCAGTGACAACAAGTCTTTGA 
AATGGTGCTATGGATTTACCATTCCTTATTATCACTAATCATCTAAACAACTCACT 
GGAAATCCAATTAACAATTTTACAACATAAGATAGAATGGAGACCTGAATAATT 

1 5 CTGTGTAATATAAATGGTTTATAACTGCTTTTGTACCTAGCTAGGCTGCTATTATT 
ACTATAATGAGTAAATCATAAAGCCTTCATCACTCCCACATTTTTCTTACGGTCG 
GAGCATCAGAACAAGCGTCTAGACTCCTTGGGACCGTGAGTTCCTAGAGCTTGGC 
TGGGTCTAGGCTGTTCTGTGCCTCCAAGGACTGTCTGGCAATGACTTGTATTGGC 
CACCAACTGTAGATGTATATATGGTGCCCTTCTGATGCTAAGACTCCAGACCTTT 

20 TGTTTTTGCTTTGCATTTTCTGATTTTATACCAACTGTGTGGACTAAGATGCATTA 
AAATAAAC 

SEQ ID NO: 84 

>gi|2206902|gb|AA478268.1|AA478268 zu45a06.sl Soares ovary tumor NbHOT Homo 
25 sapiens cDNA clone IMAGE:740914 3' 

GCGACCGCGCTGGGCCTCGTGTCGCTTGTCGTCGTCCGTCCTGTGGGCGCTCTGC 
CCTGTGTCCTTCGCGTTCCTCGTTAAGCAGAAGAAGTCAGTAGTTATTCTCCCATG 
AACGTTCTTGTCTGTGTACAGTTTTTAGAACATTACAAAGGATCTGTTTGCTTAGC 
TGTCAACAAAAAGAAAACCTGAAGGAGCATTTGGAAGTCAATTTGAGGTTTTTTT 

ACTTCTCAGGACAATGAATCCTTCCCGTTTTTCTTTTTATGCCACACAGTGCATTG 
TTTTTTCTACCTGCTTGTCTTATTTTTAG 

35 >gi|1925839|gb|AA282906.1|AA282906 ztl4h05.rl NCI_CGAP_GCB1 Homo sapiens 

cDNA clone DVIAGE:713145 5' similar to gb:X66733 CD44 ANTIGEN, HEMATOPOIETIC 
FORM PRECURSOR (HUMAN); 

AAAATGGTCGCTACAGCATCTCTCGGACGGAGGCCGCTGACCTCTGCAAGGCTTT 
CAATAGCACCTTGCCCACAATGGCCCAGATGGAGAAAGCTCTGAGCATCGGATT 

40 TGAGACCTGCAGGTATGGGTTCATAGAAGGGCACGTGGTGATTCCCCGGATCCA 
CCCCAACTCCATCTGTGCAGCAAACAACACAGGGGTGTACATCCTCACATCCAAC 
ACCTCCCAGTATGACACATATTGCTTCAATGCTTCAGCTCCACCTGAAGAAGATT 
GTACATCAGTCACAGACCTGCCCAATGCCTTTGATGGACCAATTACCATAACTAT 
TGTTAACCGTGATGGCACCCGCTATGTCCAGAAAGGAGAATACAGAACGAATCC 

45 TGAAGACATCTACCCCAGCAACCCTACTGGATGATGACGTGAGCAGCGGCTCCTC 
CAGTGAAAGGAGCAGCACTTCAGGAGGTTACATCTTTTACACTTTTTCTACTGTA 
CACCCATCCCAGACGAAGACAGTCCTTGGATCACGACAGCACAGCAGATCCTGC 
TAC 
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SEQIDNO:86 

>gi|2668591|gb|U97669.1|HSU97669 Homo sapiens Notch3 (NOTCH3) mRNA, complete 
cds 

ACGCGGCGCGGAGGCTGGCCCGGGACGCGCCCGGAGCCCAGGGAAGGAGGGAG 
5 GAGGGGAGGGTCGCGGCCGGCCGCCATGGGGCCGGGGGCCCGTGGCCGCCGCCG 
CCGCCGTCGCCCGATGTCGCCGCCACCGCCACCGCCACCCGTGCGGGCGCTGCCC 
CTGCTGCTGCTGCTAGCG<3GGCCGGGGGCTGCAGCCCCCCCTTGCCTGGACGGAA 
GCCCGTGTGCAAATGGAGGTCGTTGCACCCAGCTGCCCTCCCGGGAGGCTGCCTG 
CCTGTGCCCGCCTGGCTGGGTGGGTGAGCGGTGTCAGCTGGAGGACCCCTGTCAC 

1 0 TCAGGCCCCTGTGCTGGCCGTGGTGTCTGCCAGAGTTCAGTGGTGGCTGGCACCG 
CCCGATTCTCATGCCGGTGCCCCCGTGGCTTCCGAGGCCCTGACTGCTCCCTGCC 
AGATCCCTGCCTCAGCAGCCCTTGTGCCCACGGTGCCCGCTGCTCAGTGGGGCCC 
GATGGACGCTTCCTCTGCTCCTGCCCACCTGGCTACCAGGGCCGCAGCTGCCGAA 
GCGACGTGGATGAGTGCCGGGTGGGTGAGCCCTGCCGCCATGGTGGCACCTGCC 

1 5 TCAACACACCTGGCTCCTTCCGCTGCCAGTGTCCAGCTGGCTACACAGGGCCACT 
ATGTGAGAACCCCGCGGTGCCCTGTGCGCCCTCACCATGCCGTAACGGGGGCAC 
CTGCAGGCAGAGTGGCGACCTCACTTACGACTGTGCCTGTCTTCCTGGGTTTGAG 
GGTCAGAATTGTGAAGTGAACGTGGACGACTGTCCAGGACACCGATGTCTCAAT 
GGGGGGACATGCGTGGATGGCGTCAACACCTATAACTGCCAGTGCCCTCCTGAG 

20 TGGACAGGCCAGTTCTGCACGGAGGACGTGGATGAGTGTCAGCTGCAGCCCAAC 
GCCTGCCACAATGGGGGTACCTGCTTCAACACGCTGGGTGGCCACAGCTGCGTGT 
GTGTCAATGGCTGGACAGGTGAGAGCTGCAGTCAGAATATCGATGACTGTGCCA 
CAGCCGTGTGCTTCCATGGGGCCACCTGCCATGACCGCGTGGCTTCTTTCTACTGT 
GCCTGCCCCATGGGCAAGACTGGCCTCCTGTGTCACCTGGATGACGCCTGTGTCA 

25 GCAACCCCTGCCACGAGGATGCTATCTGTGACACAAATCCGGTGAACGGCCGGG 
CCATTTGCACCTGTCCTCCCGGCTTCACGGGTGGGGCATGTGACCAGGATGTGGA 
CGAGTGCTCTATCGGCGCCAACCCCTGCGAGCACTTGGGCAGGTGCGTGAACAC 
GCAGGGCTCCTTCCTGTGCCAGTGCGGTCGTGGCTACACTGGACCTCGCTGTGAG 
ACCGATGTCAACGAGTGTCTGTCGGGGCCCTGCCGAAACCAGGCCACGTGCCTC 

30 GACCGCATAGGCCAGTTCACCTGTATCTGTATGGCAGGCTTCACAGGAACCTATT 
GCGAGGTGGACATTGACGAGTGTCAGAGTAGCCCCTGTGTCAACGGTGGGGTCT 
GCAAGGACCGAGTCAATGGCTTCAGCTGCACCTGCCCCTCGGGCTTCAGCGGCTC 
CACGTGTCAGCTGGACGTGGACGAATGCGCCAGCACGCCCTGCAGGAATGGCGC 
CAAATGCGTGGACCAGCCCGATGGCTACGAGTGCCGCl'GTGCCGAGGGCTTTGA 

35 GGGCACGCTGTGTGATCGCAACGTGGACGACTGCTCCCCTGACCCATGCCACCAT 
GGTCGCTGCGTGGATGGCATCGCCAGCTTCTCATGTGCCTGTGCTCCTGGCTACA 
CGGGCACACGCTGCGAGAGCCAGGTGGACGAATGCCGCAGCCAGCCCTGCCGCC 
ATGGCGGCAAATGCCTAGACCTGGTGGACAAGTACCTCTGCCGCTGCCCTTCTGG 
GACCACAGGTGTGAACTGCGAAGTGAACATTGACGACTGTGCCAGCAACCCCTG 

40 CACCTTTGGAGTCTGCCGTGATGGCATCAACCGCTACGACTGTGTCTGCCAACCT 
GGCTTCACAGGGCCCCTTTGTAACGTGGAGATCAATGAGTGTGCTTCCAGCCCAT 
GCGGCGAGGGAGGTTCCTGTGTGGATGGGGAAAATGGCTTCCGCTGCCTCTGCCC 
GCCTGGCTCCTTGCCCCCACTCTGCCTCCCCCCGAGCCATCCCTGTGCCCATGAGC 
CCTGCAGTCACGGCATCTGCTATGATGCACCTGGCGGGTTCCGCTGTGTGTGTGA 

45 GCCTGGCTGGAGTGGCCCCCGCTGCAGCCAGAGCCTGGCCCGAGACGCCTGTGA 
GTCCCAGCCGTGCAGGGCCGGTGGGACATGCAGCAGCGATGGAATGGGTTTCCA 
CTGCACCTGCCCGCCTGGTGTCCAGGGACGTCAGTGTGAACTCCTCTCCCCCTGC 
ACCCCGAACCCCTGTGAGCATGGGGGCCGCTGCGAGTCTGCCCCTGGCCAGCTGC 
CTGTCTGCTCCTGCCCCCAGGGCTGGCAAGGCCCACGATGCCAGCAGGATGTGG 
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ACGAGTGTGCTGGCCCCGCACCCTGTGGCCCTCATGGTATCTGCACCAACCTGGC 
AGGGAGTTTCAGCTGCACCTGCCATGGAGGGTACACTGGCCCTTCCTGTGATCAG 
GACATCAATGACTGTGACCCCAACCCATGCCTGAACGGTGGCTCGTGCCAAGAC 
GGCGTGGGCTCCTTTTCCTGCTCCTGCCTCCCTGGTTTCGCCGGCCCACGATGCGC 
5 CCGCGATGTGGATGAGTGCCTGAGCAACCCCTGCGGCCCGGGCACCTGTACCGA 
CCACGTGGCCTCCTTCACCTGCACCTGCCCGCCGGGCTACGGAGGCTTCCACTGC 
GAACAGGACCTGCCCGACTGCAGCCCCAGCTCCTGCTTCAATGGCGGGACCTGTG 
TGGACGGCGTGAACTCGTTCAGCTGCCTGTGCCGTCCCGGCTACACAGGAGCCCA 
CTGCCAACATGAGGCAGACCCCTGCCTCTCGCGGCCCTGCCTACACGGGGGCGTC 

1 0 TGCAGCGCCGCCCACCCTGGCTTCCGCTGCACCTGCCTCGAGAGCTTCACGGGCC 
CGCAGTGCCAGACGCTGGTGGATTGGTGCAGCCGCCAGCCTTGTCAAAACGGGG 
GTCGCTGCGTCCAGACTGGGGCCTATTGCCTTTGTCCCCCTGGATGGAGCGGACG 
CCTCTGTGACATCCGAAGCTTGCCCTGCAGGGAGGCCGCAGCCCAGATCGGGGT 
GCGGCTGGAGCAGCTGTGTCAGGCGGGTGGGCAGTGTGTGGATGAAGACAGCTC 

1 5 CCACTACTGCGTGTGCCCAGAGGGCCGTACTGGTAGCCACTGTGAGCAGGAGGT 
GGACCCCTGCTTGGCCCAGCCCTGCCAGCATGGGGGGACCTGCCGTGGCTATATG 
GGGGGCTACATGTGTGAGTGTCTTCCTGGCTACAATGGTGATAACTGTGAGGACG 
ACGTGGACGAGTGTGCCTCCCAGCCCTGCCAGCACGGGGGTTCATGCATTGACCT 
CGTGGCCCGCTATCTCTGCTCCTGTCCCCCAGGAACGCTGGGGGTGCTCTGCGAG 

20 ATTAATGAGGATGACTGCGGCCCAGGCCCACCGCTGGACTCAGGGCCCCGGTGC 
CTACACAATGGCACCTGCGTGGACCTGGTGGGTGGTTTCCGCTGCACCTGTCCCC 
CAGGATACACTGGTTTGCGCTGCGAGGCAGACATCAATGAGTGTCGCTCAGGTG 
CCTGCCACGCGGCACACACCCGGGACTGCCTGCAGGACCCAGGCGGAGGTTTCC 
GTTGCCTTTGTCATGCTGGCTTCTCAGGTCCTCGCTGTCAGACTGTCCTGTCTCCC 

25 TGCGAGTCCCAGCCATGCCAGCATGGAGGCCAGTGCCGTCCTAGCCCGGGTCCTG 
GGGGTGGGCTGACCTTCACCTGTCACTGTGCCCAGCCGTTCTGGGGTCCGCGTTG 
CGAGCGGGTGGCGCGCTCCTGCCGGGAGCTGCAGTGCCCGGTGGGCGTCCCATG 
CCAGCAGACGCCCCGCGGGCCGCGCTGCGCCTGCCCCCCAGGGTTGTCGGGACC 
CTCCTGCCGCAGCTTCCCGGGGTCGCCGCCGGGGGCCAGCAACGCCAGCTGCGC 

30 GGCCGCCCCCTGTCTCCACGGGGGCTCCTGCCGCCCCGCGCCGCTCGCGCCCTTC 
TTCCGCTGCGCTTGCGCGCAGGGCTGGACCGGGCCGCGCTGCGAGGCGCCCGCC 
GCGGCACCCGAGGTCTCGGAGGAGCCGCGGTGCCCGCGCGCCGCCTGCCAGGCC 
AAGCGCGGGGACCAGCGCTGCGACCGCGAGTGCAACAGCCCAGGCTGCGGCTGG 
GACGGCGGCGACTGCTCGCTGAGCGTGGGCGAeGGCTGGCGGCAATGCGAGGCG 

35 CTGCAGTGCTGGCGCCTCTTCAACAACAGCCGCTGCGACCCCGCCTGCAGCTCGC 
CCGCCTGCCTCTACGACAACTTCGACTGCCACGCCGGTGGCCGCGAGCGCACTTG 
CAACCCGGTGTACGAGAAGTACTGCGCCGACCACTTTGCCGACGGCCGCTGCGA 
CCAGGGCTGCAACACGGAGGAGTGCGGCTGGGATGGGCTGGATTGTGCCAGCGA 
GGTGCCGGCCCTGCTGGCCCGCGGCGTGCTGGTGCTCACAGTGCTGCTGCCGCCG 

40 GAGGAGCTACTGCGTTCCAGCGCCGACTTTCTGCAGCGGCTCAGCGCCATCCTGC 
GCACCTCGCTGCGCTTCCGCCTGGACGCGCACGGCCAGGCCATGGTCTTCCCTTA 
CCACCGGCCTAGTCCTGGCTCCGAACCCCGGGCCCGTCGGGAGCTGGCCCCCGA 
GGTGATCGGCTCGGTAGTAATGCTGGAGATTGACAACCGGCTCTGCCTGCAGTCG 
CCTGAGAATGATCACTGCTTCCCCGATGCCCAGAGCGCCGCTGACTACCTGGGAG 

45 CGTTGTCAGCGGTGGAGCGCCTGGACTTCCCGTACCCACTGCGGGACGTGCGGG 
GGGAGCCGCTGGAGCCTCCAGAACCCAGCGTCCCGCTGCTGCCACTGCTAGTGG 
CGGGCGCTGTCTTGCTGCTGGTCATTCTCGTCCTGGGTGTCATGGTGGCCCGGCG 
CAAGCGCGAGCACAGCACCCTCTGGTTCCCTGAGGGCTTCTCACTGCACAAGGAC 
GTGGCCTCTGGTCACAAGGGCCGGCGGGAACCCGTGGGCCAGGACGCGCTGGGC 
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ATGAAGAACATGGCCAAGGGTGAGAGCCTGATGGGGGAGGTGGCCACAGACTG 
GATGGACACAGAGTGCCCAGAGGCCAAGCGGCTAAAGGTAGAGGAGCCAGGCA 
TGGGGGCTGAGGAGGCTGTGGATTGCCGTCAGTGGACTCAACACCATCTGGTTGC 
TGCTGACATCCGCGTGGCACCAGCCATGGCACTGACACCACCACAGGGCGACGC 
5 AGATGCTGATGGCATGGATGTCAATGTGCGTGGCCCAGATGGCTTCACCCCGCTA 
ATGCTGGCTTCCTTCTGTGGGGGGGCTCTGGAGCCAATGCCAACTGAAGAGGATG 
AGGCAGATGACACATCAGCTAGCATCATCTCCGACCTGATCTGCCAGGGGGCTC 
AGCTTGGGGCACGGACTGACCGTACTGGCGAGACTGCTTTGCACCTGGCTGCCCG 
TTATGCCCGTGCTGATGCAGCCAAGCGGCTGCTGGATGCTGGGGCAGACACCAA 

1 0 TGCCCAGGACCACTCAGGCCGCACTCCCCTGCACACAGCTGTCACAGCCGATGCC 
CAGGGTGTCTTCCAGATTCTCATCCGAAACCGCTCTACAGACTTGGATGCCCGCA 
TGGCAGATGGCTCAACGGCACTGATCCTGGCGGCCCGCCTGGCAGTAGAGGGCA 
TGGTGGAAGAGCTCATCGCCAGCCATGCTGATGTCAATGCTGTGGATGAGCTTGG 
GAAATCAGCCTTACACTGGGCTGCGGCTGTGAACAACGTGGAAGCCACTTTGGC 

1 5 CCTGCTCAAAAATGGAGCCAATAAGGACATGCAGGATAGCAAGGAGGAGACCCC 
CCTATTCCTGGCCGCCCGCGAGGGCAGCTATGAGGCTGCCAAGCTGCTGTTGGAC 
CACTTTGCCAACCGTGAGATCACCGACCACCTGGACAGGCTGCCGCGGGACGTA 
GCCCAGGAGAGACTGCACCAGGACATCGTGCGCTTGCTGGATCAACCCAGTGGG 
CCCCGCAGCCCCCCCGGTCCCCACGGCCTGGGGCCTCTGCTCTGTCCTCCAGGGG 

20 CCTTCCTCCCTGGCCTCAAAGCGGCACAGTCGGGGTCCAAGAAGAGCAGGAGGC 
CCCCCGGGAAGGCGGGGCTGGGGCCGCAGGGGCCCCGGGGGCGGGGCAAGAAG 
CTGACGCTGGCCTGCCCGGGCCCCCTGGCTGACAGCTCGGTCACGCTGTCGCCCG 
TGGACTCGCTGGACTCCCCGCGGCCTTTCGGTGGGCCCCCTGCTTCCCCTGGTGG 
CTTCCCCCTTGAGGGGCCCTATGCAGCTGCCACTGCCACTGCAGTGTCTCTGGCA 

25 CAGCTTGGTGGCCCAGGCCGGGCAGGTCTAGGGCGCCAGCCCCCTGGAGGATGT 
GTACTCAGCCTGGGCCTGCTGAACCCTGTGGCTGTGCCCCTCGATTGGGCCCGGC 
TGCCCCCACCTGCCCCTCCAGGCCCCTCGTTCCTGCTGCCACTGGCGCCGGGACC 
CCAGCTGCTCAACCCAGGGACCCCCGTCTCCCCGCAGGAGCGGCCCCCGCCTTAC 
CTGGCAGTCCCAGGACATGGCGAGGAGTACCCGGTGGCTGGGGCACACAGCAGC 

30 CCCCCAAAGGCCCGCTTCCTGCGGGTTCCCAGTGAGCACCCTTACCTGACCCCAT 
CCCCCGAATCCCCTGAGCACTGGGCCAGCCCCTCACCTCCCTCCCTCTCAGACTG 
GTCCGAATCCACGCCTAGCCCAGCCACTGCCACTGGGGCCATGGCCACCACCACT 
GGGGCACTGCCTGCCCAGCCACTTCCCTTGTCTGTTCCCAGCTCCCTTGCTCAGGC 
CCAGAeeCAGCTGGGGCGCCAGCCGGAAGTTACCCCCAAGAGGCAAGTGTTGGC 

35 CTGAGACGCTCGTCAGTTCTTAGATCTTGGGGGCCTAAAGAGACCCCCGTCCTGC 
CTCCTITCTrTCTCTGTCTCTTCCTTCCITrTAGTCTTTTTCATCCTCTTCTCTTT 
ACCAACCCTCCTGCATCCTTGCCTTGCAGCGTGACCGAGATAGGTCATCAGCCCA 
GGGCTTCAGTCTTCCTTTATTTATAATGGGTGGGGGCTACCACCCACCCTCTCAGT 
CTTGTGAAGAGTCTGGGACCTCCTTCTTCCCCACTTCTCTCTTCCCTCATTCCTTTC 

40 TCTCTCCTTCTGGCCTCTCATTTCCTTACACTCTGACATGAATGAATTATTATTATT 
TTTCTTTTTCTTTTTTTTTTTACATT^ 

TATTATTATTATTTTTTACAAAATATATATATGGAGATGCTCCCTCCCCCTGTGAA 
CCCCCCAGTGCCCCCGTGGGGCTGAGTCTGTGGGCCCATTCGGCCAAGCTGGATT 
CTGTGTACCTAGTACACAGGCATGACTGGGATCCCGTGTACCGAGTACACGACCC 
45 AGGTATGTACCAAGTAGGCACCCTTGGGCGCACCCACTGGGGCCAGGGGTCGGG 
GGAGTGTTGGGAGCCTCCTCCCCACCCCACCTCCCTCACTTCACTGCATTCCAGA 
TTGGACATGTTCCATAGCCTTGCTGGGGAAGGGCCCACTGCCAACTCCCTCTGCC 
CCAGCCCCACCCTTGGCCATCTCCCTTTGGGAACTAGGGGGCTGCTGGTGGGAAA 
TGGGAGCCAGGGCAGATGTATGCATTCCTTTATGTCCCTGTAAATGTGGGACTAC 
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AAGAAGAGGAGCTGCCTGAGTGGTACITTCTCTTCCTGGTAATCCTCTGGCCCAG 
CCTTATGGCAGAATAGAGGTATTITrAGGCTATTTTTGTAATATGGCTTCTGGTCA 
AAATCCCTGTGTAGCTGAATTCCCAAGCCCTGCATTGTACAGCCCCCCACTCCCC 
TCACCACCTAATAAAGGAATAGTTAACACTCAAAAAAAAAAAAAAAAAAA 

5 

SEQIDNO: 87 

gi|36610|emb|X5 1417.1|HSSTHOR2 Human mRNA for steroid hormone receptor nERR2 

CTCCTCCAACTGGGAATGCTAAAACGGGACTGATGGACGTGTCCGAACTCTGCAT 

CCCGGACCCCCTCGGCTACCACAACCAGTAGGTTGCTGAACCGAATGTCGTCCGA 

1 0 AGACAGGCACCTGGGCTCTAGCTGCGGCTCCTTCATCAAGACGGAGCCATCTAGC 
CCATCCTCGGGCATTGATGCCCTCAGCCACCACAGCCCCAGCGGCTCGTCGGACG 
CCAGCGGTGGCTTTGGCATGGCCCTGGGCACCCACGCCAACGGTCTGGACTCTCC 
GCCTATGTTCGCAGGTGCGGGGCTGGGAGGCAACCCGTGTCGCAAGAGCTACGA 
GGACTGTACTAGCGGTATCATGGAGGACTCGGCCATCAAGTGCGAGTACATGCTT 

1 5 AACGCCATCCCCAAGCGCCTGTGCCTCGTGTGCGGGGACATTGCTTCTGGCTACC 
ACTATGGAGTGGCCTCCTGCGAGGCTTGCAAGGCGTTCTTCAAGAGAACCATTCA 
AGGAAACATCGAATACAGCTGCCCTGCCACCAACGAGTGTGAGATCACCAAACG 
GAGGCGCAAGTCCTGTCAGGCCTGCCGGTTCATGAAATGCCTCAAAGTGGGGAT 
GCTGAAGGAAGGCGTGCGCCTTGACCGGGTGCGAGGAGGCCGCCAGAAGTACAA 

20 GAGACGGCTGGATTCGGAGAACAGCCCCTACCTGAGCTTACAGATTTCCCCGCCT 
GCTAAAAAGCCATTGACTAAGATTGTCTCGTATCTACTGGTGGCCGAGCCGGACA 
AGCTGTACGCTATGCCTCCCGACGATGTGCCTGAAGGGGATATCAAGGCCCTGAC 
CACTCTCTGTGACTTGGCAGATCGGGAGCTTGTGTTCCTCATTAGCTGGGCCAAG 
CACATCCCAGGTTTCTCCAACCTGACACTCGGGGACCAGATGAGCCTGCTGCAGA 

25 GTGCCTGGATGGAGATCCTCATCCTGGGCATCGTGTACCGCTCGCTTCCCTATGA 
TGACAAGCTGGCATACGCGGAGGACTATATCATGGATGAGGAACACTCTCGCCT 
GGTGGGGCTGCTGGAGCTTTACCGAGCCATCTTGCAGCTCGTACGCAGGTACAAG 
AAGCTCAAGGTGGAGAAGGAAGAGTTTGTGATGCTCAAAGCCCTGGCCCTTGCC 
AACTCAGATTCAATGTACATCGAGAACCTGGAGGCTGTGCAGAAGCTTCAGGAC 

30 CTGCTGCATGAGGCGCTGCAGGACTATGAGCTGAGCCAGCGCCATGAGGAGCCA 
CGGAGGGCGGGCAAGCTGCTGTTGACACTGCCCCTGCTGCGGCAGACGGCAGCC 
AAAGCCGTCCAGCACTTCTACAGTGTGAAACTGCAGGGCAAGGTGCCCATGCAC 
AAACTCTTCCTGGAGATGOTGGAGGCCAAGGTGTGATGGCCCCGCATGCAGACG 
GATGGACACGATCCACATGGAGACTTCCACGGCCACCAGCCTCGACHTCTCACA 

35 CCTGCATCGGGGCTCTGAGCTGTCCCAGAAGAAGGGGTTTCTTGCTTCCTGGCCA 
TGTGCAGACTCCTGGGGGGCAGCAGATGGGGAGATGGGGATGGGAGGGTGGGG 
GCGGGGGGCTCATCTGTCACCCGAATTTTCTTTGGTATTTTTTTTTTTCCTTCTCCA 
TGGGCAGTGCTAAGGCTTGGGCCGGGGCTGACTTCCCTTAGGGCTGGAGACCAC 
GGGAGGAAGCATCCCTTCCTGCAAGGGATCCATTTCTGGACCACTCCATATTTAG 

40 GACCTGGAGGTACCTGGATGGGCAGGGCTTAGTGCCCAGGGCCCAAGAGACTTA 
GATTGGGTGCTCCTGAAGGTGTTGGTATCACAGAGGGCAGGCCCTTGGAACAGG 
AGGTCTCTGTGGCCTCTCCTGGGGCTCTGTGCCTCCTCAGTCTAGCTGTCTCCCTC 
CCCTTCCCCCTTTCTTGTCCTAGTACATCCAGCTCTCAGTGGATGCTCCTGCTAGA 
GTAGCCACATCCCCACCACTAAGAGGCCCCTCCCCTGCTTCCTGCCCCTACCTCA 

45 GCCAGCTGAGGTAACTCCAGGACATGCACCTGGGAACTCGCTGGCTCAGAAAAG 
AGTTGGGTCCTATACCCACCCTTGCCTGTTGTTTCTCCTAATCCTCTTGGGCATGG 
CGAGTCTAGAAACCTATGGA 
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SEQ ID NO: 88 

>gi|1220312|gb|L76191.1|HUMIlR Homo sapiens interleukin-1 receptor-associated kinase 
(IRAK) mRNA, complete cds 

CGCGGACCCGGCCGGCCCAGGCCCGCGCCCGCCGCGGCCCTGAGAGGCCCCGGC 
5 AGGTCCCGGCCCGGCGGCGGCAGCCATGGCCGGGGGGCCGGGCCCGGGGGAGC 
CCGCAGCCCCCGGCGCCCAGCACTTCTTGTACGAGGTGCCGCCCTGGGTCATGTG 
CCGCTTCTACAAAGTGATGGACGCCCTGGAGCCCGCCGACTGGTGCCAGTTCGCC 
GCCCTGATCGTGCGCGACCAGACCGAGCTGCGGCTGTGCGAGCGCTCCGGGCAG 
CGCACGGCCAGCGTCCTGTGGCCCTGGATCAACCGCAACGCCCGTGTGGCCGAC 

10 CTCGTGCACATCCTCACGCACCTGCAGCTGCTCCGTGCGCGGGACATCATCACAG 
CCTGGCACCCTCCCGCCCCGCTTCCGTCCCCAGGCACCACTGCCCCGAGGCCCAG 
CAGCATCCCTGCACCCGCCGAGGCCGAGGCCTGGAGCCCCCGGAAGTTGCCATC 
CTCAGCCTCCACCTTCCTCTCCCCAGCTTTTCCAGGCTCCCAGACCCATTCAGGGC 
CTGAGCTCGGCCTGGTTCCAAGCCCTGCTTCCCTGTGGCCTCCACCGCCATCTCCA 

1 5 GCCCCTTCTTCTACCAAGCCAGGCCCAGAGAGCTCAGTGTCCCTCCTGCAGGGAG 
CCCGCCCCTCTCCGTTTTGCTGGCCCCTCTGTGAGATTTCCCGGGGCACCCACAAC 
TTCTCGGAGGAGCTCAAGATCGGGGAGGGTGGCTTTGGGTGCGTGTACCGGGCG 
GTGATGAGGAACACGGTGTATGCTGTGAAGAGGCTGAAGGAGAACGCTGACCTG 
GAGTGGACTGCAGTGAAGCAGAGCTTCCTGACCGAGGTGGAGCAGCTGTCCAGG 

20 TTTCGTCACCCAAACATTGTGGACTTTGCTGGCTACTGTGCTCAGAACGGCTTCTA 
CTGCCTGGTGTACGGCTTCCTGCCCAACGGCTCCCTGGAGGACCGTCTCCACTGC 
CAGACCCAGGCCTGCCCACCTCTCTCCTGGCCTCAGCGACTGGACATCCTTCTGG 
GTACAGCCCGGGCAATTCAGTTTCTACATCAGGACAGCCCCAGCCTCATCCATGG 
AGACATCAAGAGTTCCAACGTCCTTCTGGATGAGAGGCTGACACCCAAGCTGGG 

25 AGACTTTGGCCTGGCCCGGTTCAGCCGCTTTGCCGGGTCCAGCCCCAGCCAGAGC 
AGCATGGTGGCCCGGACACAGACAGTGCGGGGCACCCTGGCCTACCTGCCCGAG 
GAGTACATCAAGACGGGAAGGCTGGCTGTGGACACGGACACCTTCAGCTTTGGG 
GTGGTAGTGCTAGAGACCTTGGCTGGTCAGAGGGCTGTGAAGACGCACGGTGCC 
AGGACCAAGTATCTGAAAGACCTGGTGGAAGAGGAGGCTGAGGAGGCTGGAGT 

30 GGCTTTGAGAAGCACCCAGAGCACACTGCAAGCAGGTCTGGCTGCAGATGCCTG 
GGCTGCTCCCATCGCCATGCAGATCTACAAGAAGCACCTGGACCCCAGGCCCGG 
GCCCTGCCCACCTGAGCTGGGCCTGGGCCTGGGCCAGCTGGCCTGCTGCTGCCTG 
CACCGCCGGGCCAAAAGGAGGCCTCCTATGACCCAGGTGTACGAGAGGCTAGAG 
' ^ A^GCTGGAGGCAGTGGTGGCGGGGGTGCCCGGGCATTTGGAGGCCGCCAGCTGe 

35 ATCCCCCCTTCCCCGCAGGAGAACTCCTACGTGTCCAGCACTGGCAGAGCCCACA 
GTGGGGCTGCTCCATGGCAGCCCCTGGCAGCGCCATCAGGAGCCAGTGCCCAGG 
CAGCAGAGCAGCTGCAGAGAGGCCCCAACCAGCCCGTGGAGAGTGACGAGAGC 
CTAGGCGGCCTCTCTGCTGCCCTGCGCTCCTGGCACTTGACTCCAAGCTGCCCTCT 
GGACCCAGCACCCCTCAGGGAGGCCGGCTGTCCTCAGGGGGACACGGCAGGAGA 

40 ATCGAGCTGGGGGAGTGGCCCAGGATCCCGGCCCACAGCCGTGGAAGGACTGGC 
CCTTGGCAGCTCTGCATCATCGTCGTCAGAGCCACCGCAGATTATCATCAACCCT 
GCCCGACAGAAGATGGTCCAGAAGCTGGCCCTGTACGAGGATGGGGCCCTGGAC 
AGCCTGCAGCTGCTGTCGTCCAGCTCCCTCCCAGGCTTGGGCCTGGAACAGGACA 
GGCAGGGGCCCGAAGAAAGTGATGAATTTCAGAGCTGATGTGTTCACCTGGGCA 

45 GATCCCCCAAATCCGGAAGTCAAAGTTCTCATGGTCAGAAGTTCTCATGGTGCAC 
GAGTCCTCAGCACTCTGCCGGCAGTGGGGGTGGGGGCCCATGCCCGCGGGGGAG 
AGAAGGAGGTGGCCCTGCTGTTCTAGGCTCTGTGGGCATAGGCAGGCAGAGTGG 
AACCCTGCCTCCATGCCAGCATCTGGGGGCAAGGAAGGCTGGCATCATCCAGTG 
AGGAGGCTGGCGCATGTTGGGAGGCTGCTGGCTGCACAGACCCGTGAGGGGAGG 
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AGAGGGGCTGCTGTGCAGGGGTGTGGAGTAGGGAGCTGGCTCCCCTGAGAGCCA 
TGCAGGGCGTCTGCAGCCCAGGCCTCTGGCAGCAGCTCTTTGCCCATCTCTTTGG 
ACAGTGGCCACCCTGCACAATGGGGCCGACGAGGCCTAGGGCCCTCCTACCTGC 
TTACAATTTGGAAAAGTGTGGCCGGGTGCGGTGGCTCACGCCTGTAATCCCAGCA 
5 CTTTGGGAGGCCAAGGCAGGAGGATCGCTGGAGCCCAGTAGGTCAAGACCAGCC 

GGCGTGGTAGCGCACGCCTGTGGTCCCAGCTGCTGGGGAGGCTGAAGTAGGAGG 
ATCATTTATGCTTGGGAGGTCGAGGCTGCAGTGAGTCATGATTGTATGACTGCAC 
TCCAGCCTGGGTGACAGAGCAAGACCCTGTTTCAAAAAGAAAAACCCTGGGAAA 

1 0 AGTGAAGTATGGCTGTAAGTCTCATGGTTCAGTCCTAGCAAGAAGCGAGAATTCT 
GAGATCCTCCAGAAAGTCGAGCAGCACCCACCTCCAACCTCGGGCCAGTGTCTTC 
AGGCTTTACTGGGGACCTGCGAGCTGGCCTAATGTGGTGGCCTGCAAGCCAGGC 
CATCCCTGGGCGCCACAGACGAGCTCCGAGCCAGGTCAGGCTTCGGAGGCCACA 
AGCTCAGCCTCAGGCCCAGGCACTGATTGTGGCAGAGGGGCCACTACCCAAGGT 

1 5 CTAGCTAGGCCCAAGACCTAGTTACCCAGACAGTGAGAAGCCCCTGGAAGGCAG 
AAAAGTTGGGAGCATGGCAGACAGGGAAGGGAAACATTTTCAGGGAAAAGACA 
TGTATCACATGTCTTCAGAAGCAAGTCAGGTTTCATGTAACCGAGTGTCCTCTTG 
CGTGTCCAAAAGTAGCCCAGGGCTGTAGCACAGGCTTCACAGTGATTTTGTGTTC 
AGCCGTGAGTCACACTACATGCCCCCGTGAAGCTGGGCATTGGTGACGTCCAGGT 

20 TGTCCTTGAGTAATAAAAACGTATGTTCCCTAAAAAAAAAAAAAGGAATTC 

SEQ ID NO: 89 

>gi|821647|gb|R43734.1|R43734yg20elO.sl Soares infant brain 1NIB Homo sapiens cDNA 
clone IMAGE:32609 3' 

25 TTTTTTTTTGTGTGCAAGTGTTTATTTGGAATCCCTTCTATTTTATTAGAAACAGA 
AACAGTAATTTCACCAGTAGGAAjT'GCGTGTGCTCTCAATACAAGTAAGTTTGCC 
ACTCCTTCAATTGTTGTCCATTGCAGACACTTTGGATTCAAGGTTAAGAATCCAA 
ATGAGAAATAAGAAATATCCGGTCCCTGATGATTCGTTTAAGTCCTGTTCAACTC 
GATGGAAAGCTTCCACCCGAAGGAAGGAGTTACTGTTCCTCCTGGGCTGGGCTTT 

30 GTGTTTCTTTCAGTGCTCTAAAGGAACTTTGTATTTGGGGCAGCTGTGCTCTGGTC 
ATGTCAGGGCTGGCTGGGACAGGGAGTTTGGATGGCTTACGGGCGGCCGCTGGA 
CCGGGGGCTGGCTTTTTACTTGAAGGCTTCACTGGGGGTGTTCCATTCAATTCAC 
:.AA\GTGGGGCGTTNTGCAGGCCNGTGGAAGGGTTTTGCNGGGGGNTT 

35 SEQ ID NO: 90 

>gi|34627|emb|X0448 1 . 1 |HSMH3C2R Human mRNA for complement component C2 
GGCTCTCTACCTCTCGCCGCCCCTAGGGAGGACACCATGGGCCCACTGATGGTTC 
TTTTTTGCCTGCTGTTCCTGTACCCAGGTCTGGCAGACTCGGCTCCCTCCTGCCCT 
CAGAACGTGAATATCTCGGGTGGCACCTTCACCCTCAGCCATGGCTGGGCTCCTG 

40 GGAGCCTTCTCACCTACTCCTGCCCCCAGGGCCTGTACCCATCCCCAGCATCACG 
GCTGTGCAAGAGCAGCGGACAGTGGCAGACCCCAGGAGCCACCCGGTCTCTGTC 
TAAGGCGGTCTGCAAACCTGTGCGCTGTCCAGCCCCTGTCTCCTTTGAGAATGGC 
ATTTATACCCCACGGCTGGGGTCCTATCCCGTGGGTGGCAATGTGAGCTTCGAGT 
GTGAGGATGGCTTCATATTGCGGGGCTCGCCTGTGCGTCAGTGTCGCCCCAACGG 

45 CATGTGGGATGGAGAAACAGCTGTGTGTGATAATGGGGCTGGCCACTGCCCCAA 
CCCAGGCATTTCACTGGGCGCAGTGCGGACAGGCTTCCGCTTTGGTCATGGGGAC 
AAGGTCCGCTATCGCTGCTCCTCGAATCTTGTGCTCACGGGGTCTTCGGAGCGGG 
AGTGCCAGGGCAACGGGGTCTGGAGTGGAACGGAGCCCATCTGCCGCCAACCCT 
ACTCTTATGACTTCCCTGAGGACGTGGCCCCTGCCCTGGGCACTTCCTTCTCCCAC 
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ATGCTTGGGGCCACCAATCCCACCCAGAAGACAAAGGAAAGCCTGGGCCGTAAA 
ATCCAAATCCAGCGCTCTGGTCATCTGAACCTCTACCTGCTCCTGGACTGTTCGC 
AGAGTGTGTCGGAAAATGACTTTCTCATCTTCAAGGAGAGCGCCTCCCTCATGGT 
GGACAGGATCTTCAGCTTTGAGATCAATGTGAGCGTTGCCATTATCACCTTTGCC 
5 TCAGAGCCCAAAGTCCTCATGTCTGTCCTGAACGACAACTCCCGGGATATGACTG 
AGGTGATCAGCAGCCTGGAAAATGCCAACTATAAAGATCATGAAAATGGAACTG 
GGACTAACACCTATGCGGCCTTAAACAGTGTCTATCTCATGATGAACAACCAAAT 
GCGACTCCTCGGCATGGAAACGATGGCCTGGCAGGAAATCCGACATGCCATCAT 
CCTTCTGACAGATGGAAAGTCCAATATGGGTGGCTCTCCCAAGACAGCTGTTGAC 

10 CATATCAGAGAGATCCTGAACATCAACCAGAAGAGGAATGACTATCTGGACATC 
TATGCCATCGGGGTGGGCAAGCTGGATGTGGACTGGAGAGAACTGAATGAGCTA 
GGGTCCAAGAAGGATGGTGAGAGGCATGCCTTCATTCTGCAGGACACAAAGGCT 
CTGCACCAGGTCTTTGAACATATGCTGGATGTCTCCAAGCTCACAGACACCATCT 
GCGGGGTGGGGAACATGTCAGCAAACGCCTCTGACCAGGAGAGGACACCCTGGC 

1 5 ATGTCACTATTAAGCCCAAGAGCCAAGAGACCTGCCGGGGGGCCCTCATCTCCG 
ACCAATGGGTCCTGACAGCAGCTCATTGCTTCCGCGATGGCAACGACCACTCCCT 
GTGGAGGGTCAATGTGGGAGACCCCAAATCCCAGTGGGGCAAAGAATTGCTTAT 
TGAGAAGGCGGTGATCTCCCCAGGGTTTGATGTCTTTGCCAAAAAGAACCAGGG 
AATCCTGGAGTTCTATGGTGATGACATAGCTCTGCTGAAGCTGGCCCAGAAAGTA 

20 AAGATGTCCACCCATGCCAGGCCCATCTGCCTTCCCTGCACGATGGAGGCCAATC 
TGGCTCTGCGGAGACCTCAAGGCAGCACCTGTAGGGACCATGAGAATGAACTGC 
TGAACAAACAGAGTGTTCCTGCTCATTTTGTCGCCTTGAATGGGAGCAAACTGAA 
CATTAACCTTAAGATGGGAGTGGAGTGGACAAGCTGTGCCGAGGTTGTCTCCCA 
AGAAAAAACCATGTTCCCCAACTTGACAGATGTCAGGGAGGTGGTGACAGACCA 

25 GTTCCTATGCAGTGGGACCCAGGAGGATGAGAGTCCCTGCAAGGGAGAATCTGG 
GGGAGCAGTTTTCCTTGAGCGGAGATTCAGGTTTTTTCAGGTGGGTCTGGTGAGC 
TGGGGTCTTTACAACCCCTGCCTTGGCTCTGCTGACAAAAACTCCCGCAAAAGGG 
CCCCTCGTAGCAAGGTCCCGCCGCCACGAGACTTTCACATCAATCTCTTCCGCAT 
GCAGCCCTGGCTGAGGCAGCACCTGGGGGATGTCCTGAATTTTTTACCCCTCTAG 

30 CCATGGCCACTGAGCCCTCTGCTGCCCTGCCAGAATCTGCCGCCCCTCCATCTTCT 
ACCTCTGAATGGCCACCCTTAGACCCTGTGATCCATCCTCTCTCCTAGCTGAGTA 
AATCCGGGTCTCTAGGATGCCAGAGGCAGCGCACACAAGCTGGGAAATCCTCAG 
GGCTCCTACCAGCAGGACTGCCTCGCTGCCCCACCTCCCGCTCCTTGGCCTGTCC 
-•^ - CCAGATTCCTTCCCTGGTTGACTTGACTCATGCTTGTTTCAGTTTCACATGGAATT , 

35 TCCCAGTTATGAAATTAATAAAAATCAATGGTTTCCAC 

SEQIDNO:91 

>gi|2216792|gb|AA486628.1|AA486628 abl6a05.rl Stratagene lung (#937210) Homo 
sapiens cDNA clone IMAGE:840944 5' similar to gb:M62829 EARLY GROWTH 

40 RESPONSE PROTEIN 1 (HUMAN); 

GCCAAACAGTCACTTTGTTTAAGCAAACACAAGTACAAAGTAAAATAGAACCAC 
AAAATAATGAACTGCATGTTCATAACATACAAAAATCGCCGCCTACTCAGTAGGT 
AACTACAACATTCCAACTCCTGAATATATTTATAAATTTACATTTTCAGTTAAAA 
GAATAGACTrTTGAGAGTTCAGATTTTGTTTTAGATTTTGTTTTCT^ 

45 AGAACCGAAGCTCAGCTCAGCCCTCTTCCTTATTTTGCTCCCAAAGCCTCCCCCA 
AATCATCACTCCCTGCCCCCCTTAAGGCTAGAGGTGAGCATGTCCCTCACAATTG 
CACATGTCAAGCCATCAGCAAGGCGCATCACACAAAAGGCACCAAGACGTGAAA 
CTTITTAAACCAAAAGGACGAAGAAAAAACACTTTCAAAAAAAAAAAAAA 
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SEQ ID NO: 92 

>gi|898286|gb|H27933.1|H27933 yl58e09.sl Soares breast 3NbHBst Homo sapiens cDNA 
clone IMAGE: 162472 3' similar to gb:M64572 PROTEBSf-TYROSINE PHOSPHATASE 
PTP-H1 (HUMAN); 

5 TNGGNCAATCAAAATGANGGGGTTCTTNGAATAANTNAACATCAGANTGTGTTT 
ATNTTCAGATAGNCTGGGCCNCTCCITNGAAATGCAATGGNGACCNTTGTGACTG 
GGGGTGAATGCACACNTTNGTNCTTCCNTACAG 

SEQ ID NO: 93 

1 0 >gi|340202|gb| J03258. 1 |HUMVDR Human vitamin D receptor mRNA, complete cds 

GGAACAGCTTGTCCACCCGCCGGCCGGACCAGAAGCCTTTGGGTCTGAAGTGTCT 
GTGAGACCTCACAGAAGAGCACCCCTGGGCTCCACTTACCTGCCCCCTGCTCCTT 
CAGGGATGGAGGCAATGGCGGCCAGCACTTCCCTGCCTGACCCTGGAGACTTTG 
ACCGGAACGTGCCCCGGATCTGTGGGGTGTGTGGAGACCGAGCCACTGGCTTTC 

1 5 ACTTCAATGCTATGACCTGTGAAGGCTGCAAAGGCTTCTTCAGGCGAAGCATGAA 
GCGGAAGGCACTATTCACCTGCCCCTTCAACGGGGACTGCCGCATCACCAAGGA 
CAACCGACGCCACTGCCAGGCCTGCCGGCTCAAACGCTGTGTGGACATCGGCAT 
GATGAAGGAGTTCATTCTGACAGATGAGGAAGTGCAGAGGAAGCGGGAGATGAT 
CCTGAAGCGGAAGGAGGAGGAGGCCTTGAAGGACAGTCTGCGGCCCAAGCTGTC 

20 TGAGGAGCAGCAGCGCATCATTGCCATACTGCTGGACGCCCACCATAAGACCTA 
CGACCCCACCTACTCCGACTTCTGCCAGTTCCGGCCTCCAGTTCGTGTGAATGAT 
GGTGGAGGGAGCCATCCTTCCAGGCCCAACTCCAGACACACTCCCAGCTTCTCTG 
GGGACTCCTCCTCCTCCTGCTCAGATCACTGTATCACCTCTTCAGACATGATGGA 
CTCGTCCAGCTTCTCCAATCTGGATCTGAGTGAAGAAGATTCAGATGACCCTTCT 

25 GTGACCCTAGAGCTGTCCCAGCTCTCCATGCTGCCCCACCTGGCTGACCTGGTCA 
GTTACAGGATCCAAAAGGTCATTGGCTTTGCTAAGATGATACCAGGATTCAGAGA 
CCTCACCTCTGAGGACCAGATCGTACTGCTGAAGTCAAGTGCCATTGAGGTCATC 
ATGTTGCGCTCCAATGAGTCCTTCACCATGGACGACATGTCCTGGACCTGTGGCA 
ACCAAGACTACAAGTACCGCGTCAGTGACGTGACCAAAGCCGGACACAGCCTGG 

30 AGCTGATTGAGCCCCTCATCAAGTTCCAGGTGGGACTGAAGAAGCTGAACTTGC 
ATGAGGAGGAGCATGTCCTGCTCATGGCCATCTGCATCGTCTCCCCAGATCGTCC 
TGGGGTGCAGGACGCCGCGCTGATTGAGGCCATCCAGGACCGCCTGTCCAACAC 
ACTGCAGACGTACATCCGCTGCCGCCACCCGCCCCCGGGCAGCCACCTGCTCTAT 
GCCAAGATGATCCAGAAGCTAGCCGACCTGCGCAG6GTGA\TGAGGAGCAGTCC 

35 AAGCAGTACCGCTGCCTCTCCTTCCAGCCTGAGTGCAGCATGAAGCTAACGCCCC 
TTGTGCTCGAAGTGTTTGGCAATGAGATCTCCTGACTAGGACAGCCTGTGCGGTG 
CCTGGGTGGGGCTGCTCCTCCAGGGCCACGTGCCAGGCCCGGGGCTGGCGGCTA 
CTCAGCAGCCCTCCTCACCCGTCTGGGGTTCAGCCCCTCCTCTGCCACCTCCCCTA 
TCCACCCAGCCCATTCTCTCTCCTGTCCAACCTAACCCCTTTCCTGCGGGCTTTTC 

40 CCCGGTCCCTTGAGACCTCAGCCATGAGGAGTTGCTGTTTGTTTGACAAAGAAAC 
CCAAGTGGGGGCAGAGGGCAGAGGCTGGAGGCAGGCCTTGCCCAGAGATGCCTC 
CACCGCTGCCTAAGTGGCTGCTGACTGATGTTGAGGGAACAGACAGGAGAAATG 
CATCCATTCCTCAGGGACAGAGACACCTGCACCTCCCCCCACTGCAGGCCCCGCT 
TGTCCAGCGCCTAGTGGGGTCTCCCTCTCCTGCCTTACTCACGATAAATAATCGG 

45 CCCACAGCTCCCACCCCACCCCCTTCAGTGCCCACCAACATCCCATTGCCCTGGT 
TATATTCTCACGGGCAGTAGCTGTGGTGAGGTGGGTTTTCTTCCCATCACTGGAG 
CACCAGGCACGAACCCACCTGCTGAGAGACCCAAGGAGGAAAAACAGACAAAA 
ACAGCCTCACAGAAGAATATGACAGCTGTCCCTGTCACCAAGCTCACAGTTCCTC 
GCCCTGGGTCTAAGGGGTTGGTTGAGGTGGAAGCCCTCCTTCCACGGATCCATGT 
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AGCAGGACTGAATTGTCCCCAGTTTGCAGAAAAGCACCTGCCGACCTCGTCCTCC 
CCCTGCCAGTGCCTTACCTCCTGCCCAGGAGAGCCAGCCCTCCCTGTCCTCCTCG 
GATCACCGAGAGTAGCCGAGAGCCTGCTCCCCCACCCCCTCCCCAGGGGAGAGG 
GTCTGGAGAAGCAGTGAGCCGCATCTTCTCCATCTGGCAGGGTGGGATGGAGGA 
5 GAAGAATTTTCAGACCCCAGCGGCTGAGTCATGATCTCCCTGCCGCCTCAATGTG 
GTTGCAAGGCCGCTGTTCACCACAGGGCTAAGAGCTAGGCTGCCGCACCCCAGA 
GTGTGGGAAGGGAGAGCGGGGCAGTCTCGGGTGGCTAGTCAGAGAGAGTGTTTG 
GGGGTTCCGTGATGTAGGGTAAGGTGCCTTCTTATTCTCACTCCACCACCCAAAA 
GTCAAAAGGTGCCTGTGAGGCAGGGGCGGAGTGATACAACTTCAAGTGCATGCT 

1 0 CTCTGCAGGTCGAGCCCAGCCCAGCTGGTGGGAAGCGTCTGTCCGTTTACTCCAA 
GGTGGGTCTTTGTGAGAGTGAGCTGTAGGTGTGCGGGACCGGTACAGAAAGGCG 
TTCTTCGAGGTGGATCACAGAGGCTTCTTCAGATCAATGCTTGAGTTTGGAATCG 
GCCGCATTCCCTGAGTCACCAGGAATGTTAAAGTCAGTGGGAACGTGACTGCCCC 
AACTCCTGGAAGCTGTGTCCTTGCACCTGCATCCGTAGTTCCCTGAAAACCCAGA 

1 5 GAGGAATCAGACTTCACACTGCAAGAGCCTTGGTGTCCACCTGGCCCCATGTCTC 
TCAGAATTCTTCAGGTGGAAAAACATCTGAAAGCCACGTTCCTTACTGCAGAATA 
GCATATATATCGCTTAATCTTAAATTTATTAGATATGAGTTGTTTTCAGACTCAGA 
CTCCATTTGTATTATAGTCTAATATACAGGGTAGCAGGTACCACTGATTTGGAGA 
TATTTATGGGGGGAGAACTTACATTGTGAAACTTCTGTACATTAATTATTATTGCT 

20 GTTGTTATTTTACAAGGGTCTAGGGAGAGACCCTTGTTTGATTTTAGCTGCAGAA 
CTGTATTGGTCCAGCTTGCTCTTCAGTGGGAGAAAAACACTTGTAAGTTGCTAAA 
CGAGTCAATCCCCTCATTCAGGAAAACTGACAGAGGAGGGCGTGACTCACCCAA 
GCCATATATAACTAGCTAGAAGTGGGCCAGGACAGGCCGGGCGCGGTGGCTCAC 
GCCTGTAATCCCAGCAGTTTGGGAGGTCGAGGTAGGTGGATCACCTGAGGTCGG 

25 GAGTTCGAGACCAACCTGACCAACATGGAGAAACCCTGTCTCTATTAAAAATAC 
AAAAAAAAAAAAAAAAAAAAATAGCCGGGCATGGTGGCGCAAGCCTGTAATCC 
CAGCTACTCAGGAGGCTGAGGCAGAAGAATTGAACCCAGGAGGTGGAGGTTGCA 
GTGAGCTGAGATCGTGCCGTTACTCTCCAACCTGGACAACAAGAGCGAAACTCC 
GTCTTAGAAGTGGACCAGGACAGGACCAGATTTTGGAGTCATGGTCCGGTGTCCT 

30 TTTCACTACACCATGTTTGAGCTCAGACCCCCACTCTCATTCCCCAGGTGGCTGAC 
CCAGTCCCTGGGGGAAGCCCTGGATTTCAGAAAGAGCCAAGTCTGGATCTGGGA 
CCCTTTCCTTCCTTCCCTGGCTTGTAACTCCACCAAGCCCATCAGAAGGAGAAGG 
AAGGAGACTCACCTCTGCCTCAATGTGAATCAGACCCTACCCCACCACGATGTGC 
CCTGGCTGCTGGGCTCTCCACCTCAGGCGTTGGATA^TGGTGTTGeCTCATCTATA 

35 ACATGCATTTGTCTTTGTAATGTCACCACCTTCCCAGCTCTCCCTCTGGCCCTGCT 
. TCTTCGGGGAACTCCTGAAATATCAGTTACTCAGCCCTGGGCCCCACCACCTAGG 
CCACTCCTCCAAAGGAAGTCTAGGAGCTGGGAGGAAAAGAAAAGAGGGGAAAA 
TGAGTTTTTATGGGGCTGAACGGGGAGAAAAGGTCATCATCGATTCTACTTTAGA 
ATGAGAGTGTGAAATAGACATTTGTAAATGTAAAACTTTTAAGGTATATCATTAT 

40 AACTGAAGGAGAAGGTGCCCCAAAATGCAAGATTTTCCACAAGATTCCCAGAGA 
CAGGAAAATCCTCTGGCTGGCTAACTGGAAGCATGTAGGAGAATCCAAGCGAGG 
TCAACAGAGAAGGCAGGAATGTGTGGCAGATTTAGTGAAAGCTAGAGATATGGC 
AGCGAAAGGATGTAAACAGTGCCTGCTGAATGATTTCCAAAGAGAAAAAAAGTT 
TGCCAGAAGTTTGTCAAGTCAACCAATGTAGAAAGCTTTGCTTATGGTAATAAAA 

45 ATGGCTCATACTTATATAGCACTTACTTTGTTTGCAAGTACTGCTGTAAATAAATG 
CTTTATGCAAACC 
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SEQIDNO:94 

>gi|1716184|gb|AA146802.1|AA146802 zo41b09.rl Stratagene endothelial cell 937223 
Homo sapiens cDNA clone IMAGE:5 89433 5' similar to SW:YHGK_ECOLI P46849 
HYPOTHETICAL 15.4 KD PROTEIN IN MALT-GLPR INTERGENIC REGION ; 
5 GANGCTCAAACATTTATCTGGACTGGAAATGATTCGAGATTTGTGTGATGGGCAA 
CTGGAGGGGGCAGAAATTGGCTCAACAGAAATAACCTTTACACCAGAGAAGATC 
AAAGGTGGAATCCACACAGCAGATACCAAGACAGCAGGGAGTGTGTGCCTCTTG 
ATGCAGGTCTCAATGCCGTGTGTTCTCTTTGCTGCTTCTCCATCAGAACTTCATTT 
GAAAGGTGGAACTAATGCTGAAATGGCACCACAGATCGATTATACAGTGATGGT 
1 0 CTTCAAGCCAArrGTTGAAAAATTTGGTTTCATATTTAATTGTGACATTAAAACA 
AGGGGATATTACCCAAAAGGGGGTGGTGAAGTGATTGTTCGAATGTCACCAGTT 
AAACAATTGAACCCTATANATTTAACTGAGCGTGGCTGTGTGACTAAGATATATG 
GAAGAGCTTTCGTTGCTG 

15 SEQIDNO:95 

>gi|31 1 13|emb|X00588.1|HSEGFPRE Human mRNA for precursor of epidermal growth 
factor receptor 

GCCGCGCTGCGCCGGAGTCCCGAGCTAGCCCCGGCGCCGCCGCCGCCCAGACCG 
GACGACAGGCCACCTCGTCGGCGTCCGCCCGAGTCCCCGCCTCGCCGCCAACGCC 

20 ACAACCACCGCGCACGGCCCCCTGACTCCGTCCAGTATTGATCGGGAGAGCCGG 
AGCGAGCTCTTCGGGGAGCAGCGATGCGACCCTCCGGGACGGCCGGGGCAGCGC 
TCCTGGCGCTGCTGGCTGCGCTCTGCCCGGCGAGTCGGGCTCTGGAGGAAAAGA 
AAGTTTGCCAAGGCACGAGTAACAAGCTCACGCAGTTGGGCACTTTTGAAGATC 
ATTTTCTCAGCCTCCAGAGGATGTTCAATAACTGTGAGGTGGTCCTTGGGAATTT 

25 GGAAATTACCTATGTGCAGAGGAATTATGATCTTTCCTTCTTAAAGACCATCCAG 
GAGGTGGCTGGTTATGTCCTCATTGCCCTCAACACAGTGGAGCGAATTCCTTTGG 
AAAACCTGCAGATCATCAGAGGAAATATGTACTACGAAAATTCCTATGCCTTAGC 
AGTCTTATCTAACTATGATGCAAATAAAACCGGACTGAAGGAGCTGCCCATGAG 
AAATTTACAGGAAATCCTGCATGGCGCCGTGCGGTTCAGCAACAACCCTGCCCTG 

30 TGCAACGTGGAGAGCATCCAGTGGCGGGACATAGTCAGCAGTGACTTTCTCAGC 
AACATGTCGATGGACTTCCAGAACCACCTGGGCAGCTGCCAAAAGTGTGATCCA 
AGCTGTCCCAATGGGAGCTGCTGGGGTGCAGGAGAGGAGAACTGCCAGAAACTG 
ACCAAAATCATCTGTGCCCAGCAGTGCTCCGGGCGCTGCCGTGGCAAGTCCCCCA 
GTGACTGCTGGCACAACCAGTGTGGTGGAGGGTGiEAOAGGCCCCCGGGAGAGCG 

35 ACTGCCTGGTCTGCCGCAAATTCCGAGACGAAGCCACGTGCAAGGACACCTGCC 
CCCCACTCATGCTCTACAACCCCACCACGTACCAGATGGATGTGAACCCCGAGGG 
CAAATACAGCTTTGGTGCCACCTGCGTGAAGAAGTGTCCCCGTAATTATGTGGTG 
ACAGATCACGGCTCGTGCGTCCGAGCCTGTGGGGCCGACAGCTATGAGATGGAG 
GAAGACGGCGTCCGCAAGTGTAAGAAGTGCGAAGGGCCTTGCCGCAAAGTGTGT 

40 AACGGAATAGGTATTGGTGAATTTAAAGACTCACTCTCCATAAATGCTACGAATA 
TTAAACACTTCAAAAACTGCACCTCCATCAGTGGCGATCTCCACATCCTGCCGGT 
GGCATTTAGGGGTGACTCCTTCACACATACTCCTCCTCTGGATCCACAGGAACTG 
GATATTCTGAAAACCGTAAAGGAAATCACAGGGTTTTTGCTGATTCAGGCTTGGC 
CTGAAAACAGGACGGACCTCCATGCCTTTGAGAACCTAGAAATCATACGCGGCA 

45 GGACCAAGCAACATGGTCAGTTTTCTCTTGCAGTCGTCAGCCTGAACATAACATC 
CTTGGGATTACGCTCCCTCAAGGAGATAAGTGATGGAGATGTGATAATTTCAGGA 
AACAAAAATTTGTGCTATGCAAATACAATAAACTGGAAAAAACTGTTTGGGACC 
TCCGGTCAGAAAACCAAAATTATAAGCAACAGAGGTGAAAACAGCTGCAAGGCC 
ACAGGCCAGGTCTGCCATGCCTTGTGCTCCCCCGAGGGCTGCTGGGGCCCGGAGC 
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CCAGGGACTGCGTCTCTTGCCGGAATGTCAGCCGAGGCAGGGAATGCGTGGACA 
AGTGCAAGCTTCTGGAGGGTGAGCCAAGGGAGTTTGTGGAGAACTCTGAGTGCA 
TACAGTGCCACCCAGAGTGCCTGCCTCAGGCCATGAACATCACCTGCACAGGAC 
GGGGACCAGACAACTGTATCCAGTGTGCCCACTACATTGACGGCCCCCACTGCGT 
5 CAAGACCTGCCCGGCAGGAGTCATGGGAGAAAACAACACCCTGGTCTGGAAGTA 
CGCAGACGCCGGCCATGTGTGCCACCTGTGCCATCCAAACTGCACCTACGGATGC 
ACTGGGCCAGGTCTTGAAGGCTGTCCAACGAATGGGCCTAAGATCCCGTCCATCG 
CCACTGGGATGGTGGGGGCCCTCCTCTTGCTGCTGGTGGTGGCCCTGGGGATCGG 
CCTCTTCATGCGAAGGCGCCACATCGTTCGGAAGCGCACGCTGCGGAGGCTGCTG 

1 0 CAGGAGAGGGAGCTTGTGGAGCCTCTTACACCC AGTGGAG AAGCTCCCAACCAA 
GCTCTCTTGAGGATCTTGAAGGAAACTGAATTCAAAAAGATCAAAGTGCTGGGC 
TCCGGTGCGTTCGGCACGGTGTATAAGGGACTCTGGATCCCAGAAGGTGAGAAA 
GTTAAAATTCCCGTCGCTATCAAGGAATTAAGAGAAGCAACATCTCCGAAAGCC 
AACAAGGAAATCCTCGATGAAGCCTACGTGATGGCCAGCGTGGACAACCCCCAC 

1 5 GTGTGCCGCCTGCTGGGCATCTGCCTCACCTCCACCGTGCAACTC ATCACGCAGC 
TCATGCCCTTCGGCTGCCTCCTGGACTATGTCCGGGAACACAAAGACAATATTGG 
CTCCCAGTACCTGCTCAACTGGTGTGTGCAGATCGCAAAGGGCATGAACTACTTG 
GAGGACCGTCGCTTGGTGCACCGCGACCTGGCAGCCAGGAACGTACTGGTGAAA 
ACACCGCAGCATGTCAAGATCACAGATTTTGGGCTGGCCAAACTGCTGGGTGCG 

20 GAAGAGAAAGAATACCATGCAGAAGGAGGCAAAGTGCCTATCAAGTGGATGGC 
ATTGGAATCAATTTTACACAGAATCTATACCCACCAGAGTGATGTCTGGAGCTAC 
GGGGTGACCGTTTGGGAGTTGATGACCTTTGGATCCAAGCCATATGACGGAATCC 
CTGCCAGCGAGATCTCCTCCATCCTGGAGAAAGGAGAACGCCTCCCTCAGCCACC 
CATATGTACCATCGATGTCTACATGATCATGGTCAAGTGCTGGATGATAGACGCA 

25 GATAGTCGCCCAAAGTTCCGTGAGTTGATCATCGAATTCTCCAAAATGGCCCGAG 
ACCCCCAGCGCTACCTTGTCATTCAGGGGGATGAAAGAATGCATTTGCCAAGTCC 
TACAGACTCCAACTTCTACCGTGCCCTGATGGATGAAGAAGACATGGACGACGT 
GGTGGATGCCGACGAGTACCTCATCCCACAGCAGGGCTTCTTCAGCAGCCCCTCC 
ACGTCACGGACTCCCCTCCTGAGCTCTCTGAGTGCAACCAGCAACAATTCCACCG 

30 TGGCTTGCATTGATAGAAATGGGCTGCAAAGCTGTCCCATCAAGGAAGACAGCT 
TCTTGCAGCGATACAGCTCAGACCCCACAGGCGCCTTGACTGAGGACAGCATAG 
ACGACACCTTCCTCCCAGTGCCTGAATACATAAACCAGTCCGTTCCCAAAAGGCC 
CGCTGGCTCTGTGCAGAATCCTGTCTATCACAATCAGCCTCTGAACCCCGCGCCC 
AGCAGAGAC'SGAGAGTACGAGGACCCGCACAGCACTGCAGTGGGCAACCCCGAG 

35 TATCTCAACACTGTCCAGCCCACCTGTGTCAACAGCACATTCGACAGCCCTGCCC 
ACTGGGCCCAGAAAGGCAGCCACCAAATTAGCCTGGACAACCCTGACTACCAGC 
AGGACTTCTTTCCCAAGGAAGCCAAGCCAAATGGCATCTTTAAGGGCTCCACAGC 
TGAAAATGCAGAATACCTAAGGGTCGCGCCACAAAGCAGTGAATTTATTGGAGC 
ATGACCACGGAGGATAGTATGAGCCCTAAAAATCCAGACTCTTTCGATACCCAG 

40 GACCAAGCCACAGCAGGTCCTCCATCCCAACAGCCATGCCCGCATTAGCTCTTAG 
ACCCACAGACTGGTTTTGCAACGTTTACACCGACTAGCCAGGAAGTACTTCCACC 
TCGGGCACATTTTGGGAAGTTGCATTCCTTTGTCTTCAAACTGTGAAGCATTTACA 
GAAACGCATCCAGCAAGAATATTGTCCCTTTGAGCAGAAATTTATCTTTCAAAGA 
GK3TATATTTGAAAAAAAAAAAAAAAGTATATGTGAGGATTTTTATTGATTGGGG 

45 ATCTTGGAGTTTTTCATTGTCGCTATTGATTTTTACTTCAATGGGCTCTTCCAACA 
AGGAAGAAGCTTGCTGGTAGCACTTGCTACCCTGAGTTCATCCAGGCCCAACTGT 
GAGCAAGGAGCACAAGCCACAAGTCTTCCAGAGGATGCTTGATTCCAGTGGTTC 
TGCTTCAAGGCTTCCACTGCAAAACACTAAAGATCCAAGAAGGCCTTCATGGCCC 
CAGCAGGCCGGATCGGTACTGTATCAAGTCATGGCAGGTACAGTAGGATAAGCC 
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ACTCTGTCCCTTCCTGGGCAAAGAAGAAACGGAGGGGATGAATTCTTCCTTAGAC 
TTACTTTTGTAAAAATGTCCCCACGGTACTTACTCCCCACTGATGGACCAGTGGTT 
TCCAGTCATGAGCGTTAGACTGACTTGTTTGTCTTCCATTCCATTGTTTTGAAACT 
CAGTATGCCGCCCCTGTCTTGCTGTCATGAAATCAGCAAGAGAGGATGACACATC 
5 AAATAATAACTCGGATTCCAGCCCACATTGGATTCATCAGCATTTGGACCAATAG 
CCCACAGCTGAGAATGTGGAATACCTAAGGATAACACCGCTTTTGTTCTCGCAAA 
AACGTATCTCCTAATTTGAGGCTCAGATGAAATGCATCAGGTCCTTTGGGGCATA 
GATCAGAAGACTACAAAAATGAAGCTGCTCTGAAATCTCCTTTAGCCATCACCCC 
AACCCCCCAAAATTAGTTTGTGTTACTTATGGAAGATAGTTTTCTCCTTTTACTTC 

10 ACTTCAAAAGCTTTTTACTCAAAGAGTATATGTTCCCTCCAGGTCAGCTGCCCCC 
AAACCCCCTCCTTACGCTTTGTCACACAAAAAGTGTCTCTGCCTTGAGTCATCTAT 
TCAAGCACTTACAGCTCTGGCCACAACAGGGCATTTTACAGGTGCGAATGACAGT 
AGCATTATGAGTAGTGTGAATTCAGGTAGTAAATATGAAACTAGGGTTTGAAATT 
GATAATGCTTTCACAACATTTGCAGATGTTTTAGAAGGAAAAAAGTTCCTTCCTA 

1 5 AAATAATTTCTCTACAATTGGAAGATTGGAAGATTCAGCTAGTTAGGAGCCCATT 
TTTTCCTAATCTGTGTGTGCCCTGTAACCTGACTGGTTAACAGCAGTCCTTTGTAA 
ACAGTGTTTTAAACTCTCCTAGTCAATATCCACCCCATCCAATTTATCAAGGAAG 
AAATGGTTCAGAAAATATTTTCAGCCTACAGTTATGTTCAGTCACACACACATAC 
AAAATGTTCCTTTTGCTTTTAAAGTAATTTTTGACTCCCAGATCAGTCAGAGCCCC 

20 TACAGCATTGTTAAGAAAGTATTTGATTTTTGTCTCAATGAAAATAAAACTATAT 
TCATTTCC 

SEQ ID NO: 96 

>gi|1770395|emb|X83864.1|HSEDG3 H.sapiens EDG-3 gene 

25 AATGCCAAGTGATGGCAACTGCCTCCCGCCGCGTCTCCAGCCGGTGCGGGGAAC 
GAGACCCTGCGGAGATTACCAGTACGTGGGGAAGTTGGCGGGCAGGAATTCAGA 
ATCCATTGAGGCCTTCACTCACCACTTTCCCTCTCTCGCTGTGTTCCCAAATGTGC 
CACTTTTCTGTTGGCTCACATGCACCCATGCTCTATTTGATATTCAGGGCTCTGAA 
TTTCAAGCCAGACTCAGTCAGTGTGATTGTCACTGCTTTCCTGTCCTTCCTTTATC 

30 ATCTGTAGACTTGGGTCCCGTTTTTGCAGGTTGATGTTCTGTCTTCGCTGGGCTCT 
GGACTCACTGCTCACGAGTGCGGTGTCTGCATGGGCACTGCCCAGACATGCACTG 
TTGGTCCCTCGATGGCTGCATGGTCAGGCCTCAGGGCTCTCTGCCAGGCCGACCT 
ACAGCCCATACAGACCTGATTTCTGGGCCTGGATCCAGGGGATGCCATCTGGGA 
* AGTGCGGGATCTTGC€AeGM , GT6A€TGTAA^iACTCACCAGGGAGGTTTTAGAA^ 

35 TTGAACCGGCATCATTCAGATTCCATCCTGCTTTTTGGTCCTGAGAAAATCCTGCT 
TTTCCCTGAGTAACTGGGATAATGGGTCACCAGCTCCCATGCCCTAGATGAGGAC 
TAGTTAGCATTTTCTAGTGCCTGGAGATTTCCAGATGGAAGCTGTACTTGGGTCT 
GTGTATCTTTGTTACAGGATTCAATAATTCATGCACTGAATTTCCCTTCCCGGCAA 
CTCCAGACACCAAATCGCTTCCCATGGTGTCCCCCAATCACTTAGGAATTTAGCC 

40 TGTGTCTAAAGACCCTCTCTGCAGCCTGACGTGGCTAGCCATCCCAGTACTTCCA 
CGTTTTTCATGCCTTTCTCCAACAGCGTTGCCGTGGCCCCTTAGGCGGCGATCGTT 
TTATCAATGGTCGCTCCCTCTTTTTATCTGTTGGCAGGAGCCCTTTTTCAACGCCC 
TCGCTGGAGTCTGGCCTGCACGCCTTGCTGAATGAAGCCGGAACCTCAGCCCCGC 
TTCCCTTTGAAATGAATGTTCCTGGGGCGCCCTCTCGTGGATTTTGGAGCTAATCG 

45 TCTGTGAATGCCAAGTGATGGCAACTGCCCTCCCGCCGCGTCTCCAGCCGGTGCG 
GGGGAACGAGACCCTGCGGGAGCATTACCAGTACGTGGGGAAGTTGGCGGGCAG 
GCTGAAGGAGGCCTCCGAGGGCAGCACGCTCACCACCGTGCTCTTCTTGGTCATC 
TGCAGGTTCATCGTCTTGGAGAACCTGATGGTTTTGATTGCCATCTGGAAAAACA 
ATAAATTTCACAACCGCATGTACTTTTTCATTGGCAACCTGGCTCTCTGCGACCTG 
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CTGGCCGGCATCGCTTACAAGGTCAACATTCTGATGTCTGGCAAGAAGACGTTCA 
GCCTGTCTCCCACGGTCTGGTTCCTCAGGGAGGGCAGTATGTTCGTGGCCCTTGG 
GGCGTCCACCTGCAGCTTACTGGCCATCGCCATCGAGCGGCACTTGACAATGATC 
AAAATGAGGCCTTACGACGCCAACAAGAGGCACCGCGTCTTCCTCCTGATCGGG 
5 ATGTGCTGGCTCATTGCCTTCACGCTGGGCGCCCTGCCCATTCTGGGCTGGAACT 
GCCTGCACAATCTCCCTGACTGCTCTACCATCCTGCCCCTCTACTCCAAGAAGTA 
CATTGCCTTCTGCATCAGCATCTTCACGGCCATCCTGGTGACCATCGTGATCCTCT 
ACGCACGCATCTACTTCCTGGTGAAGTCCAGCAGCCGTAAGGTGGCCAACCACA 
ACAACTCGGAGCGGTCCATGGCACTGCTGCGGACCGTGGTGATTGTGGTGAGCG 

10 TGTTCATCGCCTGCTGGTCCCCACTCTTCATCCTCTTCCTCATTGATGTGGCCTGC 
AGGGTGCAGGCGTGCCCCATCCTCTTCAAGGCTCAGTGGTTCATCGTGTTGGCTG 
TGCTCAACTCCGCCATGAACCCGGTCATCTACACGCTGGCCAGCAAGGAGATGC 
GGCGGGCCTTCTTCCGTCTGGTCTGCAACTGCCTGGTCAGGGGACGGGGGGCCCG 
CGCCTCACCCATCCAGCCTGCGCTCGACCCAAGCAGAAGTAAATCAAGCAGCAG 

15 CAACAATAGCAGCCACTCTCCGAAGGTCAAGGAAGACCTGCCCCACACAGACCC 
CTCATCCTGCATCATGGACAAGAACGCAGCACTTCAGAATGGGATCTTCTGCAAC 
TGATCGTCTCCATGCGCCCTGCTCTGCGGCTGTGTTCTTATTTATTGCATGCGTCG 
CTTCCACAGGGGCC 

20 SEQIDNO:97 

>gi|30129|emb|X61598.1|HSCOLLIG H.sapiens mRNA for colligin (a collagen-binding 
protein) 

GGTCCTCTGTGGTGCACAGCCCACCCCCCAGCCATGCGCTCTCTCCTTCTGGGCA 
CCTTATGCCTCCTGGCTGTGGCCCTGGCAGCCGAGGTGAAGAAACCTGTAGAGGC 

25 CGCAGCCCCTGGTACTGCGGAGAAGCTGAGTTCCAAGGCGACCACACTGGCAGA 
GCCCAGCACAGGCCTGGCCTTCAGCCTGTATCAGGCAATGGCCAAGGACCAGGC 
AGTGGAGAACATCCTGGTGTCACCCGTGGTGGTGGCCTCGTCGCTGGGTCTCGTG 
TCGCTGGGCGGCAAGGCGACCACGGCGTCGCAGGCCAAGGCAGTGCTGAGCGCC 
GAGCAGCTGCGCGACGAGGAGGTGCACGCCGGCCTGGGTGAGCTGCTGCGCTCA 

30 CTCAGCAACTCGACGGCGCGCAACGTGACCTGGAAGCTGGGCAGCCGACTGTAC 
GGACCCAGCTCAGTGAGCTTCGCTGATGACTTCGTGCGCAGCAGCAAGCAGCAC 
TACAACTGCGAGCACTCCAAGATCAACTTCCCGGACAAGCGCAGCGCGCTGCAG 
TCCATCAACGAGTGGGCCGCGCAGACCACCGACGGCAAGCTGCCCGAGGTCACC 

35 CCACACTGGGATGAGAAATTCCACCACAAGATGGTGGACAACCGTGGCTTCATG 
GTGACTCGGTCCTATACTGTGGGTGTTACGATGATGCACCGGACAGGCCTCTACA 
ACTACTACGACGACGAGAAGGAGAAGCTGCAGCTGGTGGAGATGCCCCTGGCTC 
ACAAGCTCTCCAGCCTCATCATCCTCATGCCCCATCACGTGGAGCCTCTCGAGCG 
CCTTGAAAAGCTGCTAACCAAAGAGCAGCTGAAGATCTGGATGGGGAAGATGCA 

40 GAAGAAGGCTGTTGCCATCTCCTTGCCCAAGGGTGTGGTGGAGGTGACCCATGA 
CCTGCAGAAACACCTGGCTGGGCTGGGCCTGACTGAGGCCATTGACAAGAACAA 
GGCCGACTTATCACGCATGTCTGGCAAGAAGGATCTGTACCTGGCCAGTGTGTTC 
CACGCCACCGCCTTTGAGTTGGACACAGATGGCAACCCCTTTGACCAGGACATCT 
ACGGGCGCGAGGAGCTGCGCAGCCCCAAGCTGTTCTACGCCGACCACCCCTTCAT 

45 CTTCCTGGTGCGGGACACCCAAAGCGGCTCCCTGCTATTCATTGGGCGCCTGGTC 
CGGCTCAAGGGTGACAAGATGCGAGACGAGTTATAGGGCCTCAGGGTGCACACA 
GGATGGCAGGAGGCATCCAAAGGCTCCTGAGACACATGGGTGCTATTGGGGTTG 
GGGGGGAGGTGAGGTACCAGCCTTGGATACTCCATGGAATTCGAGCTCCACTTG 
GACATGGGCCCCAGATACCATGATGCTGAGCCCGGAAACTCCACATCCTGTGGG 
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ACCTGGGCCATAGTCATTCTGCCTGCCCTGAAAGTCCCAGATCAAGCCTGCCTCA 
ATCAGTATTCATATTTATAGCCAGGTACCTTCTCACCTGTGAGACCAAATTGAGC 
TCGGGGGGTCAGCCAGCCCTCTTCTGACACTAAAACACCTCAGCTGCCTCCCCAG 
CTCTATCCCAACCTCTCCCAACTATAAAACTAGGTGCTGCAGCCTGGGACCAGGC 
5 ACCCCCAGAATGACCTGGCCGCAGTGAGGCGATTGAGAAGGAGCTCCCAGGAGG 
GGCTTCTGGGAAGACCCTGGTCAAGAAGCATCGTCTGGCGTTGTGGGGATGAAC 
TTTITGTITTGTTTCTTCCTTTTTTAGTTCTTCAAGGAATGGGGGGCCAGGGGGGC 
AATGAGCCTTTGTTGCTAATCAAATCCGGGACTTGTTTGTACGTTTTTTTTTCTCA 
CTGAAACCTTTTCCAGTGCCAAAAAAAAA 

10 

SEQIDNO: 98 

>gi|1673574|gb|U76549.1|HSU76549 Human cytokeratin 8 mRNA, complete cds 

CACTCCTGCCTCCACCATGTCCATCAGGGTGACCCAGAAGTCCTACAAGGTGTCC 

ACCTCTGGCCCCCGGGCCTTCAGCAGCCGCTCCTACACGAGTGGGCCCGGTTCCC 

1 5 GCATCAGCTCCTCGAGCTTCTCCCGAGTGGGCAGCAGCAACTTTCGCGGTGGCCT 
GGGCGGCGGCTATGGTGGGGCCAGCGGCATGGGAGGCATCACCGCAGTTACGGT 
CAACCAGAGCCTGCTGAGCCCCCTTGTCCTGGAGGTGGACCCCAACATCCAGGCC 
GTGCGCACCCAGGAGAAGGAGCAGATCAAGACCCTCAACAACAAGTTTGCCTCC 
TTCATAGACAAGGTACGGTTCCTGGAGCAGCAGAACAAGATGCTGGAGACCAAG 

20 TGGAGCCTCCTGCAGCAGCAGAAGACGGCTCGAAGCAACATGGACAACATGTTC 
GAGAGCTACATCAACAACCTTAGGCGGCAGCTGGAGACTCTGGGCCAGGAGAAG 
CTGAAGCTGGAGGCGGAGCTTGGCAACATGCAGGGGCTGGTGGAGGACTTCAAG 
AACAAGTATGAGGATGAGATCAATAAGCGTACAGAGATGGAGAACGAATTTGTC 
CTCATCAAGAAGGATGTGGATGAAGCTTACATGAACAAGGTAGAGCTGGAGTCT 

25 CGCCTGGAAGGGCTGACCGACGAGATCAACTTCCTCAGGCAGCTGTATGAAGAG 
GAGATCCGGGAGCTGCAGTCCCAGATCTCGGACACATCTGTGGTGCTGTCCATGG 
ACAACAGCCGCTCCCTGGACATGGACAGCATCATTGCTGAGGTCAAGGCACAGT 
ACGAGGATATTGCCAACCGCAGCCGGGCTGAGGCTGAGAGCATGTACCAGATCA 
AGTATGAGGAGCTGCAGAGCCTGGCTGGGAAGCACGGGGATGACCTGCGGCGCA 

30 CAAAGACTGAGATCTCTGAGATGAACCGGAACATCAGCCGGCTCCAGGCTGAGA 
TTGAGGGCCTCAAAGGCCAGAGGGCTTCCCTGGAGGCCGCCATTGCAGATGCCG 
AGCAGCGTGGAGAGCTGGCCATTAAGGATGCCAACGCCAAGTTGTCCGAGCTGG 
AGGCCGCCCTGCAGCGGGCCAAGCAGGACATGGCGCGGCAGCTGCGTGAGTACC 

35 AGCTGCTGGAGGGCGAGGAGAGCCGGCTGGAGTCTGGGATGCAGAACATGAGTA 
TTCATACGAAGACCACCAGCGGCTATGCAGGTGGTCTGAGCTCGGCCTATGGGG 
GCCTCACAAGCCCCGGCCTCAGCTACAGCCTGGGCTCCAGCTTTGGCTCTGGCGC 
GGGCTCCAGCTCCTTCAGCCGCACCAGCTCCTCCAGGGCCGTGGTTGTGAAGAAG 
ATCGAGACACGTGATGGGAAGCTGGTGTCTGAGTCCTCTGACGTCCTGCCCAAGT 

40 GAACAGCTGCGGCAGCCCCTCCCAGCCTACCCCTCCTGCGCTGCCCCAGAGCCTG 
GGAAGGAGGCCGCTAT 

SEQIDNO: 99 

>gi|2068972|gb|AA41 1440.1|AA41 1440 zv30d05.sl Soares ovary tumor NbHOT Homo 
45 sapiens cDNA clone IMAGE:755145 3' similar to gb:J05021 EZRTN (HUMAN); 
TTITrTTTTTTTTTTTTTT^ 

GGAATCCACCTGCACATGGCATCTTAGCTGTGAAGGAGAAAGCAGTGCACGAGA 
AGGAATGAGTGGGCGGAACCAACGGCCTCCACAAGCTGCCTTCCAGCAGCCTGC 
CAAGCGCATGGCAGAGAGAGACTGCAAACAAACACAAGCAAACAGAGTCTCTTC 
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ACAGCTGGAGTCTGAAAGCTCATAGTGGCATGTGTGAATCTGACAAAATTAAAA 
GTGTGCATAGTCCATTACATGCATAAAACACTAATAATAATCCTGTTTACACGTG 
ACTGCAGCAGGCAGGTCCAGCTCCACCACTGGCCTCCTGCCACATCACATCAAGT 
GCCATGGTTTAGAGGGTTTTTCATATGTAATTCTTTTATTCTGTAAAAGGTAACAA 
5 AATATACAGAACAAAACTTTCCCTTTTTAAAACTAATGTTACAAATCTGTATTAT 
CACTTGTATATAAATAGTATATAGCTGATCATTAATAAGGTGTATAAGTACAATG 
TATTCTAAAACTGTTAAGC 

SEQIDNO: 100 

10 >gi|2219420|gb|AA490238.1|AA490238 aa44a03.sl Soares_NhHMPu_Sl Homo sapiens 
cDNA clone IMAGE: 823756 3' similar to TR:G505033 G505033 MITOGEN INDUCIBLE 
GENE MIG-2 ; 

GGGCCACAGGAGCGCTTCGCAGCCGAGGAACCGGACGCGGACACCGCGCCCCGG 
AGCCTCCAGCCCCTCGCCTGTTGCCGCGCGAGTCCCGGGCCCGGAGCGCTAGGA 

1 5 GCGTCGGAAGGAGCC ATGCTCTGGACGGGATAAGGATGCCAGATGGCTGCTACG 
CGGACGGGACGTGGGAACTGAGTGTCCATGTGACGGACCTGAACCGCGATGTCA 
CCCTGAGAGTGACCGGCGAGGTGCACATTGGAGGCGTGATGCTTAAGCTGGTGG 
AGAAACTCGATGTAAAAAAAGATTGGTCTGACCATGCTCTCTGGTGGGAAAAGA 
AGAGAACTTGGCTTCTGAAGACACATTGGACCTTAGATAAGTATGGTATTCAGGC 

20 AGATGCTAAGCTTCAGTTCACCCCTCAGCACAAACTGCTCCGCCTGCAGCTTCCC 
AACATGAAGTATGTGAAGGTG 

SEQIDNO: 101 

>gi|292069|gb|L04510.1|HUMGUABIND Human nucleotide binding protein mRNA, 
25 complete cds 

CTGTGGCGCTTCCCCTGCGAGGATGGCTACCCTGGTTGTAAACAAGCTCGGAGCG 
GGAGTAGACAGTGGCCGGCAGGGCAGCCGGGGGACAGCTGTAGTGAAGGTGCT 
AGAGTGTGGAGTTTGTGAAGATGTCTTTTCTTTGCAAGGAGACAAAGTTCCCCGT 
CrrTTGCTTTGTGGCCATACCGTCTGTCATGACTGTCTCACTCGCCTACCTCTTCA 

30 TGGAAGAGCAATCCGTTGCCCATTTGATCGACAAGTAACAGACCTAGGTGATTCA 
GGTGTCTGGGGATTGAAAAAAAATTTTGCTTTATTGGAGCTTTTGGAACGACTGC 
AGAATGGGCCTATTGGTCAGTATGGAGCTGCAGAAGAATCCATTGGGATATCTG 
GAGAGAGCATCATTCGTTGTGATGAAGATGAAGCTCACCTTGCCTCTGTATATTG 
: GACTGTGTGTGCAACTCATTTGTGCTC^ 

35 AGACATTAGCAAAGCACAGGCGAGTTCCTCTAGCTGATAAACCTCATGAGAAAA 
CTATGTGCTCTCAGCACCAGGTGCATGCCATTGAGTTTGTTTGCTTGGAAGAAGG 
TTGTCAAACTAGCCCACTCATGTGCTGTGTCTGCAAAGAATATGGAAAACACCAG 
GGTCACAAGCATTCAGTATTGGAACCAGAAGCTAATCAGATCCGAGCATCAATTT 
TAGATATGGCTCACTGCATACGGACCTTCACAGAGGAAATCTCAGATTATTCCAG 

40 AAAATTAGTTGGAATTGTGCAGCACATTGAAGGAGGAGAACAAATCGTGGAAGA 
TGGAATTGGAATGGCTCACACAGAACATGTACCAGGGACTGCAGAGAATGCCCG 
GTCATGTATTCGAGCTTATTTTTATGATCTACATGAAACTCTGTGTCGTCAAGAAG 
AAATGGCTCTAAGTGTTGTTGATGCTCATGTTCGTGAAAAATTGATTTGGCTCAG 
GCAGCAACAAGAAGATATGACTATTTTGTTGTCAGAGGTTTCTGCAGCCTGCCTC 

45 CACTGTGAAAAGACTTTGCAGCAGGATGATTGTAGAGTTGTCTTGGCAAAACAG 
GAAATTACAAGGTTACTGGAAACATTGCAGAAACAGCAGCAGCAGTTTACAGAA 
GTTGCAGATCACATTCAGTTGGATGCCAGCATCCCTGTCACTTTTACAAAGGATA 
ATCGAGTTCACATTGGACCAAAAATGGAAATTCGGGTCGTTACGTTAGGATTGGA 
TGGTGCTGGAAAAACTACTATCTTGTTTAAGTTAAAACAGGATGAATTCATGCAG 
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CCCATTCCAACAATTGGTTTTAACGTGGAAACTGTAGAATATAAAAATCTAAAAT 
TCACTATTTGGGATGTAGGTGGAAAACACAAATTAAGACCATTGTGGAAACATT 
ATTACCTCAATACTCAAGCTGTTGTGTTTGTTGTAGATAGCAGTCATAGAGACAG 
AATTAGTGAAGCACACAGCGAACTTGCAAAGTTGTTAACGGAAAAAGAACTCCG 
5 AGATGCTCTGCTCCTGATTTTTGCTAACAAACAGGATGTTGCTGGAGCACTGTCA 
GTAGAAGAAATCACTGAACTACTCAGTCTCCATAAATTATGCTGTGGCCGTAGCT 
GGTATATTCAGGGCTGTGATGCTCGAAGTGGTATGGGACTGTATGAAGGGTTGG 
ACTGGCTCTCACGGCAACTTGTAGCTGCTGGAGTATTGGATGTTGCTTGATTTTA 
AAGGCAGCAGTTGTTTGAAGTTTTGTGGTTAAAAGTAACTTTGCACATAGTATGT 

1 0 TTTAAGAAATTATACATCTCAAAAGATGGTAATTTAGGATGCATATATATATATA 
TATATATAAAGGAATCTTGGATTGGGAATTCAGTACTTTGCTTTAAAAAAATTTT 
GTGGCAGAATTAAATTTCTAATTGAGCAGATTAGATTGAATTAAATAGAAACTTA 
TTGAATATACATTCTTTTAAAAAGTATATTTGTTATTTAAGTTTTTCAGATAATAT 
GTGACCAATATACTGGGAAAGAGGTAGTCACAGAGAAAGGGTAAGTGAAGGTTT 

1 5 ATTCTTTCAGTGAAAAAAGAATAGCCAATTGAGTGCCTAATGAGACCTCTGTGTG 
AAGCAAGTGAAGTATAGCTGCTTCTTTTAACCTGCCTTTTCACTGAATGTTGGCA 
GCATTTAGTAGTAGAAATGACAGTTGCTTAATGAAATAGAATCCAAACTACATAT 
TTGGATAATAGGATTACTTTATGTTTATGTTCAGAGTTAACAGAACACCTTTAAT 
GCTAAGAACTATAAGGTACAGAAAATTAATACTTTATATAGTGTTTTATTAACTT 

20 TCTCCTACAGCATTTTGTATAAAACACAATGAGGGAGTGAAATGTTACCCAATTA 
GGCTTGTCAGGTTAGTAATAAACTGAACAGTAATAAAACTGTGGAAGTAATTGG 
ATCTGAATTTATGAAAGACCCATTTCCAGGACTGAACCTAGGTCAGAGCTCTAAA 
TTGGTCCTTCTATTTTTCAACAAATTTAAAGTAATATTTCTTTCTAATATAATATT 
GCATCCTTTGTGGGAATGACTATAGGTAAAATGTAGTAAGTAACGCAGAACCAG 

25 GGTTGGCTTTATTTAAAAGCTAGTGACCTAAATAGAAAGCGAACTTCAAGAGAA 
GTTGTAAGTACAGTGGCAAATGCTTATTACTTACTTCAAACTGTTTCCCAAAATA 
AGTGCATTTATTTTGACAATAAAACTTAAGGCTGTTCATGAGAAGGCCTTGAAAA 
GTTACTCTAGAGGAAAAATGTCTAAAGAAAAAAAAAATTCAAAAAGTTTACATT 
AATTATTCAGTGTTGTGAGTAAATAAAAATGTGTGCTCTTTACTGTTTTTCATTTT 

30 TAAAGAATATTATTATGGAAGCACGATTTATTTAAATAGGTACATTGAGACTTTT 
TTTTTTAATGTTCTGATACATTAGGATGAAGTTAAATCTTAAATCTTATTAGTTGA 
ATTGTTGTAAGGACAGTGATGTCTGGTAACAAGATGTGACTTTTTGGTAGCACTG 
TTGTGGTTCATTCTTTTCAAATCTATTTTTGTTTAAAAACAATACAAGTTTTAGAA 
■ AACAAAGCATTAAAAAAAAAGCCTATCAGTATTATGGG^^ 

35 AAATGTAATATTTCATCCTTTATTTTTCAGGTAAAAGGTCATGCTGTTACAGGTGT 
AGTTTGTGTGCATAAATAATACTTCCGAATTAAATTATTTAATATTTGACTGATTT 
CAATAACTGTGAAAATAAAAAGGTGTTGTATTGCTTGTGAG 

SEQ ID NO: 102 

40 >gi|577412|gb|Ul 3666.1 |HSU1 3666 Human G protein-coupled receptor (GPR1) gene, 
complete cds 

GGGCTGCAGTGAGCCAAAAGCATGCCATTGCACTCCAGCTTGGGCAACAGAGTG 
AGACCCTGTCTCAAAAAAAAGAAAAAATAATACTATGTCTGGTCCATAACCTGA 
AATATTTTTATCTTCACGTTCCTTATCATTCACTGAACTTTTATTT^ 
45 TTTTTTCCTTTCTTTTTAAATTTGCTTCTAC 

GGTCATGGAAGATTTGGAGGAAACATTATTTGAAGAATTTGAAAACTATTCCTAT 
GACCTAGACTATTACTCTCTGGAGTCTGATTTGGAGGAGAAAGTCCAGCTGGGAG 
TTGTTCACTGGGTCTCCCTGGTGTTATATTGTTTGGCTTTTGTTCTGGGAATTCCA 
GGAAATGCCATCGTCATTTGGTTCACGGGGCTCAAGTGGAAGAAGACAGTCACC 
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ACTCTGTGGTTCCTCAATCTAGCCATTGCGGA 

CTGTACATCTCCTATGTGGCCATGAATTTCCACTGGCCCTTTGGCATCTGGCTGTG 
CAAAGCCAATTCCTTCACTGCCCAGTTGAACATGTTTGCCAGTGTTTTTTTCCTGA 
CAGTGATCAGCCTGGACCACTATATCCACTTGATCCATCCTGTCTTATCTCATCGG 
5 CATCGAACCCTCAAGAACrCTCTGATTGTCATTATATTCATCTGGCTTTTGGCTTC 
TCTAATTGGCGGTCCTGCCCTGTACTTCCGGGACACTGTGGAGTTCAATAATCAT 
ACTCTTTGCTATAACAATTTTCAGAAGCATGATCCTGACCTCACTTTGATCAGGC 
ACCATGTTCTGACTTGGGTGAAATTTATCATTGGCTATCTCTTCCCTTTGCTAACA 
ATGAGTATTTGCTACTTGTGTCTCATCTTCAAGGTGAAGAAGCGAACAGTCCTGA 

1 0 TCTCCAGTAGGCATTTCTGGAC AATTCTGGTTGTGGTTGTGGCCTTTGTGGTTTGC 
TGGACTCCTTATCACCTGTTTAGCATTTGGGAGCTCACCATTCACCACAATAGCT 
ATTCCCACCATGTGATGCAGGCTGGAATCCCCCTCTCCACTGGTTTGGCATTCCTC 
AATAGTTGCTTGAACCCCATCCTTTATGTCCTAATTAGTAAGAAGTTCCAAGCTC 
GCTTCCGGTCCTCAGTTGCTGAGATACTCAAGTACACACTGTGGGAAGTCAGCTG 

1 5 TTCTGGCACAGTGAGTGAACAGCTCAGGAACTCAGAAACCAAGAATCTGTGTCT 
CCTGGAAACAGCTCAATAAGTTATTACTTTTCCACAAATCAGTATATGGCTTTTTA 
TGTGGGTCCTCTGACTGATGCTTTCAGATTAAAATTGTTTCCAAGATAGAGAGCC 
GACTCCACTTTCATAGTTATTGTTTCTGGTCACATATATGGCATCACATTTT 

20 SEQIDNO:103 

>gi|l 185462|gb|U38545.1|HSU38545 Human ARF-activated phosphatidylcholine-specific 
phospholipase Dla (hPLDl) mRNA, complete cds 

GGCACGAGGAGCCCTGAGAGTCCGCCGCCAACGCGCAGGTGCTAGCGGCCCCTT 
CGCCCTGCAGCCCCTTTGCTTTTACTCTGTCCAAAGTTAACATGTCACTGAAAAA 

25 CGAGCCACGGGTAAATACCTCTGCACTGCAGAAAATTGCTGCTGACATGAGTAA 
TATCATAGAAAATCTGGACACGCGGGAACTCCACTTTGAGGGAGAGGAGGTAGA 
CTACGACGTGTCTCCCAGCGATCCCAAGATACAAGAAGTGTATATCCCTTTCTCT 
GCTATTTATAACACTCAAGGATTTAAGGAGCCTAATATACAGACGTATCTCTCCG 
GCTGTCCAATAAAAGCACAAGTTCTGGAAGTGGAACGCTTCACATCTACAACAA 

30 GGGTACCAAGTATTAATCTTTACACTATTGAATTAACACATGGGGAATTTAAATG 
GCAAGTTAAGAGGAAATTCAAGCATTTTCAAGAATTTCACAGAGAGCTGCTCAA 
GTACAAAGCCTTTATCCGCATCCCCATTCCCACTAGAAGACACACGTTTAGGAGG 
CAAAACGTCAGAGAGGAGCCTCGAGAGATGCCCAGTTTGCCCCGTTCATCTGAA 
"V.. . AACATGATAAGAGAAGAACAATTCCTTGGTAGAAGAAAA©;\AG^G^iAGATTAC 

35 TTGACAAAGATACTAAAAATGCCCATGTATAGAAACTATCATGCCACAACAGAG 
TTTCTTGATATAAGCCAGCTGTCTTTCATCCATGATTTGGGACCAAAGGGCATAG 
AAGGTATGATAATGAAAAGATCTGGAGGACACAGAATACCAGGCTTGAATTGCT 
GTGGTCAGGGAAGAGCCTGCTACAGATGGTCAAAAAGATGGTTAATAGTGAAAG 
ATTCCTTTTTATTGTATATGAAACCAGACAGCGGTGCCATTGCCTTCGTCCTGCTG 

40 GTAGACAAAGAATTCAAAATTAAGGTGGGGAAGAAGGAGACAGAAACGAAATA 
TGGAATCCGAATTGATAATCTTTCAAGGACACTTATTTTAAAATGCAACAGCTAT 
AGACATGCTCGGTGGTGGGGAGGGGCTATAGAAGAATTCATCCAGAAACATGGC 
ACCAACTTTCTCAAAGATCATCGATTTGGGTCATATGCTGCTATCCAAGAGAATG 
CTTTAGCTAAATGGTATGTTAATGCCAAAGGATATTTTGAAGATGTGGCAAATGC 

45 AATGGAAGAGGCAAATGAAGAGATTTTTATCACAGACTGGTGGCTGAGTCCAGA 
AATCTTCCTGAAACGCCCAGTGGTTGAGGGAAATCGTTGGAGGTTGGACTGCATT 
CTTAAACGAAAAGCACAACAAGGAGTGAGGATCTTCATAATGCTCTACAAAGAG 
GTGGAACTCGCTCTTGGCATCAATAGTGAATACACCAAGAGGACTTTGATGCGTC 
TACATCCCAACATAAAGGTGATGAGACACCCGGATCATGTGTCATCCACCGTCTA 
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TTTGTGGGCTCACCATGAGAAGCTTGTCATCATTGACCAATCGGTGGCCTTTGTG 
GGAGGGATTGACCTGGCCTATGGAAGGTGGGACGACAATGAGCACAGACTCACA 
GACGTGGGCAGTGTGAAGCGGGTCACTTCAGGACCGTCTCTGGGTTCCCTCCCAC 
CTGCCGCAATGGAGTCTATGGAATCCTTAAGACTCAAAGATAAAAATGAGCCTG 
5 TTCAAAACCTACCCATCCAGAAGAGTATTGATGATGTGGATTCAAAACTGAAAG 
GAATAGGAAAGCCAAGAAAGTTCTCCAAATTTAGTCTCTACAAGCAGCTCCACA 
GGCACCACCTGCACGACGCAGATAGCATCAGCAGCATTGACAGCACCTCCAGTT 
ATTTTAATCACTATAGAAGTCATCACAATTTAATCCATGGTTTAAAACCCCACTTC 
AAACTCTTTCACCCGTCCAGTGAGTCTGAGCAAGGACTCACTAGACCTCATGCTG 

1 0 ATACCGGGTCCATCCGTAGTTTACAGACAGGTGTGGGAGAGCTGCATGGGGAAA 
CCAGATTCTGGCATGGAAAGGACTACTGCAATTTCGTCTTCAAAGACTGGGTTCA 
ACTTGATAAACCTTTTGCTGATTTCATTGACAGGTACTCCACGCCCCGGATGCCCT 
GGCATGACATTGCCTCTGCAGTCCACGGGAAGGCGGCTCGTGATGTGGCACGTC 
ACTTCATCCAGCGCTGGAACTTCACAAAAATTATGAAATCAAAATATCGGTCCCT 

1 5 TTCTTATCCTTTTCTGCTTCCAAAGTCTCAAACAACAGCCCATGAGTTGAGATATC 
AAGTGCCTGGGTCTGTCCATGCTAACGTACAGTTGCTCCGCTCTGCTGCTGATTG 
GTCTGCTGGTATAAAGTACCATGAAGAGTCCATCCACGCCGCTTACGTCCATGTG 
ATAGAGAACAGCAGGCACTATATCTATATCGAAAACCAGTTTTTCATAAGCTGTG 
CTGATGACAAAGTTGTGTTCAACAAGATAGGCGATGCCATTGCCCAGAGGATCCT 

20 GAAAGCTCACAGGGAAAACCAGAAATACCGGGTATATGTCGTGATACCACTTCT 
GCCAGGGTTCGAAGGAGACATTTCAACCGGCGGAGGAAATGCTCTACAGGCAAT 
CATGCACTTCAACTACAGAACCATGTGCAGAGGAGAAAATTCCATCCTTGGACA 
GTTAAAAGCAGAGCTTGGTAATCAGTGGATAAATTACATATCATTCTGTGGTCTT 
AGAACACATGCAGAGCTCGAAGGAAACCTAGTAACTGAGCTTATCTATGTCCAC 

25 AGCAAGTTGTTAATTGCTGATGATAACACTGTTATTATTGGCTCTGCCAACATAA 
ATGACCGCAGCATGCTGGGAAAGCGTGACAGTGAAATGGCTGTCATTGTGCAAG 
ATACAGAGACTGTTCCTTCAGTAATGGATGGAAAAGAGTACCAAGCTGGCCGGT 
TTGCCCGAGGACTTCGGCTACAGTGCTTTAGGGTTGTCCTTGGCTATCTTGATGAC 
CCAAGTGAGGACATTCAGGATCCAGTGAGTGACAAATTCTTCAAGGAGGTGTGG 

30 GTTTCAACAGCAGCTCGAAATGCTACAATTTATGACAAGGTTTTCCGGTGCCTTC 
CCAATGATGAAGTACACAATTTAATTCAGCTGAGAGACTTTATAAACAAGCCCGT 
ATTAGCTAAGGAAGATCCCATTCGAGCTGAGGAGGAACTGAAGAAGATCCGTGG 
ATTTTTGGTGCAATTCCCCTTTTATTTCTTGTCTGAAGAAAGCCTACTGCCTTCTG 
- TTGGGACCAAAGAGGCCATAGTGCCa^SGAGGTTTGGAeTTAAG AGATATTCA 

35 TTGGCAGCTCAAAGACTTCCACCCTGGAGACCACACTGCACACAGTGACTTCCTG 
GGGATGTCATAGCCAAAGCCAGGCCTGACGCATTCTCGTATCCAACCCAAGGAC 
CTTTTGGAATGACTGGGGAGGGCTGCAGTCACATTGATGTAAGGACTGTAAACAT 
CAGCAAGACTTTATAATTCCTTCTGCCTAACTTGTAAAAAGGGGGCTGCATTCTT 
GTTGGTAGCATGTACTCTGTTGAGTAAAACACATATTCAAATTCCGCTCGTGCCG 

40 AATTC 

SEQIDNO: 104 

>gi|1010012|gb|H57180.1|H57180 yrl0f05.sl Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone IMAGE:204897 3' similar to gb:X14034 l-PHOSPHATTOYLINOSlTOL-4,5- 
45 BISPHOSPHATE PHOSPHODIESTERASE GAMMA (HUMAN); 

CTCTCAATGGGCGCACGGGCTACGTTCTGCAGCCTGAGAGCATGAGGACAGAGA 
AATATGACCCGATGCCACCCGAGTCCCAGAGGAAGATCCTGATGACGCTGACAG 
TCAAGGTTCTCGGTGCTCGCCATCTCCCCAAACTTGGACGAAGTATTGCCTGTNC 
CTTTGTAGAAGTGGAGNTCTGTGGAGCCGAGTATGACAACAACAAGTTCAAGAC 
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GACGGTTGTGAATGATAATGGCCTCAGNCCTATCTGGGCTCCAACACAGGAGAA 
GGTGACATTTGANATTTATGACCCAAACCTGGGNATTTTTTGCGCTTNGTGGTTT 
ATTGAAGGAAGGTATTGTTTCAGCGNITCCCCAATTTTTTTTGGNTCATGGCCACT 
TTACCCCTTTAAAGGCAGTCAAAATCAGGGNTTCAGGGTNCCT 

5 

SEQIDNO: 105 

>gi|180602|gb|M58552.1|HUMCLG4Q01 Human collagenase type IV (CLG4) gene, exon 1 
CAGGTCAACGGATCATCTGTTTCTGACCATTCCTTCCCGTTCCTGACCCCAGGGA 
GTGCAGGGTGTCCTAGCCAAGCCGGCGTCCCTCCTAGTAGTACCGCTGCTCTCTA 

10 ACCTCAGGACGTCAAGGGCCTAGAGCGACAGATGTTTCCCAGCAGGGGGTTCTG 
AGGCTGTGCGCCCAGATCGCGAGAGAGGCAAGTGGGGTGACGAGGTCGTGCACT 
GAGGGTGGACGTAGAGGCCAGGAGTAGCAGGCGGCCGGGGAAAAGAGGTGGAG 
AAAGGAAAAAAGAGGAGAAAAGTGGAGGAGGGCGAGTAGGGGGGTGGGGCAG 
AGAGGGGCGGGCCCGAGTGCGCCCCCCGCCCCCAGCCCCGCTCTGCCAGCTCCCT 

1 5 CCCAGCCCAGCCGGCTACATCTGGCGGCTGCCCTCCCTTGTTTCCGCTGCATCCA 
GACTTCCTCAGGCGGTGGCTGGAGGCTGCGCATCTGGGGCTTTAAACATACAAA 
GGGATTGCCAGGACCTGCGGCGGCGGCGGCGGCGGCGGGGGCTGGGGCGCGGG 
GGCCGGACCATGAGCCGCTGAGCCGGGCAAACCCCAGGCCACCGAGCCAGCGGA 
CCCTCGGAGCGCAGCCCTGCGCCGCGGACCAGGCTCCAACCAGGCGGCGAGGCG 

20 GCCACACGCACCGAGCCAGCGACCCCCGGGCGACGCGCGGGGCCAGGGAGCGCT 
ACGATGGAGGCGCTAATGGCCCGGGGCGCGCTCACGGGTCCCCTGAGGGCGCTC 
TGTCTCCTGGGCTGCCTGCTGAGCCACGCCGCCGCCGCGCCGTCGCCCATCATCA 
AGTTCCCCGGCGATGTCGCCCCCAAAACGGACAAAGAGTTGGCAGTGGTGAGTT 
GCT 

25 

SEQIDNO: 106 

>gi|37849|emb|X56134.1|HSVIMENT Hiunan mRNA for vimentin 

CGCGCCACCGCCGCCGCCCAGGCCATCGCCACCCTCCGCAGCCATGTCCACCAGG 
TCCGTGTCCTCGTCCTCCTACCGCAGGATGTTCGGCGGCCCGGGCACCGCGAGCC 

30 GGCCGAGCTCCAGCCGGAGCTACGTGACTACGTCCACCCGCACCTACAGCCTGG 
GCAGCGCGCTGCGCCCCAGCACCAGCCGCAGCCTCTACGCCTCGTCCCCGGGCG 
GCGTGTATGCCACGCGCTCCTCTGCCGTGCGCCTGCGGAGCAGCGTGCCCGGGGT 
GCGGCTCCTGCAGGACTCGGTGGACTTCTCGCTGGCCGACGCCATCAACACCGAG 
v TTCAAGAACACCCGCACCAAGGAG.^GGTGGAG^TGCAGGAGCTGAATGACCGC 

35 TTCGCCAACTACATCGACAAGGTGCGCTTCCTGGAGCAGCAGAATAAGATCCTGC 
TGGCCGAGCTCGAGCAGCTCAAGGGCCAAGGCAAGTCGCGCCTGGGGGACCTCT 
ACGAGGAGGAGATGCGGGAGCTGCGCCGGCAGGTGGACCAGCTAACCAACGAC 
AAAGCCCGCGTCGAGGTGGAGCGCGACAACCTGGCCGAGGACATCATGCGCCTC 
CGGGAGAAATTGCAGGAGGAGATGCTTCAGAGAGAGGAAGCCGAAAACACCCT 

40 GCAATCTTTCAGACAGGATGTTGACAATGCGTCTCTGGCACGTCTTGACCTTGAA 
CGCAAAGTGGAATCTTTGCAAGAAGAGATTGCCTTTTTGAAGAAACTCCACGAA 
GAGGAAATCCAGGAGCTGCAGGCTCAGATTCAGGAACAGCATGTCCAAATCGAT 
GTGGATGTTTCCAAGCCTGACCTCACGGCTGCCCTGCGTGACGTACGTCAGCAAT 
ATGAAAGTGTGGCTGCCAAGAACCTGCAGGAGGCAGAAGAATGGTACAAATCCA 

45 AGTTTGCTGACCTCTCTGAGGCTGCCAACCGGAACAATGACGCCCTGCGCCAGGC 
AAAGCAGGAGTCCACTGAGTACCGGAGACAGGTGCAGTCCCTCACCTGTGAAGT 
GGATGCCCTTAAAGGAACCAATGAGTCCCTGGAACGCCAGATGCGTGAAATGGA 
AGAGAACTTTGCCGTTGAAGCTGCTAACTACCAAGACACTATTGGCCGCCTGCAG 
GATGAGATTCAGAATATGAAGGAGGAAATGGCTCGTCACCTTCGTGAATACCAA 
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GACCTGCTCAATGTTAAGATGGCCCTTGACATTGAGATTGCCACCTACAGGAAGC 
TGCTGGAAGGCGAGGAGAGCAGGATTTCTCTGCCTCTTCCAAACTTTTCCTCCCT 
GAACCTGAGGGAAACTAATCTGGATTCACTCCCTCTGGTTGATACCCACTCAAAA 
AGGACACTTCTGATTAAGACGGTTGAAACTAGAGATGGACAGGTTATCAACGAA 
5 ACTTCTCAGCATCACGATGACCTTGAATAAAAATTGCACACACTCAGTGCAGCAA 
TATATTACCAGCAAGAATAAAAAAGAAATCCATATCTTAAAGAAACAGCTTTCA 
AGTGCCTTTCTGCAGTTTTTCAGGAGCGCAAGATAGATTTGGAATAGGAATAAGC 
TCTAGTTCTTAACAACCGACACTCCTACAAGATTTAGAAAAAAGTTTACAACATA 
ATCTAGTTTACAGAAAAATCTTGTGCTAGAATACTTTTTAAAAGGTATTTTGAAT 
1 0 ACCATTAAAACTGCTTTTTTTTTTCCAGCAAGTATCCAACCAACTTGGTTCTGCTT 
C A ATAAATCTTTG G AAAAACTA 

SEQIDNO:107 

>gi|2219635|gb|AA490462.1|AA490462 aa45b02.sl Soares_NhHMPu_Sl Homo sapiens 
15 cDNA clone IMAGE:823851 3' similar to TR:G607132 G607132 AEBP1 MRNA. contains 
element TAR1 TAR1 repetitive element ; 

TTTTTTTTTTTCCGTGCCATGAGCTTGTTTTATTGGAGTGACCTTGGCTCCCTCCCT 
CTGCCCCTACTCCAACACTGCAGCAACCCCATCTCTTACGAGACTGGCAGGTGGA 
GCAGGAGCCTCTACACAGCCTCTGGTCCTTAGGTCCCAGTCATGTTTGCACCCCC 

20 TCAAAGGGCTAGGACCAGCCCTTCCTTTCAGTGTCCATACCAGGGGCCTTCCATG 
TGCTGATGGGTGATGTGACTGTGGTCAGCAGGCTTGGGAAGTGCTGCTGCTGTAG 
CTTGAGTTGGGCTGGGGTCTTGGTAGGACGCTGATCTCAGAAGTCCCCAAAGTTC 
ACTGTGTAGGTCTCTACTGTTGTGAAGGGGAATGCCTGGCCAGTGCGTATCTCCT 
CCTCTTTCTCCCTTCTCCTTCTCTTCCTCAAACTCGGGTTTCAACTGGGTCTCAAAC 

25 TCAGACTCCAACTGGGTCTCAAACACTGGCTCCAACCTTGGGCCCAAACTTCGGG 
GTTCACCTCGGTCCCAAACTCTGGTAACAACTCTGTGTAAGGCTCAGTTTCCGC 

SEQ ID NO: 108 

>gi|1384184|gb|W74565.1|W74565 zd56e05.rl Soares_fetal_heart_NbHH19W Homo 
30 sapiens cDNA clone IMAGE:344672 5' similar to SW:HEXP_LEIMA Q04832 DNA- 
B1NDING PROTEIN HEXBP ; 

GGAGAAATGGGGCACCTGTCTAGATCTTGTCCTGATAATCCCAAAGGACTCTATG 
CTGATGGTGGCGGTTGCAAACTTTGTGGCTCTGTGGAACATTTAAAGAAAGATTG 
s« CCCTGAAAGTCAG,\A«fm\GAGGGAATGGTCACAGTTGGTCGCTGGGCAAAGGG 
35 AATGAGTGCAGACTATGAAGAAATTTTGGATGTACCTAAACCGCAAAAACCCAA 
AACAAAAATACCTAAAGTTGTTAATTTTTGATAACAGCTAGCACTATCATGAGTT 
ACrACCTCATTGTTACTTTCTAAACCCAGGCCCCGCTTCACAAGTTAGAGTTGAG 
CTCCCCCTTGTANGCCAGGACTATGCCTGTAAGATATCCAGTAATGATCCTGGGG 
TGTTGGCCAAAAACCAA 
40 T 

SEQ ID NO: 109 

>gi|236181|gb|S57551.1|S57551 guanylate cyclase-coupled enterotoxin receptor [human, T84 
colonic cell line, mRNA, 3787 nt] 
45 TGGAGTGGGCTGAGGGACTCCACTAGAGGCTGTCCATCTGGATTCCCTGCCTCCC 
TAGGAGCCCAACAGAGCAAAGCAAGTGGGCACAAGGAGTATGGTTCTAACGTGA 
TTGGGGTCATGAAGACGTTGCTGTTGGACTTGGCTTTGTGGTCACTGCTCTTCCAG 
CCCGGGTGGCTGTCCTTTAGTTCCCAGGTGAGTCAGAACTGCCACAATGGCAGCT 
ATGAAATCAGCGTCCTGATGATGGGCAACTCAGCCTTTGCAGAGCCCCTGAAAA 
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ACTTGGAAGATGCGGTGAATGAGGGGCTGGAAATAGTGAGAGGACGTCTGCAAA 
ATGCTGGCCTAAATGTGACTGTGAACGCTACTTTCATGTATTCGGATGGTCTGAT 
TCATAACTCAGGCGACTGCCGGAGTAGCACCTGTGAAGGCCTCGACCTACTCAG 
GAAAATTTCAAATGCACAACGGATGGGCTGTGTCCTCATAGGGCCCTCATGTACA 
5 TACTCCACCTTCCAGATGTACCTTGACACAGAATTGAGCTACCCCATGATCTCAG 
CTGGAAGTTTTGGATTGTCATGTGACTATAAAGAAACCTTAACCAGGCTGATGTC 
TCCAGCTAGAAAGTTGATGTACTTCTTGGTTAA.CTTTTGGAAAACCAACGATCTG 
CCCTTCAAAACTTATTCCTGGAGCACTTCGTATGTTTACAAGAATGGTACAGAAA 
CTGAGGACTGTTTCTGGTACCTTAATGCTCTGGAGGCTAGCGTTTCCTATTTCTCC 

1 0 CACGAACTCGGCTTTAAGGTGGTGTTAAGACAAGATAAGGAGTTTCAGGATATCT 
TAATGGACCACAACAGGAAAAGCAATGTGATTATTATGTGTGGTGGTCCAGAGT 
TCCTCTACAAGCTGAAGGGTGACCGAGCAGTGGCTGAAGACATTGTCATTATTCT 
AGTGGATCTTTTCAATGACCAGTACTTGGAGGACAATGTCACAGCCCCTGACTAT 
ATGAAAAATGTCCTTGTTCTGACGCTGTCTCCTGGGAATTCCCTTCTAAATAGCTC 

1 5 TTTCTCCAGGAATCTATCACCAACAAAACGAGACTTTCGTCTTGCCTATTTGAAT 
GGAATCCTCGTCTTTGGACATATGCTGAAGATATTTCTTGAAAATGGAGAAAATA 
TTACCACCCCCAAATTTGCTCATGCCTTCAGGAATCTCACTTTTGAAGGGTATGA 
CGGTCCAGTGACCTTGGATGACTGGGGGGATGTTGACAGTACCATGGTGCTTCTG 
TATACCTCTGTGGACACCAAGAAATACAAGGTTCTTTTGACCTATGATACCCACG 

20 TAAATAAGACCTATCCTGTGGATATGAGCCCCACATTCACTTGGAAGAACTCTAA 
ACTTCCTAATGATATTACAGGCCGGGGCCCTCAGATCCTGATGATTGCAGTCTTC 
ACCCTCACTGGAGCTGTGGTGCTGCTCCTGCTCGTCGCTCTCCTGATGCTCAGAA 
AATATAGAAAAGATTATGAACTTCGTCAGAAAAAATGGTCCCACATTCCTCCTGA 
AAATATCTTTCCTCTGGAGACCAATGAGACCAATCATGTTAGCCTCAAGATCGAT 

25 GATGACAAAAGACGAGATACAATCCAGAGACTACGACAGTGCAAATACGTCAAA 
AAGCGAGTGATTCTCAAAGATCTCAAGCACAATGATGGTAATTTCACTGAAAAA 
CAGAAGATAGAATTGAACAAGTTGCTTCAGATTGACTATTACACCCTAACCAAGT 
TCTACGGGACAGTGAAACTGGATACCATGATCTTCGGGGTGATAGAATACTGTG 
AGAGAGGATCCCTCCGGGAAGTTTTAAATGACACAATTTCCTACCCTGATGGCAC 

30 ATTCATGGATTGGGAGTTTAAGATCTCTGTCTTGTATGACATTGCTAAGGGAATG 
TCATATCTGCACTCCAGTAAGACAGAAGTCCATGGTCGTCTGAAATCTACCAACT 
GCGTAGTGGACAGTAGAATGGTGGTGAAGATCACTGATTTTGGCTGCAATTCCAT 
TTTGCCTCCAAAAAAGGACCTGTGGACAGCTCCAGAGCACCTCCGCCAAGCCAA 
ju: CATCTCTCAGAAAGGAGAf'G'rG^Ae^GGTATGGGATCATCGCACAGGAGATCAT 

35 TCTGCGGAAAGAAACCTTCTACACTTTGAGCTGTCGGGACCGGAATGAGAAGAT 
TTTCAGAGTGGAAAATTCCAATGGAATGAAACCCTTCCGCCCAGATTTATTCTTG 
GAAACAGCAGAGGAAAAAGAGCTAGAAGTGTACCTACTTGTAAAAAACTGTTGG 
GAGGAAGATCCAGAAAAGAGACCAGATTTCAAAAAAATTGAGACTACACTTGCC 
AAGATATTTGGACTTTTTCATGACCAAAAAAATGAAAGCTATATGGATACCTTGA 

40 TCCGACGTCTACAGCTATATTCTCGAAACCTGGAACATCTGGTAGAGGAAAGGA 
CACAGCTGTACAAGGCAGAGAGGGACAGGGCTGACAGACTTAACTTTATGTTGC 
TTCCAAGGCTAGTGGTAAAGTCTCTGAAGGAGAAAGGCTTTGTGGAGCCGGAAC 
TATATGAGGAAGTTACAATCTACTTCAGTGACATTGTAGGTTTCACTACTATCTG 
CAAATACAGCACCCCCATGGAA.GTGGTGGACATGCTTAATGACATCTATAAGAG 

45 TTTTGACCACATTGTTGATCATCATGATGTCTACAAGGTGGAAACCATCGGTGAT 
GCGTACATGGTGGCTAGTGGTTTGCCTAAGAGAAATGGCAATCGGCATGCAATA 
GACATTGCCAAGATGGCCTTGGAAATCCTCAGCTTCATGGGGACCTTTGAGCTGG 
AGCATCTTCCTGGCCTCCCAATATGGATTCGCATTGGAGTTCACTCTGGTCCCTGT 
GCTGCTGGAGTTGTGGGAATCAAGATGCCTCGTTATTGTCTATTTGGAGATACGG 
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TCAACACAGCCTCTAGGATGGAATCCACTGGCCTCCCTTTGAGAATTCACGTGAG 
TGGCTCCACCATAGCCATCCTGAAGAGAACTGAGTGCCAGTTCCTTTATGAAGTG 
AGAGGAGAAACATACTTAAAGGGAAGAGGAAATGAGACTACCTACTGGCTGACT 
GGGATGAAGGACCAGAAATTCAACCTGCCAACCCCTCCTACTGTGGAGAATCAA 
5 CAGCGTTTGCAAGCAGAATTTTCAGACATGATTGCCAACTCTTTACAGAAAAGAC 
AGGCAGCAGGGATAAGAAGCCAAAAACCCAGACGGGTAGCCAGCTATAAAAAA 
GGCACTCTGGAATACTTGCAGCTGAATACCACAGACAAGGAGAGCACCTATTTTT 
AAACCTAAATGAGGTATAAGGACTCACACAAATTAAAATACAGCTGCACTGAGG 
CCAGGCACCCTCAGGTGTCCTGAAAGCTTACTTTCCTGAGACCTCATGAGGCAGA 

1 0 AATGTCTTAGGCTTGGCTGCCCTGTTTGGACCATGG ACTTTCTTTGCATGAATCAG 
ATGTGTTCTCAGTGAAATAACTACCTTCCACTCTGGAACCTTATTCCAGCAGTTGT 
TCCAGGGAGCTTCTACCTGGAAAAGAAAAGAATTTCATTTATTTTTTGTTTGTTTA 
TTTTTATCGTTTTTGTTTACTGGCTTTCCTTCTGTATTCATAAGATTTTTTAAATTG 
TCATAATTATATTTTAAATACCCATCTTCATTAAAGTATATTTAACTCATAATTTT 

1 5 TGCAGAAAATATGCTATATATTAGGCAAGAATAAAAGCTAAAGGTTTCCCAAAA 
AAAAAA 

SEQ ID NO: 110 

>gi|1563886|gb|U66198.1|HSU66198 Human fibroblast growth factor homologous factor 2 

20 (FHF-2) mRNA, complete cds 

ATGGCGGCGGCTATCGCCAGCTCGCTCATCCGTCAGAAGAGGCAAGCCCGCGAG 
CGCGAGAAATCCAACGCCTGCAAGTGTGTCAGCAGCCCCAGCAAAGGCAAGACC 
AGCTGCGACAAAAACAAGTTAAATGTCTTTTCCCGGGTCAAACTCTTCGGCTCCA 
AGAAGAGGCGCAGAAGAAGACCAGAGCCTCAGCTTAAGGGTATAGTTACCAAGC 

25 TATACAGCCGACAAGGCTACCACTTGCAGCTGCAGGCGGATGGAACCATTGATG 
GCACCAAAGATGAGGACAGCACTTACACTCTGTTTAACCTCATCCCTGTGGGTCT 
GCGAGTGGTGGCTATCCAAGGAGTTCAAACCAAGCTGTACTTGGCAATGAACAG 
TGAGGGATACTTGTACACCTCGGAACTTTTCACACCTGAGTGCAAATTCAAAGAA 
TCAGTGTTTGAAAATTATTATGTGACATATTCATCAATGATATACCGTCAGCAGC 

30 AGTCAGGCCGAGGGTGGTATCTGGGTCTGAACAAAGAAGGAGAGATCATGAAAG 
GCAACCATGTGAAGAAGAACAAGCCTGCAGCTCATTTTCTGCCTAAACCACTGA 
AA.GTGGCCATGTACAAGGAGCCATCACTGCACGATCTCACGGAGTTCTCCCGATC 
TGGAAGCGGGACCCCAACCAAGAGCAGAAGTGTCTCTGGCGTGCTGAACGGAGG 
eAAATCCATGAGCCAGAA«FGAATeA/?GGTAG 

35 

SEQ ID NO: 111 

>gi|460288|gb|L29401.1|HUMLDLR01 Human low density lipoprotein receptor gene, exon 1 
GGATCCCACAAAACAAAAAATATTTTTTTGGCTGTACTTTTGTGAAGATTTTATTT 
AAATTCCTGATTGATCAGTGTCTATTAGGTGATTTGGAATAACAATGTAAAAACA 

40 ATATACAACGAAAGGAAGCTAAAAATCTATACACAATTCCTAGAAAGGAAAAGG 
CAAATATAGAAAGTGGCGGAAGTTCCCAACATTTTTAGTGTTTTCCTTTTGAGGC 
AGAGAGGACAATGGCATTAGGCTATTGGAGGATCTTGAAAGGCTGTTGTTATCCT 
TCTGTGGACAACAACAGCAAAATGTTAACAGTTAAACATCGAGAAATTTCAGGA 
GGATCTTTCAGAAGATGCGTTTCCAATTTTGAGGGGGCGTCAGCTCTTCACCGGA 

45 GACCCAAATACAACAAATCAAGTCGCCTGCCCTGGCGACACTTTCGAAGGACTG 
GAGTGGGAATCAGAGCTTCACGGGTTAAAAGCCGATGTCACATCGGCCGTTCGA 
AACTCCTCCTCTTGCAGTGAGGTGAAGACATTTGAAAATCACCCCACTGCAAACT 
CCTCCCCCTGCTAGAAACCTCACATTGAAATGCTGTAAATGACGTGGGCCCCGAG 
TGCAATCGCGGGAAGCCAGGGTTTCCAGCTAGGACACAGCAGGTCGTGATCCGG 
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GTCGGGACACTGCCTGGCAGAGGCTGCGAGCATGGGGCCCTGGGGCTGGAAATT 
GCGCTGGACCGTCGCCTTGCTCCTCGCCGCGGCGGGGACTGCAGGTAAGGCTTGC 
TCCA 

5 SEQIDNO:112 

>gi|789613|gb|R33755.1|R33755 yh82d06.rl Soares placenta Nb2HP Homo sapiens cDNA 
clone IMAGE: 136235 5' similar to gb:X08058_rnal GLUTATHIONE S-TRANSFERASE P 
(HUMAN); 

GGATCTGGTCTCCCACAATGAAGGTCTTGCCTCCCTGGTTCTGGGACAGCAGGGT 
1 0 CTCAAAAGGCTTCAGTTGCCCGGGCAGTGCTTCACATAGTCATCCTTGCCCGCCT 
CATAGTTGGTGTAGATGAGGGAGATGTATTTGCAGCGGAGGTCCTCCACGCCGTC 
ATTCACCATGTCCACCAGGGCTGCCTCCTGCTGGTCCTTCCCATAGAGCCCAAGG 
GTGCGGGCCCAGGGTGACGCAGGATGGTATTGGACTGGTACAGGGTGAGGTCTC 
CGTCCTGGGAACTTNGGGGAGCTGCCCGTATTAGGCANGGAGGCTTTTGAGTTGA 
15 GCCCTCCTTNCGGCCGCAAGCTTATTTCCCTTTTAGTTGAGGGTTAANTTTAAGTT 
TGGCAATTGGCCTTCTTTTTAAAAACTTCGTGATTTGGGAAAANCTGGGNTTTAA 
CCAATTTA 

SEQIDNO:113 

20 >gi| 1811 34|gb|M37435. 1 |HUMCSDF1 Human macrophage-specific colony-stimulating 
factor (CSF-1) mRNA, complete cds 

CCTGGGTCCTCTCGGCGCCAGAGCCGCTCTCCGCATCCCAGGACAGCGGTGCGGC 

CCTCGGCCGGGGCGCCCACTCCGCAGCAGCCAGCGAGCCAGCTGCCCCGTATGA 

CCGCGCCGGGCGCCGCCGGGCGCTGCCCTCCCACGACATGGCTGGGCTCCCTGCT 

25 GTTGTTGGTCTGTCTCCTGGCGAGCAGGAGTATCACCGAGGAGGTGTCGGAGTAC 
TGTAGCCACATGATTGGGAGTGGACACCTGCAGTCTCTGCAGCGGCTGATTGACA 
GTCAGATGGAGACCTCGTGCCAAATTACATTTGAGTTTGTAGACCAGGAACAGTT 
GAAAGATCCAGTGTGCTACCTTAAGAAGGCATTTCTCCTGGTACAAGACATAATG 
GAGGACACCATGCGCTTCAGAGATAACACCGCCAATCCCATCGCCATTGTGCAG 

30 CTGCAGGAACTCTCTTTGAGGCTGAAGAGCTGCTTCACCAAGGATTATGAAGAGC 
ATGACAAGGCCTGCGTCCGAACTTTCTATGAGACACCTCTCCAGTTGCTGGAGAA 
GGTCAAGAATGTCTTTAATGAAACAAAGAATCTCCTTGACAAGGACTGGAATATT 
TTCAGCAAGAACTGCAACAACAGCTTTGCTGAATGCTCCAGCCAAGATGTGGTG 
ACCAAGC@TGA¥TGeM^GTG(^TGmCCCCAAAGCCATCCCTAGGAGTGACCCGG 

35 CCTCTGTCTCCCCTCATCAGCCCCTCGCCCCCTCCATGGCCCCTGTGGCTGGCTTG 
ACCTGGGAGGACTCTGAGGGAACTGAGGGCAGCTCCCTCTTGCCTGGTGAGCAG 
CCCCTGCACACAGTGGATCCAGGCAGTGCCAAGCAGCGGCCACCCAGGAGCACC 
TGCCAGAGCTTTGAGCCGCCAGAGACCCCAGTTGTCAAGGACAGCACCATCGGT 
GGCTCACCACAGCCTCGCCCCTCTGTCGGGGCCTTCAACCCCGGGATGGAGGATA 

40 TTCTTGACTCTGCAATGGGCACTAATTGGGTCCCAGAAGAAGCCTCTGGAGAGGC 
CAGTGAGATTCCCGTACCCCAAGGGACAGAGCTTTCCCCCTCCAGGCCAGGAGG 
GGGCAGCATGCAGACAGAGCCCGCCAGACCCAGCAACTTCCTCTCAGCATCTTCT 
CCACTCCCTGCATCAGCAAAGGGCCAACAGCCGGCAGATGTAACTGCTACAGCC 
TTGCCCAGGGTGGGCCCCGTGATGCCCACTGGCCAGGACTGGAATCACACCCCCC 

45 AGAAGACAGACCATCCATCTGCCCTGCTCAGAGACCCCCCGGAGCCAGGCTCTC 
CCAGGATCTCATCACTGCGCCCCCAGGCCCTCAGCAACCCCTCCACCCTCTCTGC 
TCAGCCACAGCTTTCCAGAAGCCACTCCTCGGGCAGCGTGCTGCCCCTTGGGGAG 
CTGGAGGGCAGGAGGAGCACCAGGGATCGGACGAGCCCCGCAGAGCCAGAAGC 
AGCACCAGCAAGTGAAGGGGCAGCCAGGCCCCTGCCCCGTTTTAACTCCGTTCCT 
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TTGACTGACACAGGCCATGAGAGGCAGTCCGAGGGATCCTCCAGCCCGCAGCTC 
CAGGAGTCTGTCTTCCACCTGCTGGTGCCCAGTGTCATCCTGGTCTTGCTGGCTGT 
CGGAGGCCTCTTGTTCTACAGGTGGAGGCGGCGGAGCCATCAAGAGCCTCAGAG 
AGCGGATTCTCCCTTGGAGCAACCAGAGGGCAGCCCCCTGACTCAGGATGACAG 
5 ACAGGTGGAACTGCCAGTGTAGAGGGAATTCTAAGCTGGACGCACAGAACAGTC 
TCTTCGTGGGAGGAGACATTATGGGGCGTCCACCACCACCCCTCCCTGGCCATCC 
TCCTGGAATGTGGTCTGCCCTCCACCAGAGCTCCTGCCTGCCAGGACTGGACCAG 
AGCAGCCAGGCTGGGGCCCCTCTGTCTCAACCCGCAGACCCTTGACTGAATGAG 
AGAGGCCAGAGGATGCTCCCCATGCTGCCACTATTTATTGTGAGCCCTGGAGGCT 

1 0 CCCATGTGCTTGAGGAAGGCTGGTGAGCCCGGCTCAGGACCCTCTTCCCTCAGGG 
GCTGCAGCCTCCTCTCACTCCCTTCCATGCCGGAACCCAGGCCAGGGACCCACCG 
GCCTGTGGTTTGTGGGAAAGCAGGGTGCACGCTGAGGAGTGAAACAACCCTGCA 
CCCAGAGGGCCTGCCTGGTGCCAAGGTATCCCAGCCTGGACAGGCATGGACCTG 
TCTCCAGACAGAGGAGCCTGAAGTTCGTGGGGCGGGACAGCCTCGGCCTGATTT 

1 5 CCCGTAAAGGTGTGCAGCCTGAGAGACGGGAAGAGGAGGCCTCTGCACCTGCTG 
GTCTGCACTGACAGCCTGAAGGGTCTACACCCTCGGCTCACCTAAGTCCCTGTGC 
TGGTTGCCAGGCCCAGAGGGGAGGCCAGCCCTGCCCTCAGGACCTGCCTGACCT 
GCCAGTGATGCCAAGAGGGGGATCAAGCACTGGCCTCTGCCCCTCCTCCTTCCAG 
CACCTGCCAGAGCTTCTCCAGCAGGCCAAGCAGAGGCTCCCCTCATGAAGGAAG 

20 CCATTGCACTGTGAACACTGTACCTGCCTGCTGAACAGCCTCCCCCCGTCCATCC 
ATGAGCCAGCATCCGTCCGTCCTCCACTCTCCAGCCTCTCCCCAGCCTCCTGCACT 
GAGCTGGCCTCACCAGTCGACTGAGGGAGCCCCTCAGCCCTGACCTTCTCCTGAC 
CTGGCCTTTGACTCCCCGGAGTGGAGTGGGGTGGGAGAACCTCCTGGGCCGCCA 
GCCAGAGCCGCTCTTTAGGCTGTGTTCTTCGCCCAGGTTTCTGCATCTTCCACTTT 

25 GACATTCCCAAGAGGGAAGGGACTAGTGGGAGAGAGCAAGGGAGGGGAGGGCA 
CAGACAGAGAGCCTACAGGGCGAGCTCTGACTGAAGATGGGCCTTTGAAATATA 
GGTATGCACCTGAGGTTGGGGGAGGGTCTGCACTCCCAAACCCCAGCGCAGTGT 
CCTTTCCCTGCTGCCGACAGGAACCTGGGGCTGAGCAGGTTATCCCTGTCAGGAG 
CCCTGGACTGGGCTGCATCTCAGCCCCACCTGCATGGTATCCAGCTCCCATCCAC 

3 0 TTCTCACCCTTCTTTCCTCCTGACCTTGGTC AGCAGTGATGACCTCCAACTCTC AC 
CCACCCCCTCTACCATCACCTCTAACCAGGCAAGCCAGGGTGGGAGAGCAATCA 
GGAGAGCCAGGCCTCAGCTTCCAATGCCTGGAGGGCCTCCACTTTGTGGCCAGCC 
TGTGGTGCTGGCTCTGAGGCCTAGGCAACGAGCGACAGGGCTGCCAGTTGCCCCT 
fa-*® 

35 GAGACCCTGCCCTACCTGGCCGCTGGGCCCCGTGACTTTCCCTTCCTGCCCAGGA 
AAGTGAGGGTCGGCTGGCCCCACCTTCCCTGTCCTGATGCCGACAGCTTAGGGAA 
GGGCACTGAACTTGCATATGGGGCTTAGCCTTCTAGTCACAGCCTCTATATTTGA 
TGCTAGAAAACACATATTTTTAAATGGAAGAAAAATAAAAAGGCATTCCCCCTTC 
ATCCCCCTACCTTAAACATATAATATTTTAAAGGTCAAAAAAGCAATCCAACCCA 

40 CTGCAGAAGCTCTTTTTGAGCACTTGGTGGCATCAGAGCAGGAGGAGCCCCAGA 
GCCACCTCTGGTGTCCCCCAGGCTACCTGCTCAGGAACCCCTTCTGTTCTCTGAG 
AACTCAACAGAGGACATTGGCTCACGCACTGTGAGATTTTGTTTTTATACTTGCA 
ACTGGTGAATTATTTTTTATAAAGTCATTTAAATATCTATTTAAAAGATAGGAAG 
CTGCTTATATATTTAATAATAAAAGAAGTGCACAAGCTGCCGTTGACGTAGCTCG 

45 AG 

SEQ ID NO: 114 

>gi|2179481|gb(AA456271.1|AA456271 zx99f08.rl SoaresJSIhHMPuSl Homo sapiens 
cDNA clone IMAGE:81 191 1 5' similar to TR:E217390 E217390 NEOSIN ; 
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GGCGCCGCCATTTTAGCGTTTTGTCAGAAGCGTCCGCGCCGAGCGGCAGGAGGC 
CCTGCTGGTTTCTGTGCGGGCTCTTGTCAGGATGGTGAAGCTGTTCATCGGAAAC 
CTGCCCCGGGAGGCTACAGAGCAGGAGATTCGCTCACTCTTCGAGCAGTATGGG 
AAGGTGCTGGAATGTGACATCATTAAGAATTACGGCTTTGTGCACATAGAAGAC 
5 AAGACGGCAGCTGAGGATGCCATACGCAACCTGCACCATTACAAGCTTCATGGG 
GTGAACATCAACGTGGAAGCCAGCAAGAATAAGAGCAAAACCTCAACAAAGTTG 
CATGTGGGCAACATCAGTCCCACCTGCACCAATAAGGAGCTTCGAGCCAAGTTTG 
AGGAGTATGGTCCGGTCATCGAATGTGACATCGTGAAAGATTATGCCTTCGTACA 
CATGGAGCGGGCAGAGGATGCAGTGGAGGCCATCAGGGGCCTTGATAACACAGA 
10 GTTTCAAGGTGGGATGTGTGTGGGCTG 

SEQ ID NO: 115 

>gi|317191 l|emb|AJ001015.1|HSRAMP2 Homo sapiens mRNA encoding RAMP2 
GGATATAGGCGCCCCCACACCCGGGCCCGGCTAAGCGCCGCCGCCGCTCCTCGC 

1 5 CTCCTTGCTGCACGATGGCCTCGCTCCGGGTGGAGCGCGCCGGCGGCCCGCGTCT 
CCCTAGGACCCGAGTCGGGCGGCCGGCAGCCGTCCGCCTCCTCCTTCTGCTGGGC 
GCTGTCCTGAATCCCCACGAGGCCCTGGCTCAGCCTCTTCCCACCACAGGCACAC 
CAGGGTCAGAAGGGGGGACGGTGAAGAACTATGAGACAGCTGTCCAATTTTGCT 
GGAATCATTATAAGGATCAAATGGATCCTATCGAAAAGGATTGGTGCGACTGGG 

20 CCATGATTAGCAGGCCTTATAGCACCCTGCGAGATTGCCTGGAGCACTTTGCAGA 
GTTGTTTGACCTGGGCTTCCCCAATCCCTTGGCAGAGAGGATCATCTTTGAGACT 
CACCAGATCCACTTTGCCAACTGCTCCCTGGTGCAGCCCACCTTCTCTGACCCCCC 
AGAGGATGTACTCCTGGCCATGATCATAGCCCCCATCTGCCTCATCCCCTTCCTC 
ATCACTCTTGTAGTATGGAGGAGTAAAGACAGTGAGGCCCAGGCCTAGGGGGCA 

25 CGAGCTTCTCAACAACCATGTTACTCCACTTCCCCACCCCCACCAGGCCTCCCTCC 
TCCCCTCCTACTCCCTTTTCTCACTCTCATCCCCACCACAGATCCCTGGATTGCTG 
GGAATGGAAGCCAGGGTTGGGCATGGCACAAGTTCTGTAATCTTCAAAATAAAA 
CTTTTTTTTTGA 

30 SEQ ID NO: 116 

>gi|2456985|gb|AA608557.1|AA608557 ae54a09.sl Stratagene lung carcinoma 937218 
Homo sapiens cDNA clone IMAGE:950680 3' similar to contains element MER24 MER24 
repetitive element ; ... 

,,,, TTTlTTC/ilFC^^^ 

35 TCCTCCCACCTTCTTCTTTCCGAAGAAGGCAGTTTGCAGAGACAAAAGGGCTGTG 
GCGTGGGGATCATCCACCATCTCCAGGTTTTACACCCAGGCTACCCATGGCTTGG 
CAGTCAGGCCTCTAGGCGATGCTCTCAGAGGCAATAGAAGAAAAGTAAAAGGAA 
GGTCTCACTTCACAGACAATGAAACCCTCCTAACCCTCTTCCCCACTACCCACAA 
CTCCCTACACTGCCAATCTAAATAAAAAGAGGACAATGCATGAGTGTGAGATAC 

40 ACATACACACACACACATACACACACACACACGCACAGCTTCCTTTCAGCCAAA 
GAACTGCAAAATCCTTCCCCGGAAGGAGGACAACTGGCAACACCAATCAAGGCT 
TGGTGGTCTAAGGTGATGGCTGGAATCATGTGAGACTGGTAAAAATCCAGGGAG 
AAAATGTTTCACCTTCAGCTCATTCCCAAGTCTCTATGAAGCCCGCCCCACTTCCA 
CATAGGGGAACTGTGGCTCTGGGGGCAGCTGGCTTAGGGAAAGGCCTCCCATGG 

45 CCAAGAAGACGATGGTGGAGAGGAGGGGGAGGGCAGCAGG 

SEQ ID NO: 117 

>83 BLOOD 23 1 120.25 Incyte Unique 
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TGTTCATGCTCATTGCTGTTTATTGAAACAAAAGAATCAGAAGAAGATCAGAATG 
AAGACAATAATAAAAAGCAGAAGCAGAAGTACAAGAAGAATAAAGAAAGAAAG 
GGAAAGAATTGTAGGAAGGAAAAACTTGTAGAAGTAGAGGGTGGAGAGTGCGA 
AGAGGTGGAGTATGATGGGCAGTCCGATCTTTTCCATCTGGGCTTTCAGACAATG 
5 GGATATGTCATGGAAGGCTTCTTTAAACACCAGAAGAAATTCAGGATAAAGCTC 
AAAAAGAGCAGGCAATCGATAGGGGTTGAAAATCCACTCAGTAGGCCACGGAA 
GGACTTCAAGAAGGTTGATCGTTCTGTCGCTGGATGTTGTAGGTGTCCTACGTGA 
AGGCAATCGACATCTGGATGGCTGTGTGTCTGCNCTTTGTGTTCGCTGCCTTGCTG 
GANTATGCNGTTCTNACTGTTGGATTTCTTCNTCNTGATCTTCATTGGGTGCATTA 
1 0 GAGTTGTTGGGCITGAGTTGTTGTrCTCCCTCACTCTTITCTGTTAACCTCATTTCT 
TCTACAGTAAAGTGATCACTl'GGTTTGCTTTCCTGCACTCTTCTTGACACTCCAGT 
CAACATTAGCCAAAGCAGGGAACAAGATATTTCTAATGTATTTTGAGGCTTGGAA 
AGACAAGTCATCATGGTTAAACAACAGAGTACTATTAGGGGCTTGGGCTAGAGG 
CAGGTGAAGTTCAAATCCTGGTTCCCATACTTGTTGCGTACACAGTCCCGACGCC 
15 AGGGGCGCACGCCTGCGCAAACACAGCACCTCCCGAGCCACGAGGGCCGCTCAC 
ACAGCAACCCCAGCACCACGCGAGCCTGCCCGCGCACTAACACACTGGCCTTAA 
TGCCTTGCGCNCGTTGCACTCACGACCCTCACTTGCAAACACAGCAGAACCCCCA 
CTGCGCCTTTTTTTTC 

SEQIDNO: 118 

>gi|2079053|gb|AA419164.1|AA419164 zv35fl2.rl Soares ovary tumor NbHOT Homo 
sapiens cDNA clone IMAGE:755663 5" similar to gb:X07282 RETDSfOIC ACID 
RECEPTOR BETA-2 (HUMAN);, mRNA sequence 

CACTAGGTCAGTGCATCTGCTTAATCTGTGGAGACCGCCAGACCGTTGAGGAACC 
GACAAAAGTAGATAAGCTACAAGAACCATTGCTGGAACACTAAAAATTTATATC 
AGAAAAAGACGACCCAGCAAGCCTCACATGTTTCCAAAGATCTTAATGAAAATC 
ACAGATCTCCGTAGCATCAGTGCTAAAGGTGCAGAGCGTGTAATTACCTTGAAA 
ATGGAAATTCCTGGATCAATGCCACCTCTCATTCAAGAAATGCTGGAGAATTCTG 
AAGGACATGAACCCTTGACCCCAAGTTCAAGTGGGAACACAGCAGACACAGTCC 
TAGCATCTCACCCAGCTCAGTGGAAAACAGTGGGGTCAGTCAGTCACCACTCGTG 
CAATAAGACATTTTCTAGCTACTTCAAACATTCCCCAGTACCTTCAGTTCCAGGA 
TTTAAAATGCAAGAAAAAA 

35 >gi|l 86330|gb|M74782.1|HUMIL3B Human interleukin 3 receptor (hIL-3Ra) mRNA, 
complete cds 

GCACACGGGAAGATATCAGAAACATCCTAGGATCAGGACACCCCAGATCTTCTC 
AACTGGAACCACGAAGGCTGTTTCTTCCACACAGCACTTTGATCTCCATTTAAGC 
AGGCACCTCrGTCCTGCGTTCCGGAGCTGCGTTCCCGATGGTCCTCCTTTGGCTCA 

40 CGCTGCTCCTGATCGCCCTGCCCTGTCTCCTGCAAACGAAGGAAGATCCAAACCC 
ACCAATCACGAACCTAAGGATGAAAGCAAAGGCTCAGCAGTTGACCTGGGACCT 
TAACAGAAATGTGACCGATATCGAGTGTGTTAAAGATGCCGACTATTCTATGCCG 
GCAGTGAACAATAGCTATTGCCAGTTTGGAGCAATTTCCTTATGTGAAGTGACCA 
ACTACACCGTCCGAGTGGCCAACCCACCATTCTCCACGTGGATCCTCTTCCCTGA 

45 GAACAGTGGGAAGCCTTGGGCAGGTGCGGAGAATCTGACCTGCTGGATTCATGA 
CGTGGATTTCTTGAGCTGCAGCTGGGCGGTAGGCCCGGGGGCCCCCGCGGACGT 
CCAGTACGACCTGTACTTGAACGTTGCCAACAGGCGTCAACAGTACGAGTGTCTT 
CACTACAAAACGGATGCTCAGGGAACACGTATCGGGTGTCGTTTCGATGACATCT 
CTCGACTCTCCAGCGGTTCTCAAAGTTCCCACATCCTGGTGCGGGGCAGGAGCGC 
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AGCCTTCGGTATCCCCTGCACAGATAAGTTTGTCGTCTTTTCACAGATTGAGATAT 
TAACTCCACCCAACATGACTGCAAAGTGTAATAAGACACATTCCTTTATGCACTG 
GAAAATGAGAAGTCATTTCAATCGCAAATTTCGCTATGAGCTTCAGATACAAAA 
GAGAATGCAGCCTGTAATCACAGAACAGGTCAGAGACAGAACCTCCTTCCAGCT 
5 ACTCAATCCTGGAACGTACACAGTACAAATAAGAGCCCGGGAAAGAGTGTATGA 
ATTCTTGAGCGCCTGGAGCACCCCCCAGCGCTTCGAGTGCGACCAGGAGGAGGG 
CGCAAACACACGTGCCTGGCGGACGTCGCTGCTGATCGCGCTGGGGACGCTGCT 
GGCCCTGGTCTGTGTCTTCGTGATCTGCAGAAGGTATCTGGTGATGCAGAGACTC 
TTTCCCCGCATCCCTCACATGAAAGACCCCATCGGTGACAGCTTCCAAAACGACA 
10 AGCTGGTGGTCTGGGAGGCGGGCAAAGCCGGCCTGGAGGAGTGTCTGGTGACTG 
AAGTACAGGTCGTGCAGAAAACTTGAGACTGGGGTTCAGGGCTTGTGGGGGTCT 
GCCTCAATCTCCCTGGCCGGGCCAGGCGCCTGCACAGACTGGCTGCTGGACCTGC 
GCACGCAGCCCAGGAATGGACATTCCTAACGGGTGGTGGGCATGGGAGATGCCT 
GTGTAATTTCGTCCGAAGCTGCCAGGAAGAAGAACAGAAC 

15 

SEQIDNO: 120 

>gi|6981725|gb|U48730.2|HSU48730 Homo sapiens transcription factor Stat5b (stat5b) 
mRNA, complete cds 

CCGGGTAAACCATGGCTGTGTGGATACAAGCTCAGCAGCTCCAAGGAGAAGCCC 
20 TTCATCAGATGCAGGCGTTATATGGCCAGCATTTTCCCATTGAGGTGCGGCATTA 
TTTATCCCAGTGGATTGAAAGCCAAGCATGGGACTCAGTAGATCTTGATAATCCA 
CAGGAGAACATTAAGGCCACCCAGCTCCTGGAGGGCCTGGTGCAGGAGCTGCAG 
AAGAAGGCAGAGCACCAGGTGGGGGAAGATGGGTTTTTACTGAAGATCAAGCTG 
GGGCACTATGCCACACAGCTCCAGAACACGTATGACCGCTGCCCCATGGAGCTG 
25 GTCCGCTGCATCCGCCATATATTGTACAATGAACAGAGGTTGGTCCGAGAAGCCA 
ACAATGGTAGCTCTCCAGCTGGAAGCCTTGCTGATGCCATGTCCCAGAAACACCT 
CCAGATCAACCAGACGTTTGAGGAGCTGCGACTGGTCACGCAGGACACAGAGAA 
TGAGTTAAAAAAGCTGCAGCAGACTCAGGAGTACTTCATCATCCAGTACCAGGA 
GAGCCTGAGGATCCAAGCTCAGTTTGGCCCGCTGGCCCAGCTGAGCCCCCAGGA 
30 GCGTCTGAGCCGGGAGACGGCCCTCCAGCAGAAGCAGGTGTCTCTGGAGGCCTG 
GTTGCAGCGTGAGGCACAGACACTGCAGCAGTACCGCGTGGAGCTGGCCGAGAA 
GCACCAGAAGACCCTGCAGCTGCTGCGGAAGCAGCAGACCATCATCCTGGATGA 
CGAGCTGATCCAGTGGAAGCGGCGGCAGCAGCTGGCCGGGAACGGCGGGCCCCC 

35 CTGGCAGAACCGGCAGCAGATCCGCAGGGCTGAGCACCTCTGCCAGCAGCTGCC 
CATCCCCGGCCCAGTGGAGGAGATGCTGGCCGAGGTCAACGCCACCATCACGGA 
CATTATCTCAGCCCTGGTGACCAGCACGTTCATCATTGAGAAGCAGCCTCCTCAG 
GTCCTGAAGACCCAGACCAAGTTTGCAGCCACTGTGCGCCTGCTGGTGGGCGGG 
AAGCTGAACGTGCACATGAACCCCCCCCAGGTGAAGGCCACCATCATCAGTGAG 

40 CAGCAGGCCAAGTCTCTGCTCAAGAACGAGAACACCCGCAATGATTACAGTGGC 
GAGATCTTGAACAACTGCTGCGTCATGGAGTACCACCAAGCCACAGGCACCCTT 
AGTGCCCACTTCAGGAATATGTCCCTGAAACGAATTAAGAGGTCAGACCGTCGT 
GGGGCAGAGTCGGTGACAGAAGAAAAATTTACAATCCTGTTTGAATCCCAGTTC 
AGTGTTGGTGGAAATGAGCTGGTTTTTCAAGTCAAGACCCTGTCCCTGCCAGTGG 

45 TGGTGATCGTTCATGGCAGCCAGGACAACAATGCGACGGCCACTGTTCTCTGGGA 
CAATGCTTTTGCAGAGCCTGGCAGGGTGCCATTTGCCGTGCCTGACAAAGTGCTG 
TGGCCACAGCTGTGTGAGGCGCTCAACATGAAATTCAAGGCCGAAGTGCAGAGC 
AACCGGGGCCTGACCAAGGAGAACCTCGTGTTCCTGGCGCAGAAACTGTTCAAC 
AACAGCAGCAGCCACCTGGAGGACTACAGTGGCCTGTCTGTGTCCTGGTCCCAGT 
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TCAACAGGGAGAATTTACCAGGACGGAATTACACTTTCTGGCAATGGTTTGACGG 
TGTGATGGAAGTGTTAAAAAAACATCTCAAGCCTCATTGGAATGATGGGGCCATT 
TTGGGGTTTGTAAACAAGCAACAGGCCCATGACCTACTCATTAACAAGCCAGAT 
GGGACCTTCCTCCTGAGATTCAGTGACTCAGAAATTGGCGGCATCACCATTGCTT 
5 GGAAGTTTGATTCTCAGGAAAGAATGTTTTGGAATCTGATGCCTTTTACCACCAG 
AGACTTCTCCATCCGGTCCCTAGCCGACCGCTTGGGAGACTTGAATTACCTTATC 
TACGTGTTTCCTGATCGGCCAAAAGATGAAGTATACTCCAAATACTACACACCAG 
TTCCCTGCGAGTCTGCTACTGCTAAAGCTGTTGATGGATACGTGAAGCCACAGAT 
CAAGCAAGTGGTCCCTGAGTTTGTGAACGCATCTGCAGATGCCGGGGGCGGCAG 
1 0 CGCCACGTACATGGACCAGGCCCCCTCCCCAGCTGTGTGTCCCCAGGCTCACTAT 
AACATGTACCCACAGAACCCTGACTCAGTCCTTGACACCGATGGGGACTTCGATC 
TGGAGGACACAATGGACGTAGCGCGGCGTGTGGAGGAGCTCCTGGGCCGGCCAA 
TGGACAGTCAGTGGATCCCGCACGCACAATCGTGACCCCGCGACCTCTCCATCTT 
CAGCTTCTTCATCTTCACCAGAGGAATCACTCTTGTGGATGTTTTAATTCCATCAA 
1 5 TCGCTTCTCTTTTG AAAAC AATACTCATAATGTGAAGTGTTAAT ACTAGTTGTGAC 
CTTAGTGTTTCTGTGCATGGTGGCACCAGCGAAGGGGAGTGCGAGTATGTGTTTG 
TGTGTGTGTGTGTGTGTGTGTGTGTGTGCGTGTTTGCACGTTATGGTGTTTCTCCC 
TCTCACTGTCTGAGAGTTTAGTTGTAGCAGAGGGGCCACAGACAGAAGCTGTGGT 
GGTTTTTACTTTGTGCAAAAAGGCAGTGAGTTTCGTGAAGCCT 

20 

SEQIDNO: 121 

>gi|1490144|gb|AA025156.1|AA02515.6 ze78h06.rl Soares_fetal_heart_NbHH19W Homo 
sapiens cDNA clone IMAGE:365147 5' similar to gb:Ml 1730 ERBB-2 RECEPTOR 
PROTEIN-TYROSDSTE KINASE PRECURSOR (HUMAN);, mRNA sequence 
25 TGTGTCCTCAGGGAGCAGGGAAGGCCTGACTTCTGCTGGCATCAAGAGGTGGGA 
GGGCCCTCCGACCACTTCCAGGGGAACCTGCCATGCCAGGAACCTGTCCTAAGG 
AACCTTCCTTCCTGCTTGAGTTCCCAGATGGCTGGAAGGGGTCCAGCCTCGTTGG 
AAGAGGAACAGCACTGGGGAGTCTTTGTGGATTCTGAGGCCCTGCCCAATGAGA 
CTCTAGGGTCCAGTGGATGCCACAGCCCAGCTTGGCCCTTTCCTTCCAGATCCTG 
30 GGTACTGAAAGCCTTAGGGAAGCTGGCCTGAGAGGGGAAGCGGCCCTAAGGGA 
AGTGTCTAAGAACAAAAGCGACCCATTCAGAGACTGTCCCTGAAACCTAGTACT 
NCCCCCCATN 

^^m^-^Hc SE q fD NO: 122 • 1 ••- mj. » 

35 >gi|189177|gb|M58603.1|HUMNFKB Human nuclear factor kappa-B DNA binding subunit 
(NF-kappa-B) mRNA, complete cds 

GGCCACCGGAGCGGCCCGGCGACGATCGCTGACAGCTTCCCCTGCCCTTCCCGTC 
GGTCGGGCCGCCAGCCGCCGCAGCCCTCGGCCTGCACGCAGCCACCGGCCCCGC 
TCCCGGAGCCCAGCGCCGCCGAGGCCGCAGCCGCCCGGCCAGTAAGGCGGCGCC 
40 GCCCGCGGCCACCGCGGGCCCTGCCGTTCCCTCCGCCGCGCTGCGCCATGGCGCG 
GCGCTGACTGGCCTGGCCCGGCCCCGCCGCGCTCCCGCTCGCCCCGACCCGCACT 
CGGGCCCGCCCGGGCTCCGGCCTGCCGCCGCCTCTTCCTTCTCCAGCCGGCAGGC 
CCCGCCGCTTAGGAGGGAGAGCCCACCCGCGCCAGGAGGCCGAACGCGGACTCG 
CCACCCGGCTTCAGAATGGCAGAAGATGATCCATATTTGGGAAGGCCTGAACAA 
45 ATGTTTCATTTGGATCCTTCTTTGACTCATACAATATTTAATCCAGAAGTATTTCA 
ACCACAGATGGCACTGCCAACAGATGGCCCATACCTTCAAATATTAGAGCAACC 
TAAACAGAGAGGATTTCGTTTCCGTTATGTATGTGAAGGCCCATCCCATGGTGGA 
CTACCTGGTGCCTCTAGTGAAAAGAACAAGAAGTCTTACCCTCAGGTCAAAATCT 
GCAACTATGTGGGACCAGCAAAGGTTATTGTTCAGTTGGTCACAAATGGAAAAA 
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ATATCCACCTGCATGCCCACAGCCTGGTGGGAAAACACTGTGAGGATGGGATCT 
GCACTGTAACTGCTGGACCCAAGGACATGGTGGTCGGCTTCGCAAACCTGGGTAT 
ACTTCATGTGACAAAGAAAAAAGTATTTGAAACACTGGAAGCACGAATGACAGA 
GGCGTGTATAAGGGGCTATAATCCTGGACTCTTGGTGCACCCTGACCTTGCCTAT 
5 TTGCAAGCAGAAGGTGGAGGGGACCGGCAGCTGGGAGATCGGGAAAAAGAGCT 
AATCCGCCAAGCAGCTCTGCAGCAGACCAAGGAGATGGACCTCAGCGTGGTGCG 
GCTCATGTTTACAGCTTTTCTTCCGGATAGCACTGGCAGCTTCACAAGGCGCCTG 
GAACCCGTGGTATCAGACGCCATCTATGACAGTAAAGCCCCCAATGCATCCAACT 
TGAAAATTGTAAGAATGGACAGGACAGCTGGATGTGTGACTGGAGGGGAGGAA 

10 ATTTATCTTCTTTGTGACAAAGTTCAGAAAGATGACATCCAGATTCGATTTTATG 
AAGAGGAAGAAAATGGTGGAGTCTGGGAAGGATTTGGAGATTTTTCCCCCACAG 
ATGTTCATAGACAATTTGCCATTGTCTTCAAAACTCCAAAGTATAAAGATATTAA 
TATTACAAAACCAGCCTCTGTGTTTGTCCAGCTTCGGAGGAAATCTGACTTGGAA 
ACTAGTGAACCAAAACCTTTCCTCTACTATCCTGAAATCAAAGATAAAGAAGAA 

15 GTGCAGAGGAAACGTCAGAAGCTCATGCCCAATTTTTCGGATAGTTTCGGCGGTG 
GTAGTGGTGCCGGAGCTGGAGGCGGAGGCATGTTTGGTAGTGGCGGTGGAGGAG 
GGGGCACTGGAAGTACAGGTCCAGGGTATAGCTTCCCACACTATGGATTTCCTAC 
TTATGGTGGGATTACTTTCCATCCTGGAACTACTAAATCTAATGCTGGGATGAAG 
CATGGAACCATGGACACTGAATCTAAAAAGGACCCTGAAGGTTGTGACAAAAGT 

20 GATGACAAAAACACTGTAAACCTCTTTGGGAAAGTTATTGAAACCACAGAGCAA 
GATCAGGAGCCCAGCGAGGCCACCGTTGGGAATGGTGAGGTCACTCTAACGTAT 
GCAACAGGAACAAAAGAAGAGAGTGCTGGAGTTCAGGATAACCTCTTTCTAGAG 
AAGGCTATGCAGCTTGCAAAGAGGCATGCCAATGCCCTTTTCGACTACGCGGTGA 
CAGGAGACGTGAAGATGCTGCTGGCCGTCCAGCGCCATCTCACTGCTGTGCAGG 

25 ATGAGAATGGGGACAGTGTCTTACACTTAGCAATCATCCACCTTCATTCTCAACT 
TGTGAGGGATCTACTAGAAGTCACATCTGGTTTGATTTCTGATGACATTATCAAC 
ATGAGAAATGATCTGTACCAGACGCCCTTGCACTTGGCAGTGATCACTAAGCAG 
GAAGATGTGGTGGAGGATTTGCTGAGGGCTGGGGCCGACCTGAGCCTTCTGGAC 
CGCTTGGGTAACTCTGTTTTGCACCTAGCTGCCAAAGAAGGACATGATAAAGTTC 

30 TCAGTATCTTACTCAAGCACAAAAAGGCAGCACTACTTCTTGACCACCCCAACGG 
GGACGGTCTGAATGCCATTCATCTAGCCATGATGAGCAATAGCCTGCCATGTTTG 
CTGCTGCTGGTGGCCGCTGGGGCTGACGTCAATGCTCAGGAGCAGAAGTCCGGG 
CGCACAGCACTGCACCTGGCTGTGGAGCACGACAACATCTCATTGGCAGGCTGC 
CTGCTCCTGGAGGGTGATGCCCATGTGGACAGTACTAeeTACGATGGAACCACAC 

35 CCCTGCATATAGCAGCTGGGAGAGGGTCCACCAGGCTGGCAGCTCTTCTCAAAG 
CAGCAGGAGCAGATCCCCTGGTGGAGAACTTTGAGCCTCTCTATGACCTGGATGA 
CTCTTGGGAAAATGCAGGAGAGGATGAAGGAGTTGTGCCTGGAACCACGCCTCT 
AGATATGGCCACCAGCTGGCAGGTATTTGACATATTAAATGGGAAACCATATGA 
GCCAGAGTTTACATCTGATGATTTACTAGCACAAGGAGACATGAAACAGCTGGC 

40 TGAAGATGTGAAGCTGCAGCTGTATAAGTTACTAGAAATTCCTGATCCAGACAA 
AAACTGGGCTACTCTGGCGCAGAAATTAGGTCTGGGGATACTTAATAATGCCTTC 
CGGCTGAGTCCTGCTCCTTCCAAAACACTTATGGACAACTATGAGGTCTCTGGGG 
GTACAGTCAGAGAGCTGGTGGAGGCCCTGAGACAAATGGGCTACACCGAAGCAA 
TTGAAGTGATCCAGGCAGCCTCCAGCCCAGTGAAGACCACCTCTCAGGCCCACTC 

45 GCTGCCTCTCTCGCCTGCCTCCACAAGGCAGCAAATAGACGAGCTCCGAGACAGT 
GACAGTGTCTGCGACACGGGCGTGGAGACATCCTTCCGCAAACTCAGCTTTACCG 
AGTCTCTGACCAGTGGTGCCTCACTGCTAACTCTCAACAAAATGCCCCATGATTA 
TGGGCAGGAAGGACCTCTAGAAGGCAAAATTTAGCCTGCTGACAATTTCCCACA 
CCGTGTAAACCAAAGCCCTAAAATTCCACTGCGTTGTCCACAAGACAGAAGCTG 
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AAGTGCATCCAAAGGTGCTCAGAGAGCCGGCCCGCCTGAATCATTCTCGATTTAA 
CTCGAGACCTTTTCAACTTGGCTTCCTTTCTTGGTTCATAAATGAATTTTAGTTTG 
GTTCACTTACAGATAGTATCTAGCAATCACAACACTGGCTGAGCGGATGCATCTG 
GGGATGAGGTTGCTTACTAAGCTTTGCCAGCTGCTGCTGGATCACAGCTGCTTTC 
5 TGTTGTCATTGCTGTTGTCCCTCTGC 

SEQ ID NO: 123 

>gi|34036|emb|X12881.1|HSKER18R Human mRNA for cytokeratin 18 
TCGTCCGCAAAGCCTGAGTCCTGTCCTTTCTCTCTCCCCGGACAGCATGAGCTTCA 

1 0 CCACTCGCTCCACCTTCTCCACCAACTACCGGTCCCTGGGCTCTGTCCAGGCGCC 
CAGCTACGGCGCCCGGCCGGTCAGCAGCGCGGCCAGCGTCTATGCAGGCGCTGG 
GGGCTCTGGTTCCCGGATCTCCGTGTCCCGCTCCACCAGCTTCAGGGGCGGCATG 
GGGTCCGGGGGCCTGGCCACCGGGATAGCCGGGGGTCTGGCAGGAATGGGAGGC 
ATCCAGAACGAGAAGGAGACCATGCAAAGCCTGAACGACCGCCTGGCCTCTTAC 

15 CTGGACAGAGTGAGGAGCCTGGAGACCGAGAACCGGAGGCTGGAGAGCAAAAT 
CCGGGAGCACTTGGAGAAGAAGGGACCCCAGGTCAGAGACTGGAGCCATTACTT 
CAAGATCATCGAGGACCTGAGGGCTCAGATCTTCGCAAATACTGTGGACAATGC 
CCGCATCGTTCTGCAGATTGACAATGCCCGTCTTGCTGCTGATGACTTTAGAGTC 
AAGTATGAGACAGAGCTGGCCATGCGCCAGTCTGTGGAGAACGACATCCATGGG 

20 CTCCGCAAGGTCATTGATGACACCAATATCACACGACTGCAGCTGGAGACAGAG 
ATCGAGGCTCTCAAGGAGGAGCTGCTCTTCATGAAGAAGAACCACGAAGAGGAA 
GTAAAAGGCCTACAAGCCCAGATTGCCAGCTCTGGGTTGACCGTGGAGGTAGAT 
GCCCCCAAATCTCAGGACCTCGCCAAGATCATGGCAGACATCCGGGCCCAATAT 
GACGAGCTGGCTCGGAAGAACCGAGAGGAGCTAGACAAGTACTGGTCTCAGCAG 

25 ATTGAGGAGAGCACCACAGTGGTCACCACACAGTCTGCTGAGGTTGGAGCTGCT 
GAGACGACGCTCACAGAGCTGAGACGTACAGTCCAGTCCTTGGAGATCGACCTG 
GACTCCATGAGAAATCTGAAGGCCAGCTTGGAGAACAGCCTGAGGGAGGTGGAG 
GCCCGCTACGCCCTACAGATGGAGCAGCTCAACGGGATCCTGCTGCACCTTGAGT 
CAGAGCTGGCACAGACCCGGGCAGAGGGACAGCGCCAGGCCCAGGAGTATGAG 

30 GCGCTGCTGAACATCAAGGTCAAGCTGGAGGCTGAGATCGCCACCTACCGCCGC 
CTGCTGGAAGATGGCGAGGACTTTAATCTTGGTGATGCCTTGGACAGCAGCAACT 
CCATGCAAACCATCCAAAAGACCACCACCCGCCGGATAGTGGATGGCAAAGTGG 
TGTCTGAGACCAATGACACCAAAGTTCTGAGGCATTAAGCCAGCAGAAGCAGGG 
TACCCTTTGGGGAGCAGGAGGCCAATAi/V^WfTGAGAGTTGATTGGATGTC 

35 

SEQ ID NO: 124 

>gi|183986|gb|M11730J|HUMHER2A Human tyrosine kinase-type receptor (HER2) 
mRNA, complete cds 

AATTCTCGAGCTCGTCGACCGGTCGACGAGCTCGAGGGTCGACGAGCTCGAGGG 
40 CGCGCGCCCGGCCCCCACCCCTCGCAGCACCCCGCGCCCCGCGCCCTCCCAGCCG 
GGTCCAGCCGGAGCCATGGGGCCGGAGCCGCAGTGAGCACCATGGAGCTGGCGG 
CCTTGTGCCGCTGGGGGCTCCTCCTCGCCCTCTTGCCCCCCGGAGCCGCGAGCAC 
CCAAGTGTGCACCGGCACAGACATGAAGCTGCGGCTCCCTGCCAGTCCCGAGAC 
CCACCTGGACATGCTCCGCCACCTCTACCAGGGCTGCCAGGTGGTGCAGGGAAA 
45 CCTGGAACTCACCTACCTGCCCACCAATGCCAGCCTGTCCTTCCTGCAGGATATC 
CAGGAGGTGCAGGGCTACGTGCTCATCGCTCACAACCAAGTGAGGCAGGTCCCA 
CTGCAGAGGCTGCGGATTGTGCGAGGCACCCAGCTCTTTGAGGACAACTATGCCC 
TGGCCGTGCTAGACAATGGAGACCCGCTGAACAATACCACCCCTGTCACAGGGG 
CCTCCCCAGGAGGCCTGCGGGAGCTGCAGCTTCGAAGCCTCACAGAGATCTTGA 
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AAGGAGGGGTCTTGATCCAGCGGAACCCCCAGCTCTGCTACCAGGACACGATTTT 
GTGGAAGGACATCTTGCACAAGAACAACCAGCTGGCTCTCACACTGATAGACAC 
CAACCGCTCTCGGGCCTGCCACCCCTGTTCTCCGATGTGTAAGGGCTCCCGCTGC 
TGGGGAGAGAGTTCTGAGGATTGTCAGAGCCTGACGCGCACTGTCTGTGCCGGT 
5 GGCTGTGCCCGCTGCAAGGGGCCACTGCCCACTGACTGCTGCCATGAGCAGTGTG 
CTGCCGGCTGCACGGGCCCCAAGCACTCTGACTGCCTGGCCTGCCTCCACTTCAA 
CCACAGTGGCATCTGTGAGCTGCACTGCCCAGCCCTGGTCACCTACAACACAGAC 
ACGTTTGAGTCCATGCCCAATCCCGAGGGCCGGTATACATTCGGCGCCAGCTGTG 
TGACTGCCTGTCCCTACAACTACCTTTCTACGGACGTGGGATCCTGCACCCTCGTC 

1 0 TGCCCCCTGCACAACCAAGAGGTGACAGCAGAGGATGGAACACAGCGGTGTGAG 
AAGTGCAGCAAGCCCTGTGCCCGAGTGTGCTATGGTCTGGGCATGGAGCACTTGC 
GAGAGGTGAGGGCAGTTACCAGTGCCAATATCCAGGAGTTTGCTGGCTGCAAGA 
AGATCTTTGGGAGCCTGGCATTTCTGCCGGAGAGCTTTGATGGGGACCCAGCCTC 
CAACACTGCCCCGCTCCAGCCAGAGCAGCTCCAAGTGTTTGAGACTCTGGAAGA 

15 GATCACAGGTTACCTATACATCTCAGCATGGCCGGACAGCCTGCCTGACCTCAGC 
GTCTTCCAGAACCTGCAAGTAATCCGGGGACGAATTCTGCACAATGGCGCCTACT 
CGCTGACCCTGCAAGGGCTGGGCATCAGCTGGCTGGGGCTGCGCTCACTGAGGG 
AACTGGGCAGTGGACTGGCCCTCATCCACCATAACACCCACCTCTGCTTCGTGCA 
CACGGTGCCCTGGGACCAGCTCTTTCGGAACCCGCACCAAGCTCTGCTCCACACT 

20 GCCAACCGGCCAGAGGACGAGTGTGTGGGCGAGGGCCTGGCCTGCCACCAGCTG 
TGCGCCCGAGGGCACTGCTGGGGTCCAGGGCCCACCCAGTGTGTCAACTGCAGC 
CAGTTCCTTCGGGGCCAGGAGTGCGTGGAGGAATGCCGAGTACTGCAGGGGCTC 
CCCAGGGAGTATGTGAATGCCAGGCACTGTTTGCCGTGCCACCCTGAGTGTCAGC 
CCCAGAATGGCTCAGTGACCTGTTTTGGACCGGAGGCTGACCAGTGTGTGGCCTG 

25 TGCCCACTATAAGGACCCTCCCTTCTGCGTGGCCCGCTGCCCCAGCGGTGTGAAA 
CCTGACCTCTCCTACATGCCCATCTGGAAGTTTCCAGATGAGGAGGGCGCATGCC 
AGCCTTGCCCCATCAACTGCACCCACTCCTGTGTGGACCTGGATGACAAGGGCTG 
CCCCGCCGAGCAGAGAGCCAGCCCTCTGACGTCCATCGTCTCTGCGGTGGTTGGC 
ATTCTGCTGGTCGTGGTCTTGGGGGTGGTCTTTGGGATCCTCATCAAGCGACGGC 

30 AGCAGAAGATCCGGAAGTACACGATGCGGAGACTGCTGCAGGAAACGGAGCTG 
GTGGAGCCGCTGACACCTAGCGGAGCGATGCCCAACCAGGCGCAGATGCGGATC 
CTGAAAGAGACGGAGCTGAGGAAGGTGAAGGTGCTTGGATCTGGCGCTTTTGGC 
ACAGTCTACAAGGGCATCTGGATCCCTGATGGGGAGAATGTGAAAATTCCAGTG 
, GCCATCAAAGTGTTGAGGGA^^AGAT'eSGGeAiAA.GCCAACAAAGAAATCTTA 

35 GACGAAGCATACGTGATGGCTGGTGTGGGCTCCCCATATGTCTCCCGCCTTCTGG 
GCATCTGCCTGACATCCACGGTGCAGCTGGTGACACAGCTTATGCCCTATGGCTG 
CCTCTTAGACCATGTCCGGGAAAACCGCGGACGCCTGGGCTCCCAGGACCTGCTG 
AACTGGTGTATGCAGATTGCCAAGGGGATGAGCTACCTGGAGGATGTGCGGCTC 
GTACACAGGGACTTGGCCGCTCGGAACGTGCTGGTCAAGAGTCCCAACCATGTC 

40 AAAATTACAGACTTCGGGCTGGCTCGGCTGCTGGACATTGACGAGACAGAGTAC 
CATGCAGATGGGGGCAAGGTGCCCATCAAGTGGATGGCGCTGGAGTCCATTCTC 
CGCCGGCGGTTCACCCACCAGAGTGATGTGTGGAGTTATGGTGTGACTGTGTGGG 
AGCTGATGACTTTTGGGGCCAAACCTTACGATGGGATCCCAGCCCGGGAGATCCC 
TGACCTGCTGGAAAAGGGGGAGCGGCTGCCCCAGCCCCCCATCTGCACCATTGA 

45 TGTCTACATGATCATGGTCAAATGTTGGATGATTGACTCTGAATGTCGGCCAAGA 
TTCCGGGAGTTGGTGTCTGAATTCTCCCGCATGGCCAGGGACCCCCAGCGCTTTG 
TGGTCATCCAGAATGAGGACTTGGGCCCAGCCAGTCCCTTGGACAGCACCTTCTA 
CCGCTCACTGCTGGAGGACGATGACATGGGGGACCTGGTGGATGCTGAGGAGTA 
TCTGGTACCCCAGCAGGGCTTCTTCTGTCCAGACCCTGCCCCGGGCGCTGGGGGC 



91 



WO 02/074979 



PCT/US02/08456 



ATGGTCCACCACAGGCACCGCAGCTCATCTACCAGGAGTGGCGGTGGGGACCTG 
ACACTAGGGCTGGAGCCCTCTGAAGAGGAGGCCCCCAGGTCTCCACTGGCACCC 
TCCGAAGGGGCTGGCTCCGATGTATTTGATGGTGACCTGGGAATGGGGGCAGCC 
AAGGGGCTGCAAAGCCTCCCCACACATGACCCCAGCCCTCTACAGCGGTACAGT 
5 GAGGACCCCACAGTACCCCTGCCCTCTGAGACTGATGGCTACGTTGCCCCCCTGA 
CCTGCAGCCCCCAGCCTGAATATGTGAACCAGCCAGATGTTCGGCCCCAGCCCCC 
TTCGCCCCGAGAGGGCCCTCTGCCTGCTGCCCGACCTGCTGGTGCCACTCTGGAA 
AGGGCCAAGACTCTCTCCCCAGGGAAGAATGGGGTCGTCAAAGACGTTTTTGCCT 
TTGGGGGTGCCGTGGAGAACCCCGAGTACTTGACACCCCAGGGAGGAGCTGCCC 

1 0 CTCAGCCCCACCCTCCTCCTGCCTTCAGCCCAGCCTTCGACAACCTCTATTACTGG 
GACCAGGACCCACCAGAGCGGGGGGCTCCACCCAGCACCTTCAAAGGGACACCT 
ACGGCAGAGAACCCAGAGTACCTGGGTCTGGACGTGCCAGTGTGAACCAGAAGG 
CCAAGTCCGCAGAAGCCCTGATGTGTCCTCAGGGAGCAGGGAAGGCCTGACTTC 
TGCTGGCATCAAGAGGTGGGAGGGCCCTCCGACCACTTCCAGGGGAACCTGCCA 

1 5 TGCCAGGAACCTGTCCTAAGGAACCTTCCTTCCTGCTTGAGTTCCCAGATGGCTG 
GAAGGGGTCCAGCCTCGTTGGAAGAGGAACAGCACTGGGGAGTCTTTGTGGATT 
CTGAGGCCCTGCCCAATGAGACTCTAGGGTCCAGTGGATGCCACAGCCCAGCTTG 
GCCCTTTCCTTCCAGATCCTGGGTACTGAAAGCCTTAGGGAAGCTGGCCTGAGAG 
GGGAAGCGGCCCTAAGGGAGTGTCTAAGAACAAAAGCGACCCATTCAGAGACTG 

20 TCCCTGAAACCTAGTACTGCCCCCCATGAGGAAGGAACAGCAATGGTGTCAGTA 
TCCAGGCTTTGTACAGAGTGCTTTTCTGTTTAGTTTTT^ 

TTAAAGACGAAATAAAGACCCAGGGGAGAATGGGTGTTGTATGGGGAGGCAAGT 

GTGGGGGGTCCTTCTCCACACCCACTTTGTCCATTTGCAAATATATTTTGGAAAA 

C 

25 

SEQIDNO: 125 

>gi|340247|gb|M54930.1|HUMVIP89 Human vasoactive intestinal peptide and peptide 
histidine isoleucine mRNA, 3' end 

GATCAAGTTTCATTAAAAGAAGACATTGACATGTTGCAAAATGCATTAGCTGAA 
30 AATGACACACCCTATTATGATGTATCCAGAAATGCCAGGCATGCTGATGGAGTTT 
TCACCAGTGACTTCAGTAAACTCTTGGGTCAACTTTCTGCCAAAAAGTACCTTGA 
GTCTCTTATGGGAAAACGTGTTAGCAGTAACATCTCAGAAGACCCTGTACCAGTC 
AAACGTCACTCAGATGCAGTCTTCACTGACAACTATACCCGCCTTAGAAAACAAA 
- TGGCTGTAAAGAAA^T'i^GAACTeAATTGTGJ^ATGGAAAGAGGAGCAGTGAGG 
35 GAGAATCTCCCGACTTTCCAGAAGAGTTAGAAAAATGATGAAAAAACCCCCCCC 
CCCC 

SEQIDNO: 126 

>gi|l 679601 |emb|Y09479.1 |HSEDG2 H.sapiens mRNA for G protein-coupled receptor Edg- 
40 2 

CTGACACCTACAGCATCAGGTACACAGCTTCTCCTAGCATGACTTCGATCTGATC 
AGCAAACAAGAAAATTTGTCTCCCGTAGTTCTGGGGCGTGTTCACCACCTACAAC 
CACAGAGCTGTCATGGCTGCCATCTCTACTTCCATCCCTGTAATTTCACAGCCCCA 
GTTCACAGCCATGAATGAACCACAGTGCTTCTACAACGAGTCCATTGCCTTCTTT 
45 TATAACCGAAGTGGAAAGCATCTTGCCACAGAATGGAACACAGTCAGCAAGCTG 
GTGATGGGACTTGGAATCACTGTTTGTATCTTCATCATGTTGGCCAACCTATTGGT 
CATGGTGGCAATCTATGTCAACCGCCGCTTCCATTTTCCTATTTATTACCTAATGG 
CTAATCTGGCTGCTGCAGACTTCTTTGCTGGGTTGGCCTACTTCTATCTCATGTTC 
AACACAGGACCCAATACTCGGAGACTGACTGTCAGCACATGGCTCCTTCGTCAG 
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GGCCTCATTGACACCAGCCTGACGGCATCTGTGGCCAACTTACTGGCTATTGCAA 
TCGAGAGGCACATTACGGTTTTCCGCATGCAGCTCCACACACGGATGAGCAACC 
GGCGGGTAGTGGTGGTCATTGTGGTCATCTGGACTATGGCCATCGTTATGGGTGC 
TATACCCAGTGTGGGCTGGAACTGTATCTGTGATATTGAAAATTGTTCCAACATG 
5 GCACCCCTCTACAGTGACTCTTACTTAGTCTTCTGGGCCATTTTCAACTTGGTGAC 
CTTTGTGGTAATGGTGGTTCTCTATGCTCACATCTTTGGCTATGTTCGCCAGAGGA 
CTATGAGAATGTCTCGGCATAGTTCTGGACCCCGGCGGAATCGGGATACCATGAT 
GAGTCTTCTGAAGACTGTGGTCATTGTGCTTGGGGCCTTTATCATCTGCTGGACTC 
CTGGATTGGTTTTGTTACTTCTAGACGTGTGCTGTCCACAGTGCGACGTGCTGGCC 
1 0 TATGAGAAATTCTTCCTTCTCCTTGCTGAATTCAACTCTGCCATGAACCCCATCAT 
TTACTCCTACCGCGACAAAGAAATGAGCGCCACCTTTAGGCAGATCCTCTGCTGC 
CAGCGCAGTGAGAACCCCACCGGCCCCACAGAAGGCTCAGACCGCTCGGCTTCC 
TCCCTCAACCACACCATCTTGGCTGGAGTTCACAGCAATGATCACTCTGTGGTTT 
AG 

15 

SEQIDNO: 127 

>gi|3242744|gb|AC004126.1|AC004126 Human Chromosome llql2.2 PAC clone 
pDJ606g6, complete sequence [Homo sapiens] 

ACGAGGTCAGGAGATTGAGACCATCCTGGCCAACGTGGCGAAACCACGTCTCTA 

20 ' CTAAAAATACAAAAATTAGCTGGGCGTCGTGGCGCATGCCTGTCATCCCAGCTAC 
TCAAGCCTGGCAACAGAGCGAGACTCTGTCTTAAAAAATAAAAGGGGGAAGAAG 
GAGAGGGGAGGTCTGCCCGAGCACAGCAAGGTTTCAGCCAGGTCTGCCAGGGCA 
AAGGAGGGCAGGATTCCACCTGCCTGTGGTCCCAGGGCAGAGCCAGGCAGCCCC 
ACCCTGAAATAGTTCTTGGGGTAAAGGCCTGAAACTTCCACACGCACTTCATTAT 

25 CCCAGCTCCATTTCCTCCCTCTITGCCATCATTTTTCTTTCTCCTTCTTTTTCTCCTT 
GGAGGTCCTAGTCTCCTTTCCCCAATATGGTCGGCCCAACACAAACTCCCCACAA 
GCAGATGTGGGTCAACCTTGCCCTCTGAGGTCAGGTTCTGCTAGCATTTGGGCCT 
GCTGAGCTGGACACAGAGGAAGAAAAGCTCAGGGAGGCCTGGAGTGTAGCAGC 
TCAGTGTCCCTTGCATCAGCCCCGGAGAGGGGCAAGGGGCTGCTTGAAGGTGCA 

30 GTCTTCCTCCTGCCTGGAGAGGCCATATTTTTCAGCAGTAGGACATACACCCCTG 
GCAACCCTCAGGAGAGTTTACAGAAGCCGCGTTTAATGCTCTGAAATCGCAGAG 
TGAGGAAATTATTCCCTGCCCACGGTGTTTTCAGTCCTTCTGCAAAGTCAAGAAG 
AAAATACCTGCTAGAGCTAGGAGGCCATCTCCTCTCCCCTCCTCATCACCCCTTTC 
ACAGAGGGGAT^A<3GTG?GGGTe¥rGAeGATCTTTTCACTTTTTGCTAAAGCGTA 

35 ATAGAAATTGGGTTTTGCCACCATTTGTTTTTATGTTTCCCTTTACCTTTCACTTAT 
GGCAAATGATATTGATTTTCCACTTATAATAGTGATGTAAACTTTCCTTTCAAAAC 
TGAGCTTGCATTGATAACAACAAGTGAGTCAAGTAAATATCAACACAGTTTCAA 
AACCATAAAGTGGATGACAGTACTGGGAAGGAGCAGGTCGGGCAAGAGCTGCC 
AGGGTGGGACAGACTGAATCGAAGGAACTTGGAGGCTCCAGGACTACTTTGTTT 

40 GACCTCCCTGAGCTCTGCCCAGGTCTCTGGGTTCCCACCTCTCCTGTGGGCACCAT 
TCAAAGCCAGTTCTCCTGGCTGGCTGCTGGGCCAGCTGCCAAGGCTCGGACGCCA 
AGGGCACCAATGCCTAGCTCAGCCCCTGGCCCTCATTCCTTCTGGGAAGCTGAGA 
AGGAGCTGGTCTGAAGCCCTGGGTTGGGGAAAATCTTTTGGACCCGACTTTACTC 
CTGAGCCTGTGGCTGGGCTTCATGGGGAAGAGGAAAGGGGGCCACTCTCGGACA 

45 GTCTGTTTCAGCTCAGGGGCAGAAGGCAGCTGAAATTCCAGAGCTGCTGCTCCAG 
AAACTCCTGGTAGAGTTAGCAGGGCAAAGCTACATGCACAGAGCTGAAGGCACA 
CAAACTCCAGTTCCCAGAGCCGAATGGCTTTCCCTGAACCAGTATGAGGCCACAG 
GCTCGGAACACATGCCTGGAGATCAAGGCAGAGAGGAGAGCACTCCCTGCCCAG 
AGTCTCGCGACATGTACCCAGTCCTCCAAACCAGCTCGATGCCCCCTCCTGACTG 
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GGTCTTCCTGGGTCTCCTCCATCACAAAATGAAAGCACTTGGCTCTCTGGCTGCA 
AGGTGGACCCAGACTCCCCTGGCCCGAATTCTGTTTCCATACCAGTCTTCCCAAA 
TCCCAAAATGTGAGAGCTCGATGGGGTCAGGATCTCTTGCATCTCCAGGCCCCTG 
CCCCGCTCTGGCCAGCTTGGACCCTGCACTCAACAGGGGCCAGCAAGTATCTGGG 
5 GAGCACAGTCTAGTGCCCCAAACCTTCTGGCCATCTGATTCCCTGGCCCAGGTGG 
CCAGGTGCCTTGACACTTGGGGGCAGCTTGAGACGTGGGGGTGGCCTTCATGCTC 
GCTTATGCCCTAGACTACCCCAGCTGGTTGTGCTGAGGCCATCAGCGCCTGGTTG 
TCCAGAACTCTCCCTGGCTTCCCTGAGTCCTGTTTCGGGCGGTGCTCTCCTGTGAT 
TGGCCTACGCCTGCTGGACCCCAAGCCTCAGCTTTGGCGTTGAAAGTACCACCAT 

1 0 CAGTGGTCCCGCCTCTCTGGAAGGTGAACGGTTCCTTCTTAAGAGTTGGCAAGAA 
ATAGGAAATGGGGGAGTTCCTGAGCTTAAGGATGGGAGAGGCACCTCCCTCCTC 
ACACCCTAGGGACCCATTGGTAAGGCACAAAGCATGCTTCCCACATTCTGTCACT 
CCAGGAGGCTTCCAGGCACAGCCCCAGCCCCTCGAGGGGCTCCTGTGTCCTCTCC 
TAGCCCCAGATGCTGGACCTCCCTGGTACCTGAGTGTAGTCTTGGCTAAAAGATC 

1 5 CTAGAAAAGTGACCAC AAGGAAACAACCAGAAAGGGGACTGAGAGGGCCGGAC 
CCGGCTCCTCCAGCACCAGTGGCAGGAGATGAGGGAAGGGGGCCTACCTGAGAG 
GGCTGCCGTCAGCAATCCAGTGATCCCGAAGAAGAGCCACATGTCTGGAGCTGT 
CTCTGGCTGCTACGCGTGGCTGCCTGTGGGAAGCACCATCTTGGGGCCGGGAGGT 
GGACACGGCCGTTGTGCGCCCCTGGCGCAGGTCTGCTCTACCCTTTGCTGTTCTTG 

20 TTCCTGTGTCTCTCTCTGCTCTCTCCTCTCCGACACGCATGCGATCAAACCCAACC 
TGTGAGTGTCTCACGCCTGCTTGTTCTGCTTGTGGTTTTGGTCTGCAGGAAGCTGG 
GCTGCTGTTACAGGGGCTGGTGGGGAGAGCCCCAGCTGCCTGTGCTGGGAGCCC 
ACCCATCCAGGCTGCACCCCAAGAGTCACGGAGCCAGACACACGCATGCACACG 
CATCCATGCAGACACACTTCCCCGAGGGTCTTCTAAGAAGAAGGGAAGTGGAAG 

25 AGCCATGCCTCATTTCTGGTGGCCCAGAAGAAAAAATTGATAATGTAGTAGCTGC 
TCAATCAGTACATATTGGAAGAGGGAGTGAATGACCCATTGCCTGTCCCGGTCTG 
TGTAATTTGGCTCTCTTGGATTAAATCCTGAGTTTTATCTTAACCTTAGGTGCAAT 
GGTGGTTGGGAAGGAGGGTGTGGTCTTGATGCACTTTTGGAGATAAGAGCCTAA 
GTCTCCCCTCAGAGAAATATAAATTGGGAAGGGCCTGAGAGATGGCCATCCCAC 

30 AAGTCCTTCTACAGGGAAGGGTGCCAAGGCCTTGTGGGAGCCGCCCCGTCAGAT 
GGCACAGTGGGGCCAGCTATCCCATCTCCAGGTACCAGACTGGGCATGCCTCCGT 
GGGAGTCAGGCATGGGAGCTGGGTCTACAAGGCTGAGCAGGATTTTGACAAACA 
GCAATCATGGGAGGCCTCTGGGCCAGAAGGAATAGCAGGAGCAAAGGGCTGAA 
GG ; A^GGmG€€GAGGG(?TGGCTGAGAAACCCCGAGTTGCCCCATTGCACTGCAG . ***t 

35 CAGACTGACGCTATAGGAAGAAGGCAGGGGCCAAGCGTGTTTAATTCCCATGGT 
ACTCCCTGTGGAGCATATGGTAGGAGGTGAATAAATGTTTATTGAATGAGAAAA 
GGAATAGATAATTTGGTTGTCCAAGCAGGGCCCTGGAAGTGGTCAAATCCAGAA 
GGGGTTTGGTTCCAAATCCTGGCCCTGCCTCAGTTGGTCCCATCCCAGGTCCACC 
TCTCCTGGCCCTCCACTTCCTGCATCCTTGCTTGTCTTCATTTCCCCAACATGTGG 

40 AATGAGGAGCGGTCCTCCTCCATTGGGTTCGGTCCTAAAGGTGGGTGTATGCATT 
TGATGCGGCAAGTATTAGAGCCACGGGGAACCAGGCGCCCCCAGAGTGAGACTC 
CTCCCAGTCCTGCCCCAGCGCCGGCACCTGCTGCCGCTGCCCTCTGGTGGAAGTC 
ACTGGCAGCACAGGTTTGCATGGGTGCCTCGAGCTCCCAGATGCAATTCCATTCA 
TTTACACAGTCTTGGTGTGCAGAACTCTGGACAGGACTCTGTGGAAGCGAAAGA 

45 GAGGAAACCATATTCCTGCCCTCAAGGAGGATGAAGTTCACACACACACAAGTG 
ACCAAACCACAGGCCAAGGTAGGACACACATAATGTGAGGTCTCCTGGTCCTAA 
GAGGAACCCGTTTGAAATGGGCCGGGAAGGATGGCTAGACTCCATTTCTGACAA 
TATGGTAGACAGCAGATGCTGAAGAATTCTCCTAATACAAAACACCACAAAAAT 
ATTGTAAACCATCTTTTAAAATGTGTAGCTGAGGTGGTGAGAAATGAAGAAAAT 
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CATCAGAGATCAAAAACGACAATAAGCCTGGGCAACATGGTGAAACCCTCTCTC 
TGCAAAAGGTGCAAAAAATTAGCCAGGTTTGGTGGCACACACCTGCGGTCTCAG 
CTACTCAGGAGGCTGAGGTGGGAGGATCGCTTGAGCCCAGGAGGTCAAGGCTTT 
AATAAGCCAAGATTGCACTGCTGTACTCCAGCCTGGGCAACAGAGTGAGACCTT 
5 GTATATGTTAATATATAAAGACAACAAAAATCCAAAGAGATCACAGCCAGCAGA 
GAAGTATCTGTTGATCCAGTTGACCAAGAGCTTCAGTCTTATGAACATGGACAAA 
AGTTAAAGCTGAGAAACAAAATCGAAGTGAAAAACAAAATCCAAAATTTCTGCC 
TTAAACAAAGAGCACTGAAATACAACATCCACAGTGGAGAACTCGGAGAGAAA 
AATTCCTTAAAGCGAGCTGACACAGAGCTTGCCCAACTCAGTATGGACTCTGAGT 

1 0 GGGAGAAAAATAAATGTCAACCCTGAATGCCCCTCACCACAAGTCTACCCACTA 
ATAGGCCTGGAGGTGAAACTCATGGTGACTTTGTGGCAAAAACAACCACACAAA 
AAACAAACAAACAAAAAGATAAGATAAGAATTTAAAGTAAGGTAAATAATAGC 
TCCTTAGGCACGTGGCAGAAACAAATGATAAAAATTGTCTCTGGAGTAACTCATC 
CTATATTCATGACTCAAAGAAATCCCACAGAAAAACTCCCATGGAACATGAGTTC 

1 5 ACATGTTTGTAAAACAGAAAAATCATAAAACACAGGACACAAGGTGCTTTAGGT 
GAGAGGAGCACCAAGCAATAAACTAAAAATGCAGACCTTCGAACACATCTCAGA 
TGTTGGAATTGCAGTATATATAATATAAAATAAGGATGTTTCATATGCTTCAAGA 
ATTAAAAGTTGGTAATTGAAAGTATAGATAAGGAACAAGAGACTATTTAAAGTG 
ACCAGGAAGATTGAGGGAAAAAAAGCAAGCAGTTATGTAAAAACATAATTTTTG 

20 AAAATAGAAGCCCAGTGTACAGATTAAACAGTAGATTAAGGCTCAGCACTTTGG 
GAAGCTAAGGCAGTCTGATGGCTTGAGGCCAGGAGTTCAAGACTAGCCTGGCTA 
ACACAGTGAAACCCTGTCTCTATTAAAAATACAAAAATTAGCCAGGTGAGGTGG 
CACATGCCTGTAGTCCCAGCTACTCAGGAGGCTGTAGCACAAGAATTGCTTGAAC 
CCAGGAGGCAGAGATTGCAGTGAGTCGAGATTGTGCCACTGCACTCCGGCCTGG 

25 GTGAGAGTGAGACTCTGTCTCAAAAATAAATAAATAAATACATACATAAAAATA 
AACAGCAGATTAATATGGCTGAAGAGACAACTACTGGGGTGAACAATAGATTTG 
AAGAATTTACCCAGGATGGAGCACAGGAGGACAAAGTGGTGGAAAATATGAAA 
GAGGCTAAGAGACATAGACAAGGAACAAGGATTTAAATATGTCTAATTAGAGTT 
CTAGAAGAAAATGGAAAATTTCTAGACTTGATGAAAGACACAATCCTCAGATTC 

30 TGGAAGCTCCCCCAACCCAAGCATGATAAATAAAAAGAAATCTACACCAAACAT 
TTTTGGTAGCAAAACTGCTGATCACTAGACAGAAGATGGATGAATGATGAAGTA 
GATGGGCAGCTAATATGTCAATACCAATAACTAAAGCCAGAAGGCGATGGAACA 
s ACATCTCAAAGTACTAATAAAAAAATAACTGTCAACCTTGACTATCTTTCAAGTA 

35 ACTCTCACCTAAGGGAATTCTAAAGGATGTTCTTCAAAAACAAGAAAAATAATCT 
CAGAAAAAAAAGTCTAAGATTCAAGTAAGAATGGTGAGCAAAGAAATATGTAA 
ACACAGAAGTGGATTTAATAAGCACTGATAGCATAAAATAATTACAAAAATGTC 
CACnTGTGGAGTTAGAAAAAAATGAAATAGGCTGGACATGGTGGCTCATGCCT 
GTAATCCCAGCACTTTGGGAGGCTGAGGTGGTTGGATCACTTGAGGTCATGAGTT 

40 TGAGAACAGCTTGGCCAAAACGGCTAAACCCCATCTCTACTAAAAATACAAAAA 
TTAGCCAGGCGTGGTGGCTCGCATCTGTAGTCCCAGCTATGCAGGAGGCTGAGGC 
AGGAGAATCACTTGAAACTGGGAGGTGGAGGTTGCAGCGAGCCAAGACTGCACC 
ACTGCACTCCAGCCTGGGCGACAGAGCAAGACTCTGTCTCAAAAAAAAAAAGAA 
AAAAAAATTAAAAAAGAAAAAAAAAATGAGATAAAACTAAAGAACCATAAAAC 

45 AATAACAAATTGGTGAGGAGTGATCAGAGTGGGAAAGGTCTATTATTTGGTGGG 
AGGGCAAAATATTGACTAGCATTTGACCTTGTTCAATTAAACATGCATGTTAAAC 
TAGTTGAACAATAAAATGGAACTTGTTGGGGAGAGAAGCCTGCTGTAAAGCCAA 
AGAGGGCAGGAAACGAAAAGAAAGAAATGAAAGGGAGAATAGGACAAACAGA 
AGCGTTGGTAGGTTTCAGCAGGTAGCTCAGGTGTAGGGTGGCGGGAAGGGTGCT 
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CTTGACAGGGCACAGGGTAAGTAGAGGCAAGACAGCATGATGTGAGTGTTGCTG 

GGGCTGGATTGACATGATACACCCCAGGCAGCCCATGTTTCACAGACTCGAAGTT 

TCAAAAATGAAGCTGAAAGGTGCACCCAGCTGGGTGTCCAAATCAATGAGCTCA 

TTTTTATTTAGAACTCTTGGAGCAGGACCTTGTGAACTCAATTTGCAAGGGACAC 

CCAGTGGCTCTGCACCCTGTGGAGAACTCAGGAGTTTTTCATCCAGACTGTATCT 

CTCTTCTGACCTTCACCCAACAAATTGGAATAAGCAACATTACTGAGGGAAGCCC 

GACTCTCCCACCAGAAGGAAGAGAGGACCTAGAACTGAAAGGCCGCCACCCTCA 

CCATGTGGCACGTGGGAAAGTTTAATGCTGACGGGTACTTAGTGAGCACTTCCTA 

TTGTGCCAGACACTTTATATGGAACCTTAACCCTCAGTTCTCATTACAACTCAACC 

AAGTAGAATGTGTCCTTAGCACAGCCTTGCAGATAATGACACTGAAGTTAGAGA 

GGTAGTTTGCTCAAGATCCCACAACTAAGAAGTAGTAGGGGTAGGCTCTGAACT 

CAGGTCTGTTTGGATGAAGACCCTGGGCTCTTAACCACAGGGGTGGGTTGTGGTA 

CAAGCATAAAGGCTTTGGCTGAAACATGGCACCACGGGCAGGAAAGGCTCTGGT 

TCTACGAGACTCTAAATTTTGGACCAGCCCTGCTCCTGGGCCAAGCCAAACCCAC 

TCCTTAGTCTCTTGAATCCCGAAATTTCTCAGTCCTGACCACAGTCTCCAAACCAG 

CTACAGCCAAACCTTGTGTTTCCTGAGGCCCAGAATTTTCTACCATGTTCTAAATA 

TTTAGCATCTAAATGTACATACATTAGCTCTAATCACTTAGTCACTCATTCAACAC 

AACTTTATCTGTGTTCTAGGTGCTGGGGACACTACACGGACCAAAACAGACAAAT 

ATCCCTGTTTTTACAGAGCTTATATTTTAGTGGGAGAGAAACATAATCAACAATA 

GACATAATAAATAGGTTATATGGAAAAAAAGAAACAGAGCCGTGTAAGAGAGG 

CTAGGAGTGTGAACAGGGGTTACAATTGTAAATGGGTAGTAGCTTAACTTAGCCT 

CTTCCCCCTCAAATGGAGCCTGGAACAAGGGCTTGTTTGCGACAGGTTATTTGGG 

AATGCGATCCGAGGGAACAGGTTGAGGAACAAAGAGAAGAGAAATAGGAAAAG 

AAGGAAAGTCAATAAAAGGATGCCTCATTGATTTGGCCACACTACGGACAACTA 

GTACTCGATCTCAGACTTCTGAAATGGTTCTCATAACTATCTGTCCATGTGTGGTC 

TCCATTCCTACCACCCATTGCACCAGCACTGATGTGGCCAATGGAGAGAAGCTGG 

CTAATGTCCTCTTGATAGTCGTAGGCCTCCCTGTGGTAGAGCTTCTCTACTGGACA 

TTAACATACATCGTGTCCATCCACATGCCTCTACCCCAGATATCCTTGCCTCTGAT 

TTTCCAGTCTTGTTCCTTCCAGGCCCCTGCCCAGGAGTCCATGTATATCTATACCT 

CCACTTGTTTCCATATACAGTCCACGAATGACCAAAGGTACTATCCCATCTCTGC 

CTACTGCCAGTATTTCCCTTTACCATTGTTCTTCAGAGCCACCTCTGAGTGAGGTT 

ATAGTATAGCTTCTGTCCATTTCTGGCTAGTAACAACCGATTGTGCTGCCCCATTT 

GTGAACCAGGTCTGAAGTTTTCCACTTCTATCAGAAAGAGCTTTCTCAAGGCCAT 

AGATGTGAGTTAAAAGAGAAATATGGGGCCGGGCGTGG@(i?GFFGACAGGTGTCA 

TCCCAGCACTTTGGGAGGCCGAGGTGGGTGGATCATGAGGTCAGGAGTTCGAGA 

TCAGCCTCGGCAAGATGGTGAAACCCCGTCTCTACTAAAAATAAAAAAAAAAAA 

AAAATTAGCCAGGTGTGGTGGCAGGCACCTGTAATCCCAGCTACTTGGGAGGCT 

GAGGCAGAGAATTGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCCGAGATCA 

CACCACTGCACTCCAACTTGGGCAACAGAACGAGACTCAGTCTCAGGAAAAAAG 

AGAGACAGAGAGAAATATGGATGCAAAAGAGGCAGGTGCCATCTGTCCATGTAA 

CTTACTTGTACCTTCTGGTTCTGTTTGGGTTTGAAGCAATTGTACAGCTGCTGCCC 

CTCTCCCCAGATCTTATAGCCTGGTGTGTGATGGGGTCTTGTGGTCCCCTAGTTGT 

TGGTGACCCATCTTCAGGCACAAGTCTCTATCAGGGCCCAGTAGCACCCTAGGAT 

ATGATTTTCAAGTGACAAGCATTTCTCTACTGCAGGAGCCATGGCTTTGGTTCAG 

CACCCTAGAGGTTTGTGCTGCAAAATTCTCTTTTTTGGAGCCTTCCAGAGACTCCA 

TATGGCATCCTTATCCATGTGGCATCTCTGATATGACTGAACACGATTGTCGTAG 

GGCGTCACAGCAGCTTGCACCATTGCCTGGACCTGCCACAGAGCCTTCTCTCGTG 

CTGGGCCTCCCTCGGCACTAGCAGCCCCTCAAGTCACATGATAAATGGTCCGACA 

GAATTCCCCAGGATGCTTTAAAATCCAGAAGTACCCACCCTGTGCTGTGCCTTGT 
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TCTTACTGATGGGGGATGCAAGTTACAAAGGCTTGTTCTTTACCCTAGAGATAAT 
GTCCCAACATGCCCCAGACCTTGGGACCCTTAAAATCTTTCCCAATGTGGCAGCC 
ACCAAAATCTTTTTGGAGCTTATTTCTTACCTTTTAGCATACAGAGGGCAGCAGTT 
CTCAAATTTTTTGGTCAGAAGACCCCTTTATATTCTTAAAAATTATGGAGGACCC 
5 CATAGAACTTTTGTTCATGTGGGTAATATCTACTGATATTTATCGTATTAAAAGTT 
AAAACTGAGAACTCCGGAAGATGGAGAGTACAATCATGGGTACCAGAGGCTGGG 
AAGGGTAGTGGGGATGGGGGAGTGGGGATGGTTAATGGGTACAAAAATATATAG 
AATGAATAAGATTTAGTATTTGATAGCACAACAGGATAATTACAGTCTACAATAA 
TTTATTGTACATTTAAAAACAGCTAAAAGTTTATAATTGGATAGTTTCTAACACA 

10 AAGAAAGGATAAATGCTTGAGGTGATGGACACACCATTTACCCTGATGTGATTAT 
TACACATTATATACTTGTATCAAAATATCTCATGTAGGCCGGGGGCAGTGGCTCA 
TGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATTGCCCAAGCTCA 
GGGGTTCAAGACAAGCCTGACCGACATGGTGAAACCCCATCTCTACTAAAAATA 
CAAAAAAAAAATTATCCAGGCGTAATAGTGCGCACCTGTAATTCCAGCTACTCG 

1 5 GGAGGCTGAGGCAGAAGAATCACTTGAACCTGGGAGGTGGAGGTTGCAGTGAGC 
CGAAATAGTGCCACTGCACTCCAGCCTGGGTGACAGTGAGACTCTGTCTCAAAA 
AAAACAAAAAAAAACAAAAAAAACTCACATACTCCATAAACGTATGTATACATA 
CACACACCTACTATATACCCATAAAAATTAAAAATTAAAAAAGTTTAAACAAAA 
AACTGAGACATTTAAAATATTTATTTAATACATTTTAAAATATAAACAGCAAACT 

20 CATTACATGTCAATATAAGTAACACTTTCTGTGAAAAATTACTGTATATCCCAAA 
CCCCACAAAATTATTGGGGGCCGGGCATGGTGGCTCACTCCTGTAATCCCAACAA 
TTTGGGAGGTCGAGGGGAGCTGATCACCTGAGGTCAGGAGTTCAAGACCAGCCT 
GGCCAATATGGTGAAACCCCTTCCCTACTAAAAATACAAAAATTAGCCAGGTGT 
GGTGGTGGGTGCCTGTAATCCCACCTACTTGGGAGGCTGAGGCAGGAGAATGGC 

25 TTGAACCCAAGCTGCAGAAGTTGCGGTGAGCCGAGATGGTGCCAGTGCACTCTA 
GCCTGGGTGACAGAGCGAGGCTCCGTCTAAAAAAATAAAATAAAATTATTGGGA 
TATTATTGTTTTATATTTTTGCAAATGTCTTGAACATCCAGCTTTGTAGAAGCCAC 
CTGGATTTTCATATCTGCTTCTTCATTTAATTTGTGGAGATATGTTATTTAGATTG 
AAGTATATGGGAAAAAATCTGGTCTCACAATATGGAGTAGATAAAAGGAGGAGT 

30 ATTTTAATAGGATTTTAAAAATAATTGTAGATATTCTTTTCTGATATTGAAAAGTT 
GGCAAGTGATAGTTTCCAAAGGTTAGCTCCAATGTGAAATCTGAAATCATATCAA 
AGACCTTTTATATATTTTTCAAGTCCATTGTTCTATCTTGTACTTTGAATGGATCTC 
TTATCCGTGCATGATTTTGTAAAAATATGTCTCAGTCATTGTGGAACATACTGTTC 
- TACAGTCCATTTTTAAAATCCATTGTTCTATGWGTAeiTiJAATGGATeTCTTAT 

35 CCAGGCATGATTTTGTAATAACATGCCTCAGTTATTGTAGAACATACTGGTTCAC 
AGATGCAGAAGTTATTCAGATCTTCCAAATGTTGACATATTTCGTTACACAGTAT 
CAAAAATCACATTCATTGATATCATCTCTGATCCCATCAGAGAACTTTGAGTATT 
GGAAAGATGTCAAGATCATGACACGGGTTTTCTAACATTTGAATTTTTACTTAAA 
AGCTCTGATTTCATCAATGGCAACAAATACTGTCTTTTTCTTTCAAGTGACAGGCT 

40 CACTTTGTTCATTTTCAAACAATTGTCTGCCAAATTTTTAAGTCTGAATAACCATA 
GTTTCAAGTAAAAATGGTGTTCCATGGGGGAAAACGTCTAGTTCAGCTGGCAAAT 
CCAAAAATAGCACAAGTGCTTTTTTTCCCAGAGCTACCTTCATACTGTAGTATTC 
AGCAGGAGTGCTTTTTGCTTACTTCTTATTTGTCACATAGAATAAAGATTGTGCTT 
TAATAATATTAATAATTTTAACTGCTTCATTGAGGACATTCTTAAATAAAAGAAC 

45 GCATCCTCTGAATGCATCAGGATGAAAAACTCCAACAGCTACTACTGCAGCTTGA 
TGCCACTGCTATTTTTTTTTTTTTT^ 

AGCCCAGTCTGGAGTGCAGTGGCGTGATCTTGGCTCACTGAAACCTCCACCTCCC 
AGGTTTTAATGATTCTCCTGCCTCAGCTTTCTGAGAAGCTGGGATTACAGGCACG 
TGCAACCATGCCTGGCTAATTTTTGTATATTTAGTAGAGACAGAGTTTAGCCATG 
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TTGGCCAGACTGATCTCAAACTCCTGGCCTCAAATGAACTGCCTGCCACAGCCTC 
CCAAAGTGTTGGGATTACAGGCGTGAGCCACCGTGCCCAGCCTGGCGCCAAGGC 
TTTGATTCATGTGAAGGCACAAGTGGTTTTACTCATCATTGCTTTTGCTCCAGGCA 
AATTATGTCAGTGAAAAAGGCAAATTGTATCTTTATGTTTATATGCAAATAATTT 
5 TGAACTCGTGGACCACTGAAAGGGTTTCAGGGATCCTTAGGGGTTCATGAACCTC 
ACTTTGAGAAGGGAGAGAAGAACCATGGTGCTCAGAGCTGAAACTTAGCATCTT 
GAATATCCGACCTAGTTCTTCTCCTAAGCATTACTTGAGACACGTAAGCTCTCTTC 
AAGGGGCAGCCCAGCTCTCTGTTCCCCCTTATGTATAGGATTCCAAGGTGCCTGA 
TCAGTTTCCATTGAAGTGTGGTGTCCACTGAACCCAACACTCTATGAAGGAACTA 

10 ATCAGTCTGGGGTCTAGCAGAGTGAGGTCCCTGATACCAAATTTAACCTTTATTA 
TAACAATCAAAGCCTCCGAACTACATTAGAGGAATTCTGGAAAATTAGGAAAAG 
AAAAAAAGTCACCTATAGTCACACTACCTTGACAACCACTGTCATGCTGTAGCCT 
AGGGTGGCCTAAAGGTTGACTCATCCTGAACTTCTTGTTGTTGAAAAAATCCCAG 
GGCTATTTTTTTGTCTTGATGCTGCTAAGCCACATCATTCTGGCCCTTTCCAGTTG 

1 5 GGTCTTAGGTTCCCAAGAGGGGGACCTGATATTCAGATCTATCC ACTTCATTCAT 
ATAGAGCTCCCCTGTCAGTGGTCCAGAACCCATTGCCCAATTGGACTAACCCTTC 
TAGCTTCATGTGATCTGCACATAGAATGCATCCATGTCAATGGCTCTTTCCTAAAT 
TCCCTGTTGAGGCTTAGAAAATGATACCCCAAATAAAGTCCTCCACAGTAGCCTC 
AGAAGCAACCATTTTTCTCTAACCTTCTGCCCTCAAGTCTCTCAGTCCCATGCTCC 

20 CCCAAGATTAGCCATAGAAACTGGAATCCCTCTTCTCCAAGGCAGGTAGAAACA 
GAACCCTTTTCCCCCAAAGTCAGCCATAAAACCTAATTATATTACTCTACTCTAA 
GTTTCCCTCCACCTTTCTGTATAAAAACTGGCCATAAAGAAATTTTCTTGGTTTCG 
GCTTTGTTTGACTCTGTGTAGGTTGTAAGACTCCCATTCCAGAGAGAGCCCCGTC 
CTACCCCCAGAAGGAAGGAATGCAGCACAGAGAGGCCAAAAAGAATCTAGAAC 

25 CTGGGATACCAAGAAGAATCTAGAACCCAGGATACCTAGAAGAATCTAGCCAGA 
CAGGCCTTGTTTGACTGTATGTAGGTCATAAGAGTCCCATTCCAGCGAGAGTCCT 
GTCCTACACCCAGAAGGAAGGAATGCAGCACAGAGAGGCCAGGAAGAATCTAG 
ACAGACGGGCCTTGCTAGGTTTCCCCACTCAGTCCGTTAGCATTAGATCATACCC 
TTAGGGAGCCTGGATAGCTCAGTCGGTAGAGCATTAGATCATACGCTTTTTGTTC 

30 AATTCTGTATCTACACGGCTGTCCACACTTTGCTGAACCTAAGCATCAAAGTGGA 
CAAGTTCCCTCGTCTCTTTGGGTATTCACTCTGTAGGCTCCCATGTACACACATTA 
AATACATCTGTATGCITrTTCTCCTATTTATATGCCTCTTCTCTGAGATTTTTCAGT 
GAAACTTCAGAGGGCAAAAGGGAAGTTTCCCCTTGGTCCCCCCACACCCCATGG 
GAATCITGGArrATAGCTCTTGATGGTGAI^CGAGGGGCACTGATGATGCATCCC 

35 TTCTGTATTAGTTTTCTAGGCTGCTGTAACAAATTACTACAGACACGGTGGTTTAA 
AACATCAGAAATGTCTTCTCTCACAATTCTGGAGGCTGGAAGTCTAAAATGAAGG 
TGTTGACAGGGCTGCTTTCCCTCAAGAGTCACTAGGGGAGAATCTGTTCCTGCCC 
TCTTTTACCTCCTGGTGGCAGTGGGAGTTCCCTGGCATCCCTTGGCTTGTGGCTTC 
TCTTCTATGAGGGTCTATCCAATCTCACTCTGCCTTTCTCTTGTTCGGGCACTTGA 

40 TATTJ^AATTTTTTCCCAAACCTCTTGTGTCACTTCATAGGGCATTTCTGACAGCT 
GTTAGGGTCCATCTCAATAGTCAAGAATAAGCrCCCTTCTTCAAGATCTTTAATTT 
AAGCAAATATTTCACCCTACGAGGTAATATTCACAGGTTTCAGGGATTAGGATGT 
GGACATATACTTTCATGGGGGAGGCACCATTCAGCAGACATTTATTTGTAGCAGC 
AGTTTTCAGCGAGGAATAATTTTGCCCCCAGGGGATGTTTGGTAATGTCTAAGAC 

45 ATTTTTCAGTTGTCACAACTGTGGGGGATGGAGTGCAGCAAGCATCTGTGAATAG 
AGGCCAGGAACGCTGTTGAACACGCTACAGTTCACAGCACAGCTCCCCACAGCA 
AAGAAGTATCTAGTCCAGAGTGCCAGTGGTGTCGATGTTGAGAAATTCTGACTTA 
CAGTAAATTAGTATTATAGTATACACTATCCGAAAAGCAACTGCTGTCATCCCTG 
TCTCTAACTCTTTTTCATTATCGCCTTTATTACGTATGACATTAAATCTATTCTATC 
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CCATATTTATTTGCTTGTTGTCTCTTTCCCATCCCAAGGGCAGAGATGTTTGTCTG 
TTTCATTCACTGTTGTGTCCTCAGCACCTTGAATAGCACTCAGCACATTGTGAGCA 
TTCTCAATATTTACTCAATTTATTAGTTAATAACGGTGCAGATATTTCCTCTCTCT 
CTCTCTCTCTTTCTCTCTCTCTGTCTGTCTGTCTCCAGGGTCTTGCTGTGTCACCCG 
5 GGCTGAAATGCAATGGCACAATCATGGCTCAATGCAGCCTTGACCACCTAGGCTC 
AAGAGATCCTCCCACCTCAGCCTCCTGCCTGGCTAATTTTTAAATTTTTTATAGAG 
ATGGAGTTTTTATTTTATCTTATTTTTTGAGATGGAGTCTCGTTCTGTCACCCAGG 
CTGGAGTGCAGTGGCACAATCTCAGCTCACTGCAACCTCCACCTCCTGGATTCAA 
GCGATTCTCCTGTCTCAGCCTCCCCAGTAGCTGGGATTACAGATACACGCCACCA 

1 0 C ACCCGGCTAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCATATTTGTC AGA 
CTGGTCTCGAACTCCTGACCTCAGGTGATCCACCCTCCTCGGCCTCCCAAAGTGC 
TGGGATTACAGGCGTGAGCTACCGCACCGCACCAGGCCTGAGTTGGAGTGTTGC 
CAATTTGCCCAGGCCAATCTCGATCTCCTGGGCTCAAGCGATCCTCTCGCCTTCAT 
CTCCCAAAGCTCTGGGGTTATAGGCATGAGCTACCACGCCTGGCAGGTACAGAC 

1 5 ATTTCTTGAGCCCTTACTCTATGCCAGCCACCATGCTGGGTTATTATCTCTTTTTG 
ATACTCACCAAAACCCCTCTACGTTAAGTATAATTTTTCTCCTCCATTTCTCAGAT 
AAAGAAACTGAAGAGGTTAAGTTATTGCTGAAGATCACACAGCTCTTAAGAGGT 
CAAACCAGGGCCCTTTCTCTGGTGACCCAACTCCAGAGTATTCCCTTGGAGAGGA 
TGTGACTTCTAGGTACCAGGCATGGTGCCAGGCACTGAAACAGAGAGGAAGAAA 

20 ACACGAGCCCTGTCTTCAAAAAGTCACTAGTCCAGTGAGAGAAACAGGCAAGTA 
AGCAGGCTCGTGTGACATGAGTTGCCGCGAGGGATGATGAGGGAGAACTGTTAT 
AGGCTGGATGTTTGTCCCCTCAATCTCATGCTGAAATGTAATCCCTAGTTTTGGA 
GGTGGGGTCTGACAGGAGGTGATTGGATCGTTGTGGCAGATCCTTATGAATGGCT 
CATCACCATCCCCATCCCTTATGGTAATAGGGAGTTCTTGCTCTGTTAGTTTATGG 

25 GAGATCTGGTTGTTTAAAAGACTCTGGGGTCTCCCCCTTCTCTCTCTTGTTCTCTT 
TGTCGCCATGTGACATGCTGGCTCCCCTTTGCCTTCCATCATGATTGCAAGCTTCC 
TGAGGCCTCACCAGAAGCAGATGCTGGCACTATGCTTCTTATGCAGCCTGCAGAA 
CCATGAGCCAATTAAACCTCTTTTCTTTTTCTTCTTCTTCTTCTTCTTTTTT^ 
TTTGAGACAGAGTTTTGCTCTGTCTCCCAGGCTGGAGTGCAGTAGCACAATCTTG 

3 0 GCTC ACTGTAACTTCCACCTCCC AGGTTCAAGCAGTTCTCCTGCCTCAGTCTCCTG 
AGTAGCTGGGATTACAGGTGCCCGCCACCACACCCGGCTAGTTTTTGTATTTTTA 
GTAGAGATGGGGTTTCACCATGTTGGCCAGGCTGGTTGTGAACTCCTGACCTAGT 
GATCTACCCGCTTCGGCCTCCCAAAGTGCTGAGATCACAGGCATGAGCCACCACG 
. CCCAGCACCTGTT^MTTTft!;^ 

35 CATGCAAGAACAGACTAACCCAGGATCCCAGCCTTGAAAAATCAGGGGAGACTA 
CTCAGAAGAGGTTACATCTGGGTCAAGTCCTGAGGGATCAGTATTCATGAGTCAT 
AGAAAGTTCTAGGCTAGAGGAGCAGCATGTGCCAAGTTCCAGATGAAAGGCGGC 
TGGAAGCTGACCATGGCTGAAGGCAGGGTGGGAGCAGGAGACATGGAGAGAGA 
GCAGTCAGAGATGAACTTGGGAGTTGGTCCGGAAGGGGTTAATCCTGGAGGGCC 

40 TGCAAAGTTGGACAAAGAAGTTGAGACTTTGTCCTAGAGAATCCAGAACCAGAG 
GGTGCCCTTTCAGGGTTTCAAGCACGCTGGCTTCAGTGCTGAACGTGAACCGAAA 
GGTCCTACTGCAGTGGTTCAGGAAGGGAATGCTGGCTGCCCAAACAGGGGCAGT 
GTTGTGGGGGTGAGAGAGAGATGGGTGGACACAAAACAGAATGACCAGGCAAC 
ATCAATGGAACTTAGGGGCAGGACCCTTGGGGATATCTGCAACAGGGGGCAGGC 

45 ATGACTGCAATCCATTTTCTAAAAGGTGGGTGAGAATGAACACTTAATAAAATG 
ATGTAAGAAGAAAAAACTATCTTTGGCAAAATGTTGCCTCCCCCTCCAGATCCCA 
GTCTGTGGATGGCCTCACTCCTCCTGGGTGCTAAGGGACAGGGAAGACAATATG 
AGGGTGTATCCTCTACTGTCATCCTCCCCACTGGGGGCCATGGCCTTCCACAAGC 
CAGTCCACAGTCTATGTCTCATCCTAAGCTGTGGCCCTGGGAATGTGCTGCTGAT 
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TCATTCTGGCCCCATCGGCTTGGAAAGGTGTCTGCTCTGTCCTACTCCTTTCAAGG 
CACCGGGCTGTCCTTGTAGTCATGGGGATGGGGCCAAACATCAGTTCTCAACCTT 
GTCCTGCCACAAGTAAATGATATTCCACGGGCAGCCACTTGTCTCCATTGGGAAT 
GGGAATGATGTGTGGACAATTCAGCGGTAGGTTACCTGCAATTCCTGGTGCACCT 
5 GCTACACACCAGGGCATGCTGGGACTGACCACCCTGGAGTGAGCAGGATGTTAG 
GATTGGTCACTGCAGCATAAGAAGCTGCTGTGGATGAATGCCTGCATAGCAGTC 
AAAAAATTCCCCAGACTGTCACTGTCCTTCCCTCTACTTTGCCTCTCCTCAATCTG 
TGGCTATTATGCTTTTATCCAGGTGGCrCAATTTTTTAATTTTCACC 
GCCCAGGATCACCCTACAGGTGTAGAGAGTGGGTTGGCCAGGTATAAGAGAAAT 

1 0 CTAAATTGTTCTGAAGGTGTGAGGCAGGCCTTGGCTAGATCTGGGGGATAACCTT 
GCCTCAACTGCAGGGGCCACCTCTTGGTCCTGCTTGCACAGTCTTGATGAGGCTG 
TGTGTATTTGATGCTCACCTGTGAACTATAAAACCTGTGGGCAACACAGCAGGAT 
GGTGCCAGTGCATTACTAAGAAATTGTACCTGGAGAGTGAAAGTTGGATCAAGG 
TTTCATTGCTTCATTTTTTTCAACCACATAAAGTAATTGTGCTGGGTTTTAAAAGG 

1 5 TAGAGCTGGGGGCCTAAGTGGTTAGTCAAGTCCTACTTTTGAACTTCCTAAAATC 
TGACGTCTCTCACCCTGCCCTGGCAGAGTGCCATCAGGAGAATCTAGGAGACTCG 
AGAAGCCACTTCACCTAACATCCTCATTGTGATCTCTCTAAGAAAGCTCGCTGAT 
GACGCAGCCCCTGTGCTTCTCACACTCAACAGTAGCTGTGTTAGATGCACAGGTA 
AAAAGGCTCATTTTCACCAGCCTCCAACCAAGGCATCTGCAGGGACACTTCAGCA 

20 TGTCACCACACCAGACAGTGTTGCTGCCCTTGGCTCTCTGTGAGCATGCAGGCCC 
AGAGATGCCAGATCCTCTGCAATTTCAGGAGTAGCCAAAAGTCCGGATCTTCATG 

GCTGGAGTGCAATGGTGCGATCTGGGCTCACTGCAACCTCCGCCTCCTGGGTTCA 
AGCGATTCTCTTGCCTTAGCCTCCTGAGTAGCTGGGATTACAGGCCTGTGCCACC 

25 ACGCCCGGCTAATTTTGTGTTTTCAGTAGAGATGGGGTTTCTCCATGTTGGTCAG 
GCTGGTCTCGAATTCCCGACCTCAGGCGATCTACCCACCTCGGCCTCCGAAAGTG 
CTGGGATTACAGGCGTGTTCCACCGTGCCCGGCCAATACTTCTGAATTTTTAAGG 
AGATAACTAAAACTTCAAAAATGTTTTAAAATTAAAAAACAATATGGCCGGGCA 
CGGTGGCTCATGCCTATAATCCCAGCACTCTGGGAGGCCGAGGTAGGTGGATCA 

30 CTTGAGGTCAGGAGTTTGAGGCCAGCCTGGCCACCATGGCGAAACCCCTTCTCTA 
CTAAAAATACAAAAATTAGCTGGGCACGGTGGCGGGCACCTGTAGTCCCAGCTA 
CTCGGGAGGCTGAGGCACGAGAATCTCTTGAACCCAGGATTCGGAGGTTGCAGT 
GAGCCGAGGTCACCCCACTGCACTCCAGCCTCCAGCCTGGGTGACACAGTGAGA 
! ^«'C:K?ATGT^AlCAAAAAATAAAAATAAAAAAArAAAAAGAGAAACAGTAACAG ..^"j.-,-- 

35 AAGCTACAACAAAAACTAAACACCATGTAACTAAACACTATCAGAGCCAAACCA 
CATAGACCTGTGGGTCACGGCCATGGCCCACCAGCTCTGGGGCTCCTCAGTTCTA 
AGATTCTGCTCTCCAGCTCCCTCCCACTGGTCATCAGTGTTGTGACTCGTGCCCTG 
GGTGACAGTCATGTCCGCTTTTGGAACATTACTTCCCCTATCTGCAAGAGGCAAG 
TCACCCCTACCTTCTCCCCAGCTAAATGTGTCCCCAGGACTTTCCCCAGTGAA.ee 

40 AGCCCAGCACCTGGCCCCCTGGTACCTTGGAGATGGAGGCTGGGCAGTAAGAAA 
GACGCTGGGCTGGGTGCGGTAGCTCACACCTGTAATCCCAGCACTTTTGAAGGCC 
AAGGCGGATGGATTACCTGAGGTCAGGCATTTGAGACCAGCCTGGCTGACATGG 
TGAAACCCCATCTCCACTAAAAAACACAAAAATTAGCCGGGCGTGGTGGCACAC 
GCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATTGCTTGAGCCTGG 

45 GAGGCAGAGGTTGCAGTGAGCCGAGATCGTGCCACTGCACTCCCGGCTGGCCAA 
CAGAGTGTGACTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAGATGCTGC 
ACTCCTCTTrrCTTTGCTACTTTCCTCTCCTGGGTTTT^ 

TTTTAGAAGCCTTTCCCTTCATCTACCACCCGCTGAACATCACCGATGGCAGGCC 
AGCACTCTCTCAGCTCTCTGGGTAAGACTCAGCTCTCTGGGCTAAGTCTGAGCTC 
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ATCTGCCAGCCTAGTGATCTTGCCAAGAGAGGAAGGAGCTGGATCTGATGTGAT 
CTGAACTTCGTCACCATACCGTCACAGCTGATGACCTAAGCTTCCTCCAAGTCGA 
GGGATGGTGCAGCTCCATTGAAGTCTCCTCTTCTCTCCTCCAGGCTCTGCCCACCT 
CACGAGAGCACATGGTCCTGACTGCAGTGACTGCAGGAAGACCTGGGATGGAGG 
5 GCTCTGCTTTCTCACCATCCTCTTGGCCTGGCTTCTCTAACATGTTAAAAACTTAC 
AGTGGCCCACAACTGTAATCCCAGGACTTTGGGAGGCCGAAGCAGGTGGATCAT 
GAGGTCAGGAGTTTGAGACTAGCCTGACCAACATGGTGAAATCCCATCTCTACTG 
AAAATACAAAAATTAGCCAGGCGTGATGGCACGCGCTTGTAATCCCAGCTACTC 
AGAAGGCTGAGGCAGGAGAATTGCTTGAACTCAGGAAGTGGAGGTTGCAGTGAG 

1 0 CCGAGATTGTGCCACTGCATGGCAGCCTGGGCGACAGAGTGAGACTTCGTCTCA 
AAACAAACATACAAACAAACAACAACAACAAAAAATCCCTCGCTTTTTTGCTGG 
TATCTATAGTGCTTTTTTTGCTGGTATCTATAGCTTTTGTGAGACTCAGTTTATTTA 
GCTTTAGCTTTCCTGATATTATTATTCTTACAAATTTTGCCTTGGGACACTCTTTCC 
ATTCATTGATTCAGGCAATACTTATTGAGCACCTACTATTTGCCAAGCACTGGGA 

1 5 AGCCATTGAGAATAAAACAGTG AAGAGTTAGAAAAGGTCTCTGATCTGATGGAG 
GGCCTATTCTACTGGTGCTAACTGAACAAGTAATATGTGCTCTGAAGACATTAAA 
ACAAGACAATGTGATGGGGGATGCTGAGAATCCAGTAGGAAACTACTTAGATGG 
GAAAATCAGGGAAGGTCCCTACAAAGGAGACATATATGCTGAAACCTCAATAAA 
GAGAAGCAGCCAGCCATGCAAGGATATGGAGGGAGAGCAGTTATGGCAGAGGG 

20 GTCAGCAAAGACAAAGGCCCTGAGGCAGGGAGGAGCTTAGCATGGAAGGGGAA 
CCTGGGAGGCCGGCTGGCTGGACTTGAGTGAACATGGGGCTGAGATGAGATCAG 
AGGAGAGCAGAGGCCAGATCCCCCGGGCTCCTAGGTCAGGGTGGGGCTGGTGCT 
TAGGAGTTCTGAGGCTGACTCTGATTTAGTCTGAGGTCGGTGTGCCTCTCAATCC 
CGACTCACTTGTGGTCCTCTATGGCCCGCAGGCTTGTTGAAAGTGCCCCACTTCCT 

25 TCCTCACAGCAGCCTCTGTGCAATCCGAATTGCGCTGTGAATTTCCCTGCCACTC 
AGGAGCCCGGGGCAGGGCTTCACCCCTAGTTCAGTTACCAGGAACCAATCTTTCT 
CCACCTTCCTGCCCTAGCCCCACTGGGTCTGTCTCTGCATCTGTGAAATGGCTGA 
GTGTGACCAAATGATGCAGGTAGCCTTTCCACTTCTTTCTACCCGTGGCGCCTCG 
GGTGGAGGCGTGGAGTTTGATTGGAAGAGGGTAAAGCAAAAGTGGAATCCTGGC 

30 GAGAAATGAAACTGAAAGAAAAAATTCCTCCTGGAATTTTTTGGCTCTAAGGAG 
GCCAGCAGCGGGGGTTTGGGGTAGGAGGCAGAGGTAGAGAAGGAGGGAGGTTT 
TTAGAAAGCTGACCGGGCAGGAGCCCTGTGACCCAGGCTTTCACTTCTCCTAAAC 
ACCCAGTAGCGCCATGTGATGCAGGCAGGGGACTGCGGATAGGGCCTGTGAAAG 

35 TGAGCCTGGGGGGAGGGCTGCAGGGGACTGAGAGGGGAGTGTAGGCAGTGGGG 
GTGAGGGGGACAGGGAGGAGGTGGAGAAGACGGCAAGGGGCAGCAGGGTGACT 
GGGGCAGAGGGAGCCCCCACCCCACGCCCAGGGCAGGCCAGGAGTCATAAGGA 
GAGGGGACAACAGGAAGGGGCGACAAACGGGGAGGGGAAAGGGAGGCGGAGG 
GGCAGCGAAGTGAAGCAGGGAGGGTCGCAGTGTGAACAAGAGTGCGAGGAAGG 

40 GTCAAGGTGGAGGGAGGAGAGGGGAGAGTTAGGGAGAAACAGCTGCAGGAGAG 
GCGCGGGGAGGAAGCCTTAGGGGTGGGGGAAGGGAGAGGGGAGTTGAGAATTA 
GGGAGGAGGTGGTAGAGTCCGGGTAGTGAGCGGAGGGACAGGAAGGGTAGGGC 
AAGAAAGGGAGAGGGGACAGGAGGGAAGGGTGGGCCAAAGCGGTGAGAAAGG 
AGGGCCAGCCAGTTGGGTGGGGGAGAGGGCCGAGGCCCGGGGGCAGGAGTGCA 

45 GGGCTCTGAGGCGGGGAGAGGAGAGGAGAGAAGAGCCGCGGGGGGCCCAGCCC 
GGAGCCAGGATGCCCGCGCCGCGCGCCCGGGAGCAGCCCCGCGTGCCCGGGGAG 
CGCCAGCCGCTGCTGCCTCGCGGTGCGCGGGGCCCTCGACGGTGGCGGCGGGCG 
GCGGGCGCGGCCGTGCTGCTGGTGGAGATGCTGGAGCGCGCCGCCTTCTTCGGC 
GTCACCGCCAACCTCGTGCTGTACCTCAACAGCACCAACTTCAACTGGACCGGCG 
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AGCAGGCGACGCGCGCCGCGCTGGTATTCCTGGGCGCCTCCTACCTGCTGGCGCC 
CGTGGGCGGCTGGCTGGCCGACGTGTACCTGGGCCGCTACCGCGCGGTCGCGCTC 
AGCCTGCTGCTCTACCTGGCCGCCTCGGGCCTGCTGCCCGCCACCGCCTTCCCCG 
ACGGCCGCAGCTCCTTCTGCGGAGAGATGCCCGCGTCGCCGCTGGGACCTGCCTG 
5 CCCCTCGGCCGGCTGCCCGCGCTCCTCGCCCAGCCCCTACTGCGCGCCCGTCCTC 
TACGCGGGCCTGCTGCTACTCGGCCTGGCCGCCAGCTCCGTCCGGAGCAACCTCA 
CCTCCTTCGGTGCCGACCAGGTGAGTGGCAGGAGGCCTGCCCCGGCATACTCCGG 
CGGGTGTGGAGGGAAGGAGGGCTGGCCCCCAGCGTGACCTGGGACAAACCAGGT 
CCCCTGCCTGCACTAGTTTCCTGATTTGAAAGAAGAGGGGGGCTAGCCCTTGCAA 
1 0 AACCGATGGCAACCGCAGTGGGAATAACCATGGTTGTTTTTTTGTTTGTTTTATTT 
TTTGAGACGGAGTTTCACTCTGTCGCCCAGGCTGCAGTGCAATGGCGCGATCTCA 
GCGCACTGCAACCTCAGCCTCCCGGGTTCAAGCGATTATCCCTCCTTAGCCTCCA 
GAGTAGCTGGGATTACAGGGGCCTGCCACCACGCCCAACTAATTTTTGTAATTTT 

15 AGGTGATCCACCTGCCTAGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGCCA 
CCACGCCAGGCAGGTTGGTCTTTTTTGAGCTACTTGCAGGCCCTATGCTAAGCAC 
TTTCACTGTTTAACTGATTTAATACTCTTCACCACCCAGGAAGTAGGAATTATTAT 
GCCCATTTTACAGAGAAAGACACTGAGAGGTTTCATGGCATTAATCAACTTGCCC 
AAGGTGACATGGAGGGTCGAGGAGCCGAGTAAAGGCAGCTGGACTCCAGGTCCC 

20 ACCATGAACCTCCTCTCTGTGTGTTATGGGGATGTGCGGGCAGGGCAGGAGCAA 
GCCAGCTTCTTCCTACCAGCAGTGCTAGAGGCTGTCAGGCCGACTTGCTCAGATC 
CCAGCTCTGCCTTTCACTAGCTGGAGCCACATGGGCAAGAACTCATTTATATCCT 
GAATGGGCTGCCTGGTCTTCTCCCTTAGCTCAACCTCTGAGCCTTTCTCCGTTCCC 
CCTTGAACAGAGCATGGCACGTAGAAGAAATTTAATAAGTATTTGCTAAATGAA 

25 TGAGTAAATGCCCAACAACACGGCTATATTTTGATAGCTGTTCCCAGTGGGATAT 
TAGACAATAATTTAGACTAAAATGTAATATTATTAAAATAACCACATATGGTGTA 
AATGAGCAAAAGCAGGAGGCAGGACTGCATACAGATAGGACTGCAGCCATGTG 
GAAAGACGAGGTGTCAACGAAAGGAAACTGGAAAAAGATTGTCACAGTGGTAT 
GATCAGGCCACTGGACTAATTGCACTTTCTTCTTGTCTCAGTTTATCAAATGTTCT 

30 TTGATTGCACATATTATACTCATAAAGGGGACATTTTTCAAAAGGATCGTTTCAT 
CCAATTGGCACCCACAATTCAGCACCTAGCAGTTTCCAGTGTCCTTGACAAGGAG 
TCACTTGTCCAGCTTGTTTAGGATCCTTTGATGATGACTTCATGCCCCCAGGCCAG 
CCCTGGCCATCTCTTTTCTTTTCTTTTCTTTTCTTTCTT^ - 
TCTTTCTTTCTTTCTTTCITTCTITCTTrCIT^ 

35 CCTTTCTTTCTCTTTCTCTCTCTCTCTTTCTTTCTCTTTCTTTCmCTTTCCTTC^ 
CTTTCTTTCTTCCTTTCTTTCTCTTTCTCTCTC^ 

TTTCCT1TCTTTCTTCCTTTCTTTTGACGGAGTCTCGCTCTGTTGCCTACGC 

TGCAGAGGTGCGATCTCAGATCACTGCAACCTCCACCTCCCGGGCTCAAGCAATT 

CTCCCTGCCTCAGCCTCCCAAGTAGCTGGGATTATAGGTGCCCGCTACCACGCTG 

40 GCTAGTTTTTGTATTTTTTTAGGAGAGATGTGGTTTCGCCATGTTGGCCAGGCTGG 
TCTTGACTCCTGACCTCAGGTGATCCACCTGCCTCAGCCTCCCAAAGTGCTGGGA 
TTACAGGCGTGAGCCACTGCGACCGGCCAGCCCTGACCGTTTCTTACTTCTTGTT 
GACATTCTTTCTGACCTAGAGACCCCCAATATTTGTCAATGGGAATCTCTCATCTT 
CCTTTAATCCTATTATTTCATTGACATCCCACTAGCACCCCCAACCCAGTACCCTT 

45 AACCTGTGTCATTGACCCTATTGACCTCCAGAGAGCCTCACCCATCTAGTACCCC 
CTGTGGCAAAACTGATCTTCTGGAGGCCAGGCCACTGAGCAGAGCCTCCCGTGG 
CATCAACAGGGCCAGAAGCTCCTGTACGTTCTCCCCTTGGCTGGGCACGAACTTT 
GGGTGGAGCAAAGGCAGGCCACAAGGCCTCATGAAGTCGGGACCTGATCCCTAG 
GACAGTGCAGAAACACCAAAATGATTTGAGGCAGGAATGGACATCACTGGATTT 
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GAGCTCTTCAAAAATGGCTCCGGCTGCAGTGTAGACAGCATATGGGTTAACAAG 
AGTGGGTACTTCACAACAGGCAGGAAGCGGCTGCAGAATTCAGGGGGGCAGTCA 
GATGGGGATGTGGGGGTGGGTGGGACTGGCACCATCTGGCAACAGCTATACCCC 
AGGAGCTGCGTGTTTCACATACTTGCTGATTTCAGAAAGGGCCATCCATCACTCT 
5 CGACAAAGCATCTGCTCATTCTAAAAGAACTCATTTATATCCTGAATGGGCTGCC 
TGGTCTTCCCCCTTAGAGTTACAATAGTCACATTCATTTACTTCCAATTAATAAAT 
GGAAGTGGCTGCTTCTAATGGGACCTATTCAATTTTCTGCTTGAAAGTCTAGAGC 
GAGAATTATCAGTGAGCTGATATGCCCCTCCCTCCCCACTTCCAGGAGGACCCCG 
CAGAATCTCCAATGGAATGCGGGTTTAAGTGCATCTGTGTGGACTATAATTTTAC 

1 0 ATTTGAAAAAGGAAAAATAAATACTTGTCTTTTCCCCAATGCAACTACAGAAAGT 
AAAGTTTGACAAAATCGCCCTAGCTAGTGGAAATATAAATCTCTACTTGAAAGGC 
AGTAATGGATCCTGAGATTTGCAGGGGCATGGAAAGGGTGACTGGTTTAGCAAT 
GTAGAGAAGTATTTATTCTCTCCATTGAAATGGCCCCTAGTCCTCACTGCTTTTTT 
TTTAAATGCAGATGCCCAGGTCCTGCCCCAGACCTGCTGAGTCAGAATCTGGGAC 

1 5 CTGGGCCTGGGAGATTTGGAAGCAGCTAGTGCAGCTGACTGGAGCCAACAGACC 
AGAAGGGGCCTGGGGCCTGGCTGTTGCTGATTGATCCAAATTCTGGGTAAAGATT 
TTCAGCCCATCTGCCCTTGCTGGGAGGCCTGAAAAAAAACGTTTTTTTCACCAGG 
CCAGAACTCACTCTTGGGGCTGTGCCTGGGACCACCTCTGCTGTATATCAGAGGG 
ACAAAAGTGGGGTGAAAGGATGGGTCACAGTAGGCTTCTCTGCTTGCCTCTCCGA 

20 ACTGCAGAGGAAATTCTCGCTCAGACTTCTGTTCTTTCGGTAACATGCATACAAC 
ATTTTTAATAATGTGCAATAAAACTGAGATCTTATTGGCTTTTTTCTGATTATAAA 
AGTAATGAATAGGCCGGGCGCGATGGCTCACGCCTGTAATCCCAGAACTTTGGG 
AGGCCGAGGCGAGCGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACA 
AGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCAGGTGTGGTGGCA 

25 GGTGCCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGCATGAACC 
CGGAAGGTGGAGCTTGCAGTGAGCCGAGATTGTGCCACTGCACTCCAGCCTGGG 
CAACAGAGCAAGACTGTCTCAAAAAAAAAAAATAATGAATAGTGTAGGTTGCTC 
AGTGAAAAACAAAGGGATAAATCAACCAGAAATGAACAAGTGGCATCTGAGAC 
ATCTGTTGTATGTGTTCCTCTGCGACAATAAAAAAGCAGTGTGTGTCATGGGTAT 

3 0 GCAAAAGCAGCTGGGCCAAATGTCCTGATCTTTAGCAAGTGACTCCCAAGAGAA 
GGATTCATTCATTCACTCAGCAAATATTTACTGAGCATCTGTTTGTGATCAGAGA 
CTGGGAAAGTGTCGGAACGCCCACCACCCACTGACCCAAGAAGTGTCTCTGTAG 
GAGGGAGGGGTATGGGTACAGAGAGTGCCCCGGACCCCTTTGGGCCTCACTGTC 

r r- ACCCCTTCCTGAATGGCAGGTGATGGA1F(l¥£?G@eeGeGAGGeGAeCCGCCGCTTC 

3 5 TTCAACTGGTTTTACTGGAGCATCAACCTGGGTGCTGTGCTGTCGCTGCTGGTGG 
TGGCGTTTATTCAGCAGAACATCAGCTTCCTGCTGGGCTACAGCATCCCTGTGGG 
CTGTGTGGGCCTGGCATTTTTCATCTTCCTCTTTGCCACCCCCGTCTTCATCACCA 
AGCCCCCGATGGGCAGCCAAGTGTCCTCTATGCTTAAGCTCGCTCTCCAAAACTG 
CTGCCCCCAGCTGTGGCAACGACACTCGGCCAGGTAAGGAGGGGCTCTGGGTGC 

40 AGGGAGCCTCCAAGCCTGGAGAAGCGCTGGATCGCTCCCGGGGAGGCATGGTCC 
AGGTTGCAGACATTCTGGTTCAGCTACAGTGATAGCTTTTTATGATGATCTGCTCT 
CCAGTGGGCCAGAGCTGCCCGCTGTGACTGAGGATGGAGGTCAAGGTAGTGGTG 
GTAGTGGTGGTGGTATTATTGGTTGCCATCTACGTACAGAATGTGTGAGGATGGG 
GCTGGGGGCGGTGGCTATCCCTCTAATTCCAGCACTTTGGGAGGCTGAAGCTGGT 

45 GGCTTGCTTGAGCCTGGGAGTTCGAGACCAGCCTGGGCAACATGGTGAAACCTC 
ATCTCTACAAAAAAATACAAAAATTAGTGGGGTGTGGTGGCCTGTGCCTGTGGTC 
TCAGCTACTTGGGAGGCTGACATAGAAGGATCAATCGAGTCCAGGAGGTTGAGG 
CTGGAGTGAGCCATGATGGTGCCACTGCACTCCAGCCTGGGTGACAGAACAGGA 
AAAAAATAAAAAAAGAAAAATGAAAAAAAAGGAAGTGTGAGGATGATCAGGGT 
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CTTGACAGTGAAGATGGTAGTAAGGATAAGGATGATGGTGTTGGTATCTACACT 
GAAGACACAAACATTGGCAATGCGGAAGACAGTGGCATTAAAGGAGAGGATGA 
TGGGGATGATGTTTCCAATGAAGGCTGTTAGGATACAATGTAAATAATTCCACAT 
TACCCTGTTACTAACCATCACAGCGTCTTAGGAAATCGGCCAAACTCGCTCCCTC 
5 CTCATTAGCTGACATCCAAAGGAGGAAGGTTCTGAATGACCTTGCATAGGTCCCA 
TGGCTTCCTTTTGCCCCTCGCCTTCCTAAATTAACTGTCTACTTATGCCAAGCAAA 
TCTGTCTCCAGACCTTGCAGCCAGTTACAGCTCTTGTCAATAGGATCTAAATGAA 
AAAGGTGAAGAACATGCTTTCCCCAGTCTGGCATATTGCTAGAGGTTTGTAAGTT 
GTCAGGAGCCGAGAAGTGTGGTGGTTTTCATTATCTATCGCTGCCTAACAAACCA 

1 0 CACCAGAGCTTAGTGATTTAAATGACCTTTTTATCTCCTCTCCCAGTTCTGAGTGA 
CTGGGCTCAGTCGGGCCGTTCTGCTTCTCGTGATGGCACTGGGGTTGCAGTCATT 
TGGGACCTGGAAAGGGCTAGAACTTCTGAGTCTGCTCACTTACATGGCTGGCAGT 
CAATGTGGGCTGTTGGCTGTGAGCTCAGATGGGACTGTGTGGACCAGAGCACCTT 
GGTTCCCATTCGTGTGGTCTTACCATGTGGCTTGAACTTCTCACAGCGTCGTATGA 

1 5 GGGTTCCAAGAGGAGGGAGCTTTCCAAGAATGAATGTTCCGGGGAGGAAGAAAG 
CAGAAGTTATGGGTCTTCTTAAGGTCCTTAAGAGGCGTTGAAGTCCCAGACCACC 
ACTTCTGCTTCATTCTAACAGGTCAAAGCTGTCACAAGGCCAGCAGGGAAACAAT 
GGCAGTGAAAGTAAACTCCACCTGTTGGTGGCAAAATGGCAGCACACGCTGGGA 
AGGGTGGAGTTGACAGTGGCTGTCTTTGGAGATGACTACACTAATATTGTCCCTT 

20 TTGGAATCTCAAAGGACAGTGCAAGGCTCTTGGACAAAAAGAGGTCAGAAAGCT 
CTCAGGACAAAGGGCAAAGGGCAAAGGGTAAAGGCTGCAGCAGTGATTGATCA 
ATCTTGTCGCCTACTGATATTCCCTCTACCCCCACCTCTCCACTCTCTATGCCTTGT 
CATGGAGGGAGAGGGTTGCCATGTTGACTGTTGAGGAGGATGGACTTGAGACAG 
CAAGGGGGGGGAATTTTGGTGTATCAAATCTGTGACAGCGTCTCTCTCTGAGTCA 

25 GGCTTGGACTGGGACTCCCCTGGTTCCCGTGGCAAATTGATGCTACGAGCCAAAA 
AATCCCTTCAGACTGTTTTCCACAGTCTCTGGTCTTACTTCCCTCAGGACTCAGAG 
GGGCCACAGCTCTAGAGCGGAATGAGTCTTGGCTAGGCACTTTTGCAGCAAAAG 
AGAGGATAGAATAATATTGGCAGTAGTGGTGCCAACATTGAAAAAGAGTGATGG 
TGATGTGAATGGAAACTCCGTGGAGAGGACGATTTTGCTGACAGCAGTCACCTTA 

30 CTAAAGGTGATGATAGTAAGGATGCTGGCCTTGGCGATGGTGGTGATGATGGCG 
AAGGTGGTGCTAACAGCGGGGTGGAGGAGATGAGGGTACTGATTTCAGAGACGT 
GCTGATACTGGGAGGAGGATTAAATTAGGGGGTGATGGTAGAAGTGAAAACGTT 
GGCTGAGGTGGTGGGGAAGATTATGGCTGCTGCGTTTGTTTGTTTGCTTGTTTTTT 
GAGAGGGAGTCTG@©f eTOTTG€CGAGGCTGGAGTGCAGTGGCACAGTCTTGGCT 

35 CACTGCAACATCCGTCTCCCAGGTTCAAGCAATTCTCCTGTCTCAGCCTCCCAAA 
TAACTGGGACTACAGGTGCACGCCAAAACAGCCTGGCTAATTTTTGTATTTTTAG 
TAGGGACGGAGTTTCATCATCTTGGCCAGGCTGGTCTTGAACTCCTGACCTCAGG 
TGATCCACCCGCCTCAGCCTCCCAAAGTGCTGGGATTACAGGCATAAGCCACCAA 
GCCCAGCCTTGACTGTTGTTTTATCTGCTGCCTCTGGGGTCTCACAGAGACCGTCA 

40 ATGTGCCCGCGTGCTGGCCGACGAGAGGTCTCCCCAGCCAGGGGCTTCCCCGCA 
AGAGGACATCGCCAACTTCCAGGTGCTGGTGAAGATCTTGCCCGTCATGGTGACC 
CTGGTGCCCTACTGGATGGTCTACTTCCAGGTGAGCATACCTGCCCTTTTTCTCTG 
GGGGCCTGGCTCCCCACTCACCATCTGAATGGCCTCATTTCTCATCACAGAGGCC 
CAGGGCATGTGGAAAGGGGGAAAGTCTGGGAATAAAGTGAGGTGCTGCCCCGTA 

45 CCAGCTAGCATGGGGCCTGGCACAAAGCCGTCTCAGCAATCCGACTCCCTCGGTG 
GTACGGCAAGAGGAACTCTGGAGACAGCTTCCTCCTGCTATACCTCCTGCGGGAG 
TTGAATTACTGGGATGGCTTTGTGCCAGGCTAGGTCCTTGAATAAGTCACCTCAT 
CTCrCTGGGCCTGTTTCCTCATGTGTACAATGGGTGGCTTAAACGAGAGGCTTTTC 
CAGCTCTGCTGCATTCAGATTGTCCGACTTGGTAGCTGAGGCCTAGAGAGGGTGT 
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GTCAGTTGCCCAAGGCCCCACGGCAGGCAGGTCAGGGGCAAGCTCACAAAAGTG 
AGTACTTTGCAACAGTGGTTCCCCAGCCTGGCTGTGCTTCAGAATCACCGGCAGA 
GCTTTTAAAAATATGCTGTTTTAAAAACAGATTCCAAGTCCAACCACAGGCTATT 
GAATCAGAATTGCTGGGGAAGTTTCTAGTTTAAGAAACTTTTCAGATGATACAGA 
5 TACTCAGAGTTGAGAACTATTGTCTTCCACTCACCATATTACTCCTCAGTGGGGA 
GGTTAGTGATGTGTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGATAGGA 
GGGTGGGCAGCAGCTTAATGCTAGCCCCCAGGCCATAAGGTCATTGCCTTCCATA 
CCCCCTTCACAGGAACATTTGTTGGAGCTCCCAGCCTGCTACTTAGGGGCACACA 
GTATTTCTATGATGAGATGGCGGCATGTGGTGGGAGGGTGTCCATGGCTGATTCT 

10 CAGTCATACCAATCAGATACTGACTTCCTTCCATACCAGTTGGTAAATGGCTGCT 
GCCCTGAGCAGTCCACATGCTCTCCCCTGCCCCAGCCCTTCCTGTGGGAGTCTCCT 
GGATCCTACTCCATTATATAGCAACTAAAGGGGCAGTGCGTGGTATTGGAGGTG 
GCCCCTGGGCCCTGCTCCTGCAGCTGTGTCCAGAGCCATTCTGGCAAGTCCATGT 
CTATGCAGTGCTTGTGTCAACCTGTGGACTCAGCTTGGCTTCAGTGTCAGATGAG 

1 5 AACTCCCTGTGGGGGCAGCCATTATCTTTCCCATTTCAGCAAACATTTATCCATGC 
TTACCCTGTGCTGGGCCCTGGGGACACAAATACTAGTCAGACCAGCTGTGCCTGG 
GCTCTGGGATAAGGCTGCACGCACTGCCTACAGGCCTGAGAGCAGAGCACAGGA 
AGCTCCCTGCCCAGCCCAGCTACCTAGGAGAAAGGAGGGTGGGAAGGTGACTAT 
CTCCCTGAGACTGGGAGAGGGGACAGCTGCCCAGCTGTCCTGTGGTACGGCGCT 

20 GAGGAATGCCACCTAGGAGTTGGGAGGGGGCATGGCCGTTTCTGTTCCAGCCTC 
ACCCCTGTCTCTCTTGGCAGATGCAGTCCACCTATGTCCTGCAGGGTCTTCACCTC 
CACATCCCAAACATTTTCCCAGCCAACCCGGCCAACATCTCTGTGGCCCTGAGAG 
CCCAGGGCAGCAGCTACACGGTGAGAGATAAAGCATGTGTTCGGCACCCAGTTC 
AGCCAGGTAGCGGCTTCCTCTGAGAAGAGGAGGAAATGAAACTGCCTTCACACT 

25 CCCCTTTCCTGCCTGCAAGGCAACCTCAGGATACAGGAAAAGCACCTGGAGGGT 
GGGAGGACTTGTGTCACAGCGCAGGGATCCTGCCAAGATGCTCAACTGCTTGAA 
GGAATTCAGGCCAGCTGCACACCCCCATGCTGCTGCTCTGAAGCAGGTCTCGCTG 
CCTAATTTGCACCCTCAGATCAAGCATACTTAGGTCCCTTTTCAACTCTTCCTTGT 
CCCCTCTTTCTCTGGGACCCTTAGATACCTAGATCTCTGCCTTTCCCAGAACTTTC 

30 TAAACCAGTTCCTTGGCATTTCAGACTCATGAAATGAATGATCTGCAGAGCTGGC 
AGATATATGAGAAATTTGCCATTGTAGTCCATTTCCTTGCCCATGGCAGACATCA 
CTAGTCAATCATGACTITrTTTATGCTGAGCCCATAAATGTTCCATAATCAGCCAC 
TACCAATTGATAAAAGTTAGAATAGAAGAGGAACCTATTTGCCATCTCTACATAA 
.}• TCCCACTCSGme^TA'eAG^GG^GAGGAGCATGAACTGCAGAGAGGGAAAGGAG 

35 CTGGACCCCAGGGTCACCCAGGGCCAGTCTAGAGTCCAGGTCTCCTGACTGCAGC 
CAGGCTCCTTGCACTCTGCTAGCCTGCCTCTCCTGACTTCCTCCTGCCCAGATCCC 
GGAAGCCTGGCTCCTCCTGGCCAATGTTGTGGTGGTGCTGATTCTGGTCCCTCTG 
AAGGACCGCTTGATCGACCCTTTACTGCTGCGGTGCAAGCTGCTTCCCTCTGCTCT 
GCAGAAGATGGCGCrGGGGATGTTCTTTGGTTTTACCTCCGTCATTGTGGCAGGT 

40 GTGCAGAGGGGTGTGGGGCAGGGGGCTGAACTTTGGGCTTGGGGAAGTCTGCTT 
CCACCATGGGCTGATGCTGAAGTGGTAGCCTGGACCAAGTTCAGCCTCTCCCAGT 
GGGCGTCAGTGTTGGCTTCCCAGAGGTGCAAGCTGAAAGAGACCCTCCTATCTAA 
TCCAGCTGCCCCTCATTTTGACAGAAGAAGAAACTCAGGCCGAGAGAGGAACAA 
ATATTTTCCCCCAGTGAATTATCAGCrCCTTGAAGGCAGAGATAGTTTTTCITTTT 

45 TTATTCACTGCTATGAACATGCACGTGGGCCCTCCATAAATGTGTTGAATGAATT 
TTCCACTTAGTGGCAAATGAAGACTTAAAAAAAAATTATCTTCCTTCTTCCATTTC 
AAAAGGATCTGAAGCCATTTGTTACAAAGTGGGGGTTGGTGGGGGCAGTGGGGG 
GGATCAGCTAAAGAAGTCTTTCACACTGTTGCACAAACCTGAACCCTTTTTACTT 
AGTAACmATGACCCTGAAGTTCCTTAGAGTCTCTGAGCTATGTCTTTAAAATG 
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GGGACAGGTGTCATTCGGACCCTGAGCAGGGCTCTGCCCTTGTGGAACTCAGTCT 
GATGGGGGGTGTTGTGAGGATTACAGCAGATGAAGTCTGTAAAGCACTCAGTAG 
TGTGCCTGGATCACAAGTATGTGCTGGAGAAATGAAAGCTCCATAAACGGTATT 
GTGTTGAAAGTGTGAAAACCCAACTAGATTTTATTCCAGCTATATCCTTAAAGCA 
5 GTTTGTCCTATTTTATCCTCACAATAATCCTGGGAATGTTATTCCTGCTTCTTGAG 
TAAGGGAACTGAGTCTAGAGAGGTTAAGTGATTTGCCCAAGGTCACACAGCTAG 
CCAGGCTGGGAACCCAGGTCCCCCAACTCCATGTCCAATGTTCATTCCACTAGAG 
CACAGCTATCTCCCAAGCAACACAGGAGAAGGAGATAACATAGTTAAACTTGAA 
AGCCAGGTTAGAAACACTACAGCAATACTTGACGTTGCAGTAGAGAAGTCATGT 

1 0 GATATCATGGAAAGTAGGCCAGCTTTGAAACCAGACATACCAGAGCTCAAATCC 
AGCCCTGACTACTTATCAGCTGTGTGACTGTGGGCTAGTTGCTTAACTTTCTAGTT 
AAGCACTTGAAAGTGCTAGTTATTTCACTTTCTTCCGCAGCAAGGATGCATGGTA 
AATGCCTAGCACATAACAGGTTCTCCATTAATGAGAGTTGTTAGTGTTATTGAGT 
GCAAAACTCAGCTTGGAGCTTCTAGCAGCCAAGACCAAAAGGGAGGAGTTGGTC 

1 5 ACATCTTGGCCCCCTCCTCCACCCCCCAGTCCAGCATTCTTTTCCTTGCCTGCTGC 
TCAATCTTTGGCTGCTTCATGAGTACCCCATCCCCACCATGTACAAGCTCTTCTGT 
GGGCTAAGCTGCCTGGGGTGGGCCTGACTATAATCCCCCTCTGCTCCTCCACCAG 
GAGTCCTGGAGATGGAGCGCTTACACTACATCCACCACAACGAGACCGTGTCCC 
AGCAGATTGGGGAGGTCCTGTACAACGCGGCACCACTGTCCATCTGGTGGCAGA 

20 TCCCTCAGTACCTGCTCATTGGGATCAGTGAGATCTTTGCCAGCATCCCAGGTAC 
CCTGGATCCCCTCCCCTGCTCCTGCACCAGTGATGGGCTCTGCCCGGTGGCACCT 
CAAAGTCAGGTACCCCAGGGATGCAGCCCCCAGGGCCCATCTGCATGGAGGAAG 
GCAGTGTTTTCTGACCAGGGCTCATTCACCCAACGGGGGTCTATAATTAGCACCT 
GGTTCAAGTCAGCCCCTATGTGACAGGCACTGGGGATTTGGAGGCGAGCAAGAA 

25 ACTTCCCACACCAGCTCTCCACGTATTCCCCTGGTGCCAGGTTCTCCACCCTCTGT 
GTCTTTGAAGTTGCTGTTCCCTCTACCTTAGACTGAAGGTGAACTCCAATATCCCC 
TTCAATTCTGAGCCTAAATACCAAGGTCCTTGGGCAGAAGGGGTCCTCCCTTCCC 
GCCCCGTGTTCATCTCTCTATCATAGCACACAGTACTCTGGGTCATAGTAATGGA 
TTTCTATGTCCTTCGCTCCCCACCCTCCCAACCCCCTTCCCCGGGCTGGGAGCTAG 

30 AGCTGCAAGGCTGGGGCAGGCCCTTCAGTCAGCAAAAAAGCAAGGGCTTCCTCA 
GCTGCGGGCCCAGGGCTAGGCTGGGTCAGACATAAAGAAAAGACTGACCCTGGG 
AGCTCACTCAGATGGGGAGAGAGTCAGGCAAACAGTGAGCCAGTGGAGTGCTGT 
GGAAGTCAGGGCAGAGTGCAGTGGGAGCCCTTAAGCATGGAGAGGAGGCGGGC 

35 AGACCCAAGCCTTTGGGAAGCGTGGGGGATAGGGCTGGAGAGGCATGGGAGGT 
GCAGGGAGCCGAAGTGTCGAAGGGCTTTGTGCGCTGAGCCTGCACCTTGGGATTT 
CTCCTGAAGGCAACAGCGCCCCTCCTCTCCAGGGGGTTTTGGCCGGGAAAGGAC 
CCCATCCGAGGTCCTTTAGACTGATGCTCCTGGCTGTGTGAGGAGGACAGGAGTC 
AGGGGAGTTTAAGAGGCATTTGCAGAAAGTGACCAGGGCTGGGGTTGGACCCAG 

40 GGCAGAGGGAATAGAGAGAAGGACATATATTTAGAATAGATTTCAGAGGCTGTA 
TCAAAACAATTTGACGATGACGTTGAAGGTGGGCAGAGAGGGTGGGGAGAGAG 
AGGAGGTAAAGATGGTGCTGTCACTGAAATGATAGACCTGGCAGGAAGGGGAG 
GAGGGGAGACAGAGCTATTGGGGCAGCGCATGGAGTACCCCGGTGCAGGGGTTC 
AGCCAGGAGGCAGGTGAGCAGGGCAGAGGGGAAGGCGGCATTGATGCATGGGT 

45 GCTGTCATTGCCACTGAGTGGACAGGCATCCAGGGGAAGCCTGGAGGGTGGCTT 
GGTGGGGGCAGGGTCAGGGGCAGCAAGCAGGGGCCTGGGCCTGTTCTCTGCGCC 
TGCACCAGCCCCTGAGATCGTCTCTGCTCCCCCTCTGCAGGCCTGGAGTTTGCCT 
ACTCAGAGGCCCCGCGCTCCATGCAGGGCGCCATCATGGGCATCTTCTTCTGCCT 
GTCGGGGGTGGGCTCACTGTTGGGCTCCAGCCTAGTGGCACTGCTGTCCTTGCCC 
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GGGGGCTGGCTGCACTGCCCCAAGGACTTTGGTGAGTATGGGGCCTCCCCAGGA 
GTGGGACATGGATGGAGGGAGGCTTGGAAAGGAGGTGGCAACTGCTAAAGTGCT 
TTGACTCTGGGGAGAAGCAAGTAGAGGGCTAGACTTGGGAGAATGGGGTTCTAG 
CCCGGGCTTGGCCAGTCACCCACAGCGTGGCCTCCCTCCTTGGGCCTTTCTTTCCC 
5 CAAGTGTTGAACTTAGTGGACCTCCAAGGCTCCTTTCTGCTTCTGGAACTCTGCC 
ATCTCTGGCTGAAGGGTTACCTTTCTCATGGTGTTTATATTTCACGCCCCCTTCTG 
AATAGCTGAAGAGGAATTGTAGACACCCCTGGAGATCTTCAGGAAGTCAAACAT 
TAGTGGGTATCTGTCCAGTGTCTTCAGATCCCACCACTGCCCACATGGCCTCAGT 
TGCCAGCCCCAGGGCTAGGACACGGCAGGCACAGGGCGCAAGACAGAGGATCC 

1 0 CTGTCCTGACCCAAATCTAACCCCTCCTTTCCCCAGGGAACATCAACAATTGCCG 
GATGGACCTCTACTTCTTCCTGCTGGCTGGCATTCAGGCCGTCACGGCTCTCCTAT 
TTGTCTGGATCGCTGGACGCTATGAGAGGGCGTCCCAGGGCCCAGCCTCCCACAG 
CCGTTTCAGCAGGGACAGGGGCTGAACAGGCCCTATTCCAGCCCCCTTGCTTCAC 
TCTACCGGACAGACGGCAGCAGTCCCAGCTCTGGTTTCCTTCTCGGTTTATTCTGT 

1 5 TAGAATGAAATGGTTCCCATAAATAAGGGGCATGAGCCCTTCCTCACGACCATG 
GTCCATGACAAGGGGCAGGGCAGAGGGGGCCTGGATGGGAGTCCTTGTGGGGGA 
CCAGGCAGGGGACTTGGATCAACAAGCACCAGACGAGTGGCGGGGGCAGGCGA 
GAGGCTCAGTGGGACCTCCACCCTCGTTGCCCCAGCTGGTGGCTGACCAGGTGGC 
TGTGGAGGGTCAGGAGCTGCCCCGGATCCTCTCCATGTAGTTGCGAAGCTCCTCA 

20 GGGTCCTTCAGCCCCATGTCCTCACACACCCAGCGGATGTCCTCCTCGCCTGCCA 
CAAGGATGGACTGCACAGCAGGGGCCCCTACAGGCTCCTCAGGTGACTGGGCTG 
GAGGGGCTGGCGCAAATGTCACAAACTCTACTCGCTTCCGCCGCCCCCCAGCCTC 
CTTTCGGGCCAGGGTGCTTGAGGAGCTGGTGGTGCCCCCAGGAGGGCCAGGGGC 
CAGGGTAGGGGCCTCCCCTCCTCCCCCACTCTCACAGGGGCAGCTCCCCTCCCCC 

25 TTGGGCGGGCCAGGGGACTGCCGGTCCAGCTGGCGGCTCAGTTCCTCCTGGTCAG 
TGCCCAGCCAGACCCAGTTGTGGGGCTGGGGGGAGGTGGGGTCAGTGGCACTGT 
CGGGAGGTTCTTTGCGCTGATAGCGCAGGACGAAGACCACACCATTGACCAAGA 
AGATGAAGATGGCCACGCAGAAGACTCCCAGCAGGGCGTACATGCCCAGCTCTA 
GCTCAGTGACATGCTGAGGGGCAGGGACCATCTCCTCCTCCTCTTCCTCCTCCTCC 

30 TCCCTGGCTTCGGTCTCCTCCTTCCTGGCCTCCTCCTCTGCCCGCTCAAACTTGCC 
CCTCACACCTGTGTTGCCCCCGACACTGCCTGCCACCTGCCGTTTACCACCCATG 
GTGGCTTCTGTGGCTGGTGGGCTCCAAGCAGGGCTGGATGGGAGAGCAGGGGCT 
GGAGTGGAGGCAGGGGGCAGCCCCAGCCAGGCGGTGCCAGAGGCCAGAGGCAC 
^GGTGGCGGCCCCGGCGGGAGGGCTCGGGCGGGTGCAGAGCCACATGGAGGGG *». 

35 CAGCCCCTCGGCGCCTGCCCCACTCACCACCACCCCGAGCTGGGCACCCTGCTCC 
TCAGCTGGCAGGATGGCACCAGGCTCCTCGGCTGAGACGGACAGTCCCAGGTCA 
CGGCGGTCGTAGAGCTCAGCTGGGGCCACAGTGTGATCAGAGAAGGACAGCCAT 
AGGGAGAGGGCCACCTCCTGTGGGGCACACAGACACAGGCAGAGACATGCGAG 
GGCACGCACGCATGCACAGAGAAACCACTCCCACAGAGATAGGCCACATGGAGG 

40 AGAGACCAGAGAGAAAACAGAGACACAGGCAGATAGACAAAACACAGGGAGA 
GAGGGGACGCGTGTCAATCACCTGTCTGCCACTCAGCCCTAGGGTCTGAGTTATT 
GGGAGGGTCCTCAGTTAGAGCCATCTAACCAACCTCCCACTGCCATACTCCAGCC 
ACTGCTTGATCACCTCCAGCTGCAGAGAGCTCACTACCTCACAGAGTCAGTCCTC 
ACTCTGAAAACCCTAAGGGGTCGAGGTACCAGGGTCCCTTCCTCCCATTCCCCTC 

45 TACCATGAGCCCCCATCTGGAGATGTTGACCTCATCCCCCTGACCCCCCAACTGT 
CACCTGCTTTGGGGCGGGAAGGGCTGACTGTGCCCAGCACGTAGCTGTGACCTCC 
CCGGGGTGGGCAGTGCCCCGGCTCAAGGTCAGCGAGATGCCCATCACTGGCTGC 
ACCCTCAGCTCCAGCACTGAGACCTTGTCGTCCGTCACAGCCAGCGCCTGCTCCC 
CCAGGATGGAGTCAGACAGTGGGGAACGCACCTGAGGGTGGAAAGGAGCTGGA 
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GGTGGGGGGCCTTCCATACAGACAGCCCCCACCCAGAGGGAACCGGGTGCTCCC 
AGCACCCTCACGGGCTGCCCTCCGGAGGTGGGGGAGGTCTTCGCCACGGACAGC 
CCCCACCCAGAGGGAACCGGGTACTCCCAGCAGGCTCATGGGCTACTATCCCTCT 
ACTCTTTGCACCCCGGTGCATACCTGGACCCCAATCCCACACCTAGGGGGCAGTT 
5 CCCTTTTCCCTCAAGACCCGGTCCCCACACTACCCACACCTCAGCCCTTCATAGCT 
AGAGGGCTTCCCCCCTTATGCGGCCACCCCATTCTGAGCCTATCCCCAATCCCAC 
TGCACTCAGACCTAGACCGCACAACTCCCCCACACACTCTGGGCTCCTGGCACAC 
TCTTCACTCCCACCCACGAACATTTTGGGGGCCCCTCCACCCTTCTCAGGGGGTCT 
ACTCTCCTGGTCCCCAGCTGCTTACCTCAATGGAGGTGACACCGGGCTCCCGGCC 

1 0 CACCACGACACGGCCACCCTCCAGAGAGGCTACACGCGAGTCCAGCACGCGGGC 
GTGTGGCGCCACGAGGTGGGACACGTCTAGCAGCCAGTCGGGGCCAAGCAGGTG 
CGTGAGGCGGCGGCCGCCGTCCAGCGGGTGGGCCGCGAAGGGGGCGAGGAAGC 
GCACACCGGCCCGCTGGTACTGCAGGTGGCAGCCACGGGCGCGCCGCTCGGCCT 
CATCCGACGCCTCTGCAGCGGGTTCCGCAGGCCTGCAGGGCGGGGAGGCCGGGA 

1 5 CTGGCCGTCAGCGCTGAGCGGCCCCAGCCTGCCCAGGGCCCAGCTGCTGGAGAC 
CCGCAGCTCGTCCCCGGCGGCTCCTAATCACCAGCAGCTCCTGTTTCTCAAACGC 
AGACATCCGCCCCTCTTGGGGTCAGGCCCTTCCACCTGCAGGCGAGCCGCCCCAG 
CCCACTCCCGACTGGCGCTGTGCCTCGATCACCGCTCTTGCTCCCAAGTGGACCG 
CAGGGGAGACGCTCTCTTACGGGGACCCTGGGGGCGCTCACTCTCTGAAGGGCC 

20 TGGAAGCTAGATTCCAGAGGCGTGGGCCACCTCTCCCTGGGTTTTGGGGAGCCCC 
CTCCGAGGGTGTTCATTTCCTGAGCTCTGTGTCATCTTAGGCTCTGAGGGTACGA 
CCAGCATAGACAGACCGCAGCTTCAAGGGGCTGACATTCTCGGGGGAGGAGCGT 
GGAAAGGATGGACAGGCAACATTAACCAGTACTGACGTAGATTAGGAAGTGGAG 
GGTGCTACGGGAGAAGTGAGGCAGGGAAGGAGGAGAGGGATGCGGAAGTCAGC 

25 AATTTCACAGAAAGCGATCATTGGCTGGGCGGCCCAGGGTGGAGGTGGGCAGAA 
GGAACTGCAAGCAACAGGGCAGTTTTTCTGACCCCGACTTGGGCCCATGGCTGTG 
TCCCCTGCGCCCTCTCCGTCCCAGTGTGACTCGCCAAGGCCTGCCAGCTTCCTCA 
GGCCTCCACTCACCCTTCAGCAGGGCCAGGTACCCTCCAGCCGCGGACCTGCTCG 
AGGGTGGTGTCGGTGAGCTCGATACGCAGCGGTAGCAGGGGGGCCCACACGGTC 

30 AGCCGCAGCGAGGCGCGGAGCCGGCGCCACCAGAAGTCCACTCGCACCCCCCGG 
GCGCCCCGGCTCTCCTTGCCAGCCACGAACACGGCATCACAGGCCTCAGACACCT 
ATGGAAGGGCAGAGGGCAGGTGGGCGGGCTAAGCCACTAAAGACAGGTGTGAG 
GCTGGGCCGGGTGGGTGGCTCATGCCTGTAGTCCCAGCACTCTGAGAGGCCGAG 
GTGGGTGGATCGCTTGAGTCCAGGAGTTm\GA€€.^CCTGGGCi^ACATGGCAA 

35 AACTCCCTCTCTACAAAAAATACAATAAATCAGCCGGGTGTGGTGGCACATGCCT 
GTAGTCCTAGCTACTGGGGAGGCTGAGGTGGGAGGATCCCTTGAGCCTGGGTAG 
CTGAGACTGCAGTGAGCCGGACTGTACCATTGCACTCCAGCCTGGGGACAGAGT 
GAGACTCTGTTTCAAAATAAATAGATTAAAAAAAAAAAAAAGGCATGGGCCAGA 
AGAGAGCAGCCCTGACCTCAGGCCGTAGGACGGGCTCCCACTGAGTTCAGCTCT 

40 GTGTGTCACTGGAATGCATGTTGCAGCAGGATTGTTGGTTAAGCCCCTGTTCTTT 
GTTTAAGATTTTACTGTAGGGGCCATTCCTTGAGGTTCCCTGGGGCTCAGTCAGG 
GGAACTGGCCATTGCATACCAGTCTTCCTCCTGGCAGAGCAGGGGTGTGAACCCA 
AAACTTTGGCTCCTTATTCATGCTGGCCTTTGACATTGCTCTTGGAGCCACCTGGC 
AACCAGCTACAGCCAGGTAGGCAGAGGTGGGACAAAGCAGATCTCCCACCAAGG 

45 CCCTCCAGCAGGAACCACACACATTTGAGCAAAGGACCACAAGTGGGGAAAGGC 
ACCTTCCCCCTTCAGGTGGCTGGGATTTGCATACATGCAGACTCCATGCTTCCCCT 
CTTAGAACTTCAAGATAGAGGAAGTTGCTCTACCACCCrCCCTTTTATTTCACTTC 
ACAATCACCGGTAATAATAATAATAATAATTTTTACCATTGTATAATTATTACAT 
CATATTATAACAGCAATAACTGCCATTGTTTCAGCCCCTGCTATCTGCTAAATACT 
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GTCTTAAAGTGCTTTTAATTCTTACAACAACCCGAAGATATGTTCTCATTTTAAAG 
TTTAGGTAACGAGGCTCAGAGAGGTTAAGAGACCAGCCCATGATCACAAAGCTG 
GTTGACAACAAAGATGTGTTTCAAACTAAAACTTTCTGATCCCAGAGTATGTGCT 
CTCGACTCTCTCAGGCCAGCGCACTTGCCAGTGCAATAATGAGCGTGAAAGTGTC 
5 TAAGGTCGGGGGGCTGTTAGGGTTACTTGACTCGGGAGAGAGGTGGCTGGAACA 
AAAGAAGTTGAAGCTGTGGTTCCTCCCATGAGGTTTCTCGTCTCAAGAAGAAGCT 
GTTCTCTTGGGGACCCACATGAGGAAGGAGGAAAGGTGTGTGTGCGTAACTGTG 
CCCACACAAATGCAGACTCACATGAGCTGGGCACCTGCCACTCACCTGCAGGAC 
CTGTGTGTTGGCAGACTCGCAGCCGACATGCTCTGTCACCTCCACCAAGGCCCCC 

1 0 CCGCCGTCCACAGTGACAAGGCGCACGGGGACATGCTGGGGCACTCCAGTCAGT 
GGTGCTGTATTCACCAGCTCCTCAGCCTGGGGGTGGAGGAGGGGCTCAGCCCCA 
GGCCCCTCAGCTCATGGGGCTCCTGGGACTTGGCCTCCAGCCTTCCCAGGCAGAG 
ATGGAGGTCTCCTTACCTTGGCCAGTGGGATAAGGGCTCTGATGTCCCGCTCAGA 
CACCAGGATTTCCCACACCATTTTGTCCTTCTCTGCTTCAGGGGCCTGGCCTGGGT 

15 ACTCCAGCTGCCACGTGACGGGGCGAGTGACCGCTACGCCCCCACCAGTGCTATT 
CTCCACCACAAAGTCCACCCATAGGAACTCAGACAGTTCAAGGGGACTGCTGGC 
CAAAGGAGACAGAGAAGCCAAATGCTTGCTAGCTGCCAGGCATGGCCTCAGCAC 
TTCCTGCATTCATGATTATCCCCATTTTACACAGGAGGAAACTGAGGCACAGAGG 
TTACATAGCTCACTTAAGACCACACAGCAAAAAGTAGCGGGGCTGGGATCTAAA 

20 CCCAAGCATCCTCGCTCTAGACCCCAAACTCTGACCCACTCTTGGCCTCTCTAAG 
ATCCATGAAGCCATTTAACCACCTCCCACCTGGCAAGGTGGCTCACTCCCCTGCC 
TGCCCGGGCCCGCTTCCCCCAGACTTCCGCTTTCCACAGCCACTGAGGTGGCATG 
CGGGAGATTCACTTCCAGGTCCCAGGACCAGACACTTGACCCTCTGAATGATAAG 
CTTCCTTTGATCAAACAAAAACCTATGTGCTGGGAACCGTCCTGGGTGCCTGATA 

25 TGTAGCACTGTATTTTATTTTCAAAAATGCTAAGGGATGCATTATTATTCCTATTT 
CACAAGTGAAGAAACTGAGGCTTGGGTAGGGGAATGTTAACTGGCTTGCCCAAG 
GTTTTGCCCATCCCAAAAGCATCAGAACCAGAATTCGAACTGGGGCTACTGAGTC 
CATGGCCTTGACCCAGGCTCAGGGCATGAATAAGAAGAGTTCACAACCGCAGAA 
CTGCAGCTGGGCTTTTTGGGGGAATGTGAACGGCCCAGAGAAAGGATCATTTGG 

30 TGGAAGCAGGGGGATGGAGTAGTGGCTATGAGGGCTCTACCTGGGGCACAGGAT 
TGGTTGGCATCTCTTAGAATAAGACTCACAGACACTTGCTATGCCTGGCACATGG 
CTGGGGCTGGGAAGATAGTGGCCGAATGAATGAATGAAGGAATGGATTATGCCT 
GCTTTGTGCTGCTTCCTTGAAAAAATGTGTCCTTGGGTCTGCTCACCTGGGGATCT 
AGAGGCAGGATGGeAGeeTCO^tAl'CTGCTCAACTGCACTCTATAACCAGCCCTC 

35 CCTCCTTTGCCCCCTGGGTGGAGGGAAACTGCCCACCTGGAATCTGGCTCTGTGA 
GCCCAGCACGGTGGCAGGTGATGAGGGTGGTGTGGTGCCTGGAGCCCTTGAAGC 
GGTCCAGCTTGGCAGTCCAGAGTGTGGGCTGGGCTGGGCGGGCGGCTGTCACAT 
GCAGCCCCTTCTTCACCTTGATCCTGGGGAAGAGAGTATAGGCTCAGTTTGGCAA 
GGTGCATGCTGAACTGTGGGCTGGATTGAAGGGGAAAGACAAGGAGCCAAAGCC 

40 ATCTGACCTCCCTGGCTCCAGTCTGAATCTCCTCTTCACCATCCTCCAACCCAGAA 
GGACCCCGCCTCAGTGCAGCTCACACCTTACAGCTCTCCCCCACCCAAAGACCAC 
TTACGCCTCCCCACTGCCCATAAGGTCAAAGCTTAGCCGGGCATTTGGGGGCCCT 
CCAGGGTCTGGTCCAGCCTTAACTTCGGTTGTGACATCTCTCCATGCACTCTCTGC 
TTCAGCTACACACAAGTTTCCCACACACACGGCACCCATTCGTGACTCCAAGCCT 

45 TTGCCCAGTCTGTGCCTTCAGCCTGCTCTGCCCTTTCTTACTTTACCTGCTGATGCT 
TTAAGCCTCCAACAACTCACAGACCATTTCCTTTAGAAAGCTTTTCCAGTGGTGG 
GATGAATTTCCCCCTTACTGCACCCACTCACCTGAGCTCCCACCGCACTTTGAAC 
CTCCCTCAGTGCTTACACACCCACATGCCTTCTAATCCAATTCATGCCCATCCAGC 
TCCCTTCCCTACCACTGGGGGCCCCTTTCTGCCAGATAGGGACTGGCCCTTGCTC 
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GTGTTTGGATCTGCAGAGTGAAGACACAGGGCTTGGCAGGCTGTAAGTGTCTAG 
GAAAGATCTGCTTAATAAGAGTGAGCATAGGAGGGCGTAGGAGATGGGGAGAC 
ACAGAGACGGGACATGCACAAACCCAGGCAGGGCTTGAAACTAGGTCTAGGTTT 
CAAAGCATGTCCACAGACCGCTCTTCGATCCTCAGGAAAGATATCATTACAAAGT 
5 GAGCAAGTCCCAGTGCCTCACCCTAACCAAGCCCAGGACTATCCTGCCTAGAACT 
CAGGCTTCTCAGAATCTTAAAGCCTAAGAGATGCCTCTCCCATGGATTCCTGCGC 
TGGACTCCAGAAGCAAGTCATACTCTGCAAGCCCTTGCCGGGTGAACTGGGTAG 
GTGGGTGGGGGCTGCTTTGGGGGAACTTATTACGGAAAAGGACACAAAGAATCA 
GGGCCTTCCTATGGGGAAGAGCAAGCTCTGTCCAAAGGCTAGACTCCTACGGCG 

10 AGGGTGGCAAGGAGGGACAGCATGTAGGTGAACGTGATTGGGGCAAATATCCCT 
CTCTGGAGCACTGGAGCAAGAGCTCACACTTAGGTACTGCAGTCTCTAAGCCCTT 
TGCGGGTTCCCCTCCCTGGAGACTTGCAGCTGCCCTGAAGGTGGACCGTTAGCCC 
CATTGGACAAAGGAATCTCAGGGAGGTGCCAGGGGAAGGGGCAGCTTCCTACTT 
CTGACTCTAATTCCAGGGCTGTGCCCATGGTGGGCTCCTACCAGCACAGTCATGG 

1 5 CTTTTTACCTGGAAGGAGTTTAGTTTGGTGGACACATGTTTTGCAGAGGTCAAGG 
ATTCCAGCAAGGACCCCAGGAGGAGCAGGTACCTGTCCCTAGTCTTCCCACAGA 
GGTTCCCACCCTCACCCATCCCCGTGGCCTGGTGCTCACCGCAGGGTCAGGAGGC 
TGGCTGTGAAGTTGTGCCGAAGCAGGAGGGTAGCACTAAAGAGCTGGCCGGGCC 
GCACTGGCATGTCAGGCACCCGCAGAGTCACAGCCTCGTCCAGAGGTACCTCCTG 

20 GTACTGCGGGGGGTCTGCTGGGCGCAGCTCCACACCCCCCACTGGGAGGGCCTG 
CTCCCCAGGGTCGTTCTCCTCGCCGGAGCCACAGCCCCCAGGGCCCTCAGCTGCA 
GGCTCAAGCGTGTAGGCCAGCTCGGCCCGTGTGGTGGAGGCCTGTGAGAACCAG 
TGCGAGGGAAGCTCCAGCTCCACCACGCAGGCGCCCAGGGATGGCTGTGAAGAC 
ACGACAGCAGTAATTGGCATGGGGGTGGGTGCAGGGCGAGGAACAGGATTCTCA 

25 GCACCCATGGCAGGAAACCCAGAGCTGGAGGGGCTCATGAAAGGGAGGCCCAG 
CATGGGCCGGAGACACAGCCTGAGTGACACAGCAAACCAGCAACCTGGCTGGGG 
CTTCAAACCAGGTCTAGGTTTCAGAGCATGTCCGCAGACCACTCTTCAGCCCTTG 
GGATAGGTCTCATTACAAAGTAAGCCAATCCCAGGGCCTTACCCTAACCAAGCCC 
AGGACTATCCTGCCTAGAATCCAGTCTTCTTCTCAGAATCCTAAAGCTCAAGAGA 

30 CGCCTCTCCCATGGATTCCTGTGCTAGACTCCAAAATAGTGGAAATAGCAATTAT 
AAAAGTAACACTACTAATAATGCAAACACACTGGCTGATTGATTACTCTGCCGTA 
AGCTATCCTTACATTCATCTCACTTGTTCCTTACTCCAACTCCAGATGGGGTAGGA 
ATTCTTAACACGCCATTCTTCAGATGAGGAAACTGAATCTCAGAGAGATTAAGTT 

* Aen ? AeTCAAAGTeACAeACCAAGGACTGAACrCCCTCTGGGGCCCTAAATAACC - ^ ■ . f 

35 TTTTCACAGCACTGAAAGCTAGTGGGGGCAGAAATGGAGTCGGGTGGTCCACAA 
CCCCCGCGCTTCCCAGGAGTGGGGGTTTCCTCTCTGCCGCGGGCCCACCACCTGG 
CTGATGCAGCTGCAGCAGGACCAGCCTAGGTGGGGCCTGTCTACTCACCTGGAA 
GCGGCAGGCTTGGTGAGCAGTGCCGGCAGGGTGTGTGGCATGGAGCCGGGCACA 
GGGCAGGCTGCCAGACCCTGGTGGCCAATCCTGCCCTTTGAGGTGGAAGAGAAC 

40 CCGGGCGTAGGGCTCTGCTGGAGTCACAGCCGCTTCCACTGAAACGGCCCGCAC 
GTCCCATGGGACTGGCCGTTGGTGGGGCTCAGTGACTCGAGGGGGGACCACCTG 
GAGGGAGAATGAGAGGGCTTAACAAAAGAGGAGCTTGGGAGGGGAAGATCTAG 
GAAGATGGGATCCCAGCTTGGCAGAAGAGAACCTTTATGGGCCTCAGTTTCCCCC 
TCTGGAATATGGGGAGCACAGCCGGGGCTGGGGAAGGCTCCCAATTTGTACCCA 

45 GCAGACCTCAGGCCCTGAGTCCTGTTAGCCTGAGAGTCCCCGGTGCCCCCTCCTT 
ACCTGCTGAGTGGCAAAAGGTGGGTAGGAGGCCCGGAGAAGTGGCTGGGCCCTG 
GGCCAGGGCTGTAGGAGCAGAAAGGTCTCAGATCGGGAGCTCAGAGAGGAGTTG 
GCAGGTGGGTAGTGGCCCACCTGCTGCACACGGAAGTGTTCAGGGGCGTCTAGG 
AGCTCCAGGGCTGCCGGCAGGTAGACAGGGTCCAGGGGAGCCTGGCCACAGTCC 
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ACTGAAGAGGCATAAGAGGGAGAGATGATGACAGCTCCAGAGCTGGCAGGGGC 
TGACCCGGGTGCCATGCTGGGGCACAGTAGTTGTGGGCAAGGGAGGGAGAAAAG 
GGCTGTAAATGTCCCTTCCCCTCTCACCACCATTTCACAGATGAGGTCACTGAGG 
CTTAAAGAGCCTCACACAGGTAGTATGTAGCAAAGCCAGGATTCGAATCTGAGT 
5 CCAGGACTGGATGCTTCCCAGCTATTCCTTCTACTTTCCACAGACCTTGGCCTTCT 
TCTCGCCAACAGCCTTCTCAATGTCTCCTTTTCCCCAACTCCTGCCCTCCATCTAC 
TCGCCTCTGATACCAAGGCACTTCTGGGGTGCAACCGTCGGCAGACTGGGCCAGT 
GTAGTAAAATATGGTAATGAAGTGAGCTTTCTCTGCCCTGAATCCTTGGCCAGGC 
TCTGCTGGGCATCCACCCCTCCTCCCCCATCATTGCCATGGCAACCTGCACCATCT 

1 0 TTCCAAGCTTGCTCCCTTCTTCCCTGAACCGACTGGTATCGAGTGCAAGTGTGGG 
ATGGGCGGGCGCGGAAGGTGCTGAAGAGGTCTGTGAAGGCACTTGCTTGCCCTG 
GGGGTGGGGTGGGGACCAGGAGCCTGGGGAAGACAGTCAAAATAGTCAATCATC 
AGAAGGACAAAGGAGCACTAAGCCATATTGGTTTGCTCTAACTATGAGCACTAA 
TAATAATAATTAGCATTTTGTGAATGCTATATGCAGGTGAGAATTTAAATACTGT 

1 5 ATGTATATGAACTCTTTGAGTCTTTGTAATAATTCTGTGAACCAGGTTCTATTATG 
ATGAATCCCATTTTGTGGATGTAGAAAATGAGGCCGAGAGGTTAAGGTATTTGCC 
TGTGGTTCCACAGCTGGAGAGTGAAGGAGCTGGGGGTTGATCCCAGGTATTAGC 
CACTAGACCATCCGGCGTCTCCACCTGCCACTTCTCTCTCCACTCTCCACTGCCAC 
GGTGCACCCTGCAGGCTTCATGCCCTGGAGCGCACCTCCTCTCCTCTGCTCTGCCC 

20 GGTGGCACCTCCCTCCTCATTCAGGGCCATGAGTGAATACTGCCTCCTTCTGAAG 
GAAGCCCTCCTTGGTTACTCACCTTCCCACCAGTCTCCTGTCTTTTGCAACCCTGG 
GTGCCTCCTCTGAATTAGTAATCTTCCTATAAACAAGGGACCCTGTCTTGCTCATC 
CTGGAATTCCCCCAAACTAGGAAGCGCTCCCTAGAGAGGATTTCCTGGGAGCCTG 
GAGACCTGAATTTAAATTGATGAAACTTGGGTCAGGCATTAACATTTTGAAGCCT 

25 GTTTCCTCACTTGTAAAAGGGGCAGGAGCATTAGGTGGCACTGTGGACAGGACA 
GGGCTGTGTAAACTGTGGAGTGCTGTCTGGAGGGAGCAGGCATTATTGCTGCTGC 
ATAATGGATTTGACAAGGTTTTCCTCCTCTCTCTATTAGGACTCCCATGGCGTCCC 
TCGGGATGGGGAGCAGGTGGCTGAAAGCAACCCCACAGCTAGCTCCCTCTCAGC 
CCCACAGCTGGACTGTGGGTGGGGGTGGGGGAATTGGTTTCAACCTCCTTCCTGG 

30 CCCTCCCCACCAAGGAGCATATGACTGACAGGCTCTCCCTGCCCCCTGCCCCAAG 
CGTAACAAGTGACCACTGCTCTCTGGGGGCAGCCACTGGCTTCAGGTTCGCCTCC 
TACTCCATTGCCTCCATAATTACAAGATGCTCTTAGCCTGACTCCCACGGACTCCC 
. ATCACCCAGCGCTCGGCTCTCTCGGTGGGGAGGGCAGAGAATGTTTCACTGTCCC 

35 AGGGAGTCCGACCCCCACCCCGAAGCACAGGGAAGTTGCTGCCCTTTCCCGCAG 
TGACAGGAATCCTCTCAAAGGTTCTGGAAGGCAAGGATGCGGCCATCCCTGGAG 
ACGCCAAGGTCAGGGAGCCCTGGGGGAAGGGGGAGGGAGGGCTTGCGTCTGTTG 
CAGGTCCCAGGCAAAGGGGCTGCTTTCCACTGCCGAGGGGGGTGGGTTGGTGGC 
GGCGGAAGGAGGCTAGGAGGGTGCAGCGCTACAGACCACAGTGAGGGAGTGGG 

40 GATGACGCTAGTGCGCCCGGGACCGGGGCCGCCGGGTTCGATGCCCGGGCTGAG 
GGGTCCCTCGCAGAAGGTGCGGGACGGGGAAGCCCCTGCGCCGGGCTGCCCCGG 
GTCAGGAAGGAGTTGCCGGGTCGTGCAAGGTGAAGGAAGCCTTAGGGGCGAGTG 
GCTGGGGGCAGGTTCCCGAGGGCAAGAACTCTCCGACCTTCAGGGCGCTGCGGG 
GCGACCCCGCTCAGGGTTCAGTCCGAGAACCCAAAGGTTGGTGGCTCCCGGGCA 

45 TCACTCGCTCCCACTCGGCCGGGCCCGGCCGCCCCTCGCCCCGGCCCTCCCCTCC 
CGCTGACCTCTCACGACGTCCAGGGCGAGGGCCACCAGGAGGCAGAGCCAGGGG 
CCGTAGGGCCCCCGAGGGGCCGCTGTTGTGCGACCGGCCATCCGCGCGCACATC 
CTTCCCACAGAAGGCGGGGACGAGGCGGGCGGCTCAGGTGGCCCCAGTCCCGCA 
CGGCATCTCCCGCACCCGCTCCGCGCCGTCCCCACCTGGCCCGCTGGGTCCCGGC 
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CGCCGCCGCCGCCGCCGCCGCCCGCCCCGCGGCTGCAATTCCCAGACAATGGAG 
CGGGAGCAGTGGGGTGGGAGGGAGCGAATCGCAGCACATGGGCTGCCCCCTCCG 
CCCCGCCGGGTCCTAGTGCCCTACGGATCCCCAATCCCTGCGCGCTCAGGCGACC 
GAGGTCGGGAAGAGGGCCACGTCCCTGGAAGCAACAGAGGACGGCCGCCTCTGC 
5 CAGGAGGGACTCGGTGAGTTCTGTGTGGCTCCCTCACGGAAGCTTCTGATCAGGG 
AAGAAAAAGCCACTTTCTCTGCCTCACCCACCCCCACAAGCAGCTCACTTGTGAA 
GGCATCTGACACCTGAGTCAGAACCAGAATTCAGGGACACATGGGACGGGAGCT 
GCAGGGACAGGAAAGGAGGGAGGGGGTCAAACGGGGCCAGATGCCAACCACCT 
GAGCCTGCCCTGACAGAGCTAGGCCACCGCCGTGGAGGAAGGGCTCTAGGTGCA 

10 GGCAGCTCTAGTCTCTTGACCAGCTCCACCTGGGCAGCGTCCTGCAGCGCTTAGG 
AGGGTTGAGGGTTGCCCAACACTCCCGAGGGAAGGCCAGCCTCAAGGGTCCTGA 
CCCAGTGTTGCCTACCAGGCAGTTTGGGGAGAGGCCCAGAGCAGGGGCCCCAGC 
TGCACACTCTCATGCCCTGGGCAGCTTACAAAGAAAAAATTATGTCTGAGGCCCT 
CCGCAAAATTGGTCCAGCCTGTGGGCCGACTGGAAACCTTGGCACAGGAAAGTC 

1 5 CTCAGGTGGGTGGTGAAGGGGAGGGCAGGCAAGTCTTCTCCAGGCTGCCCACCC 
ACCTCAGCACACTGCAGGGAAGGGGTGACCCCTCTGCCCAGCAAGCACACGCAT 
TTCCAGCAGTGCCAGTCGTTCCTACGTTTTGTAATGGGGGCATGCTTTCCTAATTC 
CTTGTGCTCCTGGAGGGAAGGGTACCTGGTACCAGCCTGCCTTTTCAGCTCTCCC 
CTCTGCCAGCTTCACACTGCCCCCACAGGGAGAAATTGGGAGGCGGAGCTGCAC 

20 TACAGAAATGGGTTTAGCAGTAGAGGAGACATGGAAGCAATCCAGACTTGGAGT 
AAATACATTTTATTCAGAACAAGATAATAAAATAGCGTGCACTTTATTTAAAACC 
AACCAAGCACTGATAAAAAATATATATCACTGCAGCTGTGATTCCACATCAAACC 
TGAACAGTAAGAATTGGGCATTTATTCTTCACATCATGTGCCAAGCCTGGCAGAG 
AAGGACATCCACCTCCACTAGAGCCTCAAAGGAAAAGTGGCCCCTAACCACCAA 

25 GACAGGGTACCCTGGTGGAGAGGGGCAGCTGGCAGCTCACCCTGCTCTCTGCAG 
ACCACGTGAAGGGAAAGGAGCTGCCTGTGTTCCTCCCGGGCTGCCGGGGTGGGC 
ACTGGTCAGCAACTCCTTCTCGGTTTCAGGTTGTGGAGCGATGGGGAGAGAAGTG 
CATGCAGTTGTGCAGACAAGGAGGCGGGTCCTCCCTCCTCTTTCAGGGTCTCTGA 
AACCCCCACAGGGCATATAATGCCCAGCAAGGTCCCACTTGCAGGCACATGCCT 

30 ACAAAGCAGCAGCCATCTTTTGCTTTGGCTGATGGGGAATCAAGATTCTGAGAGT 
GACTGCTCTTTTCTTGACACAAAGCAGCCACAGAACACTTTCCTACATACAGTAT 
GGCAGCAGGCAAGCAGAAGGCCCTGCTGGCTCGGATTAAGGCACTTGAAAGAGA 
CACAAGGTACATCCTCCTCCCCTGCAGCCCCCACAGGCCTCAGGGGACCCTGTTT 
CCCCACCCTTTATCCTCAGGTCCCCTTACCCCTGCCG€T(L ? <3CTA(^GGTGGGCAAT 

35 GAGGAGGACAGGAGCGTGCCTTAAAGGACCATGGTTTGGTGGGAGTACAGGGTA 
GGAGGATGAGGAAAACAAGAAGGGAGCTGGAGATTTGGCCAAGGAGCAACTTC 
AGAAGGACAGGAGAGCACGAGCATTAGGAGGAAGCCAAGGCAGCAGCAGAGGG 
AAGCCAGTTAAGTCATGAGAGACCAACGGCAGTGATGTTTGCTGGCGCAGATGC 
AGAAGCCAGAGGGAGGCCCCTCCAACCTTCCCTGGTGAGGCAGGCTGGGAGCAG 

40 AGAAAGGGTTAAGAGAGCCAACCCCAGACAGAGAACCTCAGAAGACAGGGCCG 
CAAGGACAGGCAGGGGGAATGGTCTTTCTCTGTTTCTCTTGGCTAGTGGGGCTGC 
GGCAAGGATCAATGTTCTGAAGGTTCAGAGACAGGGCAAGAAAAGGGCAGGGG 
GCTGGCAGGAGGGCTGCATGGCCCCGAAGCAGCTCAGCTCTTTGGTATGACACT 
GGCGGTGTGTGGGGCATCCGGCTCACTCCTCCTCCACACTGCGGGCCCCCTTGGC 

45 CGCTCGCCTCTGGCGCCAGCGCAGCTCCTCCACCTGGCGTTCCAGCCCTCGCACC 
TTGGCCTCGAGTTGGGCCCCAGAGGCTCGGGAGCCAGTGAGCCGGCTCAGCAGG 
GCGTAGAGGATCAGCAAGGCCAGGAGTAGCAGGGCCCGGGTGGAAGGGTCAGG 
CACCGACCTCATCAGGGCCACGAAGCCGGCCAGGAAGATGACAAGCTTCAGGCC 
CCACAGGATCCGCCCCAGCAAGGCCAAGACCAAGCCGAGGAGCAGAGACAGCA 
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GCCAGTAGACGACCAGGGCCCCTGCTCCCCACAGCAGGAAGGTCTGGACCTGGC 
CAGGGCTGAGCTTCAGGCCCTGGGCGAGGTAATCACCTGGAAGCCAAGAGAGTC 
ACAGAGTCAGCCAACCTGGAGAAGTGGTGAGGGGAGAGCGGGGCAAGAGCTAA 
AAGGGTGGGAGGTGCTAGGCACATTGCAAAGGAATAAGCCGTTCTCGCAGACTC 
5 AGAGTGATATGGGTTGGAATCTCAGCTCTGTTTCTTGCTGGCTGTGAGGCCTGGA 
GTAGATTACTTGCTTCTGTTGAGCTGCAGTTTCATTTACTAAACGGGAACAATTCT 
ACTGCCTCCCTGTACTGTGGCTGGCAATTAAATGAGATACTACAGCTCAGCACGA 
TGCCTGATAGGAAGTGAACAACTGGCACGTGGTGGCGGAAGTTCTTTTTTAGGGG 
GTCTGGGTGGGACAGGGTTTTGCTCCATCGCCGAGGCTGGAGTGCAGTGACGTG 

1 0 ATCCCGGCTCACTGCAACCTCTACCTCCTGGGCTCAAGCGATCCTCCCACCTCAG 
CTCCCAAGTAGCTGGGACAACAGACACACGCCACCATGCTTGGCTAATTTTTTAT 
AGAGACGAGGTCTCATTATATTGCCCAGGCTGGTCTCAAACTTCTGGCCTCAAGT 
GACCCTCCTGCCTTGACCTCCCAAAGTGCTGGGATTACAGGCGGGAGCCACCACA 
CCTGGCCATGGTAGTTCTTGGCTTGCTCTTTGGCCATGTCTCTGCAGAATCCTGGG 

1 5 AAGGGTTAAGCAGCTTGGGGAAAAGGCTAGACCCTGACAAAGATGAACTCCCAC 
AAGTAGGAAAGTACAGGCAAAGCTCTGGCTGACTACCCAGCACTCGAACACTCA 
CCAGCTAGTCCCAAGGCATTCAGCAGCTGTGCGGCGATCCCAGACAGAGCAAAG 
AAGGCCACAGAAATGGCTGATGAGATGGCCCACAACACTTGGGACGAAGACTGT 
GGAAAGAGCACGGAGCGAGATGAGTTCATAATGAACAACGGTCCTCGCCTTCAC 

20 GCCTGATCACCACTGTCCAGGCAAGAACTGCAGGAATGTCTCAGACCTGTTTCTC 
ACCCAGTGGTGACAGGCCTGGGTCAGAGGGTAGGGGCCTTGGGCCTGGCTGAGG 
GGTCCCTTCCACATCCACCTTCTAGTCTACAGGGATGGCCAACAGGCTGTCTCTC 
CTTCCTGAACTGGAAACTAGGGCATCTGGGACATAATTTAACTGCTTTGCTGGGA 
TACTTTGGAGGGAGTAGTAGGTGTACTTGTGTGTGAATGACGGAGACAATCAAA 

25 TACTTTTAGTAGTCACCCTATAAAACTGGAGGCCTGCTAGCTGTCCAGGGAGTCA 
TGAAGGTGCGTGGAGAACATCTGTAAAGGGATAGGATGTTCCAGTGAAAAAGGA 
GTCTATCAGCTATACTATATTATGGATTTAATAAATGATTGTCTCAGCCCTTCAGT 
CCAGCCTATCAAAAGTATGTGATACCATGCTTGGGATGCCACCAGGTAAAAAAA 
GATAACCCTGCCTTAGGCTCCCAATAAGCTCAACCCACTTCTGCAGGTGAAGGAA 

30 TGGATTCAGGACTTGATATTTTGCCATTTCGAGATTCTAGGTCAGATTTAGACCA 
AAGTGAGACTCTACAGTCACCCAGTAACATGGGCTTATAAAGATGGCTCATTTCC 
CAGCCTTTCTGGCAAGGAAAGGGCAGGAGCCAGGAAAGGATAGGGGTGGAGCT 
AAAAGGCCCTAGGACAGCAATCAAATAACGAGGAATTCAAAGACAAGTGCTGTG 

a" TGGCTTCTTTTTGTGGAATTTGGGGG^©TCTGCAGCAGAGAGGATGTGGAACTAA 

35 GATGAGGTGGCCATTACCAACCTTTCTTCTTTTATTTTTCCTTAATGTGTGTAGTC 
ACACAGGGACTACCTTCCTTACCTCTGACACCAGGTGCATGGTCTCTGGCCCAAT 
CCAGGCATCCAGTGTCCCTCGCACAGATCGACCTATCTGGGTCAAGACATCAACT 
GGGGCTTCTCTCTTCTGTTGGCCTGGTGGTGCAAAGTCTCGACGGGACTGGGCCA 
ATGCTGAGTGGAGGAGGATAAGGGCCACTAGGACCATCAGAATGGCTTTGAACA 

40 CATGCTTTCCCCATGGTGAACTGATGCTGGAGGCTGCCATGACTGGGTCTGCCAG 
GAGAGAAGCACAGTGAGCTGAGTGCCATGGTAGACACACTCACCCTCTCAGCTC 
TGATTATCCCAACATCCTTCTCCACCCCTACCCCAAGCAAGCACCAAACTAACCC 
TGGAAAGAAAGTGCTGTTAGCTGGGAGAGGAAGGACTGGGACTTCCAACTGAAG 
CTGGGCACAACCATCTGACTCACAGGTTCCTCTTTCACATTCTTTACCACTTGCAT 

45 ATTAATTAACCAGCAAGTATTATTCAACACTTTAGAGTTGGCGAGAAGATCTCTC 
TAAGGTTTGTGCCAGTTCTAAAAATCTGAAGGCCTGTCCCTGTATCTTAGGTGCT 
ATAGGCATAAAAGTATTATAAGACTCTATAAAGGCTCTGTCCCAAGGAGCTTATA 
ATCTACTTAAGATACAGCTGGTATAAAAAACAACTTAAAAATAGCACACAAGTA 
GGATTACTGCCATATAATGGTATAAAGAAAAGTGCTCAGTTATGTGCTCAAACAA 
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GAATAACTGCACATATGTCATCTTCTCTGCAGGACCATCATGTGAGGTGGCTTTT 
ATCCTCCTCGCCCCTACTGGTACAGACGAGAAGAAACTGTGACTCAGAAGTTAA 
GCATTTTCCCATGGTCACTGGGCTACACAGAAAGGCCAGGATTTGAACCCAAGCT 
TCTGCTTCCACCCATCTTCATTAGGAGTCAAGTTATACTGTGGGTCTCAACCATGG 
5 CTGCTCACTGGAATCACCTGGAAGCTTCCCAAGTACTGATGTCTGTGTCCCCAGC 
CCAGAGGTTCTGATATCATTGTCTGGGTGTGGCCTAGCCTTGGATCTGCAAAAGC 
TCCCTAGGCAGTTCCACTGCATGAAGTTGAGAACCACTGATACAGAGTGACCTCA 
CCTCCCCACCCCCAATGGAGGTGCTATGGTTTGAAGAGCAAAACTCATGTTGAAA 
TTTAACTGTTCTTGCACCTCCTGCAGAGCCTGGGAGCTCCCAGTCCAGCCAAGGA 

1 0 TGTTGGATCTCATGGTCCTAAGTACTTCTTTGACACCCCATTCCCCTCAGTAAAAT 
AGTTTGACCCCTTCTCCACCAAAAAAAAAAAAAAAGAAAGAAATTTAATTGCCA 
TGATGATGGTATTAAAAGGTGGGACCTTTAAGAGGTGATTAGGTTATGAGGGTTC 
AGCCCTCATGAATGGATTAATGCCGTTATCTTGGGAGTGGATTAGTTATCCCAGG 
AATGCAGCTCCTGATAAAAAGGATGACTTTGGCCTGATTTCCTGTCTCTGTCTCAT 

1 5 GTGCTGGGTTCTGCCTTCTGCCATAGGATGACCCTTGCCAGATGCCAGCGCCATG 
CCCTTAGACTTCCCAGCCTCTGGAACTGTGACCCTAATGAATTTCTGTTCATTATA 
AACTACGCAGGCAGTGGTATTCTGTTATAGGAAGCAGAAAATGGACGAGGACAG 
TGAGCAAGGGTATAATGAACAACCTTTAAAGAAATACTATTAATAAAAAGCTAA 
CATTCAGCTAGGTCTTGCCATGCACCACCGCGCTCATTTAACTGTCACAACAGCC 

20 CATCGGGTAGGTGTTGCTATTATCCCCCATTTTACTGAAGTAATTGAGGCAGGTT 
AAGTATTAACTGGGGAAATCAGCATTTGAATGTAGGTACTTCTGACATTGGACCC 
CTCATACACAACAACTCTGCTGTATTGTCTCCAACTAAGTCTCAGAAGTGATTTA 
GAAAGTCATACAGGCCAGGCACAGTGGCTCATTCCTGTAATCCCAACACTTTGGG 
AGGCTGAGGTGGGAGGATTGCTTGAGCCCAGGAGTTTGGGAGCAGCCTGGGCAA 

25 CATAGGAGACCCTGTCTCTACAAAATAAATATAAATAAATAAATTAGTCAGGTGT 
GGTGGTGCGTGCCTGTACTCCCAGCTATTTGGGAGGCTGAGGGGGGAGGATCAC 
TTGAGCCCAGGAGGTCACGGCTGCAGTGAGCTATGATCATGCCACTGTATCCCAT 
CCTGGGCAAGAGAGCAAGACGCTTAAAAAAAAAAGTCACACAACAGATTATTCA 
TGAGTTAAAATAAACTTGGCATCTACCAATCATCTCAGTGAATTACTGGTGAAAA 

30 TTACCTAACAACTTTGTGCTTTGTGCTCTGGTCTTGTAACACAATGCCACAGACA 
AGTTAAGACCCAACAAGTGCCAACTCATTGAAGCAGGTAAGGATCAGCCAAGAA 
AAAGTACACAAGTTCAACTTCTACTTGCCACTGTGCTTGAGAAATGTCAGACAGC 
GCCAGCAAATTCCCTGTTCCCCTCCAGGTTCAGAAATGAACCTGTAGCTCCAGGA 

, GTTTTCATGATl^AGAGem^GATeAGAGGCTAAGCCATGCCCCTGAGGTAGGA 

35 GCAGTCAGGTTTTTGAACTTTTTGCAGTTACACAGGCACTCAGGGAGTTGACAAT 
AAATCCAGAGCCATGAGGGATGGAGAAGGAAGAGAATGATGTCCTAGTCTTGCT 
TAGGGGGAAGGAGGAGAGTCTAGGAAAGGGTTCTAAAAATACTACATTTAGGGT 
ACTTTTTGGTCCAGAAACAGCTGCTCTAAGCCCTTCCAGAAGCCTGGAGGGTCAA 
GCAAGGCTGAAAAACATGCAATTCATGTAGAAGGCCCTCAGGCTGGGAAAGCCT 

40 TCTACTGTCTTTGGCACAAATCAAGAACCAGATGGTTCCTGCCTGCCAGTGGTCG 
CAGATGAGGAAAGCACAGGTGAGTTCCTGAGCTATCTGGGTCATAACCATGTTG 
GGGACTTAAAAGAGCAGGGTTGCTATCTTGGGTTGGATCCTTTATCCAAGGACCT 
CCACCAGGAGGGATCAAATATCGTTTCCTCAGCCCTAGGAGGTCAGGGTGCCAT 
AAGCTGCTCCTCCCACAGCAGCCTGCCTTGTTCTGTGCCAGCCCCAACTCTCCAG 

45 TGGCTGTCTGCCCCAGTTAAGGGGAGCTAGGAGACCTTGAAATAAGCCCTCTGCA 
GTGAGGCTGGCATCGTTATGCAGACTGATGTTCTGAAGTGCACCAGATACCAAAC 
CTAACAGGATTGTGTAGTGTATCCTTTGGAGATAATGAGTGCAGAGATTGGCTGG 
CTGGTCTGCTTTTTCAAATTGTTlTCTTTAATAGGArrCCTTCTCATTTTTTTCC 
GTGAATCTCAGGCAGTATGGACTCACTGCTATTAGGCCTCCTCACTTTGGCCTAA 
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TCAAATAGTTTTACTAAAGGCATGGAAACAGTCTCAGCCTCTGAGAGGAGGAAG 
CATGTCTTAAAACTTCTTCACCTTCTGCAATGCCTGGCCTCAGACAAATAATAGG 
CACTCAATTAACAACTCATAATAATACAAATGTTATACATATCTATACATATACA 
TATGTTATAATAATTTTTGTGTGGTGCTTTATAATTCACAGAGTGCTTATTGTTTC 
5 ATCACTTCATTTAACTCTAACAACAATCTTTTAAGGTATTATTACCCTCTTCATCT 
TACTCAGAAAAGTATGGCTTAGAGAGGTTGAGTGACTTATCCAAGATCACACAG 
CAGAGCTGGGACTTGACTCCAGTACCCAGGATCTCAATCTTGCCTTTTTGCTTGTC 
CCATACCCGCATGCTGCCTTGATAGTGGACATAGTCCCTGCCCTCATGGAGCTGA 
AGTTCACCAACAAGCTCAAAGTGGAAGGACATCCAGACTCCTCCGAGGGAACAC 

1 0 ATACCAGGAGACCATCTGCCTTCTGGGCTTACAGGCCATGGTTTTGTACCAAGAG 
GTATGAGAGGACAGCAAAAGGTGGGAGACAAAACCTGCCACTTCTGTTCGGCAG 
CTGCAATATGGCTCAGGTGGGTCTGGAGAGCCCAGCCTGGCTGGGGAAACAGCT 
TTACTTATTGTGTTAGTGAGAAGGCGCCACTGCTTATGTTTAGCTGTGGTTTGCTA 
CAAGGGTAGGATGGGGCATTTCGCGCCCCCCCCTCCCAATCAAGGCTCCTTCCTC 

1 5 CTCTOTCTTTCCTTTTGTTAGTTTCATTTCATGCTATGAATCACCAGGTGGCAGG 
AGGGGCGGCAAAAAGTGCCCTCTACCGGCTCTGACTGTCCCGCCGCTGCTCATAG 
CTGCCCCTAAGGAGCGGCGGTTCTCAACTTTGGCTGCCCATCGGAACTGCCTGTG 
CAGCCTGTTAAACAAGGACGTCTGCCCCACCCAGGGCTACTCACTCAGACTCTTC 
CAGAGAGGGACTCAGCCCITTGTTTTGCAAAGCTCCTCAGGAATTTCGGATGCAT 

20 AGCCAGCAGCTCAGGGAAAAGTCTAAGCAAAGCTTCAAAAGTGCAGCAGTGTAC 
AAAGGACCCCTGACTTCCGTCCCAGGCTCAAGTGTGCCACGGACTAGAAGCTACT 
ACCTTACGCCTGTTACTTAACCTGCCTGAGTTGCAGTCTCCTCAAACGTAAAAGG 
GAGTGAACCCAGGTGAAGAGTTGCTGTAAGGAGTTAAGATATTTCTGCAGCAAG 
CGCTTTGTAAACTAAACATCTATAGAAATGTTGCAGCACACACATTACCACTGAC 

25 TATATATCGTAGCATAATTTAGCAGTTTATCAACCTGCCTTCCCCAGTAGACCGA 
GCGACTCCCGGTTAGACTTGACATGTTGGAATCCCCAGCGCCTAGTAGGAAAGAT 
GACTAATAAATGTTTATTAAATGAATATTAGCAACCTGCCAAGAAACCGTGAGG 
GTCGAACGAGAAAGCCATGGAGAGGTGAGGAGGGAGGTTATTTTAATAGTAGAT 
CCAAATATACAGCAGCCACACGAGAAGCACAGCTGAGTCTAAAGGAAGGTCCTA 

30 AACAAGGCGAAGCCGCCACTGCAGAGAATGAAGTCAGCGCCCTGGCAGGTTGGG 
GGCAGCTCCCACTAAACCCCTGACAGCTGCTGCCCAGCAACTGTTTGGGGGCAG 
GGCGACGGCAAAGGGGCAGCTTCCCTGCCGCTCCGCGCCCTAACCGGGGCGCAG 
CCTCCCGGAGACAGGGTGTCAGTGGCATGTGCTATTTCGAACGGCGCGTCCCCTG 

35 TGGGGCCCCCCGAAGGGCTCGAGCCGAGGCTGCAGGAGGCTGGGCCGTGGGTCG 
GGGTTCGGGGGCTCGGGCTTGGCGCTGGCCTGGTCCCCACGCCCGGGAGCCGCTC 
CACCTCTGCCGGACCTCGGAACCTCGCCGCAACCCTCTTCTCCCCGGAAACGTGC 
GCCTCCCGGGTTGCCTGGAAACGACGCCCCCGGTTGCATAGCAACGGGGATCCG 
GGTCCCCGGTTTGTTTCGCACGCTGGGCGCGCGGACCCCTCCCCACTCGGACTCT 

40 CCAGGCCTCGCGGCTCCGCCTGGTGCCGCCTGCAGCGGCTGCTGTCTCCCCTTCC 
CGTGCGCTGCCCCACATTCCGACCTCGGCCCGCTCTCACCTTTCTCAGGCCACTGC 
TATCCTTCACGTGCGACTTCGCTGAAACGCGCCACCAAACCCGCGCCTCAACTCG 
GGGCGCTGGTTTACCTTCTCCGCATGCGCAAGGCGGGATGAGCTCGGAGACTAG 
CCGGCCTTCCTCACAATCGAAGCCTGTGCCGGGAGCGCATGCGCCCCGCTTTATC 

45 TATTGCGTTTCTTTTTCCCCCCACAAGCATTCCCACCGAGAGAAGAATGGGATCG 
GAAGTTCCAGCAGGGAACGGAAGTCTCTGGCTGGAAAGGGGAAATAAGTGACTA 
TATCTGGGCTGTAGAGTGGGTAAACTGGATCTTTGAAATCGGAGTGGAAGCTAAT 
CCTCCTCTTGCCACCACTCGGCATTTTGGGTCATGTAGTTCTAGAGCTACAAATGT 
TCCCTGGGGCATTGTGGGCAATGTAGTTCTAACCGAGCCGCTAACGAGCACCTAG 
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TCTTCCCATACACTTTTCGCGCTAAAAAGGCACAAAAGAGAAAGATATTAAAGG 
AGCAATTAAAAGCACACTGCTCTAGGAAAACGAATGCGCTCCCCCAGAGAGAAA 
ATTCATACCTGAATACTGTAGACGGCTCCCAAATGTTAGCTCAGAATTTCAGAGA 
AAGAGAGGAACCAACTCTCACTCTCCTTTTTCTGCCACAAAGGCAGTGCATAGGG 
5 ACAGGAGGCAGATAAATGCTAGGTAGAAAAGAGCGGGTCCCTGGTGAAACCCCA 
CCCTCAAGCCAAAAAGCCTGAAACCATGGCCCAAAGTGAGAACTTCTATCCATG 
TTTTTCCAGTTGAATGTTGCCTTTTCCTAAGCCACCCATGGCTCTGCCCTGCCTCA 
TCCTGTGCCTAGAAAGACCCCAGACTCATCTGGCAGAGAGGAGAAGCAGCTGGA 
TGAGGGGACGACCATGGCTGGATGTCAGAGAGAAGCAGCTTGTCTTCAGAGGGA 

1 0 CAGCTTAAGGCGTAACTTCTGAGACGAATCTGGCTGGAGATAGCTGGACTTCAA 
GGGAAGACTACATACCGGCCTGTCCCACCCCCCTCTTTTCAGCTCACCTTCCCTCT 
GAAATCCACTTTGATCAGCAATAAAATCCCAGGCATTTGTCCTTTAATTTGTTCGT 
GCAGCTTTATTTTTCTTGGACGCTGGACAAGAGCTCGGGAGCCACGAGTGCGGAT 
ACAAAAGCTGTCACGCTGGCCCTCTGCCCTTGCTGGTGGAGGGCAACCGCGGGC 

1 5 CCACGGAGCTGTTAACACTTAAGCTGTCCACGGACGACAGAGCCAAAAGAACAC 
TGTAACATGCCCTCTGGGGCTTCAGGAGCCTCAGGCACTCTGCCTGGACACTGCC 
CCGGGGCCTGCACGGAGTTCGCTCCTGCCGGTGTCCAAAAGCGCACGCTCTGGCT 
CCTGCACCCACTCACCTGCACGCTCCCTCCTATGAGGGGTGGAACGCGGTGAATC 
TTGAGTGAGTGGAGTGTGATCCCACTGGTGCTGAAAAACGGCTGGCTTGTTCCAG 

20 CGCTTGTGCACTCCAGTTCCCGCCTTGTTCACTTGCGTACTCCCTCCCATGAGGAG 
TTGAGAGCAGCGGGCTGAGTAAACGGGGCACCCCTGTTGTGAGTCCTGTGAAAG 
GTCAGGGCAATATCCTGCTTCAGCAGCACCGTGAAGGAGAATGAACAGGGCTTC 
AGAATGAGGTGATCTCTTGCCTGTCGTGTGATCCTGAGCACACAGCTTCATTTCT 
CTGAGCCTTCATTGCTTGACGTTCAAGAACTATAAAGGACCTAAAAATACCACTT 

25 CACAGTAGGTGTGAAGTTTCAAGGAAGCAACAAGCATGAACATTAAAAAAAAAA 
AAAAAAAATCCAGGTTGCTGACTGAATGTTTTTATCACCATCAAGAGCTGTCATA 
GGAGAGCTTCCTTTTGATGTTAAAACTTGTTTCTCAAACTCAACCCTCTAAAACGT 
AACTCTTCCCTCCCACCCCCAACCATTCAGCCTTCCAGTTCTGCCTTCCTCCTAGA 
GTACACACTCTGTAGGCTCCCAATCTGTCACCTCACCCAGTTGTTTCTTTCCATCA 

30 GATGTTCCTCAGACACATCCATCTTCATCTGAGCTCTTGTCACTTCCTGCCCCTCA 
GCTAAGAGTCCTTCTTCCAGGACAGGCTCTGGTAGCATCCTAAACCTCACCTTCC 
AGCTTTTCTAACAGTTTCAATTTTACATTTGCTTGTGCGATCCTTTCTGATGTCTA 
A GATT'AACAATCTC AGGTCACAGACTTTCCTGGGAAAGAAATTTAACCTTTTTTT 

35 CAGTCTCAGACAGTTCAGGGTTCTTCCCATCCTTGATTTTCAGGTCGTAGACACCT 
TTTGGAAAATGAATATAGGGCCAAAGTTGGGGGAGAAAATGTATCTAATCCTGG 
CCGGGGGCAATGGCTCACACCTGTAATCCCAGCACTTTGGGAGACTGAGGCAGA 
GGGATCACTTGAGGTGAAAGAGTTCAAGTCCAGCCTAGCCAAAATGATGAAACC 
CTGTCTCTCTAAAAATACCAAACAAAACTAGCCAGGTGTGGTGGTGTGTGCTGTA 

40 ATCCCTACTCAGGAGGCTGAGGCAGGAGAATCACTTAAATCCAGAAGGCAGAGG 
TTGCAGTGAGCCAAGATCACGCCACTGCTCTCCAGCTGGGTGACAGTGAGTGAG 
ACTCCATGTAAAAAAAAAGAAAAAAAGAAAATTCATCTAATTATCAGTGTCAGT 
TAAGCTGGCAACTTCTCCCTGACTAATCTTCTGTCACTTATCCACACAGATTGCTA 
CTGAAGATACCTGGGAAATTAAGCTTCTTTTGGGTCTTTGGCCAATGTGTCCCCA 

45 TGCTCCCCAGGCAGCAACAGCAGCTTTGGTCTGGGAGCAACAAGGCATAGAGTT 
CCTTCCTCAGGGACCCACCAGCACCAATGCATATATCTCTTTTCCCTTAACTCTCC 
CTGTTTCTCTGAAACCAAGTGCCCTGAATTTTTTCTATTCCCTGTGGGCTGGCTTA 
TGAAACGGAAAAGCCTTGACAGGACTTCCTTTTTCCTGCATCCTGCTATCATAGC 
CATAAACTCCCCAGTAGAGGGACACCTCTGGTTTTGCTCATTGTGATACTACCAA 
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cacctagtatcgtgccgggctgacacgctatgggtactcaataaagattggttca 
acaattaattactgagtctccctccttctagtctgtcccactccaacccatccagt 
aagtgtcttccagaggaaacttctgaaagtatggttatcactccatagctcaaat 
gcaaacacatgctgttgtgctgccagcccaatcaccacccaagttttaccacctt 
5 gggttcaaggcctctcctaaacggatccattttatttccaaccacacatccaagt 
acagtagttgagatgactggcctgtcaggcaacctgtcttccaaccaacaatcat 
cataaagttcctgctatgtgccaggcacaatgtggcactcttacactcttgagag 
caagagtaaccagaacaattatggttcctgccatcatgaagtttacagtctagtg 
aagaacccagacatcagatacttataaatagataattaaatgattacagttcttt 

10 gaagtggtttggaggacaatcacagtttgctgtatggactaaatttaaaccagg 
gaccatgaaaagggctccagaggaagtgacatttaaggtgagactgaagtttac 
attggagggtttgagacaggagggggaagagggaggggggagaggacagtgat 
ccaggcagaagttctgaaaccagccagcgcgggtatgtttgaggaactgaaagg 
ccaatgtggctggaaagaagataaagtgagactgtgatggtcagcatgggccag 

1 5 atggtgcaagacttacgggcaagtttcctc agccagaaactctctccctcattca 

TGGCCTCAGGAATGACCCCTGGTTGGGGCTCAGAGAATGATACCCCAAAGTATG 
GTGCTTTAGTATTGTTTCTGAGCAAATAGGCTCACTGCCTGATGCACATAGAAGC 
CAATACTATGGTACCAGCTTTTGAGAACAGAAAGGCTTTATTGCAGGGCCACCCA 
GCAAGGAGACTGGAGGCATGGCTCACATCTGTCTCCTAATTTGGGGTCTGGGGCA 

20 AGATTTAAGGGGTCAGAGGGTGATATGGTTTGGCTGTGTCCCCACCCAAATCTCA 
TCTTGAATTCTCACATGTTGTGGGAGGGACCCAGTGGGAGATAATTGAATCATAG 
GGGCAGGTCTTTCTTGTGCTGTTCTTGTGATAGTGAATAAGTCTCATGAGGTCTG 
ATGGTTTTGAGAAACAGGAGTTTCCCTGTACAAGCTCTTTGTTTTTGCCTGCTGCC 
ATCCATGTAAGATGTGACTTGCTCCTCCTTGCCTTCTGCCATGATTGTGAGGTTTC 

25 CCCAGCCACGTGGAACTGTAAGTCCAATTAAACCTCTTTTGTAAATTGTCCAGTC 
TCAGGTATGTCTTTGTCAGCAGCGTGAAAACAGACTAATACAGATGGCAAGGAA 
ACGTATTAGGAATTTTGGCTTGGCAGGGTCTGATTGGAGGGTGTCAAATTTGACT 
ACACGGGTATGTTGAGGTGGATTTTACCCCTGGATCTTTCTGGTCAACAGACCCT 
TTGCTCCTGAAAGAGTTCCAGCATTTAGGTTCCGATCATGTCTAGGTCTTCTTGGT 

30 ACCACAGGGAGGAATCATTGGTTCTGGGTGTTGTTAGATGTCAAAGCATTTTCTA 
TTGGGCATGCCCTACTGACATGACTTGGAGTTTTGGCTCTGTCATACCTACAAGA 
GAACATGACATTCTGTTATCAAAAGAGTAGGCCCAGTTTGGATTGGTCCTGAGGT 
TACAGCATGCTGAGCACTTTTGAATGAAAAGAAATGGGAAGGTCTTAGAAGCTG 
■* CCTTAGAACCAAGGACTTTCTAACCTTCTGT1 QCCCCCTGAGCCCCACCCTAAGTA 

35 CAGGGAGAAGCTCTCTCTAGAAGTTCCCTTATCTGACTGAGAAAATTTCTTTCAG 
AAGAAATGCAATTGTCTCAAATCTCCCTCCACAGGAAACTCATCAAATAACCAG 
GAAAGATTAACCACTGGAGAAGAATAAAAACTAAAAGTCACCAACTCACCACTA 
CACCTAGAGAGACTTTTAATCTATTCTTCTGATGGGAGCTCTAACAGATTACCTG 
AGAGACCTTATGTGCATAATAAGACAACCTTTGTTCACAATGGAGTTCTGCCCCT 

40 CACCTTCCCACAATTTGTTGCCACCTCCTCCAGAGCTCATAAGAACTTTGTCCCAA 
GGCATTGTTTGTTCTTGGGGCTCATTCATTTCCCCTAAAAATTATTTGCTAGCCCT 
CCCTAAAAATTATTTGCTAGCCCTCAAAATTGCCTACATTTCCCCCATCTCCGTCT 
TTCCTGGGTGCCATTTAAGTAAGCATCAGCCACCTGTTCCTTCTTTGAGCCTCATA 
TTTTGTATTACTCCTGTGCACACTCACACACTAATACACTTGTATGCCTTTTCTCC 

45 TGTTATTCTGTCGATTGTCAGTTAATTTCAGCAAATCTTTAGAGGGCAGAGGGGA 
AACTTTTTTGCTCCATACCCTCATTCAGTTCTCAGCAAAAAAATCAGCTCCTCAGT 
GATGCACTCTCTAAGTGCCCTGCCTCAAGTAGCCGTTCCTCCAATCCCCAGCACC 
TCTGTCTACCTTGCTCTGATTTGTTGTATTCATAGCACTTACTACTCTGGAATTTTC 
TTCTTAAGTGTTGATTGTCTCTGTGCTCCCACCACCCACAGTAGAGTGTAAGCTCC 
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AAGACAGCAGAAACTGTGTCTTTCTTGTTGACCTITrCTATCTCCAGTTTTTAC^ 
TAGGGCTTGGCACATAGGAAGCACCCAATCAATATTTGTTGGATGAATGAAATG 
CCTGGGGAATAACATGAATAGATATTTCGTTCAAAGTGGATCACTGTCTGCTCTG 
TGGAAAGTAGATTAGGAGGAGGAGGCCAGGCTGGAAGCAAGGAACAAGTGGGA 
5 AGTTACTTTGTTGGTGCAAGACAGAGATGAGATGCCCTTTTGCATATTAACTCTT 
CATAAGAGTTCAGTGAGTTAGTTCTACCCTTGTCATCACTCCCTCTGTTTTACAGA 
TGAGGAAACTAAGGCATAGAGAAGTTCATACTGCCAATCACCTGAGTGGTGCTA 
GGATTTGAGCACACAGTCTGACTTCAGAGTCCATGCTCTTGGCCACTATGCCATA 
TTGCCTTTTGTACCTGTAACTTTTATTTTTCTCTCCAAGCTTTTGCTTACGTTGT 

10 CTTCTTCCGGAATGCCTTTCGTTCTCCTTCTCCTCTGAATACTGCCCACCTGTCAA 
AGTCCCTCTCACTCACATCCTGTTCATCCTGCCCTTTTGTCTTGATACCTTACAGT 
CCACACCACGTCTTTTGCATGATTCCTGAGAGTATCTTATCTTACAGATATCCACA 
AAGAATCATACACTATCTGAGCTGGAAGAGAAATAGAAAATACAAAATCCAAAA 
TACAAAATAAAGAAATTTATAGGAGGCCATTGGTTTGGACTGAGCTCTTCTGCTA 

1 5 GGCCTAACAGACCAAGCTAAAAAGAGTTAGTCCTGCTGAAGCTCCACGCCAATA 
AGCTGAAACGAAGATCTTTACGACCTTCTGAGTGTGTATGTGTGTGTGTGTGTGT 
GTGTGTGTGTGTGTGTGTGTGTAGGGGGGAGCTAAATTCCCAAACAGGCAAGTTT 
TAGGTGGCATGATAAGTCCCCTCCACTTTAACCTTTACAAGAAAAGTAATTTTGA 
AATTACCAAATGACCAATCCGCTTTTTGTTCTCTGTTCCTGTTTTCCTCAGTCCTTT 

20 TCTGTCTATAAAACCAAGTTCTCCTGTTCAGCTCATTGGAACAACCATTATATTTT 
ATAGTATGAGGCACTGCCCAATTCTATAGAATCGCACCTTAAGTCCCAGCTACTC 
CGGAGGCTGAGGCAGAAGGATCACTTGAGGCCAGGAGTTCCAGGATGCACCTGT 
GATAGCCATGATTGCTATGACCGCACCTGTGAATAGCCACTGCCTTCCAGCCTGG 
GCAACATTGCCAGAGTCCGTCTCTTAAGAAAAAAAAAATCTTTGAACTAAGTTTG 

25 TTGTGATTTTGTCTTTTGACAAAGAAGAAAGGGCAATGTGAATTGCCCCAAATCA 
CAGAGCGAAATGGTAGTAGTCAGGACCAAAACACTTTCTTAGCCGTTTTCTTAGT 
TCTTGTACCCATCTGTTTCTGTATTTTCTTCACCAGGCCATCCAGCAGTGTCTCTT 
AAAGGGTAGCCCGAGAAACAACTGACTTAGAAAAGCGTGGGGCACAGTCTGTCT 
ACGCAGACCCGAGGAATCTGCATTTTAACAAACTCACTGGGAAATTCTCGCGCAC 

30 GCCAAGGTTTCAAAGACCAGGGTCCCGTGGCACAGTGCCGCACAGTTGTCAAAA 
CAAGTGCTGTCCAATTGTTTTGGTTTTAAATTCTCACTGCGTCATGGGAAATGTAG 
TTTCGAGCCTCCTCTCTCCCGACGCCCCAGCCAATCCTCCGGCGCTTTACGGAAC 
GAGCCGAGTCAATCCGGAAATAACCGAGTGTTCGTGGCGGGCCCTTTCCTGCCCG 

• GCTGCATTCTGGGAAAGGGCAATTfCC^ 

35 GCTGTCCCCATTCCCACGTGAAGCGCTACGCTAGCATCGCTCGGCTGGCGGCTCC 
CAGCTCGCCGCGGAGCAGTCCCGGCAGCAGCGGGGGACCGGAAGTGGCTCGCGG 
AGGCTCAGAAGCTAGTCCCGGAGCCCGGCGTGTGGCGCCTCGGAGCACGGTGAC 
GGCGCCATGTCCCTAATCTGCTCCAGTGAGTGTTGGCTGCGGCCAAGCGCGGGTC 
TCAGGAGGCCAGAGAGCGGCGCGGGAGCGTGTGCGGTCCGCTGCGGCGCCCGGG 

40 CCGGGGTGGAGGCGGGAATGGGGCGCTCCGGAGGCCGAGCGGCGGCCTGTCAGC 
ACCGGAGCCCCCCCCGTCGGAGCGGGGTGCATTTGCGCAGTGCCCCGCAGTTTAC 
ATAGTGCCTGAGGTTTATTGTCGCAGACATTACTGAGGCCGGTCGCCTCATTCTA 
CAGAGTGGAAACAGGTCTGGACAGAGAGAGCTGGTGCAAGGGAAGCAGCCTTA 
ATGTAGGAGTCAGAAAACTCGAGGTCTTGTCCAGGGTCCGCCTCCCATTGGCTTT 

45 ATGAATTGGCTCAAGGCTCTGGGCCTCGGTTTCCTCATCTGCAAAATCGAGAGCA 
TTGCAGTGGATGTTTTGCGAGGCCTCGCTCGGATAGTCGGAGCTTTTGCAATTTG 
CAAAGGTCACATGATGAGTTAGAGGTAGAGGCAAGGCTGGCAGCCAGGTATCTG 
GCTCCCAGCC1TACACTGTATGACTAATAAAAACAGCGCACATTTATAAGCCCTT 
ATTGGTTTACAACGCGCTTCCAAGTCTATGATCTCATTTTATCCTCACAAGAATTC 
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CCTAAAGGAGAAATAAAGATCCTGGTTTTGCAGATGAGGATGCAAGGCGCAGGA 
AGAGCGGGGCTTATCTAAGGATGCGTAGCTAGTCAGTGGCAGAGCTGGGTGACG 

TATCTTTCCCTTTGATATTTTATCATGACGTACAGACATTTTCCITTCCCTTTTCGT 
5 TGTTTCATCAGATTACTCGTTTCCCCTCCCTTTTGCTATTCACTTCCTTCTCTTCTC 
AGAACCTGTACATTGATCCAAAGAGGGGGAAGAAGGAAGGGAAATGATGGAAA 
AGGAATCCCTCACTTTGAAGAAATTACAGCTCGCAAAGTACCTTCACATTTATTG 
TTTCCTTCCAATCTTCGGGAAGCTCTCTTTTACGTTCCCCAGCACCATCCTTCCTG 
GCATGGTTCACTCATTTGTTAGATGTTTACCGAGTGCCCTGGGGGCATCTGCATT 

10 GTACTGGAAGTGAGAGACCAGCTGTAATCCTTATCCTCAAGGGGTGCACAGTCTA 
CGCAGGCAAGAGTGTAAATGATACCTCTATTGCGGGTTGTTGTGAAGATGAATTA 
CTGTACTGTATGCCTAGAATTGTGCTTGGCACATAGAAATGTGCCATGCAAATGT 
GCCATGTAAATATTTTTAAATATTTTTATTGTAGCGATTGCCACTTTGCTCCTTGG 
AATCTTCCAGGTGATAAGTGTCTGTACGCTAATCAGTTGACTGGTAGCTGGTAGA 

1 5 CTCAATAGCTTCAGGATGGGGACTGGTCACCTAGGAAGACTAAAGGGTATTAGA 
AGGTTGGGATTTTCAGTCCTACCCCCCATTTACCTGGGGAAATGAGAGGAACTGA 
AGTCGTCACTAGTGACCAGTGATTTATTGAATCATGCCTTTGTAATGAAGTTTTCA 
TAAAAATACAAAAGGACAGGATTCAAAGAGCTTCTGTATAGCAGAACATGTGGG 
GGTTCCTGGAGGGTGGGGTGCCCAGGGAAGGCATGGGAAGCTCTGTACTTCTCC 

20 CATACCTCATCCTATGCACCTCTTCATCTGTATCCTTTGTAATATCCTTTACAATA 
AACTGGTAAACATAAGTGTTTCCCACAATTGTTTGAGTCACTGTTGCAAATTAAT 
TGAACCCAAAAAGGAGGTCATGGGAACCCTGATTTACAGCTGGTAGATCAGAAG 
AACAGGTCAAACAACCTGGGGCTTGCGATTGGCATCTGAAGGGGCGGGGAGTCT 
GGTGGGACTGAGACCTCAACCTGTATGATCTGACACTATCTCCAGGTACCTGGTG 

25 TCAGAATTGAATTGGAGGACACCCAGATGGTCACATCTGAGGTCACAGAAGTAT 
TTTGTTTTGTCAGAGAATAGGAGAAACTGAGTTTGTTATTCCTGTATTCTCAGACT 
TTATAATTTCTTTGATAATCTGTCTGGAGCTATAGACTAAGATGGATGGCAGGGA 
TTTGAATGGCTTCATGTGTATCTCCATGTCATGGAGTAAACTGTATTCATAGAGT 
ACACAATCATTGTTCAGATATGAGGTGGTGATAATGGACTGCTATTCTCTAGGTG 

30 CTTGGCACATAGTAGTTGTTAATAATTATTTGTTGACTATATGATTGTCAGATAGT 
CAGGAGACTATCTCCTCAGTCAGGAGACTAAAGGAAAAGGTAGTTCCATAGCTG 
GAAAGCATTCTGGGGCCAGTACAGAACTGGCTTAGGGTCAAATGTCTTGCTTTCT 
GCTAGTTGAGTGTGAGGATGCCTAGTCTTGTTGGGGCTAATAGCAGATGAGGAAT. 

" .. 

35 TCTCTAACGAAGTGCCGGAGCACCCATGTGTATCCCCTGTCTCTAATCATGTTTAT 
GAGCGGCGGCTCATCGAGAAGTACATTGCGGAGAATGGTACCGACCCCATCAAC 
AACCAGCCTCTCTCCGAGGAGCAGCTCATCGACATCAAAGGTGCCTATTGGCTGC 
CTTAGTCTAGGGCCATCTTAGCTCAGAGCCTGAGAGGATGGGAGGTGGTGCCAG 
TGCACTGGAGGAAGAGATGGTGGGCTGTTTATGGCTAAAAGGAAAAGATGTGAT 

40 GGCGGGGGAGGCCCCTGGGTTATGTTCTTCATACCTGCTTTCCCTTTCGGCAGTTG 
CTCACCCAATCCGGCCCAAGCCTCCCTCAGCCACCAGCATCCCGGCCATTCTGAA 
AGCTTTGCAGGATGAGTGGGTGAGTTCCTGCAAGAGAATCAGCATCTTCCCCACT 
TGAAGAGAATGCATTGCTGGGTTAGGACTTGGGGGTAGGAAGGATGGAGCATTA 
TTTAGAGGGTAAACTTTGTGACATCAGGGATTTGTTTTATTCTTCGTTGTATCCCC 

45 AGCACTGAGAGCAGCACCTGGTACATAGTAGGTGCTCTAGAGTTATGAATTGAA 
TGATTGAATACATCCTGCAGGACTGTCTGGCACAGTGCCTGACACAACGAGGGC 
GATCAATAAATAGCAGCAGCAGCAGTGTTGTTATTCTCTTTTAGAGAGGGGACGG 
CATGACAGCTGGGATTTGCCAGTAAGTTAGGGAAGGTGGGGATGGGAAAGAGCT 
GGCTCCCACTCCTGTCTGTGTGCCCAGTGGTTCGCTTGGGGTAGGAGCTCAAGAG 
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TGTCTGCCGGCACATTCGTGTTTGCTCGGATATTGTTTGGGTCACTGATACTGGTC 
TAGGCTCTGGGATAGGAGGCAGCATCCCCTCCCCAAGGGCTGACTCCACTGGGT 
ACTCCCTGCACCCCCCACCTCACCTTACAATGATATTTGCTTCTCCCAGGATGCAG 
TCATGCTGCACAGCTTCACTCTGCGCCAGCAGCTGCAGACAACCCGCCAAGAGCT 
5 GTCACACGCTCTGTACCAGCACGATGCCGCCTGCCGTGTCATTGCCCGTCTCACC 
AAGGAAGTCACTGCTGCCCGAGAAGGTGCAGCCTCTCCCCTGCCATCCCCCACCC 
TGGGCTGGTTCTGCATTGTAATATCCCATTTCTAACATCGTCTTTTCTCTCAGCTC 
TGGCTACCCTGAAACCACAGGCTGGCCTCATTGTGCCCCAGGCTGTGCCAAGTTC 
CCAACCAAGTGTTGTGGTAAGTGTCCCCCTTCCCTTACCAGCAGCCCATTTGTGT 

1 0 ACAGTGGCCCACAGAACTGTCCTTATGCAGGTGTCTTTGGTGCTCTGTGCCTCTC 
ACCCTCACCTTTCTTCTCTTCAGGGTGCGGGTGAGCCAATGGATTTGGGTGAGCT 
GGTGGGAATGACCCCAGAGATTATTCAGAAGGTAAGTCCTGCTCTCACCTGGTGG 
GAGTGCTGATGGGCCCTTACTTTTCACCATCTGTCTGGAGTCCATCGTGACTAAA 
ATCACTGTGCTTTTGGGAGTTGAGTGGTGCAGAGCATGGACCCTGGGACCAGATT 

1 5 GCCTGGGTTTGTATTTTGATGCCACTACTTGTAAGCTTTATGACCTTGGCTTACTT 
AGCCAACCCTTACGTGTCTCATTTCCCTAGCTTCTAAACTGAGAATATGATCATAT 
CCACTGTATAGGCAGGCTGTGGGAATTTAAAAGATTTCATTACTGATAAGTGCAC 
CTTTTAGCTCTTATTGTTATTGAGATTCTTTGCAGATAGTAAACTACTTTTATATA 
TTTTCTTGTTTTTTTTCTATGAGGGCAATAGGATAGGAATTATAATCCTrATTTTG 

20 CAGATGAAAGACACATCTGAGAGGCAGAGCTGGGCTTCCTGATTGCAAGTCCAG 
TGGGATTCTCATTTGCAGGGCTTCTTAGTGTCTTTCTGAGCAGTTCAAATTGTCAG 
CATGTGTCTGAGCCCTTGGCTTAGTGGCGTGTAGACCTATGGGAGCTCTACAGTC 
CTAGCTTCTATTCTTGCTCTGCTGTTTATCACCTCTGCGACCTTGGGCAATTGACT 
TCACTTCTCTGAGGCTCAGTTTCCTCAGCTGTAAAATAAGGTCGTCAACACCCCC 

25 CTCATAAAGCTGGGATGGAAGTAAGAAGAGAGAATGCCTTTAAGCCTGTAACGT 
AGAAGTTGGCAGATAGCAAGTTCTTGGTGCTGCTTTTGAAAGCACAGGTGTGACC 
AGCATCTAATGTACTTTTCTCCTTGCAAGATGATTTGTCTCACATTGAGCCTGTTC 
TTCCCCAGCTTCAAGACAAAGCCACTGTGCTAACCACGGAGCGCAAGAAGGTGA 
GTTCTCTTTCTGAAGCCTGGAGAAAGAGCTGGCCTGGTGGGAGGCGGTTGACTCC 

30 TTAGGAGAGAGAGGGCGGCTGAATCTTGGATTCATTGCTGCTCTTCTTTGGGGGC 
TTTTCATTTTCTCAGAGAGGGAAGACTGTGCCTGAGGAGCTGGTGAAGCCAGAA 
GAGCTCAGCAAATACCGGCAGGTGGCATCCCACGTGGTGAGTGTCTGGGTCTCC 
ACTGTCTTGGAGACAGCCCTCCCGTTTTGTTTCTGGGGTGGGCGGGCCAGCATGG 

% i ' ' • oGAGTGCTGAGTGCAGAGCI'GTCCCAGGTTCCTGGCGCTGTI'CCTGGTGCTGTTT - - ' *f 

35 ctcgcctgggctgctgagttgtcagggctcctctttctgcccagctgtgggtttcc 
tagtgatgcagtgagggagttaccgtaccaggcagatagccaagaggtatggat 
aaggaatagaagtaactcttgctcccctgagaacatgggtgactggagatggca 
gtaggggaggtctgtggctttgtggcctgctgtgatttggccgtgacagggtttg 
gtgtgtctctctgcaaaggggttgcacagtgccagcattcctgggatcctggccc 

40 tggacctctgcccgtccgacaccaacaagatcctcactggtgagagtctgggcct 
agcccggcaggccaaagtggggaggggcagcagggaaggcgcatgctccttgtc 
ctcttcatgggcatgggaacaaaagcatttccttgagcaaaagggcctgggtgg 
gcctgactcattgtttggtctttttgggtcttctccaggtggggcggataaaaat 
gtcgttgtgtttgacaaaagttctgaacaaatcctggctaccctcaaaggccata 

45 ccaagaaggtcaccagcgtggtgtttcacccttcccaggtaaggggttctcctcg 
ccacccttggttcttctttccttggctgttgtttgtccctcaccccgctgctgtctc 
tgtgaagtggggctgggaaagagctctgactctgactcctgagtgggcacttgg 
aggggctcactttggagttgtggagattgcccttcactctgcgtgagaccttcta 
aagcagtgatcttccagccagggagagaacggaaatgtgtagtttgacaagcat 
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ATTCATTGAAATATTTCATATTAGGGAAAGAAAAAATCTTATAGTGTTCCTAATA 
TAAACTACAGAAAACAAAGCTCAACACAATCTCAACTCACACTTACGAGGAGGA 
CAGATATATCTGCTTTCCCATGATCCTCCAAGATGGGTAAAAATCATGTTGACTG 
TTGAAAGTGGTGTAGGTTGTAAACAGAACCTCTGGTTTACAGGGTAAAGGTAACT 
5 CATGGGACCAGATTAATGATATTATGGGATTCGAATTTTAAGCCTAAGACAGTTT 
GGGTTTGGGGCTGCAGGACATGGTTGGTTTAGTGCTTCGCAGTCAAGATTTCCCT 
TGGACCTTAGGGAAATGAGAAATATAAGAATAACATGGTGAATTTTTCATGACT 
AAATTTGTTCAAATTGAGAGCACTGTTTTCTTGCTTATGGGGTATTAATAGTTAGG 
TCTCATGAAATTGTATTGATAAAAAAAGATGGTAGTTATTTTTACCTTATGGCTTT 

1 0 TAATATCCTAACTAAACAAAAAATTGGTGAGTGACGCGAAATTCTCTCCCTGCCC 
CAAATCTTTTGGAAAATTAACTTACCCTGGAAATCCATAAAAGTGGAATGCACTG 
AAATACAGCCATGCAGCCCCTTCCAGTCCCAGTACTGCTCAGACCTGTGCCATAC 
AGTACAGTAGCAGTTAGCTGCATGTGGCTATTTAAATTTCAATGAAATAGAATAA 
AAAATTCAGTCCCTCAATTGTACTAGCTACATTTTTCCTTTGGTCCTGGAAATGGG 

1 5 AAAATTGCTCTCTGTTGCAGTTAGCCTTTTTACCACTAGATGGCGAGGACGCCTC 
CACAAGCCCTGATGCTGTATGAGTTAGCACTTTAATAGCGTTTACCATTGGCTGT 
CTTGGGCACCATTGGGTGGATAGGTGGTTCCAGGGAGGGCAGAGCTGAAAGGAG 
AAGCAATTGTTGGCAGTTGTGGGCATCCCCAGCCCCGTTTTATAAGATTGTTTTG 
GTCTGTATCTCTTTTCTGACTCTGATATTCTGTCTTTGTTTTCCTTGTAGGACCTGG 

20 TGTTTTCTGCTTCCCCCGATGCCACTATCAGGATTTGGTCGGTCCCCAATGCCTCT 
TGTGTACAGGTGGTTCGGGCCCATGAGAGTGCTGTGACAGGCCTCAGCCTTCATG 
CCACTGGCGACTATCTCCTGAGCTCCTCCGATGATCAGGTGCGGTCCCAGCCAGT 
GCCCTGGAGAGGCCTGCTGGTCCCCAAGCTTGAACATCCTGGGTGGCAGGAACA 
TCTTCCCACCCCAGCTGGTTCCCCAGAACCTCAAAGGAGAATGTTTGCCAGGGTT 

25 TGCCAAACCAGGGGCTCTGTCTTGCTGAAGGGCCACCAGAACCTGGGACCCACTT 
TCTCACTGACTCCATTGTCTCTTTTTTTTTCCCCAGTACTGGGCTTTCTCTGACATC 
CAGACAGGGCGTGTGCTCACCAAGGTGACAGATGAGACCTCCGGCTGCTGTAAG 
TTGCCTCATAGGCACTCAGCTTTTTTGTTTGCTGTTTATTATTTATTTTTACATTTT 
ATTTAGTCATTTGTTTATTTGTTCTAAAGATATATTTACCATGAGCACCTGTCTAG 

3 0 TGCGGGCTTTGTGCTGGGTTCACTGAGGAATGTGAAGAACAAGGAACCTACCTTT 
GCTGCTCTTAGTCTCTCTCCCTGGTGGGCTCTGACCACAGGTCTCTCTTCCCTCCT 
CCACAGCTCTCACCTGTGCACAGTTCCACCCTGACGGACTCATCTTTGGAACAGG 
AACCATGGACTCTCAGATCAAGATCTGGGACTTGAAGGTAGGACATGGTAGGCC 
TCCATCTGAGGCCCAGGGGGAGAGGGAGTGTTTGTGACAATGCAGTGCTAATTA 

35 GGTGCTTGTGGCACCTGGCCCTGAAGGTGGAGAGACACTGGCTGTGCGTGTGTG 
ATATGATGGTGTGGTCTGGGGGGTCCCGCTGGCTGTCCTTCCTGGAAGGACGTGA 
GGGACATCTCAGGTAGGAGTTTGGTGAGCCCCATTTTCTTCCTCTCATGATCTGTG 
GGTGACGTATTTTACTACCCACCGCCACTGTAGGAACGTACTAATGTGGCCAACT 
TCCCTGGCCACTCGGGCCCCATCACTAGCATCGCCTTCTCTGAGAATGGTTACTA 

40 CCTGGCTACAGCGGCTGATGACTCCTCTGTCAAGCTCTGGGATCTGCGCAAGCTT 
AAGAACTTTAAGACTTTGCAGCTGGATAACAACTTTGAGGTGTGCCCTTCCCCCT 
CCGCCCAGCTTTCCATTGTGTCTCCTrGTTTGTCAATTATTTATTGAATTAATCTA 
ATTGCTTCTGCTTATCCGCAACTGCCCCATAGTTTCTGTTCCCCTTGTGTGACCTT 
CTCTCTTTCTATTrCTGGCAGGTAAAGTCACTGATCTTTGACCAGAGTGGTACCTA 

45 CCTGGCTCTTGGGGGCACGGATGTCCAGATCTACATCTGCAAACAATGGACGGA 
GATTCITCACTTTACAGGTAGAGGCTGGTCCTGGGCTCCTGGGATCTCTCTAGGT 
GCCCAGGCCCGGAGGGAAGCCTCACTGGGTTAGGAATTTCTAGGGCTTGCATGA 
ATTTACCTAAGCAGCTTTCTGTTACCACCTGAGGCAGAGCTTTATGACTAAGGAA 
GCAACTGAGTCAGACTGCATGGCAGTAGATGCTAGTGCTTGTTCTGCCACTTCCA 
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TGCCCTGTGGCATTGGGCAGGTTACTAAAGGGAGAGAAAAGTCCCTCTGAAGTTT 
TGATAACTGAATCTAAAATAAATGAACATTAGACAGTGACAGGAGGAGAGCCAT 
TTTAATTACGTGCATATGCACGGGAGGCCCACATTATATTAGATCTGCAGAAGGG 
TCAGATGATTGAAGCTTATACAGTTTATATATCACTTAATAATGGGGATATGTTC 
5 TGAGAAATGTCTTGTTAGGTGATATCGTCATGTGCGACCATTGTAGAGTGAACTT 
ACATATATCTAAATGGTGTAGCCTACTACACGCCAAGACTATTGCTATAACCTTA 
GTATAGTCTATTATTGCTCCTAGGCTACAAACCGGTACAGCATATTAAATGTAGT 
GAATACAATTATAACACAATGGTAAGTATTTGTGTATCTAAACAAGTGTAAACAT 
AGAAAAGGTTCAGTAAAAATAAGGTATAAGAGATTTTTTTAAAATGGTACACTG 

1 0 GTATAGTGCTTGCCATGAAAGGAGCTTGCAGGACTGGAAGTTGCTTTCAGTGAGT 
GAGTTGTGAGTGAATGTGAAGGCCTAGGACATTACTGTACGCTGCTGTAGACTTT 
ATAAACACAGTACACTTAGGTTTTACTAAATTCATAAAAAACTTTTTCTTCAGTA 
ATAAGCCTTAGCTGACTTTTACTTTATAAACTTAAAAAAATGGATTCTTTTGTAAT 
AACGTTTAACTTAAAACTAAAACACATTGTACAGCTGTACAAAAATATTGTCTCT 

1 5 CTTTACATCCTTGTTCTATAAGCTTTTTTCTAATTTTTTTATTTTTATTTTTTACTTT 
TTAAACTTTTCTTGTTAAAAACTAAGACACAAGCACACATTACCCTAGGCCTACA 
CAGGATCAGGATCACCAACTGTATTAGTCCGTTCTCACACTGCTATGAAGAACTG 
CCTGGGTAATTGATAAGGGAAAGAGGTTTAATTGACTCACAGTGACTCGGGAGG 
CCTCAGGAAACTTACAGTCATAGCAGCAGGGAAAGCAAACATGTCTTTCTTTACA 

20 TGGCAACAGGAGAGACAAATGCTGAGCAAAGGGGCTAAAGCCCCTCATAAAACC 
ATCAGATCTCGTGAGAACTCACTATCATGAGAACAGCATGGGGGTAACCACCCC 
CATGATTCAGTTACTTCCCACTGGCTCCCTCCCACAACACGTGGGGATTATGGGC 
ACTACAATTCAAGATGAGATTTGGGTGGCGGCACAAAGCCTAACCATAGCACCA 
ACATCACTGTCTTCTACCTCCACATCTTTTCCCACCGGAAGGTCTTCGGGGGCACC 

25 AACATGCATAAACCTGTCATCTCCTATGATGATAATGCCTTCTTCTCGGATACCTC 
CTGAAAGGGCCTGCTTGGTGCTGTTTTACAGTTAACTTTTTTTTATAAGTGGGAAG 
AGTATATTTAATACCAAAAAAAGTATAGTATAGGCATACCTTGTCTTATTGCACT 
TAGCTTTATTGTATTTTATGGATACTTTGCTTTTTATAAATTGAAGGTTTTTGGCA 
ACCTTGCCCCAAGCAAGTCTGTCAGTACCATTTTTCCAACAACATGTGTTCACTTT 

30 GTGTCTGTGTGTCAAATTTTGGTAATTCTTACAGTATTTCAAACTTCTTCATGATT 
TATTGTGTCCGTTAGTGATCTTTGATGTTGCTATTGTAATTGTTGGGCGGGGGGGC 

accatgaaatgtgcccataaaagttactgaatttatttgataaatgaaatgctgt 
gtgtgttctgaccactccacccaccagccgttccccatctctctccctctcagact 
tccctatttccttagacacaacaataftgaa^^^ 

35 atggcctctcggtgtccaagtgaaagaaagtgtcccatgtctgttacttaaaatc 
caaagctagaaatgattgagcttagtgaagaaggcatgtgaaaagccaaatagg 
ccaaaagctaggcctcaacaccaaatattagtcaagttatgaaagcaaaggaaa 
attcttgaaggaaattaaaagtgctactccagtgaacgcacaaatgataagaaa 
gcagaacatccttattgctgatatggagaaagtttcagtggtctggatagaatat 

40 caaaccagccacaacattcttttaagccaaaccataatccagaccaagatcctaa 
ctcttgaattctgtgaaggctgagacaggtgaggaagctacaaaagaaaagttt 
gaagctagcagaggttggttcatgaggtttaaggaaagaagccatctccataac 
agaaaagtacaaggtgaagcagcagatgctgttgtagaagctgcagcaagttat 
ccggaagacctagctaagatcattgacggtgggtacactcaacaacagattttc 

45 aatgtagacggaatagccttctattggaagaaagtgacatctggaacttgcaca 
gctagagAgaagtcaatgcctggtttccaagatgcaaagatcagagtgattccc 
ttgttagggactaatgcagcrggtgattttacattgaagccaaagctcatttagc 
attctgaaaattgtagggcccttaagaaggtggggctaaatctactctgcctgtg 
ctctgtaaatagaacaacaaagtctggatgacaacacatctgtttacagcatggt 
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TTACTGAATATTTTTTAAGCCCCCCATTAAGAGGTACTGTTCAGAAAAATAGATT 
CCTTTCAAAATATTACAGTGCACCTCATTACCCTAAAGCTCAGATGGAGATGTTT 
CATGCCTGCAACATCCAATCTTCGGCTTATGGATCAAGGAGTAATTTTGACTTTC 
AAGTCTTATTACTTAAGAAATACATTTTATAAAGCTATAGCTGCCCTGGATAGTG 
5 GTTCCTTTGATGGATCTGGACAAAGTAAATTGAAAACCTGGAAAGGATTCACCAT 
TCTACACGCCCTTAAGAACATTTGTGATTCATGGGAGGAGGTTAAACTATGAACA 
TAAAGAGGAGTTTGGAAGAAATTGATTCCAACCCTTCAGCCCTCATGGATGACTT 
TGAGGGATTGAGGACTTCCATGGAGGGAGTAACTGCAGATGTGGAGGAAATGGT 
AAGAGAATTAGAATCCAAAGGGGAGTCTAAAGATGGGACTGAATTGCTGCAATC 

1 0 TCATGTTAAAACTTTAATGGATGAGGAGCTCTTAGGGATGACCAAAGAAAGTGG 
TTTCTTGATGGAATCTTCTACTGGTGAAGATGCCGTGAACATTGTTGAAATGATA 
ATGAAGGATTTAGAATATTACATAAACTTAATTGATAAAGCAGGTGCAGAATTTG 
AGAGGATTGATTCCAGTTCTGAAAGTTCTACTGTGGGTAAAATGCTATCAAACAG 
CATCCATCACAGAGAAATCTTTTGTCAAAGGAAGAATCAAATGATGTGGCAAAC 

1 5 TTCTTTGTTGTCTTATTTTAAGAAATTGTCACAGCCACTTCAGCCTTCAGCAAAC A 
CCACCCTTGTCAGTTAGCAGCCATCGACATCAAGGCAAGACCCTGCTGGTGGGTC 
TTGGAAAAAGATGACAACTCACTGAAGTGTCTGATGGTTGTTAGCATGTTTTAGC 
AATAAAGTATTTTTGATTAAGGTATGTACATTGTTTACTAGACATAATGTTATTAC 
ACACTTAATAGACTACAGTATAGTGTAAACATAACATTTTTTTTTGAGATGGAGT 

20 CTTGCTCTGTCGCCTAGGCTGGAGTGCAGTGGCACGATCTTGGCTCAATGCAA.ee 
TCCACCTCCCAGGTTCTAGCACAGGTGGGCACCATCACACCCGGCTAATTTTTGT 
ATTTTTAGTAGAGACGGGGTTTCCCCATGTTGGCCAGGCTGGTCTTGAATTCCTG 
AACTCAAGCGATCCACCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCATGA 
ACCACCATGCCTGGCCAACATAACTTTTATATGTAGTGAGAAACCAAAAAAATTT 

25 GTGTGCCTTGCCTTATTGCAATATTTGCTTTATTGGTAGCCTGGAGCTGAACCAGC 
GATGTCCCTGAGATATGTCTGTACATAAACCAGTAACGTACTGTACCTAATTATG 
TTATACTTTTTTTTTTTTTGAGATTGAGTCTTGCTCTGTCACCCAGGCTGGAGTGC 
AATGGCATGGTCTTGGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGTGATTCTC 
CTGCCTCAGCCTCCCGAGTAGCTGGGACTTCAGGCGTGTGCCACCACATCTGGCT 

30 AATTTTTTTTTTTTTGTACTTGTATTTGTAGTAGAGATGAGGTTTCACTATGTTGGC 
CAGGCTGATCTCAAACTCCTGACCTCGTGATCTGCCCACCTCGGCCTCCCAAAGT 
GCTGGGATTACAGGCGTGAGCCACCGCGCCTAGCTATATTATACTTTTATACAAC 
TGGCAGTGTAGTAGATTTGTTTATACCTGTATCCCCACAAACGTGAATAATGCAT 
TGCATTGTGAcAtGATGAtGGttATGACATCACTTGGTGATAGGAATTTTT^ 

35 TCCACTGTAATCTTATGGGACCAGTGTTTGTGTGGTCCGTCGCTGACATGTCATTA 
TGTGACACATGACTCTATGGCATCCTGAACTGCAGAAGGGAGTAGGGGCCTAAG 
GCTTCTAGGGGGTGGTGGTGACACAAGTTATGTGGGGGGATGGGGAGGAAGTGC 
ACTACAGAGTCTCTCAGGTAATAAAAGTTGTCTCAGAGCAGACCTTAGATAAATA 
ATGCATGACAGTCTGTGACAAAGACTGGCATCTAGTCTTCTCTCTTGTGAGACCA 

40 GTTCAT1TTCCCTGGTTGAGATTCCCAGGAAGGGGATTCATGATGTTCCTTTCAGA 
TGACCTGCCCTTAGAGAAAGAGGGGCAAGAGACAGGAGGGCAGGACATGGTCA 
GAGAGACCTTGGTTCAAAGCCCTCAGCGTGCCAAACCACCATACTTTGGGGTATT 
GTTTTCTGAGATCCAATATTACTTAACCTCTCAGAAAAGTGGGAATGGTAACTAT 
AGACTCAGTGGGGTTGTTGAGGTTTAGATGAAAATACATACAGGTGCTCCTTGAT 

45 ATACGATGGAGCCACATCCTGATAAGTGCATCATAAGCTGAAAATATTGCAAGTT 
GAACCATGGTAAATCGGGGACCGTCTGTGAATACATAGGTCAGAACGGTGTCTG 
GCACGTAGTCAGGATTTGCAGTTGTTCTCACTCAGCATTGGGTCTTAGTCTGTGGT 
GGGATAGAGCAGTGAATAAAACAGACCCGATTTGGGCACTGATGTAATTTATAG 
TCAGGTTAGTAAGGCAGATGTAGATTAATTTCACATGTACACATTTAATTGCAAT 
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TATAAGTGCTAGAGAAGAAAAGCATGAGATGCTGAGAGAATGGGTAACAGGGTT 
TCTAACCTAACAGTTATGTGGCCCTGGGTACGTGACTTTCCCTTTCAGATCTTGAA 
CTCCTTCATCTAGAAAATGGGAATATTGGCACAGCTTTGCAGGGTGTGACAGCTG 
GTGTTGTGGAGATGGCATGCTAATATGCTGGTAACAGGGTGCCTGATGCTCACTT 
5 AAGATGCTACATGAATGGGAGCTACTGCTGTGTGTGTTGATGAAATTCTCGTCCT 
CATTAGCAGGTTGTGAGCAGGATACAAGATATTTCTTCTTGCCCCGTATTCTCCTG 
AGCCCTGCTCAGTGTGTTTGTATAACAAAGGTGTCCATCCTAACAATATGGCTCA 
CCGGTTTTCACCCTGTACTGTACCTGGTGTTTTGATTTAGAACCGAGTTAGGTAGC 
TGAAAATACAGCGTGAGCTTTTTAATGGGGAGTTGGTTGACTCCAGGTGTGATCC 

1 0 TAAATCTAGAAGGAATTTGGCCAGATGTTCATGAATTTCTGGAGTCCCATGAGGA 
ATGTTGCCCAGCCTCATCTGCCTCTTATCTGGTCCTGCTCTGTGTTAGGGGCCTGA 
GTGCCCTGGGGTTGGAACACTATGAGCTAGAAAATGCTGATGGACTGTTCCACTT 
ACGAGCAAGTAGTGAGCACTAGGCATAAACAAGCTGAGCTCTGAGGTTTTTCAA 
CTAAACCTAGCCGAACTGCAGTTGCCCAGAAAGCTCAGGTGAGAAGGGGGGGCT 

1 5 GGCATTGCTTTATTCATTCATCCCACCAGTGAAAAATGCCAGGCACTGAGGGAGG 
CACTGGGGGTAGTGTGCAGGTCAGCCTAGGGAAAACAAACAGGAGCCTGCGGTG 
TGATAAATACTAATTAGAGAAGGCCTGGTTGTTTGGGAATCTGTTATTAGGGATC 
AGTGTTCAGACTAAAGGAGGAAAAGCCTTCTCACAGTTGCCTCTTATCTTTCTCC 
TCAGAGCATAGCGGCCTGACCACAGGGGTGGCCTTCGGGCATCACGCCAAGTTC 

20 ATCGCTTCAACAGGCATGGACAGAAGCCTCAAGTTCTACAGCCTGTAGGCCCTGG 
CCCTTCTGATGGAAGCTGGGCCTCATCTCAGTAGAGGGGTAGAATTAGGGTTTGG 
GGGGGGGGTGGGGGGAATCTATGGGGGGAGGGGGCTCTGTGGGGTGGGACATTC 
ACATCATTTCACTCTGGTCTGAGTGGTGGCCTGAGAACCATGGTGGCATGGACCA 
CCCTCATCCATGCAACTCCAGGCCCCATGGGAACGGATGTGGAAGGAAGAACTG 

25 TCACCCTCTTAAGGCCCAGGGTCGGAGCCCAGGGCCTCTCCCTTCCTGTCGTTCA 
ATGGACGTGGTGGTGGCTGTTCCACACCCATTTTGTTGCAGTTCCTGTGAGACAG 
GAGAGGCTGAGCCAAGGGAACTGTGAAGGGGATGGGCAGGAGGGCTTGTGCAG 
GGTTTTGTAAGCAGTGATCTAGTTTCATTAAAAAAAGAAAACAATAACCATAACC 
ACCTCCCCGTGTCTGTCTGCACCAGGAGCACCTGGGACTGGGAAGGTCAAGGGG 

30 AGGGAGCACACACTGGGACACTGGCTTCCGGGAAGCCCATCTTCCTTTCCTTTCA 
CAGCTCTTACCCTTTTTTTTTTTTTTTTAATTGCACAGCAGAAATAAAAACAAATC 
TGCAGATGAAATTTGCCATGTCCCTGCGGTTCTTGACCTTGTGTCTAAAGGCCTC 
AAGTCACTAGTCCTGCCAGTTGCCTTGTAGACTTGGTTTCCTACACAAGCCTGGA 
5 AGGGA^GGAGAcefGGAGGGAAGATTAGCTGGATCTTGCTGGTGGGGAGGTCTG 

35 AGCATCTCCATCAGGGTTCTTTAGTTGTAGGCTTTCTAGCCTGTCCTCAGCTGGCA 
TAAGTCAAAAAGGAGATTTTTTTATTGACTCTGGCGATTGAAAAGCTGTGGTAGG 
ACTGGTTTCGGGACAAAGATCTGATAATGAATGTGCCTTATAGGGAATTCCTGTA 
GGGTCACGTGACTGCTTTAGATTGCAGGTCAGGAAAGGCCTCTGAAGTGGTGGT 
GATGAAGCTGAAGCTGGAATGAGAGGGACCTGAGAGGGGAGGAGTGTTGGCAG 

40 GCAGAGAGCAGGTTCTAGGGCTGGACTGAGCGAGATATATGGAGGAACAGGAA 
GGAGGTCATGGTGGCAAAGTCGGGGGAACCATGGTGTACAGTCTGGGGTGATTG 
ACAGTCCCCTGACAAGGGCCATCCCAGTGGAAGGTCGGGGCTGGCTGCCTCCCT 
GGAGTGGGGTAAGAGGATATGAGGTGAGGAAGTGTGGGAGTCAGTGATTATAGA 
CAAAAAATAGTGCTGAGAAGGGGAGCTGAGAAATGGGGTGTTACCAGGAGGGG 

45 AGCTTTGGGGGCAAAGTATGGTAGGCCATATTGTGGACATAACAGGAGACCTCC 
AGGCATGTTTTGCTGGGGCAGTGTTCTGTTGTCAGGGAAGCTCGGCATGCCGTAT 
CTGCCTGGGAGGGTCAGGATGCCTACTAGCTAGGGAAAGCTGAAAAACCCCACA 
GTAAAGAAACCACTTAACTTATACAAGTTGAATATAAACCATTTAACTTACACCA 
GTGTTTATTATTAAGAAAAGACCTGGGCCAGGTGCGGTGGCTCACGCCTGTAATC 
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TCAGCACTTCCAGAGGCCAAGGCGGGCGGATCACGAGATCAAGAGTTCGAGACC 
GGCCTGGCCAAGAAGGTGAAACCCCATCTCTACTAAGAATACAAAAATTAGCTG 
AGCATGGTGGCAGGTTCCTGTAATCCCAGCTACTCGGGAGGCTGAGACAGGAGA 
ATTGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCTGGGATTGTGCCACTGCA 
5 CTCCAGCCTGGGGGACAGAGCAAGACTCCGTCTTGGGGAAGAAAAAAAAAAAA 
GACCAATCATACAGTTCTCCCAAGGCAGGACATACTTTAAAAAAAAGTTAGGAC 
AACTGCCTAGTTAAAAGGTGGGCTAACAACAGCTATGGTTTGCAGATGGTAGAA 
TGGGTCACTCGAGTGGGAGAGGGTTGAGGTCGAACTCCCGACCTCAGGTCATCC 
GCCAGCCTCAGCCTCCGAAAGTCCTGAGATTATAGGCGTGAGCCACCACGCCCA 

1 0 GCCACTCATTTAATTOTAAAACAACTTTGCCCTTGGCCGGGTGTGGTGGCTCAT 
GCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTGGGTGGATTGCCTGAGGTCAG 
GAGATGGAGACCATCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATAC 
AAAAAATTAGCTGGGTGTGATGGTGCATGCCTGTAGTCCCAGCTGCTTGGGAGGC 
TGAGGCAGGAGAATCGCTTGAACCCGGGAGGCAGAGGTTGCGGTGAGCTGAGAT 

15 TGTGCCACTGCACTCCAGCCTAGTGACAGAGCGAGACTCTGTCTCAGAAAAAAG 
AAAACAACCTTGCTCTTTGCTGTCCAGCAACTCAGCAGATTCTTGGTCCCTGCAT 
AGGACTTCATACCGCTCTTCCTTTGCAGAACGGAGCAGAAGGTGGGAGCATAGT 
CCTGGCACTGGACTCTCTGGCTTTGAATCCCAGTTCTGGCACTTAGTTGCTGCAA 

20 GGGATAGTGTACTTACTAGAGATATAGTAAGGATTAAGTGAATGTGACAAGTGC 
TTAGAATAGGAATTGCACATCATAAATGCTGCTAGTATTAACTATTACCACTCTC 
CTGCTCCCTCTCCCTGGAGTCTGCCCTCCCCAGAGATAGACCAAGTCCTTCAGGA 
AGCCTCTGGAGCCCATTGCTGCCCTGCCAGGTGAGTGAGCTTTCTTGGAGCCCAT 
GGTTCATGCCITTAGCATAGCTCTGTGTTACCITGAAGGTGTTTGCGCATTTGTCT 

25 TTCCCACTTAGAATCTTAAGAGCAGAACCAGGTATCCGTTGCTATCATTCATCTCT 
TCAGCTCATGTCACACTGCTGCCAAGTGGCAGATTGAGAGATTCAACCTTGGGGC 
TCAGTCCAATGCCCAGGCAACGTCTGTCTCTTTCTTTGATAAGTAAACACAGAGG 
GCTTGACAGAATGTTAGTTATATCAGCCAAAATGAATGAAGAGCTATCACGTCCT 
GCCACAGCTCACCAGATGTTGGCCCAGCTGCCTTGTAGGTGAACCTTCTGGAAGT 

30 AGATCTTGGTTGGGGGTTGGTGGATTCTAAAGGACTCACCTCTGTTGTCTAGCTA 
GTGAGTTTTGTATTTAGGACCCAGCAGCAGTCAGTAGTCCCAGGTGTCCATAGGG 
AAATTGTTCGGTGATATTATCAGTGATTACTGCATCTTTTGTGCACTTGGGCCTTT 
- GGTGATCAAACCCTGCTTAGCCTCCGCTATTGAAAGTGAGGAAGCATCTATATTG 
' tfCCTGAGGTTGGAGCACTAACCAAGGAGGTCACCTGGGGGC 

35 GCAGTCTCCCCAGTAACGTTGGTACTGTGATGGAGCTCCTCACAGTACCACAGAA 
TGACCCTGCCAGACAGGTGGTGGTGTCCCCAGTCTATAGATGAGAAGACAAGCT 
CAGAGAAGTGCCTTGTTTAGGCCACCCAGTAAATAACGCAGCTAGGGTTTTTAAG 
CCGTGTGGCTTCAGAGACCAAGCTGATTAAGATAGGCATGGGCAGCTAATGACC 
CACTGCTCAGCTTTGCAGGAGGTAGTATCATAGTTAAATGCAGGCTCTGGAGCCA 

40 GCAGCCCAGGTTTGAATCCCAGCTCTGCACCTTTCTGTGATGTGCATCTTTATGTC 
TCAGTTTCTTCATCTGAAAAGTCAGTTCCTGGTGCCTACTTCGTAGGGCTCTTGAG 
AATTTTrATTTTTAGTTTTATTTATTTATTTTTT^ 

TAAACATTGATTGGTCTGACAGGTCTrCTGTGTGGCATTTTTTTGTGTGTTAAATT 
TCITAGTGTTTTTTTAAATTATTATACTTTAACTTCTAGGGTACATGTGCACAACA 
45 TGCAGGTTTGTTACATATGTATGCATGTGCCATGTTGGTGTGTTAACTCGTTAACT 
CGTCATTTACATTAGGTATATCTCCTCATGCTATGCCTCCCACCTCCGCCCACCCC 
AGGACAGGCCCTGGTGTGTGATGTTCCCCACCCTGTGTCTAAGTGTTCTCATTGTT 
CAATTCCTACCTGTGAGTGAGAACATGCGGTGTTTGGTTTTCTGTCCATGCGATA 
GTTTGCTCAGAATGATGGTTTCCAGCTTCATCCATGTCCCTATAAAGGACATGAA 
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CTCATTCTTTTTTATGGCTGTGTAGTATTCCATGGTGTATATGTGCCACATTTTCTT 
AATCCAGTCTATCACTGATGGACATTTGGGTTGGTTCCAAGTCTTTGCTATTGTGA 
ATAGTGCCACAATAAACATATGTGTGCATGTGTCTTTATAGAAGCATGATTTATA 
ATACTTTGGGTATATACCCAGTAATGGGATGGCTGGGTCAAATGGGATTTCTAGC 
5 TCTAGATCCTTGAGGAATCGCCACACTGTCTTCCACAATGGTTGAACTAGTTTAC 
AGTCCCACCAACAGTGTAAAAGTGTTCCTATTTCTCCACATCCTCTCCAGCACCT 
GTTGTTTCCTGACTTCTTAATGATCGCCATTCTAACCGGTGTGAGATGGTATCTCA 
CTGTGGTTTTGATTTTCATTTCTCCGATGGCCAGTGATGAGCATTTTTTCATGTCT 
GTTGGCTGCATAAATATCTTCTTTTGAGAAGTGTCTGTTCATATCCTTTGCCCACT 

1 0 TTCTGATGGGGTCGTTTGATTTTTTTCTTAT^^ 

CTGAATATTAGCCCTTTGTCAGATGGGTAGATTGTAAAAATTTTCTCCCATTTTGT 
AGGTTGCCTGTTCACTCTGATGGTAGTTTCTGTTGCTGTGCTGAAGCTCTTTAGTT 
TATTTAGATCCCATTTGTCAATTTTGGCTTTTGTTGCCATTGCTTTTGGTGTTTTAG 
TCATGAAGTCCTTGCCCATGCCTAGGTCCTGAATGGTATTGCCTAGGTTTTCTTCT 

1 5 AGGGTTTTTATGGTTTTAGGTCTAACATTTAAGTCTTTAATCCATCTTGAATTAAT 
TTTTGTGTAAGGTTTAAGGAAGGGATCCAGTTTCAGCTTTCTACATATGGCTAGC 
TAGTTTTCCCAGCACCATTTATTAAATAGGGAATCCTTTCCCCATTTCTTGTTTTT 
ATCAGGTTTGTCAAAGATCAGATGGTTGTAGATGTGTGGTATTATTTCTGAGGGC 
TCTGTTCTGTTCCATTGGTCCATATCTCTGTTTTGGTACCAGTACCATGCTGTTTTG 

20 GTTACTGTAGCCTTGTAGTGTAGTTTGAAGTCAGGTAGCATGATGCCTCCAGCTT 
TGTTCITTTGGCTTAGGATTGTCTTGGCAACGTGGGCTCTTTTTTGGTTCCATATG 
AACTTTAAAGTAGTTTTTTCCAATTCTGTGAAGAAAGTCATTGGTAGCTTGATGG 
GGATTGCATTGAATCTATAAATTACCTTGGGCAGTATGGCCATTTTCATGATATT 
GATTCTrCCTATCCATGAGCATAGAATGTTCTTCCATTTGTTTGTGTCCTCTTTTAT 

25 TTTGTTGAGCAGTGGTTTGTAGTTCTTGAAGAGGTCCTTCACATCCCTTGTAAGTT 
GGATTCCTAGGTATTCTATTCCCTTTGAAGCAATTCTGAATGGGAGTTCACTCATG 
ATTTGGCCTGTTATTGGTATATAGGAATGCTTGTGATTTTTGCACATTGATTTTGT 
ATCCTGAGACTTTGCTGAAGTTGCTTATCAGCTTAAGGAGATTTTGGGTGGAGAC 
GATGGGGTTTTCTAAATATACAATCATGTCATCTGCAAACAGGGACAATTTGACT 

30 TCCTCTTTTCCTAATTGAATACGCTTTATTTCTTTCTCTTGCCTGATTGTCCTGGCC 
AGAACTTCCAACACTGTGTTGAATAGGAGTGGTAAGAGAGGGCATCCCTGTCTTG 
TGCCAGTTTTCAAAGGGAATGCTTCCAGTTTTTGCCCATTCGGTATGATATTGGCT 
- GTGGGTTTGTCATAAATAACTCTGATTATTTTGAGATACATCCCATCAATACCTA 

35 AGGCAGGCGGATCACAAGGTTAGGACATCGAGACCATCCTGGCTAACACAGTGA 
AACCCCATCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGGTGGCGGGCGCC 
TGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATGGTGTGAACCCGGGAG 
GCAGAGCTTGCAGTGAGCAGAAATCGTGCCACTGCACTCCAGCCTGGGCGACAG 
AGCAAGACTCCTTCTCAAAAAAACAAAATGAAACAAAACAAAAGAAATACCTAG 

40 TCTATTGAAAGTTTTTAGCATGAAGGGCTGTTGAATTTTGTCGAAGGCCTTTTCTG 
CATCTATTGAGATTATCATGTGGTTTTTGTCATTGGTTCTGTTTATGTGATGGATT 
ATGTTTATTGATTTGCGTATGTTGAACCAGCCTTGCATCCCAGTGATGAAGCCAA 
CTTGATTGTGGTGGATAAGCTTTTTGATGTGCTGCTGGATTCAGTTTGCCAGTATT 
TTATTGAGGATTTTTGCATCGATGTTCATTTGGGGATATTGGTCTAAAATTCTCCT 

45 TTTTTGTTGTATTTCTGCCAGGCTTTGGTATCAGGATGACGCTGGCCTCATAAAAT 
GAGTTAGGGAGGAGTCCCTCTTTTTCTATTGATTGGAATAGTTTCAGAAGGAATG 
GTACCAGCTCCTCTTTGTACCTCTGGTAGAATTTGGCTGTGAATCCGTCTGGTCCT 
GGACTTTTTCTGGATGGTAGGCTATTGTTGCCTCAATTTCAGAGCCTATTGTTGGT 
CTATTCAGGGATTCAACTrCrTCCTGGTTTAGTCTTGGGAGGGTGTATGTGTTGAG 
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GAGTTTATCCATTTOTCTAGATTTTCTAGTTTATTTGCATGGAGGTGTTTATAGT 
GTTCTCTGATGGTAGTTTGTATTTCTGTGGGATCGGTGTTGATATCCCATTTATCA 
TTTTTTATTGCATCTATTTGATTCTTCT 

GTCTATCAATTTTGTTGATCTTTTCAAAAAATCAGCTCCTGGATTCATTGATTTTT 
5 TGAAGGGTTTTTCGTGTTTCTATCTCCTTCAGTTCTGCTCTGATCTTAGTTATTTCT 
TGCCTTCTGCTAGCTTTTGAATGTGTTTGCrCTTGCTTCTCTAGTTCTTTTAATTGT 
GATGTTAGGGTGTCAATTTTAGATCTTTCCTGCTTTCTCTTGTGGGCATTTAGTGC 
TATAAATTTCCTTCTATGTACTGCTTTAAATGTGTCCCAGAGATTCTGGTATGTTG 
TGTCTTTGTTCTCATTGGTTTCAAAGAACATCTTTCTTTCTGCCTTCATTTTGTTAT 

10 GTACCCAGTAGTCATTCAGGAGCAGGTTGTTCAGTTTCCATGTAGCTGAGCGATT 
TTGAGTGAGTTTCTTAATCCTGAGTTCTAGTTTGATTGCACTGTGGTCTGAGAGAC 
AGTTTGTTACAATTTCTGTTCTTTTACATTTGCTGAGGAGTGCTTTACTTCCAACT 
ATGTGGTCAGTTTTGGAATAAGTGCGATGTGGTGCTGAGAAGAATGTGTGTTCTG 
TTGATTTGGGGTAGAGAGTTTGGTAGATGTCTATTAGGTCTGCTCGGTGCAGAGC 

1 5 TGAGTTCAAGTCCTGGATATCCTTGTTAACTTTCTGTCTCATTGATCTGTCTAATG 
TTGACAGTGGGGTGTTAAAGTCTCCCATTATTATTGTGTGGGAGTCTAAATCTCTT 
TGTAGGTCTTTAAGGGCTTGCTTTATGAATCTGGATGCTCCTGTATTGGGTGCATA 
TATATTTAGGATAGTTAGCTCTTCTTGTTGAATTGATCCCTTTACCATTATGTAAT 
GGCCTTCTTTGTCTCTTTTGATCTTTGTTGGTTTAAAGTCTGTTTTATCAGAAACTA 

20 GGATTGCAACTCCTGCTTTTTTTTTGCTTTCCATTTGCTTGGTAGATCTTCCTCCAT 
CCCTTTATGTTGAGCCTATGTGTGTCTCTGCACGTGAGATGGGTTTCCTGAATACA 
GCACACTGATGGGTCTTGACTCTTTATCCAGTTTGCCAGTCTGTGTCTTTTAATGG 
GAGCATTTAGCCCATTTACATTTAAGGTTAATATTTTTATGTGTGAATTTGATCCT 
GTCATTATGATCTTAGCTGGTTATTTTGCTCGTTAGTTGATGCGGTTTCTTCCTAG 

25 CATCAATGGTCTTTACAATTTGACATGTTTTTGCAGTGGCTTGTACCGGTTGTTCC 
TTTCCATGTTTATTGCTTCCTTCAGGAGCTCTTGTAAGGCAGGCCTGGTGGTGACA 
AAATCTCTCAGCATTTGTTTGTCTGTAAAGGATTTTATTTCTCCTTCACTTATGAA 
GCTTAGTTTGGCTGGATATGAAATTCTGGGTTGTAAATTCTTTTCTTTAAGAATGT 
TGAATATTGGCCCCCACTCTCTTCTGGCTTGTAGAGTTTCTGCCGAGAGACCTGCT 

30 CTTAGTCTGATGGGCTTCCCTTTGTGGGTAACCCGACCTTTCTCTCTGGCTGCCCT 
TAATATTTTCTCCTTCATTTCAACTTTGGTGAATCTGACAATTATGTGTCTTGGAG 
TTGCTCTTCTTGAGGAGTATCTTTGTGGTGTTCTCTGTATTTCCTGAATTTGAATGT 
TGGCCTGCCTTGCTAGGCTGGGGAAGTTCTCCTGGATAATATCCTGAAGAGTGTT 
; " TTCCAACTTGGTTCCATTCTCCCTGTCATTTTCAGGTACAecAATCAGACGTAGAT 

35 TTGGTCTTTTCATATAGTCCTATATTTCTTGGAGG 

TTTTTTCTCTAAACTTCTCTTCTTGCTTCATTTCATTCATTTGATCTTCCATCACTG 
ATACCCTTTCTTTCACTTGATCAAATCAGCTACTGAAGCTTGTGCATGCGTCATGT 
AGTTCTTGTGCCATGGTTTTTAGCTCCATCAGGTCATTTAAGGACTTCTCTACACT 
GTTTATTCTAGTTAGCCATTCGTCTAATCTTTTCTCAAGGTTTTAGCTrCTTTGCGA 

40 TGGGCTCGAACATCCTCCTTTAGCTCGGAGAAGTTTGTTATTACCGATCGTCTGA 
AGCCGCCTTCTCTCAACTCGTCAAAGTCATTCTCTATCCAGCTTTGTTCCGTTGCT 
GGCGAGGAGCTGCGTTCCTTGGGAGGGGAAGAGGAGCTCTGATTTTTATAATTTT 
CAGCTTTTCTGCTCTGGTTTATCCCCATCTTTGTGGTTTTATCTACCTTTGGTCTTT 
GATGATGGGGACGTACAGATGGAGTTTTGGTGTGGATGTCCTTTCTGTTTGTTAG 

45 TTTTCCTTCTAACAGTCAGGACCCTCAGCTGCAGGTCTGTTGGAGTTTGCTGGAG 
GTCCACTCCAGACCCTGTTTGCCTGGGTATCACAGCAGAGGCTGCAGAACAGCA 
AATATTGCAGAATGGCAAATGTTGCTGCCTGATCCTTCCTCTGGAAGCTTCGTCT 
CAGAGGGGCACCCGGTCGTATGAGGTGTCAGTTGGCCCCTATTGGGAGGTGTCTC 
CCAGTTAGGCTACTCGGGGGTCAGGGACCCACTTGAGGAGGCAGTCTGTCCGTTC 
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TCAGATCTCAAACTCCGTGCTGGGAGACCCACTACTCTCTTCAAAGCTGTCAGAC 
AGGGACGTTTAAGTCTGCAGAAGTTTCTGTTGCCTTTTGTTCCAGGGCTCTTGAG 
AATTAAGTGAACTGTTTCATGTAGAGATGAGGCACTCAGTAAATGTTGACTACCG 
TGCATCTTCCGTGCTCTGCCTGCACTGGCATTGTCCTTGAGATTTAACTGTATTGA 
5 CACATGTCGCCAAGGTCATGGTGGTCCCTGACACTTGACACCTATCGAATAAAGG 
CATGGTCTGACTGCCTTCTCTGCTGCATTAGTAAACCTAAGGCTCTGTTGACACA 
AAGCGGCTGGAACATAATCCAGGCACGGAGACAAGAGTCAACAGAGCAATACA 
GACATGATGCTAGAGTTCTGATAGAGCTGCCAGCACAGAGGACAGGATGTGCAA 
CTGTTTAGGATGTCAGGTGGACCTAGGGGAGGTGGCACAGCCGCGTTTTGAAGT 

1 0 GGAAGTTCCTTAGGTGGACATAGGACAGAGGAACAGAGTAGGGGTGTCTGGTGT 
GAGCAAAGGTACTGGCAGCCCCACTGCCTGGGGAAGGAGTGAGAAAGCAGGTTT 
GAGGGAACAGGCAGCTGGGGAGGGAGGAGCAGCACTGTGGTTGGAGACAGGCC 
CAGCAGATTGTAGTAAGGCAGGCCAGGAGGTTAAAAGTTTTCTGAAATATTCAC 
CCAAAGTGTCTAAAAATGTACCTGTACAGTTTAAAGAATAGTAAACATCTTTGTG 

1 5 TCCACCAGCCAGCTGAAGAAAGCATTAGGGGCCATCAGTGTGTTCCTCAATGAAT 
GCATCGCTCCCTGCCCCTGCAGAGAAAACCACTACCCTGAAATTGGTGCTGATCA 
TTCGTTTGTTTTTCTATACAATTTTACTACTACATTGGGGTTTTGGGGACTGATTTT 
TGAGCTTTATATAAATGAAGTCATTCAATCTAGTTTCTTTGATTTCACCTTCTCAG 
CATCGTCCTTGAGATTTACCTGTATTTACACACATGGCCCTAGTTCATTCACTACT 

20 GGGAAAACAAAGGAAAATGGCCAAACAGAACTCACACCAGGTACTGTGACAGC 
ATTTATTGAAGGTAGGAGCAGCAGCAGATGTGCCGGTCCTGTGTGGCCCATTCAT 
TCTAGGACAGTGCACGCTGGGAGAGGGATCCTGGCCATTGGGCTATGGGGCTTTT 
AAGCTGCATGATTAGGAAGCACAGCTCCTCCTCCTGCTGTGATCAAGGCTCTAGG 
GTCTGAGTTTTGCTGTTGCAGTTATTTGATGTGGTCAGCCAGCAGCAGGATTTACT 

25 GCAGTGTGTTCGTGGCTGGAGAAGCATCAGCCCTTCCTCTGATGTGATTAAAGGG 
CTGGGGTCCAAACCTTGTAATTGATCAGTGTCTTAGGCACTTAGCAATGGCCAGA 
TTCCATGGAACCTTGTAAGGGGCCAACTCCTTTCCTGGGAGGCCAGCCTGCCAGG 
GACAAACAGGTTAACTCTTACCTCTCATTCATCGTAGAATTTGATTGTAGGAATA 
TACCGGAGTGTATTTATATGTTCTAGTGTTCATGATGGACATATGGGTTGTTTCTA 

30 GTTTTTTATTTTTATTTTGCTATTACAGTGTTTCTGTGAACATTCTGGTGCAAGGGT 
TTTTCTGGGATAGTTAGGAGAGGACTTATATATTAGGGAATGACAATTTTTCAAC 
ATAGGTATACCAGTTTATATTCTAATTAACATTGGTAGAATGTTCCTGTCCTCATA 
CCCTCACCAATGCTTATTTTCTGGCTTTTTAATTTTTGCCACTCTGGTGGGTGTAT 
AATATTATCTTCAAGTTTAATTTTTCACATtMfGATTACTG 

35 CTTTTCAGCCACTTACAGACCATGTGAGTTTTTCCTCTTGTGAAATGCCTGTTAGT 
GTCGTTTGCCTATTTTTCTATTTGTGTTACCTTTTTCTTGATT^ 
ACATATTTTTGGATAGTAATCCTTTGTCAAGAATGTATTGCAACTATCTTCTCACT 
TTGTGCCCTGACTTTTCACTGTGTGTTGTTATCTTGTGACTTATTGTGAGGTGTTC 
ATCTTGTTTGCAACTTGATCTGTCATAATTCTCTGAGGCTTTGGCTGAAATCACCT 

40 TTCAGACAGGACCTGCATTTGCTTCTTCCTGAAGCCTGGGGATCACTTTAAATTA 
AATTTAGCCCTTGAGGTTTGTTCCTAGATTGAACCTGAGGGGTTCTTTCTCTTCTC 
TCCITCAGTCTGAGGATTTGACTGCACACACCAGAGAAGAAGGAATTACACTTTT 

GCAGGATTCCTTGCTGCCCACTTTTGCCAGAGGCTTGTTTCTCCTTCACTCTTGCA 
45 CTGAGGACTGGGACCTCTGAAGTTCCAGCTTTAGAGGAGGCCCTGCATCTGGACT 
TGTTGCCTTTGTAGGCTCCGGGCTTGATCTACAGTTCCCTGGACTCATCAAAGCA 
GAAGGCCAAGGTCTCCAGAGTCCTGTAGAACTTCCCAGAATAGAAGCTGATTTTA 
CTTCCCAGAGTTTTTGCrTTTTATTTTTGGCCTATCTGCACGCCTCATTCCC 
TAATTCAACACTAGTCTAAGAATATTTTAAAATATTTATAATCTGGTATTTTAGTT 
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GTTTACTTCAGGTTGATCCAAGTATCTAGTGTTCCTACTGCTGGAACAGAAGTGG 
CACTTTTCCATGAAATGTTCTCACATAAGTGTCCAGACAGGGAGTTGAATTCAGC 
TGAACTAACAGGCGGTGAAGTATTCTGTCCCCTTTATTAAAAACAAAGCACCATG 
AAGTTAATTTGCTCTCAATGTATAATGTAAGTATATGGAAGCTGGTGGGGGCCTG 
5 GGGAATGGAAAGACAGGGGATTCCCTTAGGTCTTATATAGATATAGCCACAGCC 
TCTGCCCCCATCCCCATCCCCACCTCCCCAAAAGGGCAGGAAGAGACAAAACCT 
GACGGGCCCTGAGCAGCTCTGCTTCCTGCCACAGGTCAGAGACAGTGGTTATTGT 
CCCCATCGGGTCTGATGAATTGTTCTCAAGGTCCAGCAGGGGCCTGCTCACATCA 
GGAGGCAGTAAGAAGGGAGGAAGAAAGCTTTAAATTGGGCAAAATTTAGACTA 

1 0 AATTTTGTTATCTAGGAAAGCCAAAGTTTAGATTGCTTCCCCCGAGAGAAAGCTA 
GCACTGCAGTGAACTTCATTGTTCATATAGTTTGTATATTTGTTTCAGTAAACAGA 
CTCCTTTGACATGGAATTGTTGACAAAATCTATGCACAATTTATCAGTTGCCAAA 
ATCATGTACCTATATACACTTGGAAGTAGGAGATACACAATTGCATTGTTACTGG 
AATATCACAATAAAGCAAATGGATACTTGGATGATTATATAGGATAGGGGAAAG 

1 5 TCTTTGCCATACTCAAAAATACAAATATGAGAGGGAAAAATTCATTGTTAC ATAA 
TCCTTTCTAAGATAAAAGAACCCGGCAGAGAAAAGCCAATGGCCAATTAGATGG 
AAAATTTATAAAATGAGGATACTGGCCCCTTGATTTGTGAAAGCTCTTTACAGAT 
GAGGAGAGAAATAGTGGAGAGTAGATAAAAGACATGAAGGGTAACCTATGCGA 
TACCAATGGCTAGAAAGATGCTTGACTTCTAATCAAAAAGAGCCCCTTCAAAAC 

20 GGCCAATGCCATTTGCCTTATGATGCTCAGATAGGCAAAGATTTAGAGTGTTACT 
GGCCTGTGGTGGCAAGCCTGCACAGTGGGATTGGGTGGGGAGACACTCAGACAG 
TCCCGAGTCCCACAGTCATAAGAGGTGTGGTCTTGACCCAGCAGTTCTAAGACTG 
TCTTTCAAGAAAATAGTATACAAAGAACTATATGCTTAAGTAATTGTGTTCAACA 
CTCGTCATCCTTAACCCACTTGGTCTCTATCAACAGATCAAATATCATAGTTCAAC 

25 CGCAGTTTAGAGACTACCTCTATTTGAAATGATAGGAAATGACACAAGACATCC 
ACCCTTGTGTTAAAGCAAATTCAGTTACACAGCATTATTCCAATTGGTACCTCTG 
GAAGTTTGAAATCCTTACATGAGCTTGTATGATGGAGGGAGGGGAAGGAGGAGG 
AGTTAATGCTGGAAGGAACCAGAACCCAGGCCCCTAAGACCAAGTCAACCTGGC 
TTCTCCAACCAGCCAAGCTAAGAATCCTCACCTATATCACACTGACCCTGCAGGA 

30 TATATCCTGTGTCTCCCTGTACAAGCCAGGAAGTTGGGCAGGGCAAGACTGGCCG 
TTGCTAGCCATAGATGGGAAGACAGGCCCAGAGAAGGGAAGTCACTTAGCTTCC 
ATGGCAAATGTTTGGGCCTTCCTGCCTTTTATGTTCTCCCTCTAGCTAGAAGAGTC 
AAAAGACAGCAGTTTCCCCTAGCCGCTCTTCGTATTGGCCTGTAAACTTGTACAT 
" ACAAAACCAAACCAAAACATTGACAACAAAAACTAAGTAAGCATTAGGCTTGGG 

35 GCAAGAGGAAATGCAATTCTAGTCAGTAGTTAATAGCACCCAGTTACTGTTGGCC 
GTTATGTACTATTCTAAGCATTCTTATCTGTTAACTCATTTTACCCAATACTTCTAT 
GGGAATAGACATTAACCTCATTTTACAGATGAGAAATCTGAGGCCCAGGGAAGT 
TGAGTAACTTACTGAATATCACACAGCTAGTAAGAAGCCAGCTCTGGGGTCCAC 
ATGCTTGTCCAGTATTCTGAAGACAGGAAAGGCTGAGTAGGCCAGAGCTGGATG 

40 AGTAGGGGGTACATGCAGTATTAAGGCCACAGGCATGACTTGAGTACCTCAGCT 
CCTCTTGTAACAGCTCTCTAAGCTCGTGCTCTACCTGAAGTCCGGAAAGGTGTCT 
GAAACCAAGTTCAGGCTTCCCTACCAGATTCTTCTCCCTGTCCCATTGAGGCCAA 
ACCCTAGCATCCTGTCCCCTTCTCCACCTAGAGGATTGACATGTCTAGAAAGGGC 
TTTGCTGCCAAGTCAGAGATGAAGGCCCATGCCATACATGGGCAAACTGGGCTC 

45 AGCGGCATAGCCAGCACTGGCACAGACCTGTCTGGTGGCCATGCCCACCATCGC 
AGCCAGTGTCAGGGCCAGCAGGCTGCCATTCCTCCTGTGCCAGCCCTTCCCACAT 
GGATAGTCTTGGGAGGCCAGGGGAAGGGATGGGAGGCTGTGGTCAGAAATGCA 
GCCTTTAGCGGTAGGCTGGCAGGCTCAGGGGGTCTGTGAAGTGCTCCTTCAACTC 
AGTCTTAGAGTAACCCTTATCCATGACAGCAGCTGCTCAGGGTGCTTTGAGGATG 
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CCCTTGTCAGAACTTCTGTGTCTGTGAGGAGGTGACAAGCCTTCACAAGCCATTC 
ATTCCTGCCAGGGGCCCAGTTCCCAGCTGTTGGTGTTCTTTGACTGTCAATGTCTT 
AACCTCCAGTATCTTTGTCCTGTTTGCTCTGCCTGAAATGCCACCGTTCCTTGTGG 
AGAGGCAGAGGCTCCCGAGTTGAGCCTTGGGGGACATTGGCCTCTGTGCAGGGT 
5 GTGGCATATATGAAGTATTTGTAATCAACGTCACAGTTTTGGAAGGACAGAGCTG 
ACTTGGAGGAAGTTTCTCACATAAGAAATAGTTCTGTTCTAGTCGTCACAAATAA 
CTTCTCCACACCTGGTTTCAGTAGGTTTGAAATGATTGTTTATTGGGCCCATTCAC 
TGTCTGTTGCTTTCCCAGAGCTTCTGGGCCCAGGTCTGGCTCAGGCCCACAAAGA 
CACCAAACCCAAGGACCAGGGCAACAGCTGGCAGCAAAAGGACCGCCCAAAGG 

1 0 AGAGGTCTCAGGCTGGAGTTCCCATTGGAGTCTGTCAGAGAGACGGGATTGGCA 
GGGCTGGGTGAGGCCCCTCCAACCCTCCCCTCCACCCCAGAACTTTGTATCACAC 
TGGGCAGAGCTGAAGCTGCCTTTCTGCAGATGAGGTGGACTGTGTCTGTCTTCAC 
TTAGTTCCCCACTGACTGCAGTGACACCATCTCTTGCCCTCAGCTATGGCTGGAG 
CATCCCTGTTTTGTCAGCACAATCTTGGGGGCTGAGAGTGGGTAAGGCCTGAGGG 

1 5 GCCC ACCCAGAAGCCCTCCTACCTGTGGGCCCAAGTGTGGGCTCCTGCCCATAAG 
AATCCTCAAAGCCCACTGGCCCCGGAGAGCTCACGATGTCCTGGGGCCTGGCAG 
TGTCATTACGGTGACCTGAGGATCGTCGCTGTCCTGCCCAGGGGAAGAATGAAAT 
CTTGGGCTGGTCTCCTGCCCCTGTGGCCCAGAGGCCAGGCACAGGCCTGAAGATG 
TATAAAGGAACAAATACCACTCGCAACCCAGACTCACTTGTAGTGCCAGTGCTAC 

20 ATGCAGTGGAGCAAGTCTCCAGCCCTGAGGTGTGGCAGGCAGAGGTGCTGCAGA 
ACAAGTAAACCTGGTGGAAGGAGAAGAACATCAAAGTGGCTGGCTCAGTGCCAC 
CGGGCAGGAAGCACAAAGGGAAGGACATGGAATCCCCGAGCTGGGCCAAGTCT 
AGGCTGCTGCTAGCCAGGCAGGGAGAAATCTGAGCTGCTTGACCAAGATGATGA 
CTGCTGCCCATGCTGAGGGAGTGCAGAGCTGAATGTGTTCCTTCCAGATTTGAAA 

25 TCCACACCTTCCTTGCTCCCCAAGGTCCAAGTCTGCAGTGGAGTGCCCTGCAGGC 
GGGGACCACCGCACTTCGTAATGCCCCAGTCCTTGGCGGGCCTGCTTCACCAATG 
CTGCCTCTGGCTGCACAGCCCCTGGGAGGGCTGGCTCTCTCCCTTCCACCTGCCCT 
ACTGAGGGAGACAGCAAATTCCAAGGAGGTGGGACTTGGCCAGGCAGCAGGAT 
AATAGATGTTTGCCCTCCCTTTGTGACCCCTGGAGACCAGTGACTGGGGGCAGAG 

30 GGGAGGGCAGATTACCACCGCTTCCAGATACAGAAGGGCAGGGGCAGTGCCCTA 
CGGGACCAGAAGCAGGAGGAGCTGACCCAACCCAGCACCCAGGAGGCCCCACTC 
ATGGGCAGCACACAGCAGAGATGAGAACGAAGCCACACTAACCAGTGCTTCCAA 
. GTGAAATCAGTCTACATCTGACATAATAACAGGCAGTGATTTAAGAATCTAGAG 

35 CCTCTGAGGCCATCTGTATATTACATAGGAGACCTAAATATACCCTGAGTTTATC 
TACCTTTACCITCTGGAGAAGTTGCTGAGTTAAAGAAAATTCAAAGAATTACATG 
GAACACATTATCATTTCTGGAATCAGAAGTGAGGTGAGGCCACCCTAGAACACC 
ATGACCAGAGTTCAGATTTAGGGCTGATTGCAGCACAGGCAGCATTTTCCTTCCT 
CCTGGTGGTGGTTATGGGTTACCTTCTTGCTGACCCGAAGCCCGCTGCTTTCCATG 

40 ACACCTGGTAGACGCCAAGCCCCATCCCAGAACTTTGTCCATATAAGTTCACAGG 
GTGCCAGAGGGATTTGGCGACCAGCTCCTCCCACTTAACAGATGGGACCAGGCA 
TGCGGCAGCCGGGGCTTCTTACCAGTCCTCTGAGGGCTCTCTGGGAGCCTGAGTC 
CAGGAGGGCGAAGGTAGCAACAGTGAATCGCTGGTAGTGCGACTGGAAAGGTGT 
GGCCCCGTCCAAGGCTACCATTTGGGTTCTGTAGCTGTCGCCCTTGAAAGGGCAT 

45 CTGAGAAGAGAAGTCAGAGAGGCTGTTTACAGGAGGCAGAGCAGGTGGGGGGA 
GTGTGGGGGCACTCACCCGTCTGACAGGATGGGCCACTGGGGCTGCTGGAAGGG 
GTTGGCACTGGGAGCGCCCCAGCACTGGTGCAGCAGCAGGACCAGGTTGGGGTC 
TGTCCTCTGCAGAAGCCGGACCTCCACATGGACTGGTTCTCGGAGCAGCCTCACG 
ATGGGATAGTCATCCTCCCCATAGTACGAGCTGAAGGTCTCGTCTGCAGGGAGA 
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GTGACTCATGAGCCAGGGCGGGCTGTGCATCAGGGAAGTGGGGGCCAGAAGAG 
AGCAGGGATAGCATAGCATACCTTTGGCAATCCGCAGCTCAAGCCGCAGGGGGC 
CGGGCTGGGTCATAGGAGCAGGCGATGGGGGTGGGAAAATGGATGCCTGAATGG 
GCAGGAAGTCACTGGCGTTGAAGACACAGCGCACATGAAGCCTGAAGTCCACGT 
5 GCAAGAGGGTGGGGGAGAAGACACAGAATCAGAGCATCCTGTTTACGTAATAAA 
CTAGGCACCAACTCCGTGGGTGCAACAAATAGGGTACTGTCCAGCAGGGCAGAT 
GGATGCTACTTAAGCAATACTCAGCATTTCCAAGGCAGGCTCAGGAAGCTCACCC 
TGCCCATTCCTCTGCCCACCTGGTCTCCCTGGGATGGCTCAAGCCTGTTATGCCAG 
GCCCTGCACCTGGTGGGAGAATACAGCAGGATAGAGATGGGCCCTCGGGGGGCT 

1 0 GGCACCTTGTTGGGTCTGCCCTGGCTACCCACAGCTGCCTGCTGTGCCGTTCGAG 
GCCCCTGGAGCCTGACAGTTGAGGCTGGTGAATGAGCCTAGGTGCTCTGCCTCCC 
GACAGACCTGGATTTGAGTCTTCTTAGCATTTACAGGCTTTGGGACCACAAGCAA 
GTCTTCTAACCTAAGCCTCAGTGTCCTCATTTGTAAAATGGCTGTGACTGCCTCCC 
TTTGAGGGCACTGAGACTGAGTGAGATCACAAGATAATGCACCTGTGTCTTCATT 

1 5 GTCCTTGTAGTTGCAGCTGGTTTGCCACAGCCTAAAGGCCACAGTGTCTAGCATC 
TTCCTCACTAGCCTAAGGGCCATGGTGGCCACTCCTCCACACTCTGGTGGGGCCA 
ACACCCTCCTAGCACCCCAGAGGCCTGGTACCAAGGAGATGCTGAGTAGGTATA 
GGAGGCTCACCCCTGTTCTGAAGGCCTTGTGTCTGAGGAGCTCTCTGGCCTAGTC 
CTGCTGGCTACAGCTGTTTCCCCCTGACTTCTGCCTCCCTCTGAGAATCCCTAGGC 

20 ACTCTGTTGACCTCTGGCTGACTCCCAGAGCTCTTACATCAGAGAGTCTAAAGGC 
ATGACACAGACTTGTCCTCCACCACTTGGCCATAAGAACATATGGGTTTTTTTAA 
ATTAAAATAAAAAATAGAAATGGGGTCTCGCTGTGTTGCCCAGGCTAGTCTTGAA 
CTTCCAGCAATTCTCCCACCTAGGCCTCCCAAAGCGCTGGTATCATAGGCGTGAG 
CTACCACCTCTGTGCTACTTAGAGCTTTAAAGCCAAATACATTTGAACTGTGACA 

25 CAGTCCCCTGCTCCCCAACCCTCACGGCAGGGCGGGAAGGGGAAGGAGATGCCC 
AGCAACCATGCAGTGTCAAGCACAAGATTTCTACAACCCATTGGCTCCGTCCCAC 
AGGGTGAAGGTTAGGTGCTTTGCCCCTGGTCACACAGGTTCAGAGCCAGGCATG 
ACAGACAGATTCCCTCGGGTCACCCCCACTGGCATCCTGGGCACCTGGGTTGGTT 
TTGCCTCTTGAGTCAGCAGGTCCAGGAGGCCCCTAACAATGAGGGGTTCCTCCCC 

30 CACCCAGTTCCTCTCCCACCACATCCTCAGAGAGGTATCTTCAGCTTCATCTGTGG 
CTTCTTAACCTGACATTAGGAGGGGCAACAGCCGTAGCCTCAGCCTCCTCCTGGG 
ACCTGGAAGGGGACACTTTCAGTTGCTTTGAGCTTGGTTCTTGGAGAGACCAAGA 
CAGGGCTCJCTCAGGACTCCAGCTCTCTCAGGACTGGCCCTGGGCTTCTAGCCAA 
""""" GCCCTGCAGGCCAGGCATGGAAGGGCTCCACTTAACACTCATGTCTGCCCTGAGA = ^ 

35 GAGGGACATTTCCCCTGCCCAGCAGGGGAGGCTGGGAAGAGGTGGGCCCCTTGC 
CTAAGATCACATAGCCGGGTAACAGCAGAGCCTGGGTTTGAGCTGAGATGGCTC 
CGAAGCCTGTACTGAGCTCGCCTGTGCCCCTGACACCCTAGCACACAGCCACGCC 
TGTAGGAGGAGGGCTGCCCTTACTGGAAGGTGCTGTCCCGCGTGATGGAACCCT 
GTGGCCCCTTTTGGATGTGGATGCCAGACACCAGCCAGTTCTCATAGATGAGCTG 

40 GTCGCCAGCCACCTGTAGGAAGAGACAGCTGGGTGAGGCTTTCTGGTGGGGGAC 
CAGGCCCCAGCCTGTGGTCCCGGCTCCTACCTGCATTGTGGTTCCACAGTGGGTG 
AGAGGGAAGTAGAAGACCACGAAAGCTTCCGTGTGCTGTGTTGGGGAGCAGCTG 
GTGGGGGCATAGGCCAGGTGGATGTTGGCCAGTGTGATCCTGTGTGTCAAGGCC 
ATTTCTTGGGACACCACGAGGACGAAGTAGCCATCTCTGAAGCACTGGACAGTA 

45 GCTGGGACAAAGGCAGATGAGGGCCTTGGGGTTTGGTGTCCATCCAGCACAGAG 
ACGGGATGGCTGGGTGACAGCCAGGCTTTAAGTGCCGGTCTAGGAGAATGGACG 
CTTACTCTCCACTTAGGCTGGTGTTGGCCCCAGCAAACCCTTTATGGACTGATTTT 
CTCATCCATGTGACAAATGAGTTGAACTACACTCTAAAAGTAGGTTCACCATATA 
ATCTGTCATCCAAACCAGGGCGTTTCAGATCTGAAAGTCCAGATGTGTGTAAGGT 
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AGATCTATTAATAGTTCCCTGGGACAGTTGTTATAAGGCCAGCTGGGACATGTGA 
CCGCCCCATCTAAAGGTCTCCTCTGCCATCTGCTCTGGGAGTTGGGCTCTCCAGG 
AGGAGGATAGGAAGCAGTTTCCACCAGCTGGAGGAGACAGCTCTCCTTCCGCTT 
CAGAATCCAAGGGACCAGGATCTTGCTGGGGTGGGAGGTTGTACCTGTGTTGCC 
5 ATAGTAACAGGGAACCTCTCTGGTGTTGTCATAGCAGCAGCCAGCCTGCTGACAG 
GCTTCTTTTGAAGTTCTTCTCACGATGCAGGGGAGGTGCCCTGAGGCCACCTGGC 
ACTGCTCCTGGCTCAGGTGGGTACCTAGGGTTGGGACAGAGTGATGAGGCTGAA 
GGCACACAGTTTGCAAATCATGGCCCTGGAATTGAATCTTGGGAACCTGCTCCAG 
AGCTTGTGCTCTTAGCCAGCACAGTAAATGTCCTCCCTCAAAACTGAATATTACT 

10 GAAATTTCTAGAGAATATTTTCTGAGAATCAGGTGTTGCTGGCAATGGTTTCAAT 
GAGTTTCTGCCTAAAGTTAGGAAACAAATTTACAAGACCTCTTCTAGCTTTAGTA 
CACCTATACATGTTTAAAGCTGTTTTCCAAATACTACAAAGGAATAAAAGAATCA 
TCTTTTTCTAAAAAAAGAAAAAAACAAAAAAAGAAATGGCTTAGAGCCCAGTAA 
AAGGCTGTTAGGCCACCCTGTACTCCAGAAGTCCCCAGACAGAGGGTAAGTACA 

1 5 CTC AGATGTCCTGCGT ACCTATGTAATCTCGTTTGTTC ACATCCCAGTGTTCCAAG 
GTGCCCCAGTGGGGTTGAGCCAGGGTGGCGAGGGTAGGTCCAGGTCCAGGGGAT 
GGTAAAGCAGGGGTTGGGTGGACAGAGCTGTGCCCTGGGTCCAGTGGGCTGGGA 
AAGGCATGGCCAGAGCCTTGGGAGGTATGGCCAGAGGTGGGGAGGAAGGAAAG 
GGTTTGTGGGATTGAGACAGAGAACATGGCGGGTGGTGCCAGCTGGGAGTCCAG 

20 AGTCCGGGAGGGGTCAGGTTTGGGACAGATCAGAGTAGCGTCTTGTGCCACATC 
CACACGACCATTGGGCAGCACAGCCTCCATGAACACCCTCAGGTGGAAACGCCC 
ATCCTGCAGGTGAGAGGCCATCATAGAGCAGCAAGGTGAGGCCACCTAGCATAC 
CCAGGCAGGGGACGGGCCCACGAGAGCTGAGCTGGCCATTAGGCAGGGAGCTG 
GATTCATGGTGGATTCCAGAAAGTACCTTCCAGAGCTTAGTTTCCCTCACCCACC 

25 AGCTCAACAGATCTTCGGCTTTGGCTCCTTTCTGGTTCATGAGGGGCCTCTTCAGC 
CTGACATGACACTAGGACAAGCTTGCCCCTGTGCCAGAGCATGAACAACCCCTA 
CCTTCTCCAGCACGTGGCAGCCTCTGTAATCGGCCGAGAAGACTGCAGGCTCCTG 
CGGCCTGGAGGTGACCCAGTGGTAGCAGATGGAGCAGTTGTTGACATCAAATCG 
GTTCCCAAATTCATCTGCAGTGGGGGAAGGGGAGGGGCCAGGGATGTTGAAGGG 

30 TGCAGGGAGAGGTTGCTGGGGTCTCGGAAGGAGTTCCCACTCAGCAGCCAGGAG 
ACCTGGGTTCTTGCCTTAGCTTTGCTATTAGTTTGTTGTGTGGTCTTGGGCAAGCC 
CCCTCCCCTCTCTGCTCTCAGTTTCCACAGCTGTAAGGGGATGGGAGGGTCTTAG 
GATCTTTCTAGCTAGGGTTCCCTGCTCACAGCACACGGCAGCAGGCAGGCACGA 
AGATGAGGTGGAGAAGGGATACACAGGGTCTCAGGGAeTGGCGTGAGTATTTCA - 

35 CATCACTTCTTTTAAGCTTAGTTATCCACATCCTGTGGCTGAGGCAGCTGAGGAA 
GGGAGGGTGCGTGAGCTTTCTTAGGTGCACACAATGAGGGGCAGAATGAGGATT 
TGAATCCTGGGCTTTGTAGAAAGATCTGAACCCATTTCCCAGGTTAACTGTGGCT 
GCTGCAGTTGCTTGGAGACACCCCCTAGGTGTCCACCCTGCTTGTTGCCCCAGAA 
CAGCCTGGGCATTCCCTGGGTGTGGGCATGTCCCCATGCCCTTGTTCCATGAGCA 

40 CGGCCAGGTTCATCTTCCCCACCTTGCAGATGAGGAAACAGAGGCTTATGAGTCA 
GGTCAGTTGTCCAAAATCATCCCGTTTAGAAGCTGCAGATCCAAACCCCAGTTCT 
AAACCCACACCAGGCCACGCCTACTAGGTCCTGCTGCTGGAAGTGGTTTATGGAC 
CCTCAGCCTCAGTTTTGACTGAGCGTGGTTAGAGATGCAGAGCCTAGGCTGGGTG 
CAGTGGCTCACGCCTATAACCCCAGCACTTTGGGAGGCTGAGGCAGGTGGATCA 

45 CCTGAGGTCAGGAGTTCGAGACCAGCCTGACCAATATCGTGAAACTCCATCTCTA 
CTAAAAATACAAAAAGTAGCTGGGCGTGGTGGCACACACCTGTAGTCCCAGCTA 
CTAAGAGGCTGAGGCAGGAGAATTGCTTGAACCTGGGTGGTGGAGGTTGCAGTG 
AGCTGAGATCGTGCCAACTGCACTCAAGCCTGGAGAACAGATTGAAAGAAGTGA 
GACTGTCTCAGAAAAAAAAAAAAAAAGAAAAGAAATGCAGAGGCTTGGCCCTG 
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CCCCAGGTCCACTGAATCAGAACCTGCACCTCAACAAGGTGGCCAGGTGTTTCCC 
ATGCACACTAACGTGGGAGAAGCTGCCCTGGGTGATGATTCTCCTCCTTGCCCTT 
TTCTGTGGTGAGGGGGTGGGGGGCTGGACACCCCCAGGCTGGAGGGAGGCCTCT 
GTTCTTGCTCCTTCAGGGGAAGGGTCCCAGCTCCCTTCTGGCAGCAGCCCGTGGC 
5 CAGGGAGGCAGGGGCCAGGACTCTGCCAGCACTCACCCACCACCTTGAAGCGGA 
GAGTCTGGCCTGGCCTGGGGAACACCAGCAGCTGCATTCCCTTGATCCCACAGTC 
GTAGCTGTGCCGGAGGCCTGGGAGGCCAGGGTCGGGCTGGAGCCACCTACCCAG 
CCCCAGGGTGGCGACCAGCAGTAGCAGGGCCACAGGGTAACCCCAGGTCGTGGC 
TGAGCCTCCTGCCATGAGACGCCACAGACACACCCCCTACTCCCTCGCCACCAGA 

1 0 GCTGGGCCC AGGCCTTTTATGGAGG AGGTGGCAAGTGGGTGCCTGTAAGGGCAA 
AGGGGGCCCACCTGGAGGAGCACCCACCTGGCCACCAGGGGCTGTGGTGAAACT 
CCTGTTCCAAAGGCAGCGGGAGGCAGAAAGCTGCACGTGGCCCCTCACCCTGGC 
TTTCTGTCTCACAGCTGTGGCTTTGGAAGGGAGGAGGGAGCTTTCCAGAAAACTG 
AGGTTGCAGATGGGCTGTGGGAAGGGATCCAGGGCTAGGAGGTGGCACTGCAGA 

15 CCTCAGGCCCTCCACTGTCTCCCTCTCACCCCAGCCTTTCTGCATTCCCTTCCTGC 
CCCAACAGGCTCTCCAGGTCCTCCTTCCTGCCTTGAGGCCTCAGGACCACTGGGA 
GCTGCCGGCCTGGTTAGTGCAGTCACAGCTCCTCAGGCAGGGCTTTAGGGGCATT 
AGAGCAAGACCAGGAAGACACAGCCCTCAGAGCTGGCAGCGGAATGGGGACTG 
CAGGTGAGTAAACAGACCAGTAGCACCTCCAAGGGCTCTCCTGAGGATTCAGCC 

20 GGTCAGTATGATGATGACTATGACTAATAAAAAATAACAAGGACAACTAAATGT 
AATGTGGCATCTGGATGGGATCGTGGAACAGAAAAAGGCAGTAAAAGTGAAGA 
AAGTGGATTTTAGTTAATAATAATGTGTCCACATTTGTTTGTTCATTAATTGTAAT 
AAATGTATCATACTCAAGTAAGATCAGTTATGGGGTAAACTGGGCCTGCGGTGTA 
TGGGAACTGTCTGTACTATCTTCTCAGTTCTGTAAATCTAGAACAGTTCTAAGAC 

25 ATAAAAGTGGCTGGAAACAACAAGAATGGCCTGTGGTCTGCCATGATTACAGTG 
CCAGGTCTTGCTTGTGTTAGATCCTTATACCGCCTGACCATCCTCTGAGGAAGGG 
ACTGTCACCAGCCCCACGTCCTGGCACTAATTCCTGCAAGTGATTAGCCTAGGGC 
CCAGCAGCGTTTGAGCTCAGCAAACATTAGGAAACTGAGCTCAGCAAACATTAG 
AAAATGCAGCTATTATAATTAGCAGCTGCTGGAAGGGGAGAGCAAGAGGCTTGA 

30 TAGCTAAGAGCCCGGTTCTGGTGAGGTTGCGGAGAAAAAGGAATGCTTATACGC 
TCTTGGTGGGGGTGTAAATTGGTTTGACCACTGTGGGAGTGTGGTGATTCCTCAA 
AGAGCTGAAAACAGAACTATCATTTGATGCAGAAATCGCATTACTGGGTATATAT 
CCAAAGGAATATAAATTGTTCTATCATAAAGACACTGAACCTGCGTGCATATGTT 
'* CAGTGCAGCATGATTCACAATA^GGAAGACATGGAATCAAATGCCCATCAATGG 

35 TAGACTCAATAAAGAAAATCTGGTACATGCTGAGCACGGTGGCTCACGCCTGTA 
ATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATCGAG 
ACCATCCTGGCTAACACGGTGAAACCCTGTCTCTACTAAAAATACAAAAATTAGC 
TGGGTGTGGTGGCACGCACCTGTAGTCCCAGCTACTCAGGAGGCTGAGGCAGGA 
GAATCGCTTGAACCCAGGAGACGGAGGTTGCAGCGAGCCGAGATTGTGCTGTTG 

40 CACTCCAGCCTGGCCGACAGAGTGAGACTCTGTCTCAAAAAAAAAAAAAAAAAA 
AGAAAAAGAAAAAAAAAAAAGGAAAATGTGGTACACATACACCATGGAATACT 
ATGCAGCCATAAAAAAGAATGAGATCACATCTCTTGCAAGAACATGGATGGAGC 
TGGAGGATATTATCCTTAGCAAACAAATGCAGGAACAGAAACCAATACCACATG 
TTCTCACTTATAACTGAAGGCTAAATGATGACAACATATGGACACATAGAGGGG 

45 AATGGCACACACTGGGGCCTATTGAAGGGTAGAGGGTAAGAGGAAGGAGAAGG 
GTGGAAATAATAACTATTGGGTGCTAGGCTTAGTATCTGGGTGATGAAATAATCT 
GTACAACAATCCCTCTGGACATGCATTTACCTATATAACAAACCTGCATAAGTAA 
CCCTGAACCTAAAATAAAAGTTTAAACAAAAAAAGTTGGTTCTAATGGTGCCCC 
AACCACTTTCTTAGCTGTGACTCAGATGCATTATCTATTCTGAGCCTCAGGTTTCC 
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TGTTTGTAAACTGGGGGTGATAATGCTTTCCTTGCCCACATGGTGGATAGGAAGA 
CACAAAGAGACAAGTCATGGGTACCAGGTGCAGTAATGATTTAATGCTTGGCAA 
TAATTCACTTCTACTGTGATTAAAGCTCAGCTGGGAAAGCTTGGTGGGGCGGGGT 
GGGAGTCCCTCTGGGGGCACAGTGGGAAGAGGCACCCAACACAGCATCGAGGAT 
5 GGGCGACATGGAAGTGTTTTTGGAGGAAAGGGGTCCTGAGCAGAGGTGGGAGGA 
GGCGGGGAGGACAGGGATGGTGCAATGGGGATCTGGGGAGAGCAGAGCTGGAG 
GAGGAGGGAGGAAGCAGGTCACACAAAGGTCCAGGACAAGGACTCCAGGCAGG 
CTGAGGGTGCTGGCGAGGGAAGGACTAGGAGGGGAAGGAGAGGAGCCAGGCAG 
GAGCGGGGAGTGGGGTGGATTTTCCCTGAGGGACGATGTGGAAGTTTTAAACTTT 

10 TAATTTTGAAATTATTTCAGATTTGCAGAATTTCCATATAGCCTCCTCCAGATTCC 
TCAGATGTTCACTGTTCACTTTTTACATTTGCTGTAGCTCCCGCTTTCTCTCTCTGC 
ATGTGTGCAGACATACACGCACGCACACGCACGCACACGCACACACGCACACAT 
TCTTCCATATCATTCAAGAGTCAGTTGCAGAAATGACAGATTCCCCTTTACCTCTA 
ATTACTTCAGTATACATTTCCTAAAAAAACAAATCACCCCTACAGTCAAATGATC 

1 5 AAAATCAGGAAACCAACAATGGTATAAACACAACGATCTAATCTGCAGACATTA 
TTGTAAGAAATAAAGAGGAAAGCAACATGAAAGGGCGGTTCAACAGGCAACAG 
GGACAGGTTTATGTTGAGTAAACCTGAGAGGGGCGGCTGGCCGAGTTAGGTCAG 
AGCCCCACTCTCTTACAGATTAAGAGTTAAGGATTCAGGGCGGGGGAGTTTATCA 
GAGGCTTGGACTGCTCCTGTGTCTCTTTGCTGTGCGTATCTGGGAGGGAGAGTTG 

20 TGTGTCTGTTCCCATATATCTTTCTGCAGCTACAGGCATATCCCCAGAGTCTGCTT 
TTAGCTTCCCTATCTTAGTGCCCCTGAAGGAAAAGGAATGTGCTTATTAAGGCCC 
ACTGTTTTACTGGGGCTCATTGTGTGAGGGTGAAGTTTGGCAGTTACCAAAGAGA 
CCTTCCCTCCACCCCGCTCTGTGCCGGAGCTGTCTTATCTGTATTTTACTGTCTGC 
TCTTTCTGGCTGTTGTAGTTAGAAGAGAAGTGATTTCCTTGAAATGCATGAGGCT 

25 AGAAAGGGAGCTGGAGCTTAAAGTGGCAGTATTTGTCCGAGATGACGGTGCTCC 
TGCTCTGACAATTACTCAACATCTGCCGACTGTCCTAACTGTGACTTTCATGGCA 
AAGGAGTACAGTGGTTTTGGGAGTCTGCAGGATCCAATCCAGGCTCAGAGTCTC 
GCTGGCGTGCCTCTTGGCCTCCTCTGATCTGGGACCGCCCTTCTATCTTCTTTTGT 

30 AGTTTGGGTTTGTCTGGTGTTTTCTCCTGGTTACATTAGATTTAGTTGATGCATCT 
TGGCCTTGTATTAGTCCGTTTGGCTGCTGTAACAAAATACAGACTGAGTGGCTTA 
AATAACAGTCTTTTTCTCACAGCTCTGGAGCCTGGATGTGCTAGGTCAAAGTGGT 
GGCAGGTCTGGTTGCTGCTGAGGCCTCTCTCTTTGGCCTGCAGACAACCGTCTTCT 
CACTGAGTCCTCACGTGGTGTlTCCCCTGTGCTGGTGCGTCCTl'GGTGTCTCTTrG 

35 AATGGTCAAATTCCCTCTTCTTCTGGCTGGCACGGTGGCTCACGCCTGTAATCCTA 
GCACTTTGGGAGGCCGAGGTGGGCAGATCACTTGAGGTCAGGAGTTTGAGACCA 
GCCTGGCCAACATGGTGAAACCCCATCTCTACTAAAAATACAAACTAATTAGTTG 
GGTGTGGTGGTGCACACCTGCAATCCCAGCTCCTCAGGAGGCTGAGGTGGGAGA 
ATCACTTGAACCTGGGAGGTGGAGGTTGCAGGGAGCCAAGACGGCACCACTGCA 

40 CTCCAGTCTGGAAGACAGAGTGAAATTCCATCCCAAAAAACAAAAACAAATTTC 
CTCTTCTTCTAAGGACACCAGTCAGATTGGATTAGGGCCACCTTAAGGGGCTCAA 
TCTTAAATCACATCTTTAAAAGCTCTATCTCCAAATACAGTCACATTCTGAGGGA 
TGGGGGTGGAGGGTTAGGGATTTCGCATATGAATTTTGGGGGGATACAATTCAG 
CTTGTACAGAAGTGATGTTGTGTCCTTCTCAGTATCTCGAGGCACACCCCGCTGG 

45 CITGTCCTGTTATTGCTGATGTGACTTTGATCACTTGGATAAGGTGGTGTCTGCCA 
GGTTTCTCCACCATAAAGTAATGATGTTTCTCTTTGTAATTCATGAGTATCTTACA 
GGGAGATACTTTGAGACTATGTAATCAATCCTGCTCCTCTTCAAATGTTCACTGG 
CTAGTGTGGTTGCCAAGTGGGTGGTGGTTCTCTAACTCTACCCTTCCTTCTGCATT 
TATTTGCTATCATAAGAGAGAACTTTTCCTAACGGGGGCTTTTAGGGGCCAGAGA 
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gagaatcagctggagtctttgagaggcctggattttgcctggtgctcactgttta 
tgagcacaagggccctgggaagtcacttaccggcttttttcctctatctggagag 
taaggatgagaatgattatggtggggatgcaattacataagacacggagaggtg 
tttccccactggtcatggacccatggggaaagtacgtctcccaaggtgctggaaa 
5 tgggcagggaaagagaaggggggcttcctcagggccaagggcagaacacctttg 
ggaaaagggtaccagagtatccaagagagagagagagcgcgcacgagcgccct 
gagccctcggttacgactctacgttcttgcaaagactcatggacaccaagaatta 
tcagcctgggaggatcccagctcctctgctcacccactggagaccttggaaaagt 
cccttccctgctctgtgacttgctttcctcatctataaaatggggttataatagca 

10 cctaaattgtagggttgctctgaggattaaatgagataatccatgtgaagcaggc 
agaacagggtctgcacatggtcatcatttgaacacgatagccattacaaccacg 
attatttttattgataaagagagagggtcagatggaggtgacttgacttggaatc 
ttggctttatccacttggcttctggtttttgggtttttttttagagatggggtcttg 
ctatattgcccaggctggtctcAaactcctgggctcaagcaatctgcccgcctct 

1 5 gtctcccaaagtgctgggattacaggcatgagcctccacacctggccacttggcc 
tgtttgtaaacctgtttgttcatttctttctttctgtttttaacctatgaattttttt 
ttaatggaacttcagtttcttttctttctttttttttttttgttttgttttgagacag 
agtctcactctatcgcccaggctggagtgcagtggcgcgatctcggctcactgca 
agctccgcctcccggttcacaccattctccagccttagcctcccgagtagctggg 

20 actgcaggcgctggccaccatgcccggctaattttttatatttttagtagagacg 
gggtttcaccgtgttagccaggatggtctcgatctcctgaccttgcgatccgccc 
gcctcagcctcccaaagtgctgggattacaggcgtgagccaccgcacccagttg 
gaacttgagtttcttaatctataaaatggaactaagaatacagtccacctaagtg 
gggcgccgtgtaagtatcagttgcttgccctgtctcctctgtgaatagagcctag 

25 ggaaggcactggaggaggatggagcctctctaggctggaaagacaaaatcccct 
ttcaggggatccatgcatgccaggaaaccagcaggaagcaggctgcctcactcc 
ggggcctgcagagtaacccaagagcagcgccagctgtgtgtgtatgtatggacc 
gtgctcaccgcagagatgctcccagaaggccagtgggagcgcatttaactgaag 
acaggcagccctgcttcccctgagggaacaaagaacctcagagaatctcatcag 

30 ctgcgaagagctgggctctgctgctggaccacatggctctgaactccagctcctc 
tgctccccagctgagcaggcttggtagggttgcttaagctctctgagcctcagtt 
ttccccttggtgagtgacgatgatagtggtacctaactcagaggggtgcgtgaat 
atttgatgagctcatccatgagcaagtttcagccttacgctggcacatagtgagt 

, . CeCCCATv^AGTGTTAGCTA'nACTGTTTTCATnTrTrTFrn'llXrrnTTGAGA'r • . - 
35 GGCGTCTCGCTCTGTCACCCAGGCTGGAGTGGAGTGGCAGGATCTCGGCTCACCA 
TAACCTCCGCCTCCTGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCTGAATAGCTG 
GTATTACAGGCGTGCACCATCACACCTGGCTAATTTTTGTATTTTTAGTAGAGAT 
GGGGTTTTGCCTGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCTGT 
CCGCCTCATCCTCCCGAAGTGCTGGGATTGCAGGCATGAGCCACCGTACCCAGAA 
40 GCTATTGTTGCTTTCACTGTGTTGAATGGTGGCCCTCAAAAGACATGTCCACAAC 
CTAACCCCTGGAACCTGTGAATGTGGCCTTATTTGGATAAGAGGACTTTGCAGAT 
GTAATCAATTTAAGAATCTCAAGATGAGAGCACCCTGGATGATCCAGATGAGCC 
CTAAGTCCAGTGACCAGTACTCTGTGAGAGACACATGAAAAGAGGGAGGGGGAA 
GGCCAGGTAAAGAGGAGGTAGAGATTGCAGTGATGCAGCCCTAAGCCAAGGGA 
45 CGCCTGGAGCCACCAGAAGCTGGAGGGGCCAAAAAGTCTCCTTTTCTAGAGCTTT 
CGGAGGAAGTGCTGACATCTGATTACAGACTCTGGCTTCCAGACTGTAAGAGAA 
TAAGTCTCTGTTGTTTAAAGCTGCCACGTTTGTGGTAGTTTGTTCTGACAGCCCGA 
AGAAACAAATACACCACTGTTGTTTCTGCGACGATTGCCTGGCACATGTGTGGGC 
CTGAGCCCAGGCCAGGGCTGCCTCTGCCTGCTCTGCCTTCTTGTCTTCCTTCCTAC 
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TATAAAGCGATCAGTCCCCAAGGTTGTACCCACTGCAGGTGAAGACAGAGCCAT 
GGAGAATTGCACCAGACCATGGGTAAGAAAGGTTCCAGAATGGGGCCGGACACA 
GTGGCTCAGGCCTGTAATCCCAGGACTTTGGGAGGCTGAGGCAGGCAGATCACC 
TGATGTCAGGAGTTTGAGACCAGCCAGGCTAACATGGTGAAACCCCTTCTCTACT 
5 AAAAATACAAAAATTAGCCGGGTGCGGTGGCGCACGCCTGCAGTCCCAGCTACT 
TGGGAGGCTGAGGCAAGAGAGTCGCTTCAACCCGGGAGGCGGAGGTTGCAGTGA 
GCCAAGATAGGGCCACTGCACTCCAGCCTGTGCAACAGAGCGAGACTCAGTCTC 
AAAAAAAAAAAAAAAAAAAAAAGTAAAGGTCTCAGAATGGGTCACCACAAGGG 
ACTGGGGTCCTTTGAGGTCTGCACAGGGAAGCCAATTTTAGAGATTCATTCTGTT 

10 CAGCAAATATATGTTGGGACCCCTCTCATGTGTCAGGCCCTCTGCTTGCCTTTGG 
AGGTGAGAAGATAAAACAGGAATAAGTCTCTGTCTTCAGGTGGCTCATGAGGGT 
GGTGAACAGTTGTGTGAACAAGAGTTACCAGGGAAGACAGGGGGGCTGCAGGTC 
AAGTGAAGTGGAGATGTGGGAGGGAGGGACAGCAAGTGGGTCTGTCTGAGAGA 
ATCAGCAAAGGCTTCCCAGAGGAGGCAACCTCTAACCAGGGTTTTGAAGGATGA 

1 5 ATAGGAGTTCACTGAGAGGCC AAGGGAAGAAAAGGCATTCCAGAGCAGAGCAC 
AAACAGCATAAGCCAGGGCACAGAAACAGCCTGGTGGGCACAGAAACAGCCTG 
GTGTGTACAGAAAAAGCCTGGTGTGCACAGGACAGGAGGGGACAGTGGTGAGTG 
CTGGCTGATGACAGGATGCCACTAGGGAGTGGCAGCAATGCCAGGGGAGGCTTG 
GGTGGGACTGGATCACCGAGGGGCTTGTTGGCCATGCGAGGAGTCCTGTGGGTG 

20 ATGGTGGCACCAGGGAACTCAACCTGGGCCTCCCCAAGGTATCATTTGGGGCCCT 
GCCATGCTGCTCCTCTACTGGGTGTGGGTAGCTCGAGGGCCTCCGAGCAAGGGGC 
TGGAGGATCCCAGGGCAGGCCTCACCCTGCTTCCTGCCCTGCATCTCACTTCCTG 
TTTGACTGACTTCTTTAAAGTGGCCAGAAAGGAACATAAAAAACCCACCTAGAG 
GGAGAAGAAAGCCCATGTGGGCTGGGCCTATGCTTGGGGGCTCCATCTGCCCCTC 

25 CTTCATTCCTTTGCTCCCTTGGCTGTATTTGTTAAACATTGATGCTGTAAGTATCC 
TCTGAGTATCTAGTGACATTGGTGGTCTCAGAAAGAGGTCCTGCAGGATGAGTCG 
TGGAGGGGAAGTGGCATTCCCAGCAGCACGTGCCAAGGCATGGAGGTGGGGAA 
AGAAAGGATGGGGTAGCTGTGGACATGAGGAAGGGGGTGCAGGGACTGGTGGT 
TGGTGCACTGGATCCTGAGAGGCCTTGAATGCTAGGTTGGGAATCTGGACAGCTC 

30 CCATGGGCAGCAGAGATGCAGCAGAGGTCCCGTGTGCCAGGAAGCGACAGGCTC 
AGATTCATCTCCTCCACGGCAGAAGGTGATGCTGAGGCAGCGAGGGACCCGACT 
TCCGCTCTTACTGCCTCTGATATTAAGTTCCAAGCCTTGGAGGAGGTTGTAATTTA 
GGGACTAGGGCCTGAGCCTGAGTGCAGCTGCATCTTTCTCCCAGTCCTGGGGGAC 

35 CCTGCTCATCTGGAACTTGTTTTGGTAACITrAAG 

TTAGTAATACATTTTCTTTAGAGAGAACACACACACTGGGTTTTCTTTAGAGAGG 
AACACACTCGCACTGGGGCTGGACATGAGTCACTACAGTGATTACAGGACTGGA 
AACAAGGACTGAGAAGGGGCAGATGAGTAAGGGTTTTTTAGCCAGAAAAGAAG 
CACCTCAGCAGGGTGGCCAGGAGAGGTTGTGCAGGATGTTCACTGTACAAGGAT 

40 ACCAGTGGAAGGGTCAAGGGTGGGCTGAGATCCAGAGGAAGGGCTGTGCCTTAT 
CTCAAGCCTGATGCCCTGGTGCTGAGATGTGTCTGTGGGGTGGGGTGGTGGGGA 
AGGGGTGATTCTTTTTCTTAGTCCAAAGATAAATCTGGGCTCCAACCCCTGTCCTT 
TGAGGGTGGGACTGTGCAGAAGGAACACCATTTAAAGTTCATATTTTACTGCTGT 
GAAGTTACTTGCCCAAGATCACATAGCTGAGGAGTGGCAGTGCCAGATCCAGAC 

45 ACTGGTGGTCTGGCCCCAGAGTCCCTGGGCTTAACCACAGCCTGACACTCTCTGT 
GCGCAGACAAGGCACACGTGGCCTTGTCTGTGGTTCAGTGGGTTGGGTGTCCGGG 
GTGGGTGGAAAAGAGGGCACTTTCCCCATGCAGAATGGAATCATCCACCTATGTT 
CrCTGGAGGGCTGCAGGCATTTGTCTTTGGAAATCAAGCCTTCCCTGACCTGGAG 
GAGAGGGGACATTTTCCTATTGTTAATGATTTGGATCACCAAGGCTCTTACTGAT 
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CTGCCATATTGGGCTACAGTGAGATGTATTATCCCCATCACAAGGGCATAGCATT 

TTACTCATTTTCCACTCATGATGGTAGCCTCTCAGCAAGAGCGTATTATGCATTAG 

TCTCTGCGTTAAGACTAGGCCTAAATGGAAGATGCTTGTGCTGTCCATCTCATGG 

GAGGTGCCTTTGCCTCGATACAGGGATATTGAGTTCTTAAAATGTTTTAATGAGT 

ATCCATTAGGTGCTGAGATGCTGAGGTTGAAGGGATGGTCCTGACCCCAGGAAG 

CTTGGTCAGCAAATGAGAGTAAGGAGTTAGGGAACAATGAAATGCAAACTTCTC 

TTATCCTAGGGCTTTGAGCCTGTGTGTTTTTTTGTTTGTTTGTTTTTGTTTTTTAGTT 

TAAATTTCCATTTTTTTTTTTTTGAGATGGAGTTTTTACTCTGTCACCCAGGTTGGA 

GTGCAGTGGTGTGATCTCGGCTCAATGCAACCTCCACCTCCTGGGTTTAAGCGAT 

TCTCATGCCTCAGCCTCCCAAGTAGCTGGGGTTACAGGCATGTGCCACCACGCCT 

GGCTGAGTTTTGTATTTTTAGTACAGACAGGGGTTTTGCCACATTGGCCAGTCTG 

GTCTTGAACTCCTGACCTCAAGTGATCCATCCGCCTCGGCCTCCCAAAATTGAGC 

CTGTTTTAAATAAAAGCTATATGACCTTTGCCTTAGAGCCTATATTCATTTTTCCC 

TCAGAGGAGAAGGAAGCTGATTTTTATAAGCACTTACTGTGTGCCACGAGCTTTG 

TGCAATCCATCTCATTCAACCCTTACCACAGCCTGTAAGGCCGATGTTACTGCTC 

CCGTTCACAGATGACAACCCCAGGGCTCAGCAAACAGAAGTGACTGACCTCTTG 

GACTGCGTTCTTGCCACTGCCCCCACTACCCCACTGTACTTTCCTGGCCTTAGAGC 

CCTCGGGTCCCTCATGGACAGGCCCCCACACTGCCTGGGAAACTCAGAACAGCT 

GGAGGGGTTTCTTCTCTGAGGATTCTGGTGTCGGGAGATGGAAGCCCAGGAACA 

GTGGACAGATGGATGAGACATTCTCCTTCTCACGCACTTATCCTACACACTGGTC 

ACTCTCAAAAGCACACCCCTAGTCACACTCGGGCTCACACTCTCTTGCACACATC 

GATTTTTTCACGTGCACTTGCACTGCCCTCTGGACTTCTGCAGTCTCCTTCATGAA 

GCGGGGATGGGTGGAGCAGGGGCTGCCGGCATTGATGGAAATTGATGATATTTG 

AACATCTGTGTGGCAACTCACTCTCCAGCTGTCCCCGCCTCCCCCAACCCCACCC 

CTAAACACACATGCACTGGGGCTGACAGCTATTTCCTCTCTCAGCCTCCCTCTCCC 

ACCTCTGTCTGCCCGCTGCCTCTTGTCTAGCTGCTGTCAGGAGCTGACTGCCTCCA 

GGGCTGGAATCCTGTGCTCCCTCTGTGCCCAGGTAAGGAGGAGTGGCCCAGGGG 

TTGGGCAGCCTAGTGCCCTCTCTAGACCCACAGAAGAAGGCAAAGTTTTACCAG 

GTGAGAGGGCTGTTACCAGCTAGGATGGCAGAAGATTGAGTTTACCAAAGACTG 

GAGGGGACTTGGTGCTCAGAGGAGGGAAGGATTAGCTTCTCTTAGGCATTAACT 

AGATGTCAGATACGAGGGGAAACCACTCAACTGTCTGTCAATATTCACAAGCAG 

TCTGGGTGGGAAGATGACACCAGCACGCTTAGAGTAACTGGCCCAAGGTCACGC 

AGCCAGGAAGCTGAGGAGCTGGGATTCAAACCCAGGTCTTGGACT.CCCACAGCT 

TGCACTCTCTGTCCCTTTTTTTTTTTTTffl^ 

GCTGCTTGGCTCCTGAGAATCCTGGGAGGCTGGGGGCTGTCTCTATAGAGTTAGA 

AGGACTGATCTGGTGGTGCCCAAGGGTGTGGCAGGACTGTGCTCTCTGATCATCC 

CCATAGGACTTGGATCAGCAGCAGCTGGTCTGCAGGGAATGTTTCAGGGCAGAC 

AGCGGGTGGTACTTGGCTATCTGCTGGGAGTGAAGTCCCAGCCCCACTGTTGCAG 

CTGAGGAACGCTGGGCAAGTTGTTGTTTCTTCTTCTGAAAAATGGGGTGTCATAG 

GTTCATTGCAAGAGTAACTGCTCTGCACATTCTAAAGCCTAGGAAGTATGACCAT 

TCTCAGGAAGCACAGGCTCCTCTTCCATCTACCTGCAGGTCTCTAGCTCCAAGGG 

GCTCCTCCGCCAGCAGAATTCTAGTTTGATATTCCAGAACCCCACTCTACAAAGG 

ACTGTGGTCTCTGGAAGGGAGTGGGTTTTCTCATCCTGGCCAACAGTGTTTTCCCT 

AGAAAGATGAGTACTGAAGACCATTGCTCCCCTCTCCCGCTTTTCTTCCTCCTCCT 

CCATCCTCTCTTCCTTGGAGTAGGGGTAGAGGAAAGAGCACAGGCTGAGCATGA 

AACTTTCTCCTCCACATGTTTGTGCTGTCTGGGTGGCTCTGGGCCAGTTATTTAAC 

CACTTGAGGCTCAGTTTTCTCATCTGTAAAATAGGATGGAGTACTAGCACCATTT 

TTCTAGAGCCAGAAAGACAGCACCTATGTGAAGGACCTACCATAGTACCTGGAG 

TGTCATTGGTGCCCAGGACACCCTGAGTCCCTGTCCCCTGCTACTTGCCTCCTACC 
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TCCTGCATGGAGCCTCATGGAATTTCCTCAGCCCTCACTGGTCTTGACCAGCCTC 
ACATCAGATGGTCTTTCGGGCTTTCAATGAGGATGTAAGCATGCACGTCTTATTT 
GTTGGATGAGTGCATGATGGAGTAAGTGAATGAACAGGGGTGGGTTTCCTGGGG 
CGGAGAGAGCTGCTGTGGCTGCTCCTGAGAAGGGAGAGATCTTTTGGCCCCACT 
5 GGGCCTCCAGAGCCCCATGTGGGAGTTCCTCCTCCCCAGCTCTCCTGGCTCTTATC 
TTATTTCCTCTCCAACCATCAGAGGAGGGGCTGGTTCCACTGTTTATGGTCGGCA 
CATCTAACCAGCCACCACTGAGTGCGGGGAGCTGCATGGAGGATCTGTAGAGAG 
GCAACATCTGGGGGCGCTGTGGATGCTGTGGGAAGGGGCAGCATCTCCATCGCC 
CAGGCCAGCAGAATCCTCTTGCCCTAATTGTGGGGCCTCCTTCACCCGCCAGTGC 

1 0 TCTGGGGATGGGAAAAAGGAGTCCTGTGTGGCCTGACCTTGTTCCTTTTTCTCTGT 
GTGATCTTAGACCATTTGCTCCATAATCATCACAATGACACTGATAAAGTGCTTG 
CTCTGTGCCAGGCCATGTTCTAAATGCTTTTATGTATTAAACTCACTTAATTCTCC 
CAATAACTCTATGAGCTAGGTGATGTTATGACTGACATCCAAGTTTCAGAGGCAG 
AAAAAGGCTCGGGAAGGTTAAATGACTTGCCCAAGCACAGCAATGCTGGGATAT 

1 5 TATTCCCCCCACCCCCACCGCCCAATATATTCGTGGGTCACATTGGCATCTCCTGG 
GCAGGGTCCCACTCCGGGCCTCTCTCTTGGTTCCCCGGTGGCCTCTGCACTTCCAA 
CTTAGGCGCCTCCTTCCCTCCACTGCAGAGCCCCACGATGTCGGCCAACGCCACA 
CTGAAGCCACTCTGCCCCATCCTGGAGCAGATGAGCCGTCTCCAGAGCCACAGC 
AACACCAGCATCCGCTACATCGACCACGCGGCCGTGCTGCTGCACGGGCTGGCCT 

20 CGCTGCTGGGCCTGGTGGAGAATGGAGTCATCCTCTTCGTGGTGGGCTGCCGCAT 
GCGCCAGACCGTGGTCACCACCTGGGTGCTGCACCTGGCGCTGTCCGACCTGTTG 
GCCTCTGCTTCCCTGCCCTTCTTCACCTACTTCTTGGCCGTGGGCCACTCGTGGGA 
GCTGGGCACCACCTTCTGCAAACTGCACTCCTCCATCTTCTTTCTCAACATGTTCG 
CCAGCGGCTTCCTGCTCAGCGCCATCAGCCTGGACCGCTGCCTGCAGGTGGTGCG 

25 GCCGGTGTGGGCGCAGAACCACCGCACCGTGGCCGCGGCGCACAAAGTCTGCCT 
GGTGCTTTGGGCACTAGCGGTGCTCAACACGGTGCCCTATTTCGTGTTCCGGGAC 
ACCATCTCGCGGCTGGACGGGCGCATTATGTGCTACTACAATGTGCTGCTCCTGA 
ACCCGGGGCCTGACCGCGATGCCACGTGCAACTCGCGCCAGGCGGCCCTGGCCG 
TCAGCAAGTTCCTGCTGGCCTTCCTGGTGCCGCTGGCGATCATCGCCTCGAGCCA 

30 CGCGGCCGTGAGCCTGCGGTTGCAGCACCGCGGCCGCCGGCGGCCAGGCCGCTT 
CGTGCGCCTGGTGGCGGCCGTCGTGGCCGCCTTCGCGCTCTGCTGGGGGCCCTAC 
CACGTGTTCAGCCTGCTGGAGGCGCGGGCGCACGCAAACCCGGGGCTGCGGCCG 
CTCGTGTGGCGCGGGCTGCCCTTCGTCACCAGCCTGGCCTTCTTCAACAGCGTGG 
CCAACCCGGTGGTCTAGGTGCTGAGCTGCCGCGACATGCTGCGCAAGCTGCGGCG 

35 CTCGCTGCGCACGGTGCTGGAGAGCGTGCTGGTGGACGACAGCGAGCTGGGTGG 
CGCGGGAAGCAGCCGCCGCCGCCGCACCTCCTCCACCGCCCGCTCGGCCTCCCCT 
TTAGCTCTCTGCAGCCGCCCGGAGGAACCGCGGGGCCCCGCGCGTCTCCTCGGCT 
GGCTGCTGGGCAGCTGCGCAGCGTCCCCGCAGACGGGCCCCCTGAACCGGGCGC 
TGAGCAGCACCTCGAGTTAGAACCCGGCCCACGTAGGGCGGCACTCACACGCGA 

40 AAGTATCACCAGGGTGCCGCGGTTCAATTCGATATCCGGACTCCTGCCGCAGTGA 
TCAAAGTCCGAGGGGCGGGACCCAGGCACCTGCATTTTAAAGCGCCCCGGGAGA 
CTCTGAATCTTTTTCAGAAACAGTGAGTTAAAGCAGTGCTTCTCAAACCTTGATG 
TGCCTGTGAATCACCTAGGGGTCTTGTTAAGTGCAGTCTGATCCAGGAGGCCGGG 
GCCGGGTACTGAGAGTCTGCACTTAACAAGCTCCCAGGCCGAGAAGCCAGTGCG 

45 GCAGGTTCACAGGCGAGGCCTGGAGTAACACAAAGTGAAACTCATAATAGACTT 
CCCACTCTAGGGCAGTGGAGTCGGAAGGGCACACGGGGTGCGTCTCCCCGGAGT 
TCAGTTTTACCAGATGATGGGGGAGGGGGGAAGGAGTTTTATGTTAAACCATCC 
ATGTATTTTTGGAGAAGAGAGAGGAAAGGTTTGAGAAGCACTGTTCCAGCCTGC 
CCTCTTCATTTAGCCAATGCTTACTGCGCTAGACGCTTCATCCCACAATCTTAAGG 
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GGCAGCTTCTATTAGCCAGTCTTTACAGCTGAGCACATTCTGGCTCAGGGAGGTT 
AAGTGACTTGCCCAGTTTCAGGGCTAACGACCACAGGGTCTGCACTCTAACCCTA 
GGCATCACATGCTCAATGACTCTCTGGTGAGCGAGGACATTCTCTGACCTACTCG 
AGGGACTTAAGATGCTACCTTGTGACCCAGCACTGCCCAAAGTGCTTCCAAGGCA 
5 GAAGCAGCAGGGGATGGCGTGGTCAAGCACTCGGGAAACCTGGGGCTAATCAAA 
TCCAATGGGGGAAATGACTAAAAGTCTTCGGTCGTTAGAAGTTGAATGGGCACA 
GCAACTCTAAGACTACAGCACACGTCATTTCTTAGCTAAGCGGACCAGCCTCCCT 
GTCGGCCTGGTGTTCTGTGGGATCCCTCTGGGCACTGGTAATCCCAAGATCTGTG 
CAGCCCCGCCTCCAGGCCACATGGGGCTGGGCAGCTACCATTTCCCTTTTGCGGA 

1 0 TGGGAGGGGTAACTTGCACCTCTGACCTATCACTTCCACTGCACCCCGTCTCATT 
CCTCCACCTGCCGTGGACTTGGGGTCAGAGACTGCTGTGTTTGAGCTCTGCAGCC 
CAGGGACCGAAAAGTTGGTGTCAATGAATTTTGCTTGGTGGATGAAATGTCAGTG 
GAAGAAGCAGATGAGAAACTCTTGAGATCTTGGTCCTGTGTTTTTTCTGCCACCA 
AAGGCCAGGGTCACTGAAGGCCTGGCCCACAGCAGGTGCTGAGCAAAGGGAAC 

15 AGTGAGGTGCCCAGCTAGCTGCAGAGCCACCCTGTGTTGACACCTCGCCCCTGCT 
CCCTCCCATCCCTTCCCCCTTTACTCATAGCACTTCCCCCATTGGACACGTGGTGC 
ATTTTGCTTGTTTATTATGTTTTCTCTCCATCAGAATGAAAGCTCCTCGAGGGCAG 
GGACTTTGGTCTATTGTCTGTATTTGCCGGTGCCTAGGATTGTGCCTGTATGCAAC 
AGGCACTCAATAAATATTTTTGCTGTAGACTGGACAGGCATGAGTTAGATTCTCT 

20 GGGGCTTCTGCAGAGACTGGTTTGGGAAAGTGGGTGCTAGGGAAAAGCTCTGCT 
CCCTGCAACCTCCCCATTTTAATCTTTCAGTATTGAAAAGTGGAGAGGAACCGGA 
TTCAGTTTGCTGGGGACAGAGGCAGTGGGGTGTGGAGGTGCTCAGAGCAGCCTT 
TGGGAAGGTGTGGGGGAAGCTGGATTCCCAACTGTCAGCCTCCAGGCCTGGGAT 
GGACCTAGGATGCTGAGAAAGGGCATACACTGCTGAGGGAGTCACCTGCCAGTC 

25 ACCAGCTCACTGAGGAACCAGAAGAATGTACAGTTCTTGGTTTGAAGGCACTTG 
GAGAAGGAGAGGAAGGAGGGATGGGAGCTGAATCTCTTCCCGCCCCCATCTCTG 
CCAGGTCCCAGGCCCCCTCTGGGCTTCTGTCCCACACAGACCTGCCTGGAAGCCT 
TCAAAGGCCGAGGAGCCCCGGTCGGGGTGGGGGTCCCTGTTCTGGAGCCATGGG 
TTTGGAGTGCCAGCTCCAGCAGAGGCATCTGAGCAGCGGCCTGAGGTGCTGTGTC 

30 TGACATGGTTGTTGGCCATGGAAGGCCTCGGGCCGTCCTGAGCTCAGATCTTGGC 
TGCCGGCTGCTGGGGCGGCTGCTTCTGCAGCAGGGCCAGGGTGTCCCGCTTCTCA 
ATGGAGCGCAGCTGCTTCTTCTTTGCCCGCTTGAGCTTGGCGGGGTTTCGGATCT 
GGGGGTGGTATGAGGGGAGGACATTAGTGCGGCTGCAGCCTCGGTCCAAATTCC 

35 GGGTACATGAGGCAGGGGTCGAGGCCCTGGTTTGCACCCCCAAGTGGGGCAGAA 
GGGCAGAGGGGGAAAACGAGACACTCACCACTTGGACGACCTCTGCCTTCCGCT 
CATTCTCCAGGCGGCGTTTCAGGTTCTCAGCCCGGCGCTGTTTCTTCTCCTGGAAC 
ATGTGGGAGAAGGGGATTTGAGTCGGGGAGCAGAGGCAGCCCTGGTCTCTCAGG 
CCCCAGAAGAGTGCGAGCGGGCAGAATTCCCAGGAGGAAGGGGAAAGGCCCTC 

40 TCTGCCAGGCTCCAGGTTGGTGATGTGTGGGTGGAGGGCTAGCAATCCTGTGCCA 
CGGTCTAGTGCCAGGGGCCTGCTGTGGTGGAAGCTCCTGATAGCATGTTGAGAG 
GTGGGTATGGGACAGGCAACTGAGGACAGGGGCTGAGACACTGGGGGTGCCCAC 
CTGGAGATTCACGCACATGCAGACAGTGACCCCTCATGCCACCCTCATCAACTGC 
CAAGGGAGAAAGGGGTGCTGGCCCTTCCCCCATTCCCACCCTCTCCGACAGTCTC 

45 CCCCTCTTCCCCTGGAGTCCTGCTGCTGCAGAATGCCAGGCTAGGGGTGAGGGCT 
GGGTCCCTGAGATTTTCACAGGTGTGGGGCTGGGCAGGGGCTGCACTGCACAGA 
AAAGGCTCTGGAGCTATCTGGGCTGGGTTTCAATCTGGATCCTGTTATTTCCTAA 
ACAGGAGACCTTAGCTAAGTCTGTGCCTCAGCTTCTTCATCTTTAAAGTGACAGT 
GACCACAGTATCTACCTCGTAAGATAGTTTTGGGAAATCAATGAGGGAATGCAC 
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GTGCAGGACTTGGAGCAGCCCCTAGCTCCTTGGGCACACTGAGACTCTAGATGG 
AGTCTGTCTTGGGAGGGGAAGCCCAGTGCTCTCTAGCCATGCTGACTGTGTCCCT 
CAGCAAGGCCAGGGTGGGGACGTCAGCTCCAAGGCTGCTGCATGGTTAGGAGTC 
TCTGCTGGCTTTGGTGACTTGGGGTAGCAGGGGTGGCCCAGGCCCCTGGGGAGG 
5 AAGGAGAAGTGAGCCTTGGCCTCCTGTGGTCAGGGCAGGCCCGGGCTGGGGGCT 
GGGCAGGAGCACCTCCGCAGTGGACGGTGAGAAGTGAGACGGCAGCTCTGTCTT 
GCCCAAGAGGGAGCCAGGGCCACACAGGAAAAGAGATAAGGCCTCAGCATATG 
GTGGCGGACACACTGTTCCTCAGATGTCAGCTGTAAGCTGAGCTGGGGTGACTTA 
GAGCAGGGGACAGATGACTGAGTGACTGGCCCACCCCTTTTCTCAGTGGCCAGC 

1 0 CTGGGACCACGGACTATGGATGAGTTGTCTGAATCCCGTTCGGCACTCCTCCTAC 
ACGCCTGGGTCATTAGAGGAGTGGAGGAGGAATCTCCCACTGACTGCCCTGCCCT 
GGGGGGCAGGAGCTGACCAATGCCACTCCGCTTTCTCTGCATGCTGCCTGCTGAG 
TGCCCTCTTCCCCCCGCTTAAAAGTCCCTGGCAGATGTGGGTGAGGCTGTGACCC 
TTTACAGGGGCTTCCTGGCTCTGGGATGGGTGACAGGGGACAGAAGTGGAGGAA 

1 5 AGGTGCGGGGGCCATCCACGTTGCTGGTGTGTGGGCTGCTTCTTGGAGAATGAC A 
GCAGCCATACCGGGGACATGGAGTTCAAATCTGCAAGCCCTTCCCAACTGAGTA 
CGTCCCAGCAAAGGGCCCTCGACCCCATCTCACTGACTGCCCTACCACCCAGGAC 
TTCCTCCCGGGCTTCTCCCCAAGGCCCGCTTCTGGTCCTCCCCCTCCGTCCCTGTC 
CCTGAGGCTCTTTCAGCAGCCCAGGCTAAACTGTATGGTCCCCTGGGCCTCCCTG 

20 CCCTGTAGTCCCAGATTGCACTTCTGCTTCTGGCCAGGTGCCCTTCCTCCCTCCGG 
CCTTCAGATTCAAGAACGTTTTTTAACCAAGTCGGCCTCCCCCAGGCACCCGTGG 
AGGCCCTCGCCTCAGGTCTGTACCAGTAGACACTAGCTTAGTCCTCTGAGCCCCA 
GCCTCAGCCTGGCTGGCCCCTCACCTGGCGGCGCCTCTCCTTCTCCTCCTCCAGGT 
GACGGGCAAAGTCCTTGGCCAGCTTCCTCTCCTGTCGTTCCTTCATCTTCCGCTGC 

25 CACGATGTGCGCAGGGGCTTGTCCTGAAGCATCTGGGAGAATCTGAAAGGGGGA 
GAGTGGGTGCATACAGGGTCTGTGGGGCAAGCGCCACCCATGCCCTGTCTCCTCT 
CGGCCGGAGGCTCTGGACCTTCTTCCCCAGAGCCCAGGCAGAACCACCTCCTTGC 
TGGCCTGACAGGCGGCCTTCCAGGGCTGCAGAAACTTGGGGCGGGAGGGAACCC 
TGATCGTGCTGGCTGCCATTTCTCAAGCCTTGGCTACATGCCTCTGAGGTGGGTA 

30 CTCCTATCCTCTCCACTTACAGAGGAGCAGGCCAAGGCGCGGAGAGGTTAAATA 
GCTGCCTAAAGATACCTTGTGGCAGTCAGGACTTGAATCCTGTCAGCGACTGCAG 
AGTCCAGGCTACGCGGCCCCTGCTGTAAAGTTCTGTTGCTTCCGCCAAGTGCATT 
TGGCCCGGGTGTGAATGCCTCTGGAGGCGGGGCGCTCACCCCCTAGGGAGGTGG , 
CCCATTCCATTTCAGAACAGTGTGAGTGGTTAAAGTTCTGGGTAATGATTCAGGA 

35 TCTTCCCCGCCAAGACCGGATGCAGTGGTCATGCTTGTAATCCCAGCACTTTGGG 
AGGCCAAGGTGGGCAGACCACGTGAGTCCAGGAGTTGGAGACCAGCCGGGCAA 
ACATGGCAAAACCTACTAAGCCTACTAAAACCTACTAAAGTTTCTACTAAAAATA 
CAAAAATTAGCTGGGTGTGATGGTGTATGCCTATAGTCCCAGCTACTTGGGAGGC 
TGAGGTACAACAATTGCTTGAACCTGGGAGGTGGAGGTTGCAGTGAGCCGAGAT 

40 CGCGCCACTGCACTCCAGCCTGGGTGACAGAGCAAGACTCTGTCTCAAAAAAAA 
AAAAGAAAAAAGAAAAAAGAAAAAGAATCTCTTCCCCCAGTTGGAGATGAAGT 
GGGCATCAGGGCTCTCAGGGAAATCTGAAAAGAGCAACGATGATTTTAGAGTTA 
CAGGAGAACTGAGCTCATCTCTGTAAAAATGCATACTACAAGGATTTATGAATG 
GGATGATATGTCTAGGATGTACTTTAAAATATTTCAGGGAAAAAAAAATGCCAA 

45 AGATCAGCCGGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTG 
AGGTGGGCCGATCACCTAAGGTCGGGAGTTCGAGACCAGCTTGACCAACATGGA 
GAAACCCTGTCTCTACTAAAAATACAAAATTAGCTGGGTGTGGTGGCACACACCT 
GTAATCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTTGAACCCAGGAGG 
CGGAGGTTGCGGTGAGCCGAGATTGCTCCATTGCACTCTGGCCTGGGCAACAAG 
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AATGAAACTCCGTCTCAAAACAAAAAAAAAGAAAAAAAGAAAAAAAAGCCAAG 
TATCAAAGATGAA.GCTACACTAGTAAAATGCTGAGCTGTGTTGATGCTGATAATG 
GGGACTTGAGAGCTTTGCTCTTTCTTTGTATGCTTGAAAATTTCCATTCAAAAAAA 
GTAAAAACAAAATGCAAAGAAGTCTCTCGGTGGCCTCCACATGCTGAAATTAGG 
5 TCTTTCTCTTTTAAAGATTCAAGGCCCATTTTGGTGTCCCTTGGCCCTGCCGACTT 
CTGGCCCCAGCTCCCTGATTTCCTTCTCCCCTTCCCAAGGCCTTGCCACTGAAGGC 
CTGGCCTCCTAAGCACTAAGAATGGGGTGCCACATGGACTTCCCCCATAACTGTA 
AAGCTGGGCTTCCCAAGCTGGGGTACGAGAACCCTGAAGGGACAAGGTGTTGGG 
AGCCTAGAGACACACAGAACCACAAGACACAGTGCTGCATCTGTGTAGAGCAGG 

1 0 GCTGTCAAACAGAACGTTCTGTGATGGTGGAAACATTCCACATTGACACTGTCCA 
ATAAGGTAGCCACTAGTCATGGGTGGCTGCTGAGCGCTAGAAATGTGGTTGGTGT 
TGATAGAGAAACTGAATCTTAAATTTTATTTAATTTTAATTAATTTAAATGTACAT 
AGCCACATGTGGCTGGCGGCTAAGGTACTGAGGCAGGGCAGTTCCAGACCATTG 
GTTCTACCTGGGTATTGAGGAAACTCAGGCCTGGGTTCCAAGTCCAACCTGGGTG 

1 5 ACCTGGAGCAAGGTAGCCTCTCTAAGTCTCAGCATCCTGTCCAGTGGAGATGAGA 
ATCATTCCTAACCCAAAGGGTGGTGGGAGATTTAATCGACACACACACGTAATA 
GGTGCTCCATAAATGCTACTCCTCAGAGAAGGCAGACAGCATGCCCAAGGGCAC 
TATGGAGAAAGTGGCGTTTGGCATGAGCACGAAGACAGGGCTGCAGCCAGGTCT 
CCCTCACCACATACACTTTCCCAGCTGCGGCTGTCTTCCTCCCTGCAGCAGGAGC 

20 TGCTTCCCACCCATCTCCAGGCTCACTTACTACCCACCGAAGCTGCTCCCTCAAA 
GATCCCAAACATCCATTCAGTGGCCCTGCTGGGCCCCTCGCCACAGACTTGCCTG 
CAGCTTCGGAAGCTGTTTTAGTTCTCTTGAGACAGCCTCCTTGTGGGTTTTCCTGC 
CTTCACCCCTGCCCGCCTATGTCTGTGTTCAGTAGCCAGGCTGATCTCACAAGTC 
AGGTCATTTCATTCCTTTGCTTGACACCCTTCCATGGCTCCCAAGCTCACTCAGGA 

25 AAGCCGGGAGTCCCTGTAAGGGTCACCAGGTCCTGCTGTCTCTCTGACCTCATCT 
CCTACTGTTCCCCTTCTCCCCCTCATTCCAGCAGCGAGACCTCTGGAAAGCCTCTC 
AAACGGGAGCTTGCTCCCGCCTCAATACCTCTGAACATCCCTTTCCTGTTGCCTG 
GATACTGTTTCCCCAGATCTCTGCCCGGCTCCCTCTGCTCAGACCTGTTTATCTGC 
AAGGCCATCTCTGAGCACTGTGGCAATACCCTGCCCTCCCTGTTATTCTCTGGTCC 

30 CCATCCTGGTTTATTTTTCTTTGAAGTCTTTATTACTGACATATCATGTGTGTACTT 
GTTCTTTATCTGTTTCCCACATTTAGAATGTTTGCTTCAGGAGAGCAGAGACTTTT 
TGTTCACAGACATGTTTACCCAAGATCTGAGCAACTGGTTGATGAATGAATGAAC 
TACCTTCTGTCCTCAATTCATCCACTTGTTCAGCTTAGTGGCGTACCCTGCACTGG 
GCTCTGGGGeATCTAGTCAfGAtAGGTA^GtCCCCACTCTTACAeTCTCACGGAG 

35 CCTCCGGTTTAAAGGAAAACAGGCAGTCAATAAGAATCACAAATAAATAAGCAT 
TTGTGCAAATGGAGGTGTTACAAAAGAGAAGTACAGCACACAATGATAACATAA 
AGCATGGGGACTTAACCCTAGTTGGATAAGCCAGAGAGGCTTTTCAGAGGAGGT 
GACATTTGAACTGAGCCCTGAAACATGAGTGGGGGACTGGCCAGGGAAAGAGCC 
TTTCAAACAGTGGGAACAGCACGTGTGAAGGCGCTGAGGAAGGAGGGAGCGTCA 

40 CACATGGGAGGAACATGGAGGGGACAACAGTGTGGAAGCTCTAGTGATGGAGG 
GGAGAGGAGGGTGGGCCTGCCGGCCTCATTAAGGAGTCTGGAGTGCATGCTCTG 
AGTGAGCAACAGTGAGTCAGGACGGGTCTGCAGTTGGGCAGGGAGCTGGAACCA 
CACACCCTCTCTCCAGACTTCTTGGTCAAGTGATCTGTGGCCTCCTACTCTGCTCC 
AGCTGCTGATCCTGTGTCTTGTGTGGGCCCCTCCCTTCTCCCCACCTCTGCATGGG 

45 CCCAGCCCCCTCTAGCTCAGCAAGCCCATCTCCCCACCTGCAGCGTGAGTACCAG 
GACCCCAAGCTTCACCCGCTCAACTTGCTCATCACCCTCTTCCCACCTGAACCAG 
CCTCCTCCAGTTCCACATGGCCATCAACGGCCCTGCCATTCTCCTGTGACCCCCTG 
GGACAGGGCAGAGGGGTAGTGCCATCATCCACTTCTCCAACAGTTACAGTCACTC 
TAGCCTCAAAGTCTCTCCCATGGGAGACTTGCAGTAAATTACTCTGTAAGCCTCA 
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GTTTCTTCTGTTTCATCAGGGGTGGGGGGATAATATCCACAGCCTAGGGTTTTAA 
GGATACAAGAAAAGGGCCTAGCACGAAGCCTGGCACAGAGTCAGCTTCTTCCTT 
AAAAACACCCTCCTTCCTCATGGTCCCTCACAGGCATACATCCCTGACTCTCCCCT 
GTGGTTCCCATTAGCTCGAATTGGAACTGAATCCCACACCTCTCCTTCATGGCAG 
5 CCTACACTCTTCCTTCTTCAGATGAGCTACTTCGTTCCTTCATTAAATAAGCATTC 
ATTGGGCATTTACTATGCCCTTGGCACAGAAAGACAAGAAAGATCTCGTGCCTGC 
CCCTTAAGAAGGTCGCAATCCAATTCAAGGTGGATCTACAGGGATTGGGTAAAG 
GGGTTTTTTGCACACAGGCTTCGGAATCAGATCTGTGCTCAGGTCCTGTGCCTAC 
CACTCATTTAGCCTTGGTTTCCTCACACAAAAAACAGGAATAATAACACCGCCTG 

10 CTTCACAGGGCTGACGTGCAGATTAAGCGTGATGACACATGCTGTTCCATGTTTG 
AAAGGCTGTTGACTGGTAAATCCTTATTAAGGCTGTTGACTGGTAAATCCTTATA 
TAATCAGTGCTCAGTAATACTTTTTATCTTAAAGGCAAATAACTGTAATAGACTA 
TATTGGATGAAGACCTCACTGCTTTGATCAAGTAATGGCTGGTTTACTTGCTTCTG 
CTTCTCTCACTAGAGAGGGCAGACAACGGTAAATGTCTGTTGAACGAATACAGA 

15 CCTGAGGTGCTACAGGAGAGGCCCATAGGGACCCTGAGGAGGAAAGGCATCAG 
AGAAATTGATCTTTGAGGGCCTGGCCCCACCCTCTCCGGGATCCCAGGGCATTTT 
ACCACATTCTGATTGTAATTACCTGTTTGCTAACATCCCCACTAACGTGAGCTCTC 
TCTAACCCTGGGGCTATTCTCCAGGCTGCAGCAGGGCAAAGGCGGGGTCCCAAC 
ACCATAGAGAACGCCACCCCTGTCCATGCTGTCCCCCACTTCACCTTTTCTTGGA 

20 GCGGTCCTTCCACACTCGCCCCGATTTGGGCTTCCCCTTCGGGATTACAGGAAGC 
TCCTCTTTATTCAACTTCTTGGACGCTGGGGCCTGGGATGAAGAACCTTTTCGCTT 
CTTTGCCCCGAAGCCGCCTGTCACCGTCTCCCCAGCTGGAGGTGGCTTGCTCGGC 
TCATGCTGACCCCGGGGGGAGCCAGGTGCCCTGGGTGTCAGCTCCAGTAGTGGCT 
GAGAGGGCTCCGGACCGGGAGCTTGCTGACCGGGGTAAGGCTCTGGTGATCCTG 

25 GGACCGGCGGTAGCTGATGCTGGGGGGCCCCCGGGGTCAGCTCCTCCTTATTCTG 
GGCCAACTCCGAGGCCAGTACTCCCTGGTCCTGAGAACACTTTGGTGCCTCCTCA 
CTTGGCTTCGGCTGACATCGTGGGGATTCAGGACTGTACTCTGGCTGTCTTTGAG 
GCGACTCCAGGTGTAGGTCTTGCTGACGCTGGGGGGACGCTGCGCCTGGCTCTGG 
CTGCCCTTGGGGTGACTCCAAGCCTGCACCCTGCTGCAGACGGGGTGATCCTGGG 

30 CTTGTCTTCGGCGGCCTTTCGGGGGACCCCAGGCCAGCCCGCTGCACACTCGGAG 
GAGACCCGGGCTCCCTCGTTTCTTCTGGGTTCGACTCGAACTCCACAAGGGCCCG 
TCTCGTCCGCGAAACTGAGGTGAGGCTCTCGGGGGATTCGGGCCTTAGGCCTCCC 
AGCCGTCGGCTGCGCCTTAACGGTGTATCCATGGCTCAGCCGGTAAGTTTCCACA 
CCCCTGCGGAGGTGCAGCCGCCGCCGAAAGCGGCGCCTTCCTATGACGTCAGGAG 

35 TCGCCGCGTCCGTGACGCACAGGAGGGGGGCTGTTGCTGAGGCGGCCATGTTGG 
TGAGGGGTGGAGAGGCGGGACCGGGGTTGGGGAGAGTGGGGCTCAGCATGCGC 
GTGCGCAATTCGCGCGAGCGCAGTCAACATGTGATTGATGAGCCAGTCTTTTTCC 
TGGGATTCGCTTTTGCCTTTCTTGCAAAGTTTCCTGGGGAAAGAAGAGCGAGCAA 
GTAGAAAAGGGAAAGTGGGAGGACCCATTTCAGGGAGAGAACAGAGTCGAAAA 

40 AAGGTCCGAGGAGCCCATAGGCAAGGCCCAGTGGATGTTTTGCAGCCAACTCCG 
GTGCAGTTGGGCAGAGTCCTGCCCTCCTTGGGCCTGTTTTCTCATTTGTAATAGGG 
GTCATTTTGCACTAGCTTCGTGCATCCCAAATGATCCTGTCAGAGTCCTCCTCCCA 
CCTACCTGAGGGACTGCTACCTGGGGGTCCTGGAGGTGGAAGATCGGTCTTTTCT 
GTGTTAATTGTTCACACTCTTGATTCTTCCGTCCTGTGCTTCCGTATATAATCCAT 

45 AGCTCTCCCTCCCTTTTCAGCGTTTTCAACGTTTGTGAGTGAAGTTGAGGTACCAA 
TAAGATGCACCACCTTTGTCCTGTGGCTCACCTGGGCCCTCGACCAGCTGCATAT 
CCTCCCACGTCCCTCTTCTTCTGCCCCAGTTCTAGAAACGGGTTGGATCATCTCCG 
ATCTTCCTTrCAGCCCAGACAGTGGlTTTTGCTCGTGTGTGAACCTGCTTCGCCTC 
CCCTCCCTrCCCTTGCTATTCACCTGTAAATGTACTTTGCTTACTAAGCACTTTGG 
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GACCTCACCAGTGAGCAGGTGTTGACTTCTGGACCTCCCGAGGCCTAGAGAAGA 
CTCTCGGGATGTGGGGTTGGGGAATGTGGGGCTGTGGAGACTTTCGTGTGAGACC 
TAGGAGTGGGGCTTTGATTTACTTACAGCATGCTTCTTAGGAAGAACATCTTGGA 
AGTGGCCCAGTTGTGTAATTCTTGGAACTGCCTGGGGTTGGCCATTAAAGGTCCC 
5 AGGGCCCCGTCTGACATTCCAGTGGTTTCTTTTAGAAACCATTGTTTCTCCAGCTG 
CGGGCTTGTGAGAGGGCCTGGGAAATTGTCCAAGAATATCAGGGATCAGAGTGT 
CCTCATCTTCCTCATGTTCCTGAGTCAAGGAGACCCCTGCAGGGGGGCTTTGCCT 
GCCTCACTGCTCCTCTCCGGCCATGCAGCTGTCCACAGCAGAAGCAGCCGGGACA 
CCTCCTTGCCCAGCTCTTCCACCCCCCAACTGTCAGAGGAGTGAGTTCCATTCAG 

10 TTCCTTAAATGCCCTGCCCCTGCCTGGAGACCCCAATGATCTGACACTCAGAACC 
AAGCCCGGCAGGTGTTGCCAGAGTGCTGGAGGAGACTGTATGCCCCTCTGCCCTG 
CTCCAGTCCCCCTTGGCTTGCCTTGCCTCCTAAGCTCTTGTCCCCAGCTGGAGGGA 
TCACTCTCCAGTGCCGATTGGATCATATCCTAGTCTAGCCTGAAATACTTCAGAG 
GGTGATCTCAGGTTTTCACCAGAGAGAGGGAGATGTGTTTTAGAGGAGGCCTTTG 

15 GGTGGCCCCCAGACATTTGGAGGCACTTTGTCAACCTCAGCATCAGATGGGCTCT 
GGCCCAGAACCCCCTACTCCCACATGAGCTCAATTTGTCATTGTCATTATACATG 
GTGTGCAGAGGCCCAGAGGAGACTCCTGAAATTTTCAGAAGAGCCTGGTGTGGC 
GATCGCTGTTGGGACCCTGTCTCCTTACACTCCTTTGCTTTCTTTTAAAAATTATT 
ATTATTTTTGAGACAGGGTCTTGCTCTGTTGTCCAGGCTGGAGTGCAGTGGCACA 

20 ATCACAGCTCACTGCAGCCTTGACCTCCCAGGCCCCAGGGATCCTCCCACCTGAG 
TAGCTGGCACCACAGGCTCATGCCACCATGCCTGGCTATTTTTTTTTTm 
AACGGGGTCTCCCTGTGTTGCTCAGGCTGGTCTTGAACTCCTGGGCTCAAGTGAT 
CCTCCTGCCTCGGCCTCCTGAAGTGTTGGGATTACAGGCGTGAGCCACTGTGCCT 
GGCCACTCCTTTGCTTTTATTGCAGCTTTCTACATCACAGCTTTCTTGCCTTTAGGT 

25 GGTAGGATACTGAGGGGCTTCTCTGTAGCCCCCAGAGGCCACCAACAGGATTGA 
ACTTGCATTGCCCACAAAGGTAATCTGCTCATGGACCCTCTTTTGGCTTCATCTCT 
GTCTCACTTCCCCACTTTCTTATAGATGCTTGCTGAGGTCATTCTCAGAGCAGACA 
AATATTGTACTTAATCCTCTTCTCAGAGTTGGCTTCTGCAGAAACCTAGCCTGAA 
ACATTGGTGCCAGCAATGATTGGTCCAGGCATTGTTTCAAGTACTCTCCAAGTAC 

30 AAATCCATTTCTTAATGCTTCTCCCAACAATCCTGTGAGGCAGGTGCAGTTGTTAT 
TACTCCCAGTTTACAGATAAAGAAACTGAGAGGCTGGGTGCGCTGGCTCACACCT 
GTAGTAATCCCAGTACTTTGGGAGGCCAAGGTGGGCGGATCACTGGAGGCCAGG 
AGTTCAAGACCAGCCTGGCCAACATGATGAAACCCCATCTCTACTAAAAGTACA 

35 GAGGCAGGGGAATTGCTTGAACCTGGGAGGTAGAGGTTGCAGTGAACCAAGATC 
GTGCCACTGCACAGCAACCTGGGTGGCAGAGCAAGACTCTGTCTCAAAAAAAAA 
AAAAAAAGACTGAGGCACAGAGAGGCTGAGACACTTGTAAAGGTCACACAGCA 
AATAAGTGGTAGAGGCAAGATCCACACCTAGACTGTCTGATTCCAGAGCCACAA 
CTCTTAACAGTAAATCTGCCTGTTATCCAGGCAAGGAATCAGGCATGGGAAGGCT 

40 AAGGTGCTTGCCCAAAATCAGACAGCGGCACATTCAGGAGCCAGGATTGTGGTT 
CCAGAGGTGGCATGCTTAGCTGCCTTGCAGCTGCCCCCACATGGGCCTTGCTCAC 
CTATTCGTCACACTGATTCTGGTCTGTGTGCTGGGAGGAGGTGGGTACCACCTGG 
CACACACCATCGTGCAGAATGTGCCGAATCAGCAATACCAGTTTATTTATGTAAC 
CTGAGATCTGCTGACTGATGGAAACCAAGCGCTGGCAGATGGATGGAAGATAGG 

45 ATCAGGTGTTCTCCTCTGAGTCATTGACCTCCCCCCAGCTAAGGGGTGCTACAGT 
TGAGAGGGTCTGACAGTCCCCAGATGTCAGAGACCTGGGTCCCCATGGCTTTCTG 
TTCAACACCTAGCCTTGCCTGAAATACITCAGAGGGTGATCTCAGGTTTTCACCA 
GAGAGAGGGAGATGTGTTTTAGAGGAGGCCTTTGGGTGGCCCCCAGACACTTGG 
AGACACTTTGTCAACCTCAGCATCAGGTGGGCTCTGGCCCAGAACCCCCTACTCC 
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CACCTGAGCTCAGTTTGTCATTGTCATTATACATGGTGTGCAGAGGCCCAGAGGA 
GACTCCTGAAATTTTCAGAAGAGCCTGGTGTGGTGGTGTACTTGCAGAGTGCTTG 
AAACAATGCCTGGACCAATCATTGCTTGCCCCGGTGTTTCAGGCTGTGTTTCTCC 
AGAAGCCAACTCTGAGAGAAGGGCAGGGAAAGGGCCCCTGGCGGTCATCAGCA 
5 GCATTAACTGAGCACTTACCACGCGCCAGACCTCTTCTGGGTGCTCCTGTGCTCC 
CCAGAGCTCCGGTTCGGGAGGGTGATTTTCAGCAGGAGCACGGTACTTGATATGT 
ATTTGTTGAATGAAT 

SEQ ID NO: 128 

10 >gi|2570128|dbj|AB000714.1|AB000714 Homo sapiens hRVPl mRNA for RVP1, complete 
cds 

AATTCGGCACGAGGGCAGGTGCAGGCGCACGCGGCGAGAGCGTATGGAGCCGA 

GCCGTTAGCGCGCGCCGTCGGTGAGTCAGTCCGTCCGTCCGTCCGTCCGTCGGGG 

CGCCGCAGCTCCCGCCAGGCCCAGCGGCCCCGGCCCCTCGTCTCCCCGCACCCGG 

1 5 AGCCACCCGGTGGAGCGGGCCTTGCCGCGGCAGCCATGTCCATGGGCCTGGAGA 
TCACGGGCACCGCGCTGGCCGTGCTGGGCTGGCTGGGCACCATCGTGTGCTGCGC 
GTTGCCCATGTGGCGCGTGTCGGCCTTCATCGGCAGCAACATCATCACGTCGCAG 
AACATCTGGGAGGGCCTGTGGATGAACTGCGTGGTGCAGAGCACCGGCCAGATG 
CAGTGCAAGGTGTACGACTCGCTGCTGGCACTGCCACAGGACCTTCAGGCGGCC 

20 CGCGCCCTCATCGTGGTGGCCATCCTGCTGGCCGCCTTCGGGCTGCTAGTGGCGC 
TGGTGGGCGCCCAGTGCACCAACTGCGTGCAGGACGACACGGCCAAGGCCAAGA 
TCACCATCGTGGCAGGCGTGCTGTTCCTTCTCGCCGCCCTGCTCACCCTCGTGCCG 
GTGTCCTGGTCGGCCAACACCATTATCCGGGACTTCTACAACCCCGTGGTGCCCG 
AGGCGCAGAAGCGCGAGATGGGCGCGGGCCTGTACGTGGGCTGGGCGGCCGCG 

25 GCGCTGCAGCTGCTGGGGGGCGCGCTGCTCTGCTGCTCGTGTCCCCCACGCGAGA 
AGAAGTACACGGCCACCAAGGTCGTCTACTCCGCGCCGCGCTCCACCGGCCCGG 
GAGCCAGCCTGGGCACAGGCTACGACCGCAAGGACTACGTCTAAGGGACAGACG 
CAGGGAGACCCCACCACCACCACCACCACCAACACCACCACCACCACCGCGAGC 
TGGAGCGCGCACCAGGCCATCCAGCGTGCAGCCTTGCCTCGGAGGCCAGCCCAC 

30 CCCCAGAAGCCAGGAAGCCCCCGCGCTGGACTGGGGCAGCTTCCCCAGCAGCCA 
CGGCTTTGCGGGCCGGGCAGTCGACTTCGGGGCCCAGGGACCAACCTGCATGGA 
CTGTGAAACCTCACCCTTCTGGAGCACGGGGCCTGGGTGACCGCCAATACTTGAC 
CACCCCGTCGAGCCCCATCGGGCCGCTGCCCCCATGTCGCGCTGGGCAGGGACC 
GGCAGCCCTGGAAGGGGCACTTGATATTTTTCMTAAAAGGCTCTCGTTTTAGC 

35 

SEQ ID NO: 129 

>gi|1563888|gb|U66199.1|HSU66199 Human fibroblast growth factor homologous factor 3 
(FHF-3) mRNA, complete cds 

ATGGCGGCGCTGGCCAGTAGCCTGATCCGGCAGAAGCGGGAGGTCCGCGAGCCC 
40 GGGGGCAGCCGGCCGGTGTCGGCGCAGCGGCGCGTGTGTCCCCGCGGCACCAAG 
TCCCTTTGCCAGAAGCAGCTCCTCATCCTGCTGTCCAAGGTGCGACTGTGCGGGG 
GGCGGCCCGCGCGGCCGGACCGCGGCCCGGAGCCTCAGCTCAAAGGCATCGTCA 
CCAAACTGTTCTGCCGCCAGGGTTTCTACCTCCAGGCGAATCCCGACGGAAGCAT 
CCAGGGCACCCCAGAGGATACCAGCTCCTTCACCCACTTCAACCTGATCCCTGTG 
45 GGCCTCCGTGTGGTCACCATCCAGAGCGCCAAGCTGGGTCACTACATGGCCATGA 
ATGCTGAGGGACTGCTCTACAGTTCGCCGCATTTCACAGCTGAGTGTCGCTTTAA 
GGAGTGTGTCTTTGAGAATTACTACGTCCTGTACGCCTCTGCTCTCTACCGCCAGC 
GTCGTTCTGGCCGGGCCTGGTACCTCGGCCTGGACAAGGAGGGCCAGGTCATGA 
AGGGAAACCGAGTTAAGAAGACCAAGGCAGCTGCCCACTTTCTGCCCAAGCTCC 
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TGGAGGTGGCCATGTACCAGGAGCCTTCTCTCCACAGTGTCCCCGAGGCCTCCCC 
TTCCAGTCCCCCTGCCCCCTGA 

SEQIDNO: 130 

5 >gi|1689891|gb|AA133129.1|AA133129 zm25d01.sl Stratagene pancreas (#937208) Homo 
sapiens cDNA clone IMAGE:526657 3' similar to TR:G992563 G992563 ELONGIN A. ;, 
mRNA sequence 

ACCCCAGGAAGAAGAAGAAGCTGGATTTACTGGGCGCAGAATGAATTCCAAGAT 
GCAGGTGTATTCTGGTTCCAAGTGTGCCTATCTCCCTAAAATGATGACCTTGCAC 

1 0 CAGCAATGCATCCGAGTACTTAAAAACAACATCGATTCAATCTTTGAAGTGGGA 
GGAGTCCCATACTCTGTTCTTGAACCCGTTTTGGAGAGGTGTACACCTGATCAGC 
TGTATCGCATAGAGGAATACCAATCATGTATTAATTGAAGAAACAGATCAATTAT 
GGAAAGTTCATTGTCACCGAGACTTTAAGGAAGAAAGACCCGAAGAGTATGAGT 
CGTGGCGAGAGATGTACCTGCGGCTTCAGGACGCCCCGAGAGCAGCGGCTACGA 

1 5 GGTACTAACAAAGAATATCCAGTTCGCACATGGCCAATTA 

SEQIDNO: 131 

>gi|186385|gb|M63099.1|HUMILRA Human interleukin 1 receptor antagonist (IL1RN) gene, 
complete cds 

20 ATGGAAATCTGCAGAGGCCTCCGCAGTCACCTAATCACTCTCCTCCTCTTCCTGTT 
CCATTCAGAGACGATCTGCCGACCCTCTGGGAGAAAATCCAGCAAGATGCAAGC 
CTTCAGAATCTGGGATGTTAACCAGAAGACCTTCTATCTGAGGAACAACCAACTA 
GTTGCTGGATACTTGCAAGGACCAAATGTCAATTTAGAAGAAAAGATAGATGTG 
GTACCCATTGAGCCTCATGCTCTGTTCTTGGGAATCCATGGAGGGAAGATGTGCC 

25 TGTCCTGTGTCAAGTCTGGTGATGAGACCAGACTCCAGCTGGAGGCAGTTAACAT 
CACTGACCTGAGCGAGAACAGAAAGCAGGACAAGCGCTTCGCCTTCATCCGCTC 
AGACAGCGGCCCCACCACCAGTTTTGAGTCTGCCGCCTGCCCCGGTTGGTTCCTC 
TGCACAGCGATGGAAGCTGACCAGCCCGTCAGCCTCACCAATATGCCTGACGAA 
GGCGTCATGGTCACCAAATTCTACTTCCAGGAGGACGAGTAG 

30 

SEQ ID NO: 132 

>gi|186738|gb|M60828.1|HUMKGF Human keratinocyte growth factor mRNA, complete cds 
ACGCGCTCACACACAGAGAGAAAATCCTTCTGCCTGTTGATTTATGGAAACAATT 
ATGATTCTGCTGGAGAACTTTTCAGCTGAGAAATAGTTTGTAGeTAeAGTAGAAA 

35 GGCTCAAGTTGCACCAGGCAGACAACAGACATGGAATTCTTATATATCCAGCTGT 
TAGCAACAAAACAAAAGTCAAATAGCAAACAGCGTCACAGCAACTGAACTTACT 
ACGAACTGTTTTTATGAGGATTTATCAACAGAGTTATTTAAGGAGGAATCCTGTG 
TTGTTATCAGGAACTAAAAGGATAAGGCTAACAATTTGGAAAGAGCAAGTACTC 
TTTCTTAAATCAATCTACAATTCACAGATAGGAAGAGGTCAATGACCTAGGAGTA 

40 ACAATCAACTCAAGATTCATTTTCATTATGTTATTCATGAACACCCGGAGCACTA 
CACTATAATGCACAAATGGATACTGACATGGATCCTGCCAACTTTGCTCTACAGA 
TCATGCTTTCACATTATCTGTCTAGTGGGTACTATATCTTTAGCTTGCAATGACAT 
GACTCCAGAGCAAATGGCTACAAATGTGAACTGTTCCAGCCCTGAGCGACACAC 
AAGAAGTTATGATTACATGGAAGGAGGGGATATAAGAGTGAGAAGACTCTTCTG 

45 TCGAACACAGTGGTACCTGAGGATCGATAAAAGAGGCAAAGTAAAAGGGACCC 
AAGAGATGAAGAATAATTACAATATCATGGAAATCAGGACAGTGGCAGTTGGAA 
TTGTGGCAATCAAAGGGGTGGAAAGTGAATTCTATCTTGCAATGAACAAGGAAG 
GAAAACTCTATGCAAAGAAAGAATGCAATGAAGATTGTAACTTCAAAGAACTAA 
TTCTGGAAAACCATTACAACACATATGCATCAGCTAAATGGACACACAACGGAG 
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GGGAAATGTTTGTTGCCTTAAATCAAAAGGGGATTCCTGTAAGAGGAAAAAAAA 
CGAAGAAAGAACAAAAAACAGCCCACTTTCTTCCTATGGCAATAACTTAATTGC 
ATATGGTATATAAAGAACCCAGTTCCAGCAGGGAGATTTCTTTAAGTGGACTGTT 
TTCTTTCTTCTCAAAATTTTCTTTCCTTTTATTTTTTAGTAATCAAG 
5 AAAACTACTGAAAAACTGATCAAGCTGGACITGTGCATTTATGTTTGTTTTAAGA 
CACTGCATTAAAGAAAGATTTGAAAAGTATACACAAAAATCAGATTTAGTAACT 
AAAGGTTGTAAAAAATTGTAAAACTGGTTGTACAATCATGATGTTAGTAACAGTA 
ATTTTTTTCTTAAATTAATTTACCCTTAAGAGTATGTTAGATTTGATTATCTGATA 
ATGATTATTTAAATATTCCTATCTGCTTATAAAATGGCTGCTATAATAATAATAAT 

1 0 ACAGATGTTGTTATATAAGGTATATCAGACCTACAGGCTTCTGGCAGGATTTGTC 
AGATAATCAAGCCACACTAACTATGGAAAATGAGCAGCATTTTAAATGCTTTCTA 
GTGAAAAATTATAATCTACTTAAACTCTAATCAGAAAAAAAATTCTCAAAAAAA 
CTATTATGAAAGTCAATAAAATAGATAATTTAACAAAAGTACAGGATTAGAACA 
TGCTTATACCTATAAATAAGAACAAAATTTCTAATGCTGCTCAAGTGGAAAGGGT 

1 5 ATTGCTAAAAGGATGTTTCCAAAAATCTTGTATATAAGATAGCAACAGTGATTGA 
TGATAATACTGTACTTCATCTTACTTGCCACAAAATAACATTTTATAAATCCTCAA 
AGTAAAATTGAGAAATCTTTAAGTTTTTTTCAAGTAACATAATCTATCTTTGTATA 
ATTCATATTTGGGAATATGGCTTTTAATAATGTTCTTCCCACAAATAATCATGCTT 
TTTTCCTATGGTTACAGCATTAAACTCTATTTTAAGTTGTTTTTGAACTTTATTGTT 

20 TTGTTATTTAAGTTTATGTTATTTATAAAAAAAAAACCTTAATAAGCTGTATCTGT 
TTCATATGCTTTTAATTTTAAAGGAATAACAAAACTGTCTGGCTCAACGGCAAGT 
TTCCCTCCCTTTTCTGACTGACACTAAGTCTAGCACACAGCACTTGGGCCAGCAA 
ATCCTGGAAGCAGACAAAAATAAGAGCCTGAAGCAATGCTTACAATAGATGTCT 
CACACAGAACAATACAAATATGTAAAAACTCTTTCACCACATATTCTTGCCAATT 

25 AATTGGATCATATAAGTAAAATCATTACAAATATAAGTATTTACAGGATTTTAAA 
GTTAGAATATATTTGAATGCATGGGTAGAAAATATCATATTTTAAAACTATGTAT 
ATTTAAATTTAGTAATTTTCTAATCTCTAGAAATCTCTGCTGTTCAAAAGGTGGCA 
GCACTGAAAGTTGTTTTCCTGTTAGATGGCAAGAGCACAATGCCCAAAATAGAA 
GATGCAGTTAAGAATAAGGGGCCCTGAATGTCATGAAGGCTTGAGGTCAGCCTA 

30 CAGATAACAGGATTATTACAAGGATGAATTTCCACTTCAAAAGTCTTTCATTGGC 
AGATCTTGGTAGCACTTTATATGTTCACCAATGGGAGGTCAATATTTATCTAATTT 
AAAAGGTATGCTAACCACTGTGGTTTTAATTTCAAAATATTTGTCATTCAAGTCC 
CTTTACATAAATAGTATTTGGTAATACATTTATAGATGAGAGTTATATGAAAAGG 
CTAGGTCAACAAAAACAATAGATTeAITrAATTTTCCTGTGGTTGACCTATACGA 

35 CCAGGATGTAGAAAACTAGAAAGAACTGCCCTTCCTCAGATATACTCTTGGGAG 
AGAGCATGAATGGTATTCTGAACTATCACCTGATTCAAGGACTTTGCTAGCTAGG 
TTTTGAGGTCAGGCTTCAGTAACTGTAGTCTTGTGAGCATATTGAGGGCAGAGGA 
GGACTTAGTTTTTCATATGTGTTTCCTTAGTGCCTAGCAGACTATCTGTTCATAAT 
CAGTTTTCAGTGTGAATTCACTGAATGTTTATAGACAAAAGAAAATACACACTAA 

40 AACTAATCTTCATTTTAAAAGGGTAAAACATGACTATACAGAAATTTAAATAGAA 
ATAGTGTATATACATATAAAATACAAGCTATGTTAGGACCAAATGCTCTTTGTCT 
ATGGAGTTATACTTCCATCAAATTACATAGCAATGCTGAATTAGGCAAAACCAAC 
ATTTAGTGGTAAATCCATTCCTGGTAGTATAAGTCACCTAAAAAAGACTTCTAGA 
AATATGTACTTTAATTATTTGTTTTTCTCCTATTTTTAAATT^ 

45 AGAAAATAAAATTTGCTCTAGTTACACACCTTTAGAATTCTAGAATATTAAAACT 
GTAAGGGGCCTCCATCCCrCTTACTCATTTGTAGTCTAGGAAATTGAGATTTTGAT 
ACACCTAAGGTCACGCAGCTGGGTAGATATACAGCTGTCACAAGAGTCTAGATC 
AGTTAGCACATGCTTTCTACTCTTCGATTATTAGTATTATTAGCTAATGGTCTTTG 
GCATGTTTTTGTTTTTTATTTCTGTTC 
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GTGACTATGTCTTGGCAATGCACTTCATACACAATGACTAATCTATACTGTGATG 
ATTTGACTCAAAAGGAGAAAAGAAATTATGTAGTTTTCAATTCTGATTCCTATTC 
ACCTTTTGTTTATGAATGGAAAGCTTTGTGCAAAATATACATATAAGCAGAGTAA 
GCCITITAAAAATGTTCTTTGAAAGATAAAATTAAATACATGAGTTTCTAACAAT 
5 TAGA 

SEQIDNO: 133 

>gi|1399238|gb|U59832.1|HSU59832 Human transcription factor, forkhead related activator 
4 (FREAC-4) mRNA, complete cds 

10 CGCCGCCACCCGGCAGCCCCGGCGCAGCTCCGGCAGCCGCAGTCGCAGCGCCCC 
CAGCGTGGCGCCCCCCGGCCGGGCCTGCCGCCCGGGACCCGGGCTGGGGCGCAG 
AGGGAGCCCGGAGCCCGGCGCCCCCATGCGCCGCCCCGCCGCCGCCGCGCCACA 
GCTATGACCCTGAGCACTGAGATGTCCGATGCCTCTGGCCTCGCCGAGGAAACA 
GACATCGACGTGGTGGGGGAGGGCGAGGACGAAGAAGACGAGGAAGAGGAGGA 

15 CGACGACGAGGGCGGCGGTGGCGGGCCCCGGCTGGCTGTCCCCGCGCAGCGGCG 
GCGGCGGCGGCGCTCGTACGCCGGGGAGGACGAGCTGGAGGATCTGGAGGAGG 
AGGAGGACGACGATGACATCCTGCTGGCCCCGCCTGCTGGGGCTCCCCGGCGCC 
CCCGGGCCCGGCCCCGGCGGCGGGGGCAGGAGCCGGTGGGGGCGGCGGCGGCG 
GCGGCGCGGGCGGCGGCGGGAGCGCGGGTAGCGGCGCCAAGAACCCGCTGGTG 

20 AAGCCGCCCTACTCGTATATCGCGCTCATCACTATGGCCATCCTGCAGAGCCCCA 
AGAAGCGGCTGACGCTGAGCGAGATCTGTGAGTTCATCAGCGGCCGCTTCCCCTA 
CTACCGGGAGAAGTTCCCCGCCTGGCAGAACAGCATCCGCCACAACCTCTCGCTC 
AACGACTGCTTCGTCAAGATCCCCCGCGAGCCCGGCAACCCGGGCAAGGGCAAC 
TACTGGACGCTGGACCCGGAGTCCGCCGACATGTTCGACAACGGCAGCTTCCTGC 

25 GCCGGAGGAAGCGCTTCAAGCGGCAGCCGCTGCTCCCACCCAACGCCGCGGCCG 
CCGAGTCTCTGCTGCTGCGCGGCGCGGGAGCCGCAGGGGGCGCGGGCGACCCGG 
CAGCCGCCGCCGCGCTCTTCCCGCCCGCGCCCCCGCCGCCCCCGCATGCCTACGG 
CTACGGCCCCTACGGCTGCGGCTACGGCCTGCAGCTGCCGCCTTACGCGCCGCCC 
TCGGCCCTCTTCGCCGCCGCAGCGGCCGCCGCCGCCGCCGCCGCCTTCCACCCGC 

30 ACTCGCCCCCGCCGCCCCCGCCACCGCACGGCGCGGCCGCCGAGCTGGCCCGGA 
CCGCCTTCGGCTACCGGCCGCACCCGCTCGGCGCCGCCCTACCCGGCCCCCTGCC 
GGCCTCCGCGGCCAAGGCGGGCGGCCCGGGCGCCTCAGCGCTGGCGCGCTCGCC 
CTTCTCCATCGAGAGCATCATCGGGGGCAGCTTGGGCCGGGCCGCCGCTGCCGCC 
GCCGCCGCGGAGGCCGCCGCCGCCGCrcAGGCCteGCCGTCGCCCTCGCCGGTGG 

35 CGGCGCCGCCAGCTCCCGGATCCAGCGGAGGAGGCTGCGCGGCGCAGGCGGCCG 
TGGGCCCGGCGGCCGCGCTCACCCGATCCCTCGTGGCCGCCGCGGCCGCCGCCGC 
CTCCTCAGTCTCCTCGTCCGCCGCCTTGGGGACTCTGCACCAAGGGACTGCCCTG 
TCCAGTGTCGAGAACTTTACTGCTAGGATTTCCAATTGTTAATAACGCTATGTTA 
GCGCGCTCGAGGAAGAAGGTAGGAATCCCGGCTCCTTTTCTCGTCTTGGTGGTTC 

40 GGTGTTTTGTTCGCTCCTCCAGGCGCGGCCCCTCTCGACCTCGCGCGCCCATTTTC 
GCCGCrGCGAATTCTCGGACAAAACTGTCAACAGCCCGGGCGCGCCTTTTGGCTC 
TGCGGGTCCCTCTATTTATGCAAAGCCGACCTATGCTACAGCCCCCCAACCCCCG 
ACCTGGGGTAGGGAGGAAGAGGGTGCCGGGGAAGGGAGTCCGCCCTGTCCAGG 
CACTAGAGGCTCCCTTGACGTTTGGCAGATGAAAAACAACTAAGCCTTTTTGAGG 

45 TGTAGAGATTGTCAGGTCCAGGCGTTAAAAAATAATGGTCAAAAGAATAATACA 
AAAATAGTAAAGGTCTTGAAGAATGCCAGCGAAGCAATTCITTTTTATTTGAGGA 
CACTTGTCTGGTGTACTTTTTCATGAAAAGGAAAAATGGTTAACATGTTTACACA 
AGAAAAAAAGTCAAAATTATCATTTATTTCAACCTGTGTTTTGTATCATAACAGA 
CGTGTGGATTTTTTTGTACTTACTGGGTATTCTTTACAAGGAGTATTGTAAATTTT 
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ACTGGCAATTATTATTGTACTATTCTAAATGTAAGATTTTTACACTTTTTCAGAAA 
TAAAAATGCTTAATTTTCAAAGAAAATTCACCAAAA 

SEQIDNO:134 

5 >gi|181977|gb|M38425.1|HUMEGFR Human EGF receptor (EGFR) gene, 5' end 

AAGCTTCCGCGAGTTTCCCAGGCATTTCTCCTCGCGGGACTACCAGGGGTAGTGG 
GACACTTAGCCTCTCTAAAAGCACCTCCACGGCTGTTTGTGTCAAGCCTTTATTCC 
AAGAGCTTCACTTTTGCGAAGTAATGTGCTTCACACATTGGCTTCAAAGTACCCA 
TGGCTGGTTGCAATAAACATTAAGGAGGCCTGTCTCTGCACCCGGAGTTGGTGCC 

1 0 CTCATTTCAGATGATTTCGAGGGTGCTTGACAAGATCTGAAGGACCCTCGGACTT 
TAGAGCACCACCTCGGAACGCCTGGCACCCCTGCCGCGCGGGCACGGCGACCTC 
CTCAGCTGCCAGGCCAGCCTCTGATCCCCGCGAGGGGTCCCGTAGTGCTGCAGGG 
GGAGGCTGGGGACCCGAATAAAGGAGCAGTTTCCCCGTCGGTGCCATTATCCGA 
CGCTGGCTCTAAGGCTCGGCCAGTCTGTCTAAAGCTGGTACAAGTTTGCTTTGTA 

1 5 AAACAAAAGAAGGGAAAGGGGGAAGGGGACCCTGGCACAGATTTGGCTCGACC 
TGGACATAGGCTGGGCTGCAAGTCCGCGGGGACCGGGTCCAGAGGGGCAGTGCT 
GGGAACGCCCCTCTCGGAAATTAACTCCTCAGGGCACCGCTCCCCTCCCATGCGC 
CGCCCCACTCCCGCCGGAGACTAGGTCCCGCGGGGGCCACCGTGTCCACCGCCTC 
GCGGCCGCTGGCCTTGGGTCCCCGCTGCTGGTTCTCCTCCCTCCTCCTCGCATTCT 

20 CCTCCTCCTCTGCTCCTCCCGATCCCTCCTCCGCCGCCTGGTCCCTCCTCCTCCCG 
CCCTGCCTCCCGCGCCTCGGCCCGCGCGAGCTAGACGTCCGGGCAGCCCCCGGCG 
CAGCGCGGCCGCAGCAGCCTCCTCCCCCCGCACGGTGTGAGCGCCCGCCGCGCC 
GAGGCGGCCGGAGTCCCGAGCTAGCCCCGCGGCCGCCGCCGCCCAGACCGGACG 
ACAGGCCACCTCGTCGCGTCCGCCCGAGTCCCCGCCTCGCCGCCAACGCCACAAC 

25 CACCGCGCACGGCCCCCTGACTCCGTCCAGTATTGATCGGGAGAGCCGGAGCGA 
GCTCTTCGGGGAGCAGCGATGCGACCCTCCGGGACGGCCGGGGCAGCGCTCCTG 
GCGCTGCTGGCTGCGCTCTGCCCGGCGAGTCGGGCTCTGGAGGAAAAGAAAGGT 
AAGGGCGTGTCTCGCGGCTCCCCGCCGCCCCCGGATCGCGCCCCGGACCCCGCA 
GCCCGCCCAACCGCACCGCGCACCGGCTTCGCCCGCGCCCCCGCCCGTCCTTTCC 

30 TGTTTCCTTGAGATCACGTGCGCCGCCGACCGGGACCGCGGGAGGAACGGGACG 
TTTCGTTCTTCGGCCGGGAGAGTCTGGGGCGGGCGGAGGAGGAGACGCGTGGGA 
CACCGGGCTGCAGGCCAGGCGGGGAACGGCCGCCGGGACCTCCGGCGCCCCGAA 
CCGCTCCGAACTTTOTCCCTCACTTTCCCCGCCCAGCTGCGCAGGATCGGCGTCA 
^GTGGGC^AAAS^ 

35 CCCCGCGCTGTCTTCCCAGGGCGCGACGGGGTCCTGGCGCGCACCCGAGGGCCG 
CTGCCCACCCGCCGAGACTGCCTGTTTAGGGAAGCTGAGGAAGGAACCCAAAAA 
TACAGCCTCCGCTCGGACCCCGCGGGACAGGCGGCTTTCTGAGAGGACCTCCCCG 
CCTCCGCGCTCCGCGCAGGTCTCAAACTGAAGCCGGCGCCCGCCAGCCTGGCCCC 
GGCCCCTCTCCAGGTCCCCGCGATCCTCGTTCCCCAGTGTGGAGTCGCAGCCTCG 

40 ACCTGGGAGCTGGGAGAACTCGTCTACCACCACCTGCGGCTCCCGGGGAGGGGT 
GGTGCTGGCGGCGGTTAGTTTCCTCGTTGGCAAAAGGCAGGTGGGGTCCGACCC 
GCCCCTTGGGCGCAGACCCCGGCCGCTCGCCTCGCCCGGTGCGCCCTCGTCTTGC 
CTATCCAAGAGTGCCCCCCACTCCCGGGACCCCAGCTCCCTCCGCGCCCGCGCCG 
AAAGCCCCAGGCTCTCCTTCGATGGCCGCCTCGCGGAGACGTCCGGGTCTGCTCC 

45 ACCTGCAGCCCTTCGGTCGCGCCTGGGCTTCGCGGTGGAGCGGGACGCGGCTGTC 
CGGCCACTGCAGGGGGGGATCGCGGGACTCTTGAGCGGAAGCCCCGGAAGCAGA 
GCTCATCCTGGCCAACACCATGGTGTTTCAAAATGGGGCTCACAGCAAACTTCTC 
CrCAAAACCCGGAGACTTTCTTTCTTGGATGTCTCTTTTTGCrGTTTGAAGAAT^ 
GAGCCAACCAAAATATTAAACCTGTCTTACACACACACACACACACACACACAC 
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ACACACACCGGATTGCTGTCCCTGGTTCAAGTGTGCCAAGTGTGCAGAAGAACAT 
GAGCGAGTCTGGCTTCGTGACTACCGACCATAAACCCACTTGACAGGGGAAACA 
TGCCTTGGAAGGTTTAATTGCACAATTCCAACCTTGACTGCGCGGGTTCCAAGAG 
CCAGGCCCGTACTTGCTGTTGATGTCATTGGCTTGGGGAGTTGGGGTTTGGTGCC 
5 CAGCGCGGTCGTTGGGGGAGGGGCGGAAGGCATAGAACAGTGGTTCCCTGCGCC 
CTTCTGCACATTGGAATTACCTGGGATTAAAAAAAAAAAATCAAAACAAAAACC 
AGTGTCTCGTCCCGCCCCCAGACATTCTGATTTAATTGGCATGGGGCAAGACCTG 
GACTTGGGATTTTTTTTAATGCTCTTCATGTGATCTGTTGGGCAGCCAGATTTGGG 
GATCACTAGACGGAAGAAGGATTGTTAAAGTCTCCGGAGATGTTACTTGCCAAT 

1 0 GCTAAGAGCTCTTTGAGACATCTGGAATTGTTACAATATTGCC AAATATAGG AAA 
GAGGGAAAAGGTAGAGTGTGATTCCAATAATAAAGGATTCCGCTTTTCATTGAA 
GGAACTGGTGGAAAGGTTTCTTCTCTGCTAGACCTGCAGGCCCGTCCTGCCTGCC 
TGGGGCGCCCGGGAGACGCGGGCCTGCTCCGGAGACTGCTGACTGCCGGTCCTG 
TTAGTCAGGTGTCAGCCCTGTCTCTGCCGAAGAGACTCTCTCTTTATTTTAAATTA 

1 5 AACCCTCAGAGCACCACCAAAGCATCACTTTTCTCCCTCCATTGGTGTTCTCATTC 
TTTGATGTTACTTGTTTGAACACCACTATTAGTAGTTGGAGATTTGTTCCTGAGAA 
AAATATAAATACCACTTAATTTGCCTGTTTGTCCCGCATTCACTCAAAACAGAAT 
GCTCCTGAAGACAAGAGAGAGAGTAGGAGAACAGACGCTATTCCATTACAGTAA 
CATAAAAGACrGGATTTTCAGGGGCAAATTATTAAAATAGGAGATGAGCTCTTTT 

20 AACAGAAATTTGTTTAAGGCCTGTGTCTATCAAATTCAGTGGATTTTATTCAAGA 
TGCACTTTGTTTAGTGGGAGTTTTGTTTGGTTCTGGGACATGCTAACTTCTAGACT 
TGCTGCTCTTAGAGGTAATGACTGCCAGACACCATTTCATGAGTCCTAATCCCCA 
CATTAAGCATAAGAGGTGCACACTCTCCTCCTATGGGGGAAACTGAGGTACGAA 
GAACTAAAGTGACTTTCCCACAGCTGGTGGGAGGCAGACGGGAAATTCACACCA 

25 GGGGCTTCCAACTCCAGATCCCTCTCTCAACTTCCAAACTCCACTGCCTTGTCCGA 
GTTCTGGTTTCAGGAGATCCAAATCAGGTGTGTGCAAATGTCTAATGTCAGAGCT 
GGCAAGGGGAAAGGGCCCAGGGAGCCGGCTCATGACGATGAGCCTGTCTGAAGC 
TT 

30 SEQIDNO:135 

>gi|2162425|gb|AA448755.1|AA448755 zxlOdl0.rl Soares_total_fetus_Nb2HF8_9w Homo 
sapiens cDNA clone IMAGE:786067 5' similar to gb:S78187 M-PHASE INDUCER 
PHOSPHATASE 2 (HUMAN);, mRNA sequence 

35 GTCCTCCAGGAGCTTCTTGTTTCCTTGTTAGGGTTAACCCTTCATCTTCCTGTGTC 
CTGAAACGCTCCTTTGTGTGTGTGTCAGCTGAGGCTGGGGGAGAGCCGTGGTCCC 
TGAGGATGGGTCAGAGCTAAACTCCTTCCTGGCCTGAGAGTCAGCTCTCTGCCCT 
GTGTACTTCCCGGGCCAGGGCTGCCCCTAATCTCTGTAGGAACCGTGGTATGTCT 
GCCATGTTGCCCCTTTCTCTTTTCCCCTTTCCTGTCCCACCATACGAGCACCTCCA 

40 GCCTGAACAGAAGCTCTTACTCTTTCCTATTTCAGTGTTACCTGTGTGCTTGGTCT 
GTTTGACTTTACGC 

SEQ ID NO: 136 

>gi|189389|gb|M97016.1|HUMOP2A Homo sapiens osteogenic protein-2 (OP-2) mRNA, 
45 complete cds 

CCACAGTGGCGCCGGCAGAGCAGGAGTGGCTGGAGGAGCTGTGGTTGGAGCAGG 
AGGTGGCACGGCAGGGCTGGAGGGCTCCCTATGAGTGGCGGAGACGGCCCAGGA 
GGCGCTGGAGCAACAGCTCCCACACCGCACCAAGCGGTGGCTGCAGGAGCTCGC 
CCATCGCCCCTGCGCTGCTCGGACCGCGGCCACAGCCGGACTGGCGGGTACGGC 
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ggcgacagacggattggccgagagtcccagtccgcagagtagccccggcctcga 
ggcggtggcgtcccggtcctctccgtccaggagccaggacaggtgtcgcgcggc 
ggggctccagggaccgcgcctgaggccggctgcccgcccgtcccgccccgcccc 
gccgcccgccgcccgccgagcccagcctccttgccgtcggggcgtccccaggccc 

5 tgggtcggccgcggagccgatgcgcgcccgctgagcgccccagctgagcgcccc 
cggcctgccatgaccgcgctccccggcccgctctggctcctgggcctggcgctat 
gcgcgctgggcgggggcggccccggcctgcgacccccgcccggctgtccccagc 
gacgtctgggcgcgcgcgagcgccgggacgtgcagcgcgagatcctggcggtgc 
tcgggctgcctgggcggccccggccccgcgcgccacccgccgcctcccggctgcc 

10 cgcgtccgcgccgctcttcatgctggacctgtaccacgccatggccggcgacgac 
gacgaggacggcgcgcccgcggagcggcgcctgggccgcgccgacctggtcatg 
agcttcgttaacAtggtggagcgagaccgtgccctgggccaccaggagccccat 
tggaaggagttccgctttgacctgacccagatcccggctggggaggcggtcaca 
gctgcggagttccggatttacaaggtgcccagcatccacctgctcaacaggaccc 

15 tccacgtcagcatgttccaggtggtccaggagcagtccaacagggagtctgactt 
gttctttttggatcttcagacgctccgagctggagacgagggctggctggtgctg 
gatgtcacagcagccagtgactgctggttgctgaagcgtcacaaggacctggga 
ctccgcctctatgtggagactgaggacgggcacagcgtggatcctggcctggcc 
ggcctgctgggtcaacgggccccacgctcccaacagcctttcgtggtcactttct 

20 tcagggccagtccgagtcccatccgcacccctcgggcagtgaggccactgagga 
ggaggcagccgaagaaaagcaacgagctgccgcaggccaaccgactcccaggg 
atctttgatgacgtccacggctcccacggccggcaggtctgccgtcggcacgagc 
tctacgtcagcttccaggacctcggctggctggactgggtcatcgctccccaagg 
ctactcggcctattactgtgagggggagtgctccttcccactggactcctgcatg 

25 aatgccaccaaccacgccatcctgcagtccctggtgcacctgatgaagccaaac 
gcagtccccaaggcgtgctgtgcacccaccaagctgagcgccacctctgtgctct 
actatgacagcagcaacaacgtcatcctgcgcaagcaccgcaacatggtggtca 
aggcctgcggctgccactgagtcagcccgcccagccctactgcagccacccttct 
catctggatcgggccctgcagaggcagaaaacccttaaatgctgtcacagctca 

30 agcaggagtgtcaggggccctcactctctgtgcctacttcctgtcagg 

SEQIDNO: 137 

.- . >gi|181979|gb|M29366.1|HUMEGFRBB3 Human epidermal growth factor receptor . 
^ M "*v~??r-"-(EtilBB3) mRNA, complete cds 

35 ACCAATTCGCCAGCGGTTCAGGTGGCTCTTGCCTCGATGTCCTAGCCTAGGGGCC 
CCCGGGCCGGACTTGGCTGGGCTCCCTTCACCCTCTGCGGAGTCATGAGGGCGAA 
CGACGCTCTGCAGGTGCTGGGCTTGCTTTTCAGCCTGGCCCGGGGCTCCGAGGTG 
GGCAACTCTCAGGCAGTGTGTCCTGGGACTCTGAATGGCCTGAGTGTGACCGGCG 
ATGCTGAGAACCAATACCAGACACTGTACAAGCTCTACGAGAGGTGTGAGGTGG 

40 TGATGGGGAACCTTGAGATTGTGCTCACGGGACACAATGCCGACCTCTCCTTCCT 
GCAGTGGATTCGAGAAGTGACAGGCTATGTCCTCGTGGCCATGAATGAATTCTCT 
ACTCTACCATTGCCCAACCTCCGCGTGGTGCGAGGGACCCAGGTCTACGATGGGA 
AGTTTGCCATCTTCGTCATGTTGAACTATAACACCAACTCCAGCCACGCTCTGCG 
CCAGCTCCGCTTGACTCAGCTCACCGAGATTCTGTCAGGGGGTGTTTATATTGAG 

45 AAGAACGATAAGCTTTGTCACATGGACACAATTGACTGGAGGGACATCGTGAGG 
GACCGAGATGCTGAGATAGTGGTGAAGGACAATGGCAGAAGCTGTCCCCCCTGT 
CATGAGGTTTGCAAGGGGCGATGCTGGGGTCCTGGATCAGAAGACTGCCAGACA 
TTGACCAAGACCATCTGTGCTCCTCAGTGTAATGGTCACTGCTTTGGGCCCAA.ee 
CCAACCAGTGCTGCCATGATGAGTGTGCCGGGGGCTGCTCAGGCCCTCAGGACA 
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CAGACTGCTTTGCCTGCCGGCACTTCAATGACAGTGGAGCCTGTGTACCTCGCTG 
TCCACAGCCTCTTGTCTACAACAAGCTAACTTTCCAGCTGGAACCCAATCCCCAC 
ACCAAGTATCAGTATGGAGGAGTTTGTGTAGCCAGCTGTCCCCATAACTTTGTGG 
TGGATCAAACATCCTGTGTCAGGGCCTGTCCTCCTGACAAGATGGAAGTAGATAA 
5 AAATGGGCTCAAGATGTGTGAGCCTTGTGGGGGACTATGTCCCAAAGCCTGTGA 
GGGAACAGGCTCTGGGAGCCGCTTCCAGACTGTGGACTCGAGCAACATTGATGG 
ATTTGTGAACTGCACCAAGATCCTGGGCAACCTGGACTTTCTGATCACCGGCCTC 
AATGGAGACCCCTGGCACAAGATCCCTGCCCTGGACCCAGAGAAGCTCAATGTC 
TTCCGGACAGTACGGGAGATCACAGGTTACCTGAACATCCAGTCCTGGCCGCCCC 

1 0 ACATGCACAACTTCAGTGTTTTTTCCAATTTGACAACCATTGGAGGCAGAAGCCT 
CTACAACCGGGGCtTCTCATTGTTGATCATGAAGAACTTGAATGTCACATCTCTG 
GGCTTCCGATCCCTGAAGGAAATTAGTGCTGGGCGTATCTATATAAGTGCCAATA 
GGCAGCTCTGCTACCACCACTCTTTGAACTGGACCAAGGTGCTTCGGGGGCCTAC 
GGAAGAGCGACTAGACATCAAGCATAATCGGCCGCGCAGAGACTGCGTGGCAGA 

1 5 GGGCAAAGTGTGTGACCCACTGTGCTCCTCTGGGGGATGCTGGGGCCCAGGCCCT 
GGTCAGTGCTTGTCCTGTCGAAATTATAGCCGAGGAGGTGTCTGTGTGACCCACT 
GCAACTTTCTGAATGGGGAGCCTCGAGAATTTGCCCATGAGGCCGAATGCTTCTC 
CTGCCACCCGGAATGCCAACCCATGGAGGGCACTGCCACATGCAATGGCTCGGG 
CTCTGATACTTGTGCTCAATGTGCCCATTTTCGAGATGGGCCCCACTGTGTGAGC 

20 AGCTGCCCCCATGGAGTCCTAGGTGCCAAGGGCCCAATCTACAAGTACCCAGAT 
GTTCAGAATGAATGTCGGCCCTGCCATGAGAACTGCACCCAGGGGTGTAAAGGA 
CCAGAGCTTCAAGACTGTTTAGGACAAACACTGGTGCTGATCGGCAAAACCCAT 
CTGACAATGGCTTTGACAGTGATAGCAGGATTGGTAGTGATTTTCATGATGCTGG 
GCGGCACTTTTCTCTACTGGCGTGGGCGCCGGATTCAGAATAAAAGGGCTATGAG 

25 GCGATACTTGGAACGGGGTGAGAGCATAGAGCCTCTGGACCCCAGTGAGAAGGC 
TAACAAAGTCTTGGCCAGAATCTTCAAAGAGACAGAGCTAAGGAAGCTTAAAGT 
GCTTGGCTCGGGTGTCTTTGGAACTGTGCACAAAGGAGTGTGGATCCCTGAGGGT 
GAATCAATCAAGATTCCAGTCTGCATTAAAGTCATTGAGGACAAGAGTGGACGG 
CAGAGTTTTCAAGCTGTGACAGATCATATGCTGGCCATTGGCAGCCTGGACCATG 

30 CCCACATTGTAAGGCTGCTGGGACTATGCCCAGGGTCATCTCTGCAGCTTGTCAC 
TCAATATTTGCCTCTGGGTTCTCTGCTGGATCATGTGAGACAACACCGGGGGGCA 
CTGGGGCCACAGCTGCTGCTCAACTGGGGAGTACAAATTGCCAAGGGAATGTAC 
TACCTTGAGGAACATGGTATGGTGCATAGAAACCTGGCTGCCCGAAACGTGCTA 
CTCAAGTCACCCAGTCAGGTTCAGGTGGCAGATTTTGGTGTGGCTGACCTGCTGC 

35 CTCCTGATGATAAGCAGCTGCTATACAGTGAGGCCAAGACTCCAATTAAGTGGAT 
GGCCCTTGAGAGTATCCACTTTGGGAAATACACACACCAGAGTGATGTCTGGAG 
CTATGGTGTGACAGTTTGGGAGTTGATGACCTTCGGGGCAGAGCCCTATGCAGGG 
CTACGATTGGCTGAAGTACCAGACCTGCTAGAGAAGGGGGAGCGGTTGGCACAG 
CCCCAGATCTGCACAATTGATGTCTACATGGTGATGGTCAAGTGTTGGATGATTG 

40 ATGAGAACATTCGCCCAACCTTTAAAGAACTAGCCAATGAGTTCACCAGGATGG 
CCCGAGACCCACCACGGTATCTGGTCATAAAGAGAGAGAGTGGGCCTGGAATAG 
CCCCTGGGCCAGAGCCCCATGGTCTGACAAACAAGAAGCTAGAGGAAGTAGAGC 
TGGAGCCAGAACTAGACCTAGACCTAGACTTGGAAGCAGAGGAGGACAACCTGG 
CAACCACCACACTGGGCTCCGCCCTCAGCCTACCAGTTGGAACACTTAATCGGCC 

45 ACGTGGGAGCCAGAGCCTTTTAAGTCCATCATCTGGATACATGCCCATGAACCAG 
GGTAATCTTGGGGAGTCTTGCCAGGAGTCTGCAGTTTCTGGGAGCAGTGAACGGT 
GCCCCCGTCCAGTCTCTCTACACCCAATGCCACGGGGATGCCTGGCATCAGAGTC 
ATCAGAGGGGCATGTAACAGGCTCTGAGGCTGAGCTCCAGGAGAAAGTGTCAAT 
GTGTAGAAGCCGGAGCAGGAGCCGGAGCCCACGGCCACGCGGAGATAGCGCCT 
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ACCATTCCCAGCGCCACAGTCTGCTGACTCCTGTTACCCCACTCTCCCCACCCGG 
GTTAGAGGAAGAGGATGTCAACGGTTATGTCATGCCAGATACACACCTCAAAGG 
TACTCCCrCCTCCCGGGAAGGCACCCTTTCTTCAGTGGGTCTTAGTTCTGTCCTGG 
GTACTGAAGAAGAAGATGAAGATGAGGAGTATGAATACATGAACCGGAGGAGA 
5 AGGCACAGTCCACCTCATCCCCCTAGGCCAAGTTCCCTTGAGGAGCTGGGTTATG 
AGTACATGGATGTGGGGTCAGACCTCAGTGCCTCTCTGGGCAGCACACAGAGTT 
GCCCACTCCACCCTGTACCCATCATGCCCACTGCAGGCACAACTCCAGATGAAGA 
CTATGAATATATGAATCGGCAACGAGATGGAGGTGGTCCTGGGGGTGATTATGC 
AGCCATGGGGGCCTGCCCAGCATCTGAGCAAGGGTATGAAGAGATGAGAGCTTT 

10 TCAGGGGCCTGGACATCAGGCCCCCCATGTCCATTATGCCCGCCTAAAAACTCTA 
CGTAGCTTAGAGGCTACAGACTCTGCCTTTGATAACCCTGATTACTGGCATAGCA 
GGCTTTTCCCCAAGGCTAATGCCCAGAGAACGTAACTCCTGCTCCCTGTGGCACT 
CAGGGAGCATTTAATGGCAGCTAGTGCCTTTAGAGGGTACCGTCTTCTCCCTATT 
CCCTCTCTCTCCCAGGTCCCAGCCCCTTTTCCCCAGTCCCAGACAATTCCATTCAA 

1 5 TCTTTGGAGGCTTTTAAACATTTTGACACAAAATTCTTATGGTATGTAGCCAGCTG 
TGCACTTTCTTCTCTTTCCCAACCCCAGGAAAGGTTTTCCTTATTTTGTGTGCTTTC 
CCAGTCCCATTCCTCAGCTTCTTCACAGGCACTCCTGGAGATATGAAGGATTACT 
CTCCATATCCCTTCCTCTCAGGCTCTTGACTACTTGGAACTAGGCTCTTATGTGTG 
CCTTTGTTTCCCATCAGACTGTCAAGAAGAGGAAAGGGAGGAAACCTAGCAGAG 

20 GAAAGTGTAATTTTGGTTTATGACTCTTAACCCCCTAGAAAGACAGAAGCTTAAA 
ATCTGTGAAGAAAGAGGTTAGGAGTAGATATTGATTACTATCATAATTCAGCACT 
TAACTATGAGCCAGGCATCATACTAAACTTCACCTACATTATCTCACTTAGTCCTT 
TATCATCCTTAAAACAATTCTGTGACATACATATTATCTCATTTTACACAAAGGG 
AAGTCGGGCATGGTGGCTCATGCCTGTAATCTCAGCACTTTGGGAGGCTGAGGCA 

25 GAAGGATTACCTGAGGCAAGGAGTTTGAGACCAGCTTAGCCAACATAGTAAGAC 
CCCCATCTCTTT 

SEQ ID NO: 138 

>gi| 1 1 23 1 84|gb|H98534. 1 |H98534 yv97d06.sl Soares melanocyte 2NbHM Homo sapiens 

30 cDNA clone IMAGE:250667 3', mRNA sequence 

ATCTAACATTATTGCTTTAGGAAAGTATTTCCCTGAACCAAGAATACAATGCTAA 
TTGCATAAAAACATACACATATAAAAAGTAGTTCTCCATTTTCCCAGGAAAAAAT 
CCAAGTATAACTTCTAGAATAGTCAAGTTTCTTATTTTTATTATAATTAAAGTCTT 
GGTCATTTCATTTATTAGCTCTGCAAGTTACATATTI'AAATTAAAGAAACGTTATT 

35 AGACAACNGTTACAATTTATAAATGTAAGGTGCCATTATTGAGTAAATATATTCC 
TCCAAGAGTGGATGTGNCCCTTCTCCCANCAACTAATGAAGCAGCAACATTAGGT 
TAAATTTATTAGGAGATGATACACTGGCTGNAAACGCTAATTCNCCTTCTCCAAC 
CCCAAG 

40 SEQ ID NO: 139 

>gi|l 813881|dbj|D49728.1|HUMNAKl Human NAK1 mRNA for DNA binding protein, 
complete cds 

CGAACTTGGGGGGAGTGCACAGAAGAACTTCGGGAGCGCACGCGGGACCAGGG 
ACCAGGCTGAGACTCGGGGCGCCAGTCCGGGCAGGGGCAGCGGGAGCCGGCCG 
45 GAGATGCCCTGTATCCAAGCCCAATATGGGACACCAGCACCGAGTCCGGGACCC 
CGTGACCACCTGGCAAGCGACCCCCTGACCCCTGAGTTCATCAAGCCCACCATGG 
ACCTGGCCAGCCCCGAGGCAGCCCCCGCTGCCCCCACTGCCCTGCCCAGCTTCAG 
CACCTTCATGGACGGCTACACAGGAGAGTTTGACACCTTCCTCTACCAGCTGCCA 
GGAACAGTCCAGCCATGCTCCTCAGCCTCCTCCTCGGCCTCCTCCACATCCTCGTC 



152 



WO 02/074979 



PCT/US02/08456 



CTCAGCCACCTCCCCTGCCTCTGCTTCCTTCAAGTTCGAGGACTTCCAGGTGTACG 
GCTGCTACCCCGGCCCCCTGAGCGGCCCAGTGGATGAGGCCCTGTCCTCCAGTGG 
CTCTGACTACTATGGCAGCCCCTGCTCGGCCCCGTCGCCCTCCACGCCCAGCTTC 
CAGCCGCCCCAGCTCTCTCCCTGGGATGGCTCCTTCGGCCACTTCTCGCCCAGCC 
5 AGACTTACGAAGGCCTGCGGGCATGGACAGAGCAGCTGCCCAAAGCCTCTGGGC 
CCCCACAGCCTCCAGCCTTCTTTTCCTTCAGTCCTCCCACCGGCCCCAGCCCCAGC 
CTGGCCCAGAGCCCCCTGAAGTTGTTCCCCTCACAGGCCACCCACCAGCTGGGGG 
AGGGAGAGAGCTATTCCATGCCTACGGCCTTCCCAGGTTTGGCACCCACTTCTCC 
ACACCTTGAGGGCTCGGGGATACTGGATACACCCGTGACCTCAACCAAGGCCCG 

1 0 GAGCGGGGCCCCAGGTGGAAGTGAAGGCCGCTGTGCTGTGTGTGGGGACAACGC 
TTCATGCCAGCATTATGGTGTCCGCACATGTGAGGGCTGCAAGGGCTTCTTCAAG 
CGCACAGTGCAGAAAAACGCCAAGTACATCTGCCTGGCTAACAAGGACTGCCCT 
GTGGACAAGAGGCGGCGAAACCGCTGCCAGTTCTGCCGCTTCCAGAAGTGCCTG 
GCGGTGGGCATGGTGAAGGAAGTTGTCCGAACAGACAGCCTGAAGGGGCGGCG 

1 5 GGGCCGGCTACCTTCAAAACCCAAGCAGCCCCCAGATGCCTCCCCTGCCAATCTC 
CTCACTTCCCTGGTCCGTGCACACCTGGACTCAGGGCCCAGCACTGCCAAACTGG 
ACTACTCCAAGTTCCAGGAGCTGGTGCTGCCCCACTTTGGGAAGGAAGATGCTGG 
GGATGTACAGCAGTTCTACGACCTGCTCTCCGGTTCTCTGGAGGTCATCCGCAAG 
TGGGCGGAGAAGATCCCTGGCTTTGCTGAGCTGTCACCGGCTGACCAGGACCTGT 

20 TGCTGGAGTCGGCCTTCCTGGAGCTCTTCATCCTCCGCCTGGCGTACAGGTCTAA 
GCCAGGCGAGGGCAAGCTCATCTTCTGCTCAGGCCTGGTGCTACACCGGCTGCAG 
TGTGCCCGTGGCTTCGGGGACTGGATTGACAGTATCCTGGCCTTCTCAAGGTCCC 
TGCACAGCTTGCTTGTCGATGTCCCTGCCTTCGCCTGCCTCTCTGCCCTTGTCCTC 
ATCACCGACCGGCATGGGCTGCAGGAGCCGCGGCGGGTGGAGGAGCTGCAGAAC 

25 CGCATCGCCAGCTGCCTGAAGGAGCACGTGGCAGCTGTGGCGGGCGAGCCCCAG 
CCAGCCAGCTGCCTGTCACGTCTGTTGGGCAAACTGCCCGAGCTGCGGACCCTGT 
GCACCCAGGGCCTGCAGCGCATCTTCTACCTCAAGCTGGAGGACTTGGTGCCCCC 
TCCACCCATCATTGACAAGATCTTCATGGACACGCTGCCCTTCTGACCCCTGCCT 
GCCTGGGAACACGTGTGCACATGCGCACTCTCTCATATGCCACCCCATGTGCCTT 

30 TAGTCCACGGACCCCAGAGCACCCCCAAGCCTGGGCTTAGCTGCAGAACAGAGG 
GACCTGCTCACCTGCCCAAAGGGGATGAAGGGAGGGAGGCTCAAGGCCCTTGGG 
GGAGGGGGATGCCTTCATGGGGGTGACCCACGATGTGTTCTTATCCCCCCCGCCT 
GGCCACCGGCCTTTATGTTTTTTGTAAGATAAACCGTTTTTAACACATAGCGCCGT 
GCTGTAAATAAGGCCAGfACTGCTGTAAATAGAGGAAGAAAGAGCTTGAGGTGG 

35 GAGCGGGCTGGGAGGAAGGGATGGGCCCCGGCCTTCCTGGGCAGCCTTTCCAGC 
CTCCTGCTGGGCTCTCTCTTCCTACCCTCCTTCCACATGTACATGTACATAAACTG 
TCACTCTAGGAAGAAGACAAATGACAGATTCTGACCATTTATATTTGTGTATTTT 
CCAGGATTTATAGTATGTGACTTTTCTGATTAATATATTTAATATATTGAATAAAA 
AATAGACATGTAGTTGG 

40 

SEQ ID NO: 140 

>gi|178049|gb|M93415.1|HUMACTIIA Human activin type II receptor mRNA, complete cds 
GGGGCCGCCCCTTCCCCGCGCCGCAGCCGCCTCGCCGCCACCGCCGCGAGCTCGG 
CCGCCAGTGGTCCTCGGACTTTAGGTGTCTGGGTTGAAGGAGGTTTGTCTCCGAG 
45 GAAGACCCAGGGAACTGGATATCTAGCGAGAACTTCCTCCGGATTCCCCGGCGC 
CTCGGGAAAATGGGAGCTGCTGCAAAGTTGGCGTTTGCCGTCTTTCTTATCTCCT 
GTTCTTCAGGTGCTATACTTGGTAGATCAGAAACTCAGGAGTGTCTTTTCTTTAAT 
GCTAATTGGGAAAAAGACAGAACCAATCAAACTGGTGTTGAACCGTGTTATGGT 
GACAAAGATAAACGGCGGCATTGTTTTGCTACCTGGAAGAATATTTCTGGTTCCA 
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TTGAAATAGTGAAACAAGGTTGTTGGCTGGATGATATCAACTGCTATGACAGGA 
CTGATTGTGTAGAAAAAAAAGACAGCCCTGAAGTATATTTTTGTTGCTGTGAGGG 
CAATATGTGTAATGAAAAGTTTTCTTATTTTCCGGAGATGGAAGTCACACAGCCC 
ACTTCAAATCCAGTTACACCTAAGCCACCCTATTACAACATCCTGCTCTATTCCTT 
5 J GGTGCCACTTATGTTAATTGCGGGGATTGTCATTTGTGCATTTTGGGTGTACAGG 
CATCACAAGATGGCCTACCCTCCTGTACTTGTTCCAACTCAAGACCCAGGACCAC 
CCCCACCTTCTCCATTACTAGGTTTGAAACCACTGCAGTTATTAGAAGTGAAAGC 
AAGGGGAAGATTTGGTTGTGTCTGGAAAGCCCAGTTGCTTAACGAATATGTGGCT 
GTCAAAATATTTCCAATACAGGACAAACAGTCATGGCAAAATGAATACGAAGTC 

10 TACAGTTTGCCTGGAATGAAGCATGAGAACATATTACAGTTCATTGGTGCAGAAA 
AACGAGGCACCAGTGTTGATGTGGATCTTTGGCTGATCACAGCATTTCATGAAAA 
GGGTTCACTATCAGACTTTCTTAAGGCTAATGTGGTCTCTTGGAATGAACTGTGT 
CATATTGCAGAAACCATGGCTAGAGGATTGGCATATTTACATGAGGATATACCTG 
GCCTAAAAGATGGCCACAAACCTGCCATATCTCACAGGGACATCAAAAGTAAAA 

1 5 ATGTGCTGTTGAAAAACAACCTGACAGCTTGCATTGCTGACTTTGGGTTGGCCTT 
AAAATTTGAGGCTGGCAAGTCTGCAGGCGATACCCATGGACAGGTTGGTACCCG 
GAGGTACATGGCTCCAGAGGTATTAGAGGGTGCTATAAACTTCCAAAGGGATGC 
ATTTTTGAGGATAGATATGTATGCCATGGGATTAGTCCTATGGGAACTGGCTTCT 
CGCTGTACTGCTGCAGATGGACCTGTAGATGAATACATGTTGCCATTTGAGGAGG 

20 AAATTGGCCAGCATCCATCTCTTGAAGACATGCAGGAAGTTGTTGTGCATAAAAA 
AAAGAGGCCTGTTTTAAGAGATTATTGGCAGAAACATGCTGGAATGGCAATGCT 
CTGTGAAACCATTGAAGAATGTTGGGATCACGACGCAGAAGCCAGGTTATCAGC 
TGGATGTGTAGGTGAAAGAATTACCCAGATGCAGAGACTAACAAATATTATTAC 
CACAGAGGACATTGTAACAGTGGTCACAATGGTGACAAATGTTGACTTTCCTCCC 

25 AAAGAATCTAGTCTATGATGGTTGCGCCATCTGTGCACACTAAGAAATGGGACTC 
TGAACTGGAGCTGCTAAGCTAAAGAAACTGCTTACAGTTTATTTTCTGTGTAAAA 
TGAGTAGGATGTCTCTTGGAAATGTTAAGAAAGAAGACCCTTTGTTGAAAAATGT 
TGCTCTGGGAGACTTACTGCATTGCCGACAGCACAGATGTGAAGGACATGAGAC 
TAAGAGAAACCTTGCAAACTCTATAAAGAAACTTTTGAAAAAGTGTACATGAAG 

30 AATGTAGCCCTCTCCAAATCAAGGATCTTTTGGACCTGGCTAATGGAGTGTTTGA 
AAACTGACATCAGATTTCTTAATGTCTGTCAGAAGACACTAATTCCTTAAATGAA 
CTACTGCTATTTTTTTTAAATCAAAAACTTTTCATTTCAGATTT^ 
CTTGTTTTTATTGCATTTGCTGTTGTTTCTATAAATGACTATTGTAATGCCAATAT 
GACACAGCTlGTGAATG'ITTAGTGTGGlGCTG'n'CTGTGTACATAAAGTCA'rCAA 

35 AGTGGGGTACAGTAAAGAGGCTTCCAAGCATTACTTTAACCTCCCTCAACAAGGT 
ATACCTCAGTTCCACGGTTGCTAAATTATAAAATTGAAAACACTAACAAAATTTG 
AATAATAAATCGATCCATGTTTCCC 

SEQ ID NO: 141 

40 >gi|2162949|gb|AA448929.1|AA448929 zx05d04.rl Soares_total_fetus_Nb2HF8_9w Homo 
sapiens cDNA clone E\1AGE:785575 5' similar to gb:U05875 INTERFERON-GAMMA 
RECEPTOR BETA CHAIN PRECURSOR (HUMAN);, mRNA sequence 
AACATATCTTGCTACGAAACAATGGCAGATGCTCCACTGAGCTTCAGCAAGTCAT 
CCTGATCTCCGTGGGAACATTTTCG1TGCTGTCGGTGCTGGCAGGAGCCTGTTTCT 

45 TCCTGGTCCTGAAATATAGAGGCCTGATTAAATACTGGTTTCACACTCCACCAAG 
CATCCCATTACAGATAGAAGAGTATTTAAAAGACCCAACTCAGCCCATCTTAGAG 
GCCTTGGACAAGGACAGCTCACCAAAGGATGACGTCTGGGACTCTGTGTCCAT 
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SEQIDNO:142 

>gi|2216790|gb|AA486626.1|AA486626 abl6a03.rl Stratagene lung (#937210) Homo 
sapiens cDNA clone MAGE:840940 5' similar to gb:Y00345_cdsl POLYADENYLATE- 
BINDING PROTEIN (HUMAN);, mRNA sequence 
5 GCCGCTCCTTGGGCTACGCGTATGTGAACTTCCAGCAGCCGGCGGATCCGGACGT 
GCATTTGGACACCATGAATTTTGATGTTATAAAGGGCAAGCCAGTACGCATCATG 
TGGTCTCAGCGTGATCCATCACTTCGCAAAAGTGGAGTAGGCAACATATTCATTA 
AAAATCTGGACAAATCCATTGATAATAAAGCACTGTATGATACATTTTCTGCTTT 
TGGTAACATCCTTTCATGTAAGGTGGTTTGTGATGAAAATGGTTCCAAGGGCTAT 
10 GGATTTGTACACTTTGAGACGCAGGAAGCAGCTGAAAGAGCTATTGAAAAAATG 
AATGGAATGCTCCTAAATGATCGCAAAGTATTTGTTGGACGATTTAAGTCTCGTA 
AAGAACGAGAAGCTGAACTTGGAGCTAGGGCAAAAGAATTCCACAATGTTTACA 
TC 

15 SEQIDNO:143 

>gi|189713|gb|M21571.1|HUMPDGFAl Human platelet-derived growth factor (PDGFA) A 
chain gene, exon 1 

GAGGGAGGGGCGCGGAGCCCCGGCGCGGAGCCGGGCGCGGGGCTTTGATGGATT 
TAGCTGCTTGCGCGAGCGCGTGTGTGCTCCCTGCCGCAGCGGCGGCGCCCGGGCC 

20 CTGCCGGGTCCGCACGAACCCCGAGCGCTTCCGAGGTGCGGGTCCCAGGCCCGG 
AATCCGGGGGAGGCGGGGGGGGGGGGGCGGGGGCGGGGGCGGGGGAGGGGCG 
CGGCGGCGGCGCTATAACCCTCTCCCCGCCGCCGGCCGGCTCCACACGCGCGCCC 
TGCGGAGCCCGCCCAACTCCGGCGAGCCGGGCCTGCGCCTACTCCTCCTCCTCCT 
CTCCCGGCGGCGGCTGCGGCGGAGGCGCCGACTCGGCCTTGCGCCCGCCCTCAG 

25 GCCCGCGCGGGCGGCGCAGCGAGGCCCCGGGCGGCGGGTGGTGGCTGCCAGGCG 
GCTCGGCCGCGGGCGCTGCCCGGCCCCGGCGAGCGGAGGGCGGAGCGCGGCGCC 
GGAGCCGAGGGCGCGCCGCGGAGGGGGTGCTGGGCCGCGCTGTGCCCGGCCGGG 
CGGCGGCTGCAAGAGGAGGCCGGAGGCGAGCGCGGGGCCGGCGGTGGGCGCGC 
AGGGCGGCTCGCAGCTCGCAGCCGGGGCCGGGCCAGGCGTTCAGGCAGGTGATC 

30 GGTGTGGCGGCGGCGGCGGCGGCGGCCCCAGACTCCCTCCGGAGTTCTTCTTGGG 
GCTGATGTCCGCAAATATGCAGAATTACCGGCCGGGTCGCTCCTGAAGCCAGCG 
CGGGGAGCGAGCGCGGCGGCGGCCAGCACCGGGAAGGCACCGAGGAAGAAGCC 
CAGCCCCCGCCCTCCGCCCCTTCCGTCCCCACCCCCTACCCGGCGGCCCAGGAGG 
CTCCCCGCGCTGCGGGCGCGGACTCCCTGTTTCTCGTCCTCCTGGCTGGCGCTGCC 

35 TGCCTCTCCGCACTCACTGCTCGCGCCGGGCGCGCTCCGCCAGCTCCGTGCTCCC 
CGCGCCACCCTCCTCCGGGCCGCGCTCCCTAAGGGATGGTACTGAATTTCGCCGC 
CACAGGAGACCGGCTGGAGCGCCCGCCCCGCGGCCTCGCCTCTCCTCCGAGCAG 
CCAGCGCCTCGGGACGCGATGAGGACCTTGGCTTGCCTGCTGCTCCTCGGCTGCG 
GATACCTCGCCCATGTTCTGGCCGAGGTTGGTGCCGCCCCCGCGCCCCGTCCCTG 

40 CGCCGGCTCCTCCG 

SEQIDNO: 144 

>gi|2217690|gb|AA487526.1|AA487526 ab20e09.sl Stratagene lung (#937210) Homo 
sapiens cDNA clone IMAGE:841384 3', mRNA sequence 
45 TTGTGGAAAACTCAACCTTTATTATTACCTGCCTAGTGCAGGGGATTAAAATTGC 
CTCAAGCTAGGTCCATATATTAGTG 
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SEQ ID NO: 145 

>gi|21991 l|dbj|D12614.1|HUMLTNFB Human mRNA for lymphotoxin (TNF-beta), 
complete cds 

GCCCCATCTCCTTGGGCTGCCCGTGCTTCGTGCTTTGGACTACCGCCCAGCAGTGT 
5 CCTGCCCTCTGCCTGGGCCTCGGTCCCTCCTGCACCTGCTGCCTGGATCCCCGGCC 
TGCCTGGGCCTGGGCCTTGGTTCTCCCCATGACACCACCTGAACGTCTCTTCCTCC 
CAAGGGTGTGTGGCACCACCCTACACCTCCTCCTTCTGGGGCTGCTGCTGGTTCT 
GCTGCCTGGGGCCCAGGGGCTCCCTGGTGTTGGCCTCACACCTTCAGCTGCCCAG 
ACTGCCCGTCAGCACCCCAAGATGCATCTTGCCCACAGCACCCTCAAACCTGCTG 

10 CTCACCTCATTGGAGACCCCAGCAAGCAGAACTCACTGCTCTGGAGAGCAAACA 
CGGACCGTGCCTTCCTCCAGGATGGTTTCTCCTTGAGCAACAATTCTCTCCTGGTC 
CCCACCAGTGGCATCTACTTCGTCTACTCCCAGGTGGTCTTCTCTGGGAAAGCCT 
ACTCTCCCAAGGCCACCTCCTCCCCACTCTACCTGGCCCATGAGGTCCAGCTCTTC 
TCCTCCCAGTACCCCTTCCATGTGCCTCTCCTCAGCTCCCAGAAGATGGTGTATCC 

1 5 AGGGCTGCAGGAACCCTGGCTGCACTCGATGTACCACGGGGCTGCGTTCCAGCTC 
ACCCAGGGAGACCAGCTATCCACCCACACAGATGGCATCCCCCACCTAGTCCTCA 
GCCCTAGTACTGTCTTCTTTGGAGCCTTCGCTCTGTAGAACTTGGAAAAATCCAG 
AAAGAAAAAATAATTGATTTCAAGACCTTCTCCCCATTCTGCCTCCATTCTGACC 
ATTTCAGGGGTCGTCACCACCTCTCCTTTGGCCATTCCAACAGCTCAAGTCTTCCC 

20 TGATCAAGTCACCGGAGCTTTCAAAGAAGGAATTCTAGGCATCCCAGGGGACCA 
CACCTCCCTGAACCATCCCTGATGTCTGTCTGGCTGAGGATTTCAAGCCTGCCTA 
GGAATTCCCAGCCCAAAGCTGTTGGTCTGTCCCACCAGCTAGGTGGGGCCTAGAT 
CCACACACAGAGGAAGAGCAGGCACATGGAGGAGCTTGGGGGATGACTAGAGG 
CAGGGAGGGGACTATTTATGAAGGCAAAAAAATTAAATTATTTATTTATGGAGG 

25 ATGGAGAGAGGGGAATAATAGAAGAACATCCAAGGAGAAACAGAGACAGGCCC 
AAGAGATGAAGAGTGAGAGGGCATGCGCACAAGGCTGACCAAGAGAGAAAGAA 
GTAGGCATGAGGGATCACAGGGCCCCAGAAGGCAGGGAAAGGCTCTGAAAGCC 
AGCTGCCGACCAGAGCCCCACACGGAGGCATCTGCACCCTCGATGAAGCCCAAT 
AAACCTCTTTTCTCTG 

30 

SEQ ID NO: 146 

>gi|1012O35|gb|H59203.1|H59203 yr03cl2.rl Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone DvIAGE:204214 5', mRNA sequence 

AAAAGGAAGSTGTCTCGGGCATTGAACAAAGCTAAAAACTeCAGTGATGCCAAA 
35 CTAGAACCAACAAATGTCCAAACCGTAACCTGTTCTCCTCGTGTAAAAGCCCTGC 
CTCTCAGCCCCAGGANACGTCTGGGCGATGACAACCTATGCAACACTCCCCATTT 
ACCTCCTTGTTCTCCACCAAAGCAAGGCAAGAAAGAGAATGGTCCCCCTCACTCA 
CATACACTTAAGGGACGAAGATTGGTATTTGACAATCAGCTGACAATTAAGTCTC 
CTAGCAAAAGAGAACTAGCCAAAGTTCACCAAAACAAAATACTTTCTTTCAGTTA 
40 GGAAAAAGTCAAGGGNTTCACAACAAATTTTTGAGGCAGGGGTGTCCACTGAAG 
GANAGGANTCTGGCTGCGTGGGGANTATTTCAAGGCAAGAAGGGCATTTGCTAC 
CNGCAGGCAAAGTTGGTNC 

SEQ ID NO: 147 

45 >gi|1162368|gb|N39161.1|N39161 yv26a01.sl Soares fetal liver spleen 1NFLS Homo 
sapiens cDNA clone IMAGE:243816 3' similar to gb:M98399 PLATELET 
GLYCOPROTEIN IV (HUMAN);, mRNA sequence 

TTAAGGAAGAACATATTTTAATGGTTGAAACCTGTCTTTATGAGGCGATTATGAC 
AGCAAAAAATATTATAATGAATAACAATGCATAGTCTACGCTTTGTAATATTTCA 
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TACAATAATTCCTTTATCATTTACATCTCTTAATGCTAGAAAAGCATTCTGAAGAT 
GCCAAGCGTAAGTTGCAACTGAGTAAAAAAAAAAAAGCAAAATTTACTCAATTT 
CCAGAAGAGGTGCAGAACAGAGAATGAAGGTCCTTAAAATATAAACCGCTAGTG 
TGCTAAAATGATGTCCATTTGCAGGATCAGTGGACAAAATATTTAAGCCCATAAA 
5 GAAAAGAGTTATACCTGCTGTATGAAGGTATTCCATAGAGAAATATGAGTCATA 
AGCCAATTATTTATAAATGGCCTTCCAAATATTTGGT 

SEQIDNO: 148 

>gi|1548486|gb|AA056148.1|AA056148 zf55dl0.rl Soares retina N2b4HR Homo sapiens 
10 cDNA clone MAGE:380851 5' similar to TR:G1 143719 Gl 143719 RS-REX-B. mRNA 
sequence 

CTGTCCTCGGAGCAGGCGGAGTAAAGGGACTTGAGCGAGCCAGTTGCCGGATTA 
TTCTATTTCCCCTCCCTCTCTCCCGCCCCGTATCTCTTTTCACCCTTCTCCCACCCT 
CGCTCGCGTANCATGGCGGACGTNNGGCGNCCACTCAGTCCCATTCCATCTCCTC 

1 5 GTCGTCCTTCGGAGCCGAGCCGTCCGCGCCCGGCGCGGCGNGNAGCCANGGAGC 
CTGCCCCGCCCTGGGGACGAAGAGCTGCAGCTCCTCCTGTGCGGTGCAGATTCTG 
ATTTTCTGGAGAGATGTGAAGAAGACTGGGTTTGTCTTTGGCACCACGCTGATCA 
TGCTGCTTTCCCTGGCAGCTTTCAGTGTCATCAGTGTGGATTTCTTACCTCATCCT 
GGCTCTTCTCTCTGTCACCATCAGCTTCAGGATCTACAAGTCCGTCATCCAAGCTG 

20 TACAGAAGTCAGAAGAAGGCCATCCATTCAAAGCCTACTGGACGTAGACATTAC 
TCTGTCTAGAAGTTTCATAATTACATGAATGTGCATGTGACATAACAGGGCCTGA 
AACNATATTCGTTNTTTGGTAGAAATTGGTTGATCTTGAAGT 

SEQIDNO: 149 

25 >gi|545303|gb|S69200.1|S69200 EP3 prostanoid receptor isoform EP 3-II {alternatively 
spliced} [human, mRNA, 1682 nt] 

AGAGAGGAAGGCGTGGCTCCCTCCCGGGCCAGTGAGCCCTGGCGCCGCCGCGGC 
CGCGGTCCCAGCAGCGGAGTAGGGCGGCGGCTGCGCCCCGCACCATGGGGGGCA 
GCCCAGCCCCAGCCGCGGTAAACGCCGACCTCCGCCGCCGCCCGCGCCGCGTCT 

30 GCCCCCTCCCGCTGCGGCTCTCTGGACGCCATCCCCTCCTCACCTCGAAGCCAAC 
ATGAAGGAGACCCGGGGCTACGGAGGGGATGCCCCCTTCTGCACCCGCCTCAAC 
CACTCCTACACAGGCATGTGGGCGCCCGAGCGTTCCGCCGAGGCGCGGGGCAAC 
CTCACGCGCCCTCGAGGGTCTGGCGAGGATTGCGGATCGGTGTCCGTGGCCTTCC 
CGAtGACCAlGCTGGTCA'CTGGTTTCGTGGGCAACGCACTGGCCATGCTGCTCGT 

35 GTCGCGCAGCTACCGGCGCCGGGAGAGCAAGCGCAAGAAGTCCTTCCTGCTGTG 
CATCGGCTGGCTGGCGCTCACCGACCTGGTCGGGCAGCTTCTCACCACCCCGGTC 
GTCATCGTCGTGTACCTGTCCAAGCAGCGTTGGGAGCACATCGACCCGTCGGGGC 
GGCTCTGCACCTTTTTCGGGCTGACCATGACTGTTTTCGGGCTCTCCTCGTTGTTC 
ATCGCCAGCGCCATGGCCGTCGAGCGGGCGCTGGCCATCAGGGCGCCGCACTGG 

40 TATGCGAGCCACATGAAGACGCGTGCCACCCGCGCTGTGCTGCTCGGCGTGTGGC 
TGGCCGTGCTCGCCTTCGCCCTGCTGCCGGTGCTGGGCGTGGGCCAGTACACCGT 
CCAGTGGCCCGGGACGTGGTGCTTCATCAGCACCGGGCGAGGGGGCAACGGGAC 
TAGCTCTTCGCATAACTGGGGCAACCTTTTCTTCGCCTCTGCCTTTGCCTTCCTGG 
GGCTCTTGGCGCTGACAGTCACCTTTTCCTGCAACCTGGCCACCATTAAGGCCCT 

45 GGTGTCCCGCTGCCGGGCCAAGGCCACGGCATCTCAGTCCAGTGCCCAGTGGGG 
CCGCATCACGACCGAGACGGCCATTCAGCTTATGGGGATCATGTGCGTGCTGTCG 
GTCTGCTGGTCTCCGCTCCTGATAATGATGTTGAAAATGATCTTCAATCAGACAT 
CAGTTGAGCACTGCAAGACACACACGGAGAAGCAGAAAGAATGCAACTTCTTCT 
TAA.TAGCTGTTCGCCTGGCTTCACTGAACCAGATCTTGGATCCTTGGGTTTACCTG 
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CTGTTAAGAAAGATCCTTCITCGAAAGTTTTGCCAGGTAGCAAATGCTGTCTCCA 
GCTGCTCTAATGATGGACAGAAAGGGCAGCCTATCTCATTATCTAATGAAATAAT 
ACAGACAGAAGCATGAAAGAAAACACTTAACTTGCATGTGCACAGCTTCTGGTA 
ACAAATATCGCTAAACCTTACTGTGAATTTAGGCATCTCTGGCATGCCACTGTTT 
5 ATGCATTGAAGTGGAATTTTTGGTATAAAGCTAAATGGTCTTAGAAGCATAGAAA 
ATCCCTATGTGCCAAAAGTAGTGAAACACAAACAAAGGAAAATATATTAATAAC 
AGTCTAGTGTTTTTGTTGAGTCTGCCATTCGTAGCTGAATATGTGATTAATTATGT 



10 SEQIDNO:150 

>gi|4481752|gb|M86849.2|HUMGAPJUNC Homo sapiens connexin 26 (GJB2) mRNA, 
complete cds 

GATTTAATCCTATGACAAACTAAGTTGGTTCTGTCTTCACCTGTTTTGGTGAGGTT 
GTGTAAGAGTTGGTGTTTGCTCAGGAAGAGATTTAAGCATGCTTGCTTACCCAGA 

1 5 CTCAGAGAAGTCTCCCTGTTCTGTCCTAGCTATGTTCCTGTGTTGTGTGCATTCGT 
CTTTTCCAGAGCAAACCGCCCAGAGTAGAAGATGGATTGGGGCACGCTGCAGAC 
GATCCTGGGGGGTGTGAACAAACACTCCACCAGCATTGGAAAGATCTGGCTCAC 
CGTCCTCTTCATTTTTCGCATTATGATCCTCGTTGTGGCTGCAAAGGAGGTGTGGG 
GAGATGAGCAGGCCGACTTTGTCTGCAACACCCTGCAGCCAGGCTGCAAGAACG 

20 TGTGCTACGATCACTACTTCCCCATCTCCCACATCCGGCTATGGGCCCTGCAGCT 
GATCTTCGTGTCCAGCCCAGCGCTCCTAGTGGCCATGCACGTGGCCTACCGGAGA 
CATGAGAAGAAGAGGAAGTTCATCAAGGGGGAGATAAAGAGTGAATTTAAGGA 
CATCGAGGAGATCAAAACCCAGAAGGTCCGCATCGAAGGCTCCCTGTGGTGGAC 
CTACACAAGCAGCATCTTCTTCCGGGTCATCTTCGAAGCCGCCTTCATGTACGTCT 

25 TCTATGTCATGTACGACGGCTTCTCCATGCAGCGGCTGGTGAAGTGCAACGCCTG 
GCCTTGTCCCAACACTGTGGACTGCTTTGTGTCCCGGCCCACGGAGAAGACTGTC 
TTCACAGTGTTCATGATTGCAGTGTCTGGAATTTGCATCCTGCTGAATGTCACTGA 
ATTGTGTTATTTGCTAATTAGATATTGTTCTGGGAAGTCAAAAAAGCCAGTTTAA 
CGCATTGCCCAGTTGTTAGATTAAGAAATAGACAGCATGAGAGGGATGAGGCAA 

30 CCCGTGCTCAGCTGTCAAGGCTCAGTCGCCAGCATTTCCCAACACAAAGATTCTG 
ACCTTAAATGCAACCATTTGAAACCCCTGTAGGCCTCAGGTGAAACTCCAGATGC 
CACAATGAGCTCTGCTCCCCTAAAGCCTCAAAACAAAGGCCTAATTCTATGCCTG 
TCTTAATTTTCTTTGACTTAAGTTAGTTCCACTGAGACCCCAGGCTGTTAGGGGTT 
: ^' r ^ **■"• - 

35 TCTGAGGACAAGAGAAAAAAGCCAGGTTCCACAGAGGACACAGAGAAGGTTTG 
GGTGTCCTCCTGGGGTTCTTTTTGCCAACTTTCCCCACGTTAAAGGTGAACATTGG 
TTCTTTCATTTGCTTTGGAAGTTTTAATCTCTAACAGTGGACAAAGTTACCAGTGC 
CTTAAACTCTGTTACACTTTTTGGAAGTGAAAACTTTGTAGTATGATAGGTTATTT 
TGATGTAAAGATGTTCTGGATACCATTATATGTTCCCCCTGTTTCAGAGGCTCAG 

40 ATTGTAATATGTAAATGGTATGTCATTCGCTACTATGATTTAATTTGAAATATGGT 
CTTTTGGTTATGAATACTTTGCAGCACAGCTGAGAGAGGCTGTCTGTTGTATTCAT 
TGTGGTCATAGCACCTAACAACATTGTAGCCTCAATCGAGTGAGACAGACTAGA 
AGTTCCTAGTTGGCTTATGATAGCAAATGGCCTCATGTCAAATATTAGATGTAAT 
TTTGTGTAAGAAATACAGACTGGATGTACCACCAACTACTACCTGTAATGACAGG 

45 CCTGTCCAACACATCTCCCTTTTCCATGCTGTGGTAGCCAGCATCGGAAAGAACG 
CTGATTTAAAGAGGTGAGCTTGGGAATTTTATTGACACAGTACCATTTAATGGGG 
AGACAAAAATGGGGGCCAGGGGAGGGAGAAGTTTCTGTCGTTAAAAACGAGTTT 
GGAAAGACTGGACTCTAAATTCTGTTGATTAAAGATGAGCTTTGTCTACCTTCAA 
AAGTTTGTTTGGCTTACCCCCTTCAGCCTCCAATTTTTTAAGTGAAAATATAACTA 
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ATAACATGTGAAAAGAATAGAAGCTAAGGTTTAGATAAATATTGAGCAGATCTA 
TAGGAAGATTGAACCTGAATATTGCCATTATGCTTGACATGGTTTCCAAAAAATG 
GTACTCCACATACTTCAGTGAGGGTAAGTATTTTCCTGTTGTCAAGAATAGCATT 
GTAAAAGCATTTTGTAATAATAAAGAATAGCTTTAATGATATGCTTGTAACTAAA 
5 ATAATTTTGTAATGTATCAAATACATTTAAAACATTAAAATATAATCTCTATAAT 

SEQ ID NO: 151 
>205581R6 

CAGAGGCTTGGAGGGGATGTGCAGAGCCCCAACTGCCCATCTGAGGATGTAGTC 
10 ATCACTCCAGAAAGCTTTGGAAGAGATTCATCCCTCACATGCCTGGCTGGGAATG 
TCAGTGCATGTGACGCCCCTATTCTCTCCTCTTCCAGGTCCCTAGACTGCAGGGA 
GAGTGGCAAGAATGGGCCTCATGTGTACCAGGACCTCCTGCTTAGCCTTGGGACT 
ACAAACAGCACGCTGCCCCCTCCATTTTCTCTCCAATCTGGAATCCTGACATTGA 
ACCCAGTTGCTCAGGGTCAGCCCATTCTTACTTCCCTGGGATCAAATCAAGAAGA 
1 5 AGCATATGTCACCATGTCCAGCTTCTACCAAAACCAGTGAAGTGTAAGAAAACC 
CCAGAACTGAACTTACCGTGAGCGACCAAAGATGATTTAAAAAGGGAAGTCTAG 
AGTTCCTAGTCTCCCTAACAGCACCAGAGAAGACA 

SEQ ID NO: 152 
20 >3386845H1 

TGCCTGTAAGAAACATGATATAACTGTCAAAAGGACAGAAAGTCAGCTACATCA 
ATGGCAAGATGTGAGTAGTAGGTTCCGTTTGTACCAGGACAGTGCAGAAATGGC 
AAATTTTCCCTCAATATGAAAAAAAGAAACAAAGAAAATCTATGAGAAGTGCCA 
CCACATGGACAGACCACCCCTCCCGCGGGCATGTGGTCTGCAGCCCCTGCCCGTT 
25 TCCAACAACCTTCCTCACTAACAGGCTTTCTCCTTC 

SEQ ID NO: 153 

>gi|29707|emb|X07549.1|HSCATH Human rnRNA for cathepsinH (E.C.3.4.22.16.) 
TTGCTGAAATAAAACACAAGTATCTCTGGTCAGAGCCTCAGAATTGCTCAGCCAC 
30 CAAAAGTAACTACCTTCGAGGTACTGGTCCGTACCCACCTTCCGTGGACTGGCGG 
AAAAAAGGAAATTTTGTCTCACCTGTGAAAAATCAGGGTGCCTGCGGCAGTTGCT 
GGACTTTCTCCACCACTGGGGCCCTGGAGTCTGCAATCGCCATCGCAACCGGAAA 
GATGCTGTCCTTGGCGGAACAGCAGCTGGTGGACTGCGCCCAGGACTTCAATAAT 

35 AGGGGATCATGGGTGAAGACACCTACCCCTACCAGGGCAAGGATGGTTATTGCA 
AGTTCCAACCTGGAAAGGCCATCGGCTTTGTCAAGGATGTAGCCAACATCACAAT 
CTATGACGAGGAAGCGATGGTGGAGGCTGTGGCCCTCTACAACCCTGTGAGCTTT 
GCCTTTGAGGTGACTCAGGACTTCATGATGTATAGAACGGGCATCTACTCCAGTA 
CTTCCTGCCATAAAACTCCAGATAAAGTAAACCATGCAGTACTGGCTGTTGGGTA 

40 TGGAGAAAAAAATGGGATCCCTTACTGGATCGTGAAAAACTCTTGGGGTCCCCA 
GTGGGGAATGAACGGGTACTTCCTCATCGAGCGCGGAAAGAACATGTGTGGCCT 
GGCTGCCTGCGCCTCCTACCCCATCCCTCTGGTGTGAGCCGTGGCAGCCGCAGCG 
CAGACTGGCGGAGAAGGAGAGGAACGGGCAGCCTGGGCCTGGGTGGAAATCCT 
GCCCTGGAGGAAGTTGTGGGGAGATCCACTGGGACCCCCAACATTCTGCCCTCAC 

45 CTCTGTGCCCAGCCTGGAAACCTACAGACAAGGAGGAGTTCCACCATGAGCTCA 
CCCGTGTCTATGACGCAAAGATCACCAGCCATGTGCCTTAGTGTCCTTCTTAACA 
GACTCAAACCACATGGACCACGAATATTCTTTCTGTCCAGAAGGGCTACTTTCCA 
CATATAGAGCTCCAGGGACTGTCTTTTCTGTATTCGCTGTTCAATAAACATTGAGT 
GAGCACCTCCA 
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SEQ ID NO: 154 

>gi|1927579|gb|AA284668.1|AA284668 zt24g06.rl Soares ovary tumor NbHOT Homo 
sapiens cDNA clone 1MAGE:714106 5' similar to gb:M15476 UROKINASE-TYPE 
5 PLASMINOGEN ACTIVATOR PRECURSOR (HUMAN); 

TTTTTCTGGACTGAAGCCTGCAGGAGTTAAAAAGGGCAGGGCATCTCCTGTGCAT 
GGGTGAAGGGAGGGCCAGCTCCCCCGACGGTGGGCATTTGTGAGGCCCATGGTT 
GAGAAATGAATAATTTCCCAATTAGGAAGTGTAACAGCTGAGGTCTCTTGAGGG 
AGCTTAGCCAATGTGGGAGCAGCGGTTTGGGGAGCAGAGACACTAACGACTTCA 

1 0 GGGCAGGGCTCTGATATTCCATGAATGTATC AGGAAATATATATGTGTGTGTATG 
TTTGCACACTTGTGTGTGGGCTGTGAGTGTAAGTGTGAGTAAGAGCTGGTGTCTG 
ATTGTTAAGTCTAAATATTTCCTTAAACTGGCGTGGACTGTGATGCCACACAGAG 
TTGTCTTTCTGGGAGAGGTTATAGGTCACCCCTGGGGCCTTCTTGGTCCCCCACGT 
GACAGTGGCTGGGAATGTATTAGTCCTCAGCATGACCTGTGACAACACTGTCTCA 

15 AGTTCCTTTCACATAGATGTCCGTTCTT 

SEQ ID NO: 155 

>gi|186496|gb|M5991 1.1|HUMINTA3A Human integrin alpha-3 chain mRNA, complete cds 
AGGTGAACAGGTCCTCACGCCCAGCTCCGCCCCCTCACGCGCTCTCGCCGGGACC 

20 CCGCTTCCGCTGGCAGCCATGGGCCCCGGCCCCAGCCGCGCGCCCCGCGCCCCAC 
GCCTGATGCTCTGTGCGCTCGCCTTGATGGTGGCGGCCGGCGGCTGCGTCGTCTC 
CGCCTTCAACCTGGATACCCGATTCCTGGTAGTGAAGGAGGCCGGGAACCCGGG 
CAGCCTCTTCGGCTACTCGGTCGCCCTCCATCGGCAGACAGAGCGGCAGCAGCGC 
TACCTGCTCCTGGCTGGTGCCCCCCGGGAGCTCGCTGTGCCCGATGGCTACACCA 

25 ACCGGACTGGTGCTGTGTACCTGTGCCCACTCACTGCCCACAAGGATGACTGTGA 
GCGGATGAACATCACAGTGAAAAATGACCCTGGCCATCACATTATTGAGGACAT 
GTGGCTTGGAGTGACTGTGGCCAGCCAGGGCCCTGCAGGCAGAGTTCTGGTCTGT 
GCCCACCGCTACACCCAGGTGCTGTGGTCAGGGTCAGAAGACCAGCGGCGCATG 
GTGGGCAAGTGCTACGTGCGAGGCAATGACCTAGAGCTGGACTCCAGTGATGAC 

30 TGGCAGACCTACCACAACGAGATGTGCAATAGCAACACAGACTACCTGGAGACG 
GGCATGTGCCAGCTGGGCACCAGCGGTGGCTTCACCCAGAACACTGTGTACTTCG 
GCGCCCCCGGTGCCTACAACTGGAAAGGAAACAGCTACATGATTCAGCGCAAGG 
... .AGTGGGACTTATCTGAGTATAGTTACAAGGACCCAGAGGACCAAGGAAACCTCT 

^ ^x^xGGGjAeACGATGCAGGTAGGCAGCTTCATCCTGCACCCCAAAAAeATCAG 

35 CATTGTGACAGGTGCCCCACGGCACCGACATATGGGCGCGGTGTTCTTGCTGAGC 
CAGGAGGCAGGCGGAGACCTGCGGAGGAGGCAGGTGCTGGAGGGCTCGCAGGT 
GGGCGCCTATTTTGGCAGCGCAATTGCCCTGGCAGACCTGAACAATGATGGGTG 
GCAGGACCTCCTGGTGGGCGCCCCCTACTACTTCGAGAGGAAAGAGGAAGTAGG 
GGGTGCCATCTATGTCTTCATGAACCAGGCGGGAACCTCCTTCCCTGCTCACCCC 

40 TCACTCCTTCTTCATGGCCCCAGTGGCTCTGCCT1TGGTTTATCTGTGGCCAGCAT 
TGGTGACATCAACCAGGATGGATTTCAGGATATTGCTGTGGGAGCTCCGTTTGAA 
GGCTTGGGCAAAGTGTACATCTATCACAGTAGCTCTAAGGGGCTCCTTAGACAGC 
CCCAGCAGGTAATCCATGGAGAGAAGCTGGGACTGCCTGGGTTGGCCACCTTCG 
GCTATTCCCTCAGTGGGCAGATGGATGTGGATGAGAACTTCTACCCAGACCTTCT 

45 AGTGGGAAGCCTGTCAGACCACATTGTGCTGCTGCGGGCCCGGCCAGTCATCAA 
CATCGTCCACAAGACCTTGGTGCCCAGGCCAGCTGTGCTGGACCCTGCACTTTGC 
ACGGCCACCTCTTGTGTGCAAGTGGAGCTGTGCTTTGCTTACAACCAGAGTGCCG 
GGAACCCCAACTACAGGCGAAACATCACCCTGGCCTACACTCTGGAGGCTGACA 
GGGACCGCCGGCCGCCCCGGCrCCGCTTTGCCGGCAGTGAGTCCGCTGTCTTCCA 
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CGGCTTCTTCTCCATGCCCGAGATGCGCTGCCAGAAGCTGGAGCTGCTCCTGATG 
GACAACCTCCGTGACAAACTCCGCCCCATCATCATCTCCATGAACTACTCTTTAC 
CTTTGCGGATGCCCGATCGCCCCCGGCTGGGGCTGCGGTCCCTGGACGCCTACCC 
GATCCTCAACCAGGCACAGGCTCTGGAGAACCACACTGAGGTCCAGTTCCAGAA 
5 GGAGTGCGGGCCTGACAACAAGTGTGAGAGCAACTTGCAGATGCGGGCAGCCTT 
CGTGTCAGAGCAGCAGCAGAAGCTGAGCAGGCTCCAGTACAGCAGAGACGTCCG 
GAAATTGCTCCTGAGCATCAACGTGACGAACACCCGGACCTCGGAGCGCTCCGG 
GGAGGACGCCCACGAGGCGCTGCTCACCCTGGTGGTGCCTCCCGCCCTGCTGCTG 
TCCTCAGTGCGCCCCCCCGGGGCCTGCCAAGCTAATGAGACCATCTTTTGCGAGC 

1 0 TGGGGAACCCCTTCAAACGGAACCAGAGGATGGAGCTGCTCATCGCCTTTGAGG 
TCATCGGGGTGACCCTGCACACAAGGGACCTTCAGGTGCAGCTGCAGCTCTCCAC 
GTCGAGTCACCAGGACAACCTGTGGCCCATGATCCTCACTCTGCTGGTGGACTAT 
ACACTCCAGACCTCGCTTAGCATGGTAAATCACCGGCTACAAAGCTTCTTTGGGG 
GGACAGTGATGGGTGAGTCTGGCATGAAAACTGTGGAGGATGTAGGAAGCCCCC 

1 5 TCAAGTATGAATTCCAGGTGGGCCCAATGGGGGAGGGGCTGGTGGGCCTGGGGA 
CCCTGGTCCTAGGTCTGGAGTGGCCCTACGAAGTCAGCAATGGCAAGTGGCTGCT 
GTATCCCACGGAGATCACCGTCCATGGCAATGGGTCCTGGCCCTGCCGACCACCT 
GGAGACCTTATCAACCCTCTCAACCTCACTCTTTCTGACCCTGGGGACAGGCCAT 
CATCCCCACAGCGCAGGCGCCGACAGCTGGATCCAGGGGGAGGGCAGGGCCCCC 

20 CACCTGTCACTCTGGCTGCTGCCAAAAAAGCCAAGTCTGAGACTGTGCTGACCTG 
TGCCACAGGGCGTGCCCACTGTGTGTGGCTAGAGTGCCCCATCCCTGATGCCCCC 
GTTGTCACCAACGTGACTGTGAAGGCACGAGTGTGGAACAGCACCTTCATCGAG 
GATTACAGAGACTTTGACCGAGTCCGGGTAAATGGCTGGGCTACCCTATTCCTCC 
GAACCAGCATCCCCACCATCAACATGGAGAACAAGACCACGTGGTTCTCTGTGG 

25 ACATTGACTCGGAGCTGGTGGAGGAGCTGCCGGCCGAAATCGAGCTGTGGCTGG 
TGCTGGTGGCCGTGGGTGCAGGGCTGCTGCTGCTGGGGCTGATCATCCTCCTGCT 
GTGGAAGTGCGGCTTCTTCAAGCGAGCCCGCACTCGCGCCCTGTATGAAGCTAAG 
AGGCAGAAGGCGGAGATGAAGAGCCAGCCGTCAGAGACAGAGAGGCTGACCGA 
CGACTACTGAGGGGGCAGCCCCCCGCCCCCGGCCCACCTGGTGTGACTTCTTTAA 

30 GCGGACCCGCTATTATCAGATCATGCCCAAGTACCACGCAGTGCGGATCCGGGA 
GGAGGAGCGCTACCCACCTCCAGGGAGCACCCTGCCCACCAAGAAGCACTGGGT 
GACCAGCTGGCAGACTCGGGACCAATACTACTGACGTCCTCCCTGATCCCACCCC 
CTCCTCCCCCAGTGTCCCCTTTCTTCCTATTTATCATAAGTTATGCCTCTGACAGT 
CCACAGGGGCCACCACGTTfGGCTGGTAGCAGCAGGCTCAGGCACATACACCTC 

35 GTCAAGAGCATGCACATGCTGTCTGGCCCTGGGGATCTTCCCACAGGAGGGCCA 
GCGCTGTGGACCTTACAACGCCGAGTGCACTGCATTCCTGTGCCCTAGATGCACG 
TGGGGCCCACTGCTCGTGGACTGTGCTGGTGCATCACGGATGGTGCATGGGCTCG 
CCGTGTCTCAGCCTCTGCCAGCGCCAGCGCCAAAACAAGCCAAAGAGCCTCCCA 
CCAGAGCCGGGAGGAAAAGGCCCCTGCAATGTGGTGACACCTCCCCTTTCACAC 

40 CTGGATCCATCTTGAGAGCCACAGTCACTGGATTGACTTTGCTGTCAAAACTACT 
GACAGGGAGCAGCCCCCGGGCCGCTGGCTGGTGGGCCCCCAATTGACACCCATG 
CCAGAGAGGTGGGGATCCTGCCTAAGGTTGTCTACGGGGGCACTTGGAGGACCT 
GGCGTGCTCAGACCCAACAGCAAAGGAACTAGAAAGAAGGACCCAGAAGGCTT 
GCTTTCCTGCATCTCTGTGAAGCCTCTCTCCTTGGCCACAGACTGAACTCGCAGG 

45 GAGTGCAGCAGGAAGGAACAAAGACAGGCAAACGGCAACGTAGCCTGGGCTCA 
CTGTGCTGGGGCATGGCGGGATCCTCCACAGAGAGGAGGGGACCAATTCTGGAC 
AGACAGATGTTGGGAGGATACAGAGGAGATGCCACTTCTCACTCACCACTACCA 
GCCAGCCTCCAGAAGGCCCCAGAGAGACCCTGCAAGACCACGGAGGGAGCCGA 
CACTTGAATGTAGTAATAGGCAGGGGGCCCTGCCACCCCATCCAGCCAGACCCC 
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AGCTGAACCATGCGTCAGGGGCCTAGAGGTGGAGTTCTTAGCTATCCTTGGCTTT 
CTGTGCCAGCCTGGCTCTGCCCCTCCCCCATGGGCTGTGTCCTAAGGCCCATTTG 
AGAAGCTGAGGCTAGTTCCAAAAACCTCTCCTGACCCCTGCCTGTTGGCAGCCCA 
CTCCCCAGCCCCAGCCCCTTCCATGGTACTGTAGCAGGGGAATTCCCTCCCCCTC 
5 CTTGTGCCTTCTTTGTATATAGGCTTCTCACCGCGACCAATAAACAGCTCCCAGTT 
TGT 

SEQIDNO:156 

>gi|l 89204|gb|M14764. 1 |HUMNGFR Human nerve growth factor receptor mRNA, complete 
10 cds 

GCCGCGGCCAGCTCCGGCGGGCAGGGGGGGCGCTGGAGCGCAGCGCAGCGCAG 
CCCCATCAGTCCGCAAAGCGGACCGAGCTGGAAGTCGAGCGCTGCCGCGGGAGG 
CGGGCGATGGGGGCAGGTGCCACCGGCCGCGCCATGGACGGGCCGCGCCTGCTG 
CTGTTGCTGCTTCTGGGGGTGTCCCTTGGAGGTGCCAAGGAGGCATGCCCCACAG 

1 5 GCCTGTACACACACAGCGGTGAGTGCTGCAAAGCCTGCAACCTGGGCGAGGGTG 
TGGCCCAGCCTTGTGGAGCCAACCAGACCGTGTGTGAGCCCTGCCTGGACAGCGT 
GACGTTCTCCGACGTGGTGAGCGCGACCGAGCCGTGCAAGCCGTGCACCGAGTG 
CGTGGGGCTCCAGAGCATGTCGGCGCCGTGCGTGGAGGCCGACGACGCCGTGTG 
CCGCTGCGCCTACGGCTACTACCAGGATGAGACGACTGGGCGCTGCGAGGCGTG 

20 CCGCGTGTGCGAGGCGGGCTCGGGCCTCGTGTTCTCCTGCCAGGACAAGCAGAA 
CACCGTGTGCGAGGAGTGCCCCGACGGCACGTATTCCGACGAGGCCAACCACGT 
GGACCCGTGCCTGCCCTGCACCGTGTGCGAGGACACCGAGCGCCAGCTCCGCGA 
GTGCACACGCTGGGCCGACGCCGAGTGCGAGGAGATCCCTGGCCGTTGGATTAC 
ACGGTCCACACCCCCAGAGGGCTCGGACAGCACAGCCCCCAGCACCCAGGAGCC 

25 TGAGGCACCTCCAGAACAAGACCTCATAGCCAGCACGGTGGCAGGTGTGGTGAC 
CACAGTGATGGGCAGCTCCCAGCCCGTGGTGACCCGAGGCACCACCGACAACCT 
CATCCCTGTCTATTGCTCCATCCTGGCTGCTGTGGTTGTGGGCCTTGTGGCCTACA 
TAGCCTTCAAGAGGTGGAACAGCTGCAAGCAGAACAAGCAAGGAGCCAACAGC 
CGGCCAGTGAACCAGACGCCCCCACCAGAGGGAGAAAAACTCCACAGCGACAGT 

30 GGCATCTCCGTGGACAGCCAGAGCCTGCATGACCAGCAGCCCCACACGCAGACA 
GCCTCGGGCCAGGCCCTCAAGGGTGACGGAGGCCTCTACAGCAGCCTGCCCCCA 
GCCAAGCGGGAGGAGGTGGAGAAGCTTCTCAACGGCTCTGCGGGGGACACCTGG 
CGGCACCTGGGGGGCGAGCTGGGCTACCAGCCCGAGCACATAGACTCCTTTACC 
CATGAGGCCTGCCCCGTTCGCGCCCIGCTTGCAAGGTGGGCCACGCAGGACAGCG 

35 CCACACTGGACGCCCTCCTGGCCGCCCTGCGCCGCATCCAGCGAGCCGACCTCGT 
GGAGAGTCTGTGCAGTGAGTCCACTGCCACATCCCCGGTGTGAGCCCAACCGGG 
GAGCCCCCGCCCCGCCCCACATTCCGACAACCGATGCTCCAGCCAACCCCTGTGG 
AGCCCGCACCCCCACCCTTTGGGGGGGGCCCGCCTGGCAGAACTGAGCTCCTCTG 
GGCAGGACCTCAGAGTCCAGGCCCCAAAACCACAGCCCTGTCAGTGCAGCCCGT 

40 GTGGCCCCTTCACTTCTGACCACACTTCCTGTCCAGAGAGAGAAGTGCCCCTGCT 
GCCTCCCCAACCCTGCCCCTGCCCCGTCACCATCTCAGGCCACCTGCCCCCTTCTC 
CCACACTGCTAGGTGGGCCAGCCCCTCCCACCACAGCAGGTGTCATATATGGGG 
GGCCAACACCAGGGATGGTACTAGGGGGAAGTGACAAGGCCCCAGAGACTCAG 
AGGGAGGAATCGAGGAACCAGAGCCATGGACTCTACACTGTGAACTTGGGGAAC 

45 AAGGGTGGCATCCCAGTGGCCTCAACCCTCCCTCAGCCCCTCTTGCCCCCCACCC 
CAGCCTAAGATGAAGAGGATCGGAGGCTTGTCAGAGCTGGGAGGGGTTTTCGAA 
GCTCAGCCCACCCCCCTCATTTTGGATATAGGTCAGTGAGGCCCAGGGAGAGGCC 
ATGATTCGCCCAAAGCCAGACAGCAACGGGGAGGCCAAGTGCAGGCTGGCACCG 
CCTTCTCTAAATGAGGGGCCTCAGGTTTGCCTGAGGGCGAGGGGAGGGTGGCAG 
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GTGACCTTCTGGGAAATGGCTTGAAGCCAAGTCAGCTTTGCCTTCCACGCTGTCT 
CCAGACCCCCACCCCTTCCCCACTGCCTGCCCACCCGTGGAGATGGGATGCTTGC 
CTAGGGCCTGGTCCATGATGGAGTCAGGTTTGGGGTTCGTGGAAAGGGTGCTGCT 
TCCCTCTGCCTGTCCCTCTCAGGCATGCCTGTGTGACATCAGTGGCATGGCTCCA 
5 GTCTGCTGCCCTCCATCCCGACATGGACCCGGAGCTAACACTGGCCCCTAGAATC 
AGCCTAGGGGTCAGGGACCAAGGACCCCTCACCTTGCAACACACAGACACACGC 
ACACACACACACAGGAGGAGAAATCTCACTTTTCTCCATGAGTTTTTTCTCTTGG 
GCTGAGACTGGATACTGCCCGGGGCAGCTGCCAGAGAAGCATCGGAGGGAATTG 
AGGTCTGCTCGGCCGTCTTCACTCGCCCCCGGGTTTGGCGGGCCAAGGACTGCCG 

1 0 ACCGAGGCTGGAGCTGGCGTCTGTCTTC AAGGGCTTACACGTGGAGGAATGCTCC 
CCCATCCTCCCCTTCCCTGCAAACATGGGGTTGGCTGGGCCCAGAAGGTTGCGAT 
GAAGAAAAGCGGGCCAGTGTGGGAATGCGGCAAGAAGGAATTGACTTCGACTGT 
GACCTGTGGGGATTTCTCCCAGCTCTAGACAACCCTGCAAAGGACTGTTTTTTCC 
TGAGCTTGGCCAGAAGGGGGCCATGAGGCCTCAGTGGACTTTCCACCCCCTCCCT 

1 5 GGCCTGTTCTGTTTTGCCTGAAGTTGGAGTGAGTGTGGCTCCCCTCTATTTAGCAT 
GACAAGCCCCAGGCAGGCTGTGCGCTGACAACCACCGCTCCCCAGCCCAGGGTT 
CCCCCAGCCCTGTGGAAGGGACTAGGAGCACTGTAGTAAATGGCAATTCTTTGAC 
CTCAACCTGTGATGAGGGGAGGAAACTCACCTGCTGGCCCCTCACCTGGGCACCT 
GGGGAGTGGGACAGAGTCTGGGTGTATTTATTTTCCTCCCCAGCAGGTGGGGAG 

20 GGGGTTTGGTGGCTTGCAAGTATGTTTTAGCATGTGTTTGGTTCTGGGGCCCCTTT 
TTACTCCCCTTGAGCTGAGATGGAACCCTTTTGGCCCCCAGCTGGGGGCCATGAG 
CTCCAGACCCCCAGCAACCCTCCTATCACCTCCCCTCCTTGCCTCCTGTGTAATCA 
TTTCTTGGGCCCTCCTGAAACTTACACACAAAACGTTAAGTGATGAACATTAAAT 
AGCAAAG 

25 

SEQIDNO: 157 

>873 BLOOD 234929.1 U34038 gl041728 Human protease-activated receptor-2 mRNA, 
complete cds. 0 

CACGAGCCCTGGGGAGGCGCGCAGCAGAGGCTCCGATTCGGGGCAGGTGAGAG 

30 GCTGACTTTCTCTCGGTGCGTCCAGTGGAGCTCTGAGTTTCGAATCGGTGGCGGC 
GGATTCCCCGCGCGCCCGGCGTCGGGGCTTCCAGGAGGATGCGGAGCCCCAGCG 
CGGCGTGGCTGCTGGGGGCCGCCATCCTGCTAGCAGCCTCTCTCTCCTGCAGTGG 
CACCATCCAAGGAACCAATAGATCCTCTAAAGGAAGAAGCCTTATTGGTAAGGT 
TGATGGCACATCCCACGTCACTGGGAA^'vAGGAG'ITACAGT'rGAAACAGTC'lTTTC 

35 TGTGGATGAGTTTTCTGCATCTGTCCTCACTGGAAAACTGACCACTGTCTTCCTTC 
CAATTGTCTACACAATTGTGTTTGTGGTGGGGTTTGCAAGTAACGGCATGGCCCT 
GTGGGTCTTTCTTTTCCGAACTAAGAAGAAGCACCCTGCTGTGATTTAGATGGCC 
AATCTGGCCTTGGCTGACCTCCTCTCTGTCATCTGGTTCCCCTTGAAGATTGCCTA 
TCACATACATGGCAACAACTGGATTTATGGGGAAGCTCTTTGTAATGTGCTTATT 

40 GGCTTTTTCTATGGCAACATGTACTGTTCCATTCTCTTCATGACCTGCCTCAGTGT 
GCAGAGGTATTGGGTCATCGTGAACCCCATGGGGCACTCCAGGAAGAAGGCAAA 
CATTGCCATTGGCATCTCCCTGGCAATATGGCTGCTGATTCTGCTGGTCACCATCC 
CTTTGTATGTCGTGAAGCAGACCATCTTCATTCCTGCCCTGAACATCACGACCTGT 
CATGATGTTTTGCCTGAGCAGCTCTTGGTGGGAGACATGTTCAATTACTTCCTCTC 

45 TCTGGCCATTGGGGTCTTTCTGTTCCCAGCCTTCCTCACAGCCTCTGCCTATGTGC 
TGATGATCAGAATGCTGCGATCTTCTGCCATGGATGAAAACTCAGAGAAGAAAA 
GGAAGAGGGCCATCAAACTCATTGTCACTGTCCTGGCCATGTACCTGATCTGCTT 
CACTCCTAGTAACCTTCTGCTTGTGGTGCATTATTTTCTGATTAAGAGCCAGGGCC 
AGAGCCATGTCTATGCCCTGTACATTGTAGCCCTCTGCCTCTCTACCCTTAACAGC 
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TGCATCGACCCCTTTGTCTATTACTTTGTTTCACATGATTTCAGGGATCATGCAAA 
GAACGCTCTCCTTTGCCGAAGTGTCCGCACTGTAAAGCAGATGCAAGTATCCCTC 
ACCTCAAAGAAACACTCCAGGAAATCCAGCTCTTACTCTTCAAGTTCAACCACTG 
TTAAGACCTCCTATTGAGTTTTCCAGGTCCTCAGATGGGAATTGCACAGTAGGAT 
5 GTGGAACCTGTTTAATGTTATGAGGACGTGTCTGTTATTTCCTAATCAAAAAGGT 
CTCACCACATACCATGTGGATGCAGCACCTCTCAGGATTGCTAGGAGCTCCCCTG 
TTTGCATGAGAAAAGTAGTCCCCCAAATTAACATCAGTGTCTGTTTCAGAATCTC 
TCTACTCAGATGACCCCAGAAACTGAACCAACAGAAGCAGACTTTTCAGAAGAT 
GGTGAAGACAGAAACCCAGTAACTTGGAAAAAGTAGACTTGGTGTGAAGACTCA 

1 0 CTTCTCAGCTGAAATTATATATATACACATATATATATTTTACATCTGGGATCATG 
ATAGACTTGTTAGGGCTTCAAGGCCCTCAGAGATGATCAGTCCAACTGAACGACC 
TTACAAATGAGGAAACCAAGATAAATGAGCTGCCAGAATCAGGTTTCCAATCAA 
CAGCAGTGAGTTGGGATTGGACAGTAGAATTTCAATGTCCAGTGAGTGAGGTTCT 
TGTACCACTTCATCNNNNNNNNNNNNNNNl^^ 

15 NlsnSINNNNNNNN^ 
NNl^WNNNN^ 
NNNNNNNNNNNNN^^ 

NNNMsfNNNhWNNNNNN^ 

20 AGTCGTGAATCTTGTTCAAAATGCAGATTCCTCAGATTCAATAATGAGAGCTCAG 
ACTGGGAACAGGGCCCAGGAATCTGTGTGGTACAAACCTGCATGGTGTTTATGC 
ACACAGAGATTTGAGAACCATTGTTCTGAATGCTGCTTCCATTTGACAAAGTGCC 
GTGATAATTTTTGAAAAGAGAAGCAAACAATGGTGTCTCTTTTATGTTCAGCTTA 
TAATGAAATCTGTTTGTTGACTTATTAGGACTTTGAATTATTTCTTTATTAACCCT 

25 CTGAGTTTTTGTATGTATTATTATTAAAGAAAAATGCAATCAGGATTTTAAACAT 
GTAAATACAAATTTTGTATAACTTTTGATGACTTCAGTGAAATTTTCAGGTAGTCT 
GAGTAATAGATTGTTTTGCCACTTAGAATAGCATTTGCCACTTAGTATTTTAAAA 
AATAATTGTTGGAGTATTTATTGTCAGTTTTGTTCACTTGTTATCTAATACAAAAT 
TATAAAGCCTTCAGAGGGTTTGGACCACATCTCTTTGGAAAATAGTTTGCAACAT 

30 ATTTAAGAGATACTTGATGCCAAAATGACTTTATACAACGATTGTATTTGTGACT 
TTTAAAAATAATTATTTTATTGTGTAATTGATTTATAAATAACAAAATTTTTTTAC 

SEQ ID NO: 158 
2279279Hr ' • " .' 

35 AGCACACCAAGGAGTGATTTTNAAAACTTACTCTGTTTTCTNTTTCCCAACAAGA 
TTATCATTTCCTTTAAAAAAAATAGTTATCCTGGGGCATACAGCCATACCATTNT 
GAAGGTGTCTTATCTCCTCTGATCTAGAGAGCACCATGAAGCTTCTCACGGGCCT 
GGTTTTNTGCTCCTTGGTCCTGGGTGTCAGCAGCCGAAGCTTCTTTTCGTTCCTTG 
G 

40 

SEQ ID NO: 159 

>gi|340155|gb|K03226J|HUMIJKMl Human preprourokinase mRNA, complete cds 
TCCACCTGTCCCCGCAGCGCCGGCTCGCGCCCTCCTGCCGCAGCCACCGAGCCGC 
CGTCTAGCGCCCCGACCTCGCCACCATGAGAGCCCTGCTGGCGCGCCTGCTTCTC 
45 TGCGTCCTGGTCGTGAGCGACTCCAAAGGCAGCAATGAACTTCATCAAGTTCCAT 
CGAACTGTGACTGTCTAAATGGAGGAACATGTGTGTCCAACAAGTACTTCTCCAA 
CATTCACTGGTGCAACTGCCCAAAGAAATTCGGAGGGCAGCACTGTGAAATAGA 
TAAGTCAAAAACCTGCTATGAGGGGAATGGTCACTTTTACCGAGGAAAGGCCAG 
CACTGACACCATGGGCCGGCCCTGCCTGCCCTGGAACTCTGCCACTGTCCTTCAG 
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CAAACGTACCATGCCCACAGATCTGATGCTCTTCAGCTGGGCCTGGGGAAACATA 
ATTACTGCAGGAACCCAGACAACCGGAGGCGACCCTGGTGCTATGTGCAGGTGG 
GCCTAAAGCCGCTTGTCCAAGAGTGCATGGTGCATGACTGCGCAGATGGAAAAA 
AGCCCTCCTCTCCTCCAGAAGAATTAAAATTTCAGTGTGGCCAAAAGACTCTGAG 
5 GCCCCGCTTTAAGATTATTGGGGGAGAATTCACCACCATCGAGAACCAGCCCTGG 
TTTGCGGCCATCTACAGGAGGCACCGGGGGGGCTCTGTCACCTACGTGTGTGGAG 
GCAGCCTCATCAGCCCTTGCTGGGTGATCAGCGCCACACACTGCTTCATTGATTA 
CCCAAAGAAGGAGGACTACATCGTCTACCTGGGTCGCTCAAGGCTTAACTCCAA 
CACGCAAGGGGAGATGAAGTTTGAGGTGGAAAACCTCATCCTACACAAGGACTA 

1 0 CAGCGCTGACACGCTTGCTCACCACAACGACATTGCCTTGCTGAAGATCCGTTCC 
AAGGAGGGCAGGTGTGCGCAGCCATCCCGGACTATACAGACCATCTGCCTGCCC 
TCGATGTATAACGATCCCCAGTTTGGCACAAGCTGTGAGATCACTGGCTTTGGAA 
AAGAGAATTCTACCGACTATCTCTATCCGGAGCAGCTGAAGATGACTGTTGTGAA 
GCTGATTTCCCACCGGGAGTGTCAGCAGCCCCACTACTACGGCTCTGAAGTCACC 

1 5 ACCAAAATGCTGTGTGCTGCTGACCCACAGTGGAAAACAGATTCCTGCCAGGGA 
GACTCAGGGGGACCCCTCGTCTGTTCCCTCCAAGGCCGCATGACTTTGACTGGAA 
TTGTGAGCTGGGGCCGTGGATGTGCCCTGAAGGACAAGCCAGGCGTCTACACGA 
GAGTCTCACACTTCTTACCCTGGATCCGCAGTCACACCAAGGAAGAGAATGGCCT 
GGCCCTCTGAGGGTCCCCAGGGAGGAAACGGGCACCACCCGCTTTCTTGCTGGTT 

20 GTCATTTTTGCAGTAGAGTCATCTCCATCAGCTGTAAGAAGAGACTGGGAAGAT 

SEQ ID NO: 160 
>4727571H1 

GGCTCAGCCTGGAGGGACCCAACCAGAGCCTGGCCTGGGAGCCAGGATGGCCAT 
25 CCACAAAGCCTTGGTGATGTGCCTGGGACTGCCTCTCTTCCTGTTCCCAGGGGCC 
TGGGCCCAGGGCCATGTCCCACCCGGCTGCAGCCAAGGCCTCAAGCCCCTGTACT 
ACAACCTGTGTGACCGCTCTGGGGCGTGGGGCATCGTCCTGGACGCCGTTGCTGG 
GGCGGGCATTGTCACCACGTTTGTGCTCACCATCATCCT 

30 SEQ ID NO: 161 
>2135769H1 

GCTCGCGTCGCATTTGGCCGCCTCCCTACCGCTCCAAGCCCAGCCCTCAGCCATG 
GCATGCCCCCTGGATCAGGCCATTGGCCTCCTCGTGGCCATCTTCCACAAGTACT 
CCGGGAGGCMGGGTGACAAGeACACCCTGAGCAAGAAGGAGCTGAAGGAGCTG 
35 ATCCAGAAGGAGCTCACCATTGGCTCGAAGCTGCAGGATGCTGAAATTGCAAGG 
CTGATGGAAGACTTGGACCGGAACAAGGACCAGGAGGTGAACTTCCAGGAGTAT 
GTCACCTTCCTGGGGGC 

SEQ ID NO: 162 

40 >gi|2179161|gb|AA456585.1|AA456585 zx73cl0.sl Soares ovary tumor NbHOT Homo 
sapiens cDNA clone IMAGE:809394 3' similar to SW:RECQ_HUMAN P46063 ATP- 
DEPENDENT DNA HELICASE Ql . ;, mKNA sequence 

TCTTTAAAGGCTTTATTTGCATTCrTGTAAATTTTATTATTTCAAGTCAATGTGTTA 
AGAATTACTGCGCATATAGTTATTTCTTTTATAAATTTGTTTTCCGTGATTCCTTC 
45 AAAAGCTTTCTTATTGTTGGCCTTTATTTTCTGCAGAGAAGACTACAGTTTTACAG 
CTTATGCTACCATTTCGTATTTGAAAATAGGACCTAAAGCTAATCTTCTGAACAA 
TGAGGCACATGCTATTACTATGCAAGTGACAAAGTCCACGCAGAACTCTTTCAGG 
GTAAATGGCTATTAATTTTCAGTTTTATATATTT 
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SEQ ID NO: 163 
>1452259F6 

CTGGTTCAATTTTTACAGGAATTCAGTAAGATAAATACTATTCTCTGAATTCAAA 
AAACAACTTCTTCAGGGCCACAAAACACTGGGGATAAAGACAAGAAGAACTACA 
5 GCAGGGGTCCCCACCTACTCGNNNNNNNNN^ 
NNNNNNNNNNNN^ 

CCATATCCAGGTACATCCACAAATCCAGCAGGCAATTCATAAGTCAGTCAAGCC 
GANAGCGAAAACATAACCAGAGCATCAGGGTTGTTGTGGCTGTGTTTTTTACCTG 
CTTTCTATCATATCACTTGTGCAGAATTCCTTTTACTTTTAGTCACTTAGACTAGG 
10 CTTTTAGATGAATCTGCACAA 

SEQ ID NO: 164 
>1650566F6 

CAATTCAGGCAACAGGAGCNANGGGCCAGGAAAGAACACCACCCTTTCACAATG 
1 5 AATTTGACACAATTGTCTTGCCGGTGCTTTATCTCATTATATTTGTGGCAAGCATC 
TTGCTGAATGGTTTAGCAGTGTGGATCTCTTCCACATTAGGAATAAAACCAGCTT 
CATATTCTATCTCAAAAACATAGTGGTTGCAGACCTCATAATGACGCTGACATTT 
CCATTTCGAATAGTCCATGATGCAGGATTTGGACCTTGGTACTTCAAGTTTATTCC 
CTGCAGATACACCTCAGTTTTGTTTTATGCAAACATGTATACTTCCATCGTG 

20 

SEQ ID NO: 165 

>gi|2177519|gb|AA454743.1|AA454743 zx77e01.sl Soares ovary tumor NbHOT Homo 
sapiens cDNA clone 1MAGE:809784 3', mRNA sequence 

AGCTTTTTTTTTTCATAATAAAATGCATTCTTTATTGAGTGCATGGTGGCCCAGGT 
25 GCTATTCCATGTATGTCATAGGTGTGAAACTTTAAATCTTTCCAACAGCCACTGC 
CTTATGGAGACTGTATCATCCTTATCTTCATCTTACAGGTGAGAAATCTGCAGTG 
AAGAAAGGTACATCCCAAG 

SEQ ID NO: 166 

30 >gi|2072424|gb|U831 15.1|HSU83 1 15 Human non-lens beta gamma-crystallin like protein 
(ATM1) mRNA, partial cds 

CAGCTCCGAGGGGAGTCGGACCGGAGCAAACAGCCACCCCCGGCTTCGTCCCCC 
ACG AA.GA GGA AGGGCAGGAGCGGTGCCCTCGAGGCCGTGCCCGCCCCGCCCGCC 

AGCGG^ereCGSGcTcC^ 

35 AGCCCAGTCACCAAGGGCACTGCGGCCGAGAGCGGGGAGGAGGCGGCGCGGGC 
CATCCCCCGCGAGCTCCCGGTCAAGAGCAGCTCGCTGCTGCCGGAGATCAAGCC 
CGAGCACAAGAGGGGCCCGCTCCCCAACCACTTCAACGGCCGGGCAGAGGGAGG 
TCGAAGCAGAGAGCTGGGCAGAGCGGCCGGAGCGCCTGGAGCTTCTGACGCCGA 
CGGCTTGAAGCCCAGGAACCATTTCGGCGTGGGCAGGTCGACAGTGACCACTAA 

40 AGTGACCCTCCCTGCCAAGCCCAAACATGTGGAACTAAATCTTAAAACCCCTAAG 
AATCTTGACAGTTTGGGAAATGAGCACAATCCATTTAGCCAGCCAGTTCACAAAG 
GCAACACTGCCACCAAAATCTCCTTATTTGAAAACAAACGGACAAACAGTAGCC 
CAAGACACACTGACATTCGAGGCCCAAGGAATACTCCTGCCTCTAGTAAAACGTT 
TGTTGGGAGGGCAAAGCTGAATTTAGCCAAAAAAGCCAAAGAAATGGAGCAA.ee 

45 TGAAAAGAAAGTAATGCCAAACAGTCCCCAGAATGGTGTGCTGGTTAAGGAAAC 
TGCTATAGAAACCAAAGTTACCGTCTCGGAAGAAGAGATTCTGCCAGCAACCAG 
AGGAATGAATGGAGACTCTTCTGAGAATCAAGCTCTTGGTCCTCAGCCTAACCAA 
GATGATAAAGCAGATGTACAAACAGATGCTGGCTGCCTTTCAGAACCAGTGGCT 
TCTGCTCTGATTCCTGTCAAGGATCATAAGCTCTTAGAGAAGGAGGACTCAGAGG 
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CTGCAGACAGCAAAAGCCTTGTACTTGAAAATGTAACCGATACAGCACAAGACA 
TCCCCACCACTGTGGATACCAAAGATTTACCTCCAACGGCCATGCCAAAGCCACA 
GCATACATTTTCTGACTCACAGTCCCCTGCTGAGTCATCTCCTGGGCCTTCTCTTT 
CACTGTCTGCACCCGCTCCTGGGGATGTTCCCAAAGACACATGTGTTCAATCACC 
5 CATAAGCAGTTTCCCATGCACTGATCTAAAAGTGTCAGAAAACCATAAAGGATG 
TGTTTTGCCTGTGTCTCGTCAGAACAATGAGAAAATGCCACTTTTAGAACTTGGA 
GGAGAAACAACCCCTCCTTTGTCCACAGAGCGTAGTCCAGAAGCTGTGGGAAGT 
GAGTGTCCATCCAGAGTCCTCGTCCAGGTCAGGTCCTTCGTGCTCCCCGTGGAGA 
GCACCCAGGATGTGAGCTCCCAGGTCATCCCAGAGAGCTCTGAAGTTAGAGAAG 

1 0 TGCAGTTGCC AACTTGTCACAGTAATGAACCTGAAGTGGTTTCCGTTGC AAGTTG 
TGCTCCCCCACAAGAGGAAGTACTGGGCAATGAACACTCTCATTGCACAGCAGA 
GCTCGCGGCAAAATCTGGCCCACAAGTCATACCGCCAGCATCAGAGAAAACTCT 
GCCTATTCAGGCTCAAAGTCAGGGCAGCAGAACACCCCTGATGGCTGAATCCAG 
TCCCACCAACTCTCCCAGCAGCGGAAATCACTTAGCCACTCCTCAAAGGCCAGAT 

15 CAGACTGTTACAAATGGCCAGGATAGCCCTGCCAGCCTTTTGAACATTTCTGCTG 
GTAGTGATGATAGTGTATTTGATTCTTCTTCTGATATGGAAAAATTCACTGAAATT 
ATAAAACAGATGGATAGCGCAGTTTGTATGCCCATGAAAAGAAAGAAGGCCAGG 
ATGCCAAACTCTCCTGCTCCTCACTTTGCCATGCCTCCTATTCACGAAGACCATTT 
AGAAAAGGTGTTTGATCCCAAAGTGTTTACCTTTGGTTTGGGGAAGAAGAAGGA 

20 AAGTCAGCCAGAAATGTCACCGGCTTTACATTTGATGCAGAACCTTGACACAAA 
ATCCAAACTGAGACCCAAACGTGCATCTGCTGAACAGAGCGTCCTCTTCAAGTCC 
CTGCACACCAACACTAATGGGAACAGTGAGCCTCTGGTGATGCCGGAAATCAAT 
GACAAAGAGAACAGGGACGTCACAAATGGTGGCATTAAGAGATCGAGACTAGA 
AAAAAGTGCACTTTTCTCAAGCTTGTTATCTTCTTTACCACAAGACAAAATCTTTT 

25 CTCCTTCTGTGACATCAGTCAACACTATGACCACGGCTTTCAGTACTTCTCAGAA 
CGGTTCCCTATCTCAGTCTTCAGTGTCACAGCCCACGACTGAGGGTGCCCCGCCC 
TGTGGTTTGAACAAAGAACAGTCAAATCTTCTGCCCGACAACTCCTTAAAGGTCT 
TCAATTTCAACTCGTCAAGTACATCACACTCCAGTTTGAAAAGTCCAAGCCACAT 
GGAAAAATACCCGCAAAAAGAGAAAACCAAAGAAGATCTGGATTCACGAAGCA 

30 ACCTACACTTGCCAGAAACTAAATTTTCTGAATTGTCAAAACTGAAGAATGATGA 
TATGGAAAAGGCTAATCATATTGAAAGTGTTATTAAATCAAACTTGCCAAACTGT 
GCAAACAGTGACACCGACTTCATGGGTCTTTTCAAATCAAGCCGGTATGACCCAA 
GCATTTCTTTTTCTGGAATGTCATTATCAGACACAATGACACTTAGAGGAAGTGT 

35 CGTCTCTGAGAAGTGCATTGAAGTTTTCAGTGACATTCAGGATTGCAGTTCTTGG 
AGCCTCTCrCCAGTGATACTCATAAAAGTTGTTAGAGGATGTTGGATTTTGTATG 
AGCAACCAAATTTTGAAGGGCACTCCATCCCCTTAGAAGAAGGAGAATTGGAAC 
TCTCTGGTCTCTGGGGTATAGAAGACATTTTGGAAAGGCACGAAGAAGCAGAGT 
CTGATAAGCCAGTGGTGATTGGTTCCATCAGACATGTGGTTCAGGATTACAGAGT 

40 TAGTCACATTGACTTATTTACTGAACCAGAAGGGTTAGGAATCCTAAGTTCCTAC 
TTTGATGATACTGAAGAAATGCAGGGATTTGGTGTAATGCAGAAGACTTGTTCCA 
TGAAAGTACATTGGGGCACGTGGCTGATTTATGAAGAACCTGGATTTCAGGGTGT 
TCCTTTCATCCTGGAACCTGGTGAATACCCTGACTTGTCCTTCTGGGATACAGAA 
GCAGCGTACATTGGATCCATGCGGCCTCTGAAAATGGGTGGCCGTAAAGTTGAA 

45 TTCCCTACAGATCCAAAGGTAGTTGTTTATGAAAAGCCTTTCTTTGAAGGAAAAT 
GTGTGGAACTAGAAACAGGAATGTGTAGTTTTGTCATGGAGGGAGGTGAAACAG 
AAGAGGCGACTGGAGACGATCATTTGCCGTTTACGTCAGTGGGGTCTATGAAAG 
TTCTAAGAGGCATTTGGGTTGCATATGAGAAGCCTGGATTTACCGGTCATCAGTA 
TTTGCTAGAAGAAGGAGAATACAGGGACTGGAAAGCCTGGGGAGGTTACAATGG 
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AGAGCTTCAGTCTTTACGACCTATATTAGGTGATTTTTCAAATGCTCACATGATA 
ATGTACAGTGAAAAAAACTTTGGATCCAAAGGTTCCAGTATTGATGTATTGGGAA 
TTGTTGCTAATTTAAAGGAGACTGGATATGGAGTGAAGACACAGTCTATTAATGT 
ACTGAGTGGAGTATGGGTAGCCTATGAAAATCCTGACTTCACAGGAGAACAGTA 
5 TATACTGGATAAAGGATTTTATACCAGTTTTGAGGACTGGGGAGGCAAAAATTAT 
AAGATCTCTTCTGTTCAACCTATATGTTTGGATTCTTTCACTGGCCCAAGGAGACG 
AAATCAGATTCACTTGTTTTCAGAACCACAGTTTCAAGGTCACAGTCAAAGTTTT 
GAAGAAACAACAAGTCAAATTGATGATTCATTTTCTACCAAGTCTTGCAGAGTTT 
CAGGAGGCAGCTGGGTTGTATATGATGGAGAAAATTTCACTGGTAATCAATACG 

1 0 TGTTGGAAGAAGGCCATTATCCTTGTCTGTCTGCAATGGGATGCCCGCCTGGAGC 
AACTTTCAAGTCTCTTCGTTTTATAGATGTTGAATTTTCTGAACCAACAATTATTC 
TCTTTGAAAGAGAAGACTTCAAAGGAAAAAAGATTGAACTTAATGCAGAAACTG 
TCAATCTCCGATCCCTGGGATTCAACACACAAATACGCTCTGTTCAGGTTATTGG 
TGGCATATGGGTTACTTATGAATATGGCAGTTACAGAGGGCGACAGTTCCTATTG 

15 TCACCTGCAGAAGTACCTAATTGGTATGAATTCAGTGGCTGTCGCCAAATAGGTT 
CTCTACGACCTTTTGTTCAGAAGCGAATTTATTTCAGACTTCGAAACAAAGCAAC 
AGGGTTATTCATGTCAACCAATGGAAACTTAGAGGATCTGAAGCTTCTGAGGATA 
CAGGTCATGGAGGATGTCGGGGCCGATGATCAGATTTGGATCTATCAAGAAGGA 
TGTATCAAATGCAGGATAGCAGAAGACTGCTGCCTGACGATTGTGGGCAGCCTG 

20 GTAACATCTGGCTCCAAGCTAGGCCTGGCCCTGGACCAGAATGCTGACAGCCAG 
TTCTGGAGCTTGAAGTCCGATGGCAGGATTTACAGCAAGTTGAAGCCAAATTTAG 
TTTTAGACATTAAAGGGGGCACACAGTATGATCAAAATCACATTATCCTCAACAC 
TGTCAGCAAAGAGAAGTTTACACAAGTGTGGGAAGCCATGGTCCTATATACCTG 
AACAAAGAAGGAAGAAGAATCTTCTGGAGGTCCTTCCAGCCACCTTATTTCTTAA 

25 AAAGGACAATGCTGATGGAAGACCAGACTGGAAAGTGGATCGACTCCTCCTTCA 
TTGATTCTAAATTCAACCTTAAATCATGCTGCCATGACTCAGAGAACTTACTCAT 
CGTTTCAAAAGACTATCATAGCTTTAAACCAATAATTTGTCCTCCTTTCATTTCTT 
GCCTTTCATTTTTGGTAGCTGCTTAAACAGGTTGCCTAATTAGCAGCTTTTGGGTG 
ATTTTGTAAAATGTTATATCAAGATTTCAAGACTGTGTACATTTTAAATTATTTCC 

30 AAAGATAGTGACAGGAGAGAACTGGAACAAATTTACCAACTTTGTGGACCTACA 
AAGCCCTTACACTTTAAAGGGTAAGACAAAGGCTTAAGTTTGAAAGGTAGAGAA 
CTGTTTAGCATCTGAGAAGAAATACTTTATTAGGCCTGTAATTTTGGTTCTTGGCC 
TTAAACACTTTCTGGAACCTTTAAATATGCTGCATAGCACAATGGGAAAGCCTTA 
GGTATTCACACATTTAAGGAACTCTAAACAAAATACTATTTTCCTTTAGTTCATAT 

35 TAAAAATTAATACATTTTAAAAATTTAATGTCAAAGTCTGGTAACATTTGTTAGT 
AGGATTTGAGTTATTATTTTTTGAGACAGGATCTCAGGCTGGAGTGCAGTGGCAC 
AATCACGGCTCACTGCAGCCTCTACCTCCCCAGGCTCAGGTGATCCTCCCACCTC 
AGCCTCCCAAGTAGCTGGGACTATAGGCACACATCACCAAGCCCAGCCAAATTTT 
GTTTTTTTTTTGTAGAGATGGGGTTTCATCACGTTGCCCAGGCTGATCTCGAACCT 
" 40 CTGGGCTCAAGCAATTCACTCGCCTCGGCCTCCCAAAATGCTGGGATTACAGGCC 
TGAGCCACTGCGCCCAGCCAGGATTTGAATTATTTTAACTCATCCATGGGCTGCC 
CTAGAATGTCACAAATGAGGGTTGTTTAATGCCTTTCTTATAGCTGCTACTGGAA 
CACTATTATGACCTAATTTATGAGCCATCCTTACTCATCTACAAGTGCTGAAGCA 
ATGTTACATACTTITITGCTAAACrCAGATTTTTTAGCCTAATTTCTTGTCCTCCTA 

45 TCCACCTGCATCCACACATGGCCTGCATGGGGCTGCCTTCCCTGCAGTGTTCTGC 
AGCCATGCTTCAGGGTATAGCTGTTGGTGGACAGCCTCAGGTCTTGGGGGCACTA 
TAGCCACTAAACGAGGTGTGAAAGGCTCAAGAGGATGACCAGCAATTAATTATC 
CCCAGAAAGTGAAGGAAAAGAGACCTTTAGGGATGTTGCTGGTCAAGTCTTGAT 
TTGACCGGAGTCAAATCAATCTTCAAGCAATCTTGGAATCCTCAACTGCAGTAAG 
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CATTTCAAAATGCAAACAAACTGCTTAACAACTGACAAGACACCAGCCCATATG 
CTGCTCTTCCAACAGTGGGTTCTAGCTTTGAACAAAAGTGCTAAACATTTCCTTG 
AATATATTCTTCCTCTTTTTGTCCTCATCACTCAATACTGGTGCTCTTGTCACAGG 
TAGAACAGCTTGTTTCTTTTCCATCTATTCAAGTGTGTTTCTAATTCTAAAATGCT 
5 GATCTTCTCTGGAGTCTATGGTAGGCAATTATGGTCACTGGAATAGTTTGTCTTGT 
TTTAAAATATTATTGGTGCATGTACAACAGCATCCAACATATCTGTCTTGTTCCTA 
GATATATAGCTCTGATTTTAGGCCTTTTGTGCATACCATTACAATATGGTGGGGT 
AAGACATTCTACAGTAGCCTGTGCTGAACTGATCTCTTAAATAAACTTGCTTCTG 
GTTAACTAAAAAAAAAAAAAAAAAAAAA 

10 

SEQIDNO: 167 

>gi|1518787|gb|U62801.1|HSU62801 Human protease M mRNA, complete cds 

AGGCGGACAAAGCCCGATTGTTCCTGGGCCCTTTCCCCATCGCGCCTGGGCCTGC 

TCCCCAGCCCGGGGCAGGGGCGGGGGCCAGTGTGGTGACACACGCTGTAGCTGT 

1 5 CTCCCCGGCTGGCTGGCTCGCTCTCTCCTGGGGACACAGAGGTCGGCAGGCAGCA 
CACAGAGGGACCTACGGGCAGCTGTTCCTTCCCCCGACTCAAGAATCCCCGGAG 
GCCCGGAGGCCTGCAGCAGGAGCGGCCATGAAGAAGCTGATGGTGGTGCTGAGT 
CTGATTGCTGCAGCCTGGGCAGAGGAGCAGAATAAGTTGGTGCATGGCGGACCC 
TGCGACAAGACATCTCACCCCTACCAAGCTGCCCTCTACACCTCGGGCCACTTGC 

20 TCTGTGGTGGGGTCCTTATCCATCCACTGTGGGTCCTCACAGCTGCCCACTGCAA 
AAAACCGAATCTTCAGGTCTTCCTGGGGAAGCATAACCTTCGGCAAAGGGAGAG 
TTCCCAGGAGCAGAGTTCTGTTGTCCGGGCTGTGATCCACCCTGACTATGATGCC 
GCCAGCCATGACCAGGACATCATGCTGTTGCGCCTGGCACGCCCAGCCAAACTCT 
CTGAACTCATCCAGCCCCTTCCCCTGGAGAGGGACTGCTCAGCCAACACCACCAG 

25 CTGCCACATCCTGGGCTGGGGCAAGACAGCAGATGGTGATTTCCCTGACACCATC 
CAGTGTGCATACATCCACCTGGTGTCCCGTGAGGAGTGTGAGCATGCCTACCCTG 
GCCAGATCACCCAGAACATGTTGTGTGCTGGGGATGAGAAGTACGGGAAGGATT 
CCTGCCAGGGTGATTCTGGGGGTCCGCTGGTATGTGGAGACCACCTCCGAGGCCT 
TGTGTCATGGGGTAACATCCCCTGTGGATCAAAGGAGAAGCCAGGAGTCTACAC 

30 CAACGTCTGCAGATACACGAACTGGATCCAAAAAACCATTCAGGCCAAGTGACC 
CTGACATGTGACATCTACCTCCCGACCTACCACCCCACTGGCTGGTTCCAGAACG 
TCTCTCACCTAGACCTTGCCTCCCCTCCTCTCCTGCCCAGCTCTGACCCTGATGCT 
TAATAAACGCAGCGACGTGAGGGTCCTGATTCTCCCTGGTTTTACCCCAGCTCCA 
TGCTTGCATCACTGGGGAGGACGTGATGAGTGAGGACTTGGGTCCTCGGTCTTAC 

35 CCCCACCACTAAGAGAATACAGGAAAATCCCTTCTAGGCATCTCCTCTCCCCAAC 
CCTTCCACACGTTTGATTTCTTCCTGCAGAGGCCCAGCCACGTGTCTGGAATCCC 
AGCTCCGCTGCTTACTGTCGGTGTCCCCTTGGGATGTACCTTTCTTCACTGCAGAT 
TTCTCACCTGTAAGATGAAGATAAGGATGATACAGTCTCCATCAGGCAGTGGCTG 
TTGGAAAGATTTAAGATTTCACACCTATGACATACATGGGATAGCACCTGGGCCG 

40 CCATGCACTCAATAAAGAATGTATTTT 

SEQIDNO: 168 

>gi|2570124|dbj|AB000712.1|AB000712 Homo sapiens hCPE-R mRNA for CPE-receptor, 
complete cds 

45 GAAGGAACTGGTTCTGCTCACACTTGCTGGCTTGCGCATCAGGACTGGCTTTATC 
TCCTGACTCACGGTGCAAAGGTGCACTCTGCGAACGTTAAGTCCGTCCCCAGCGC 
TTGGAATCCTACGGCCCCCACAGCCGGATCCCCTCAGCCTTCCAGGTCCTCAACT 
CCCGTGGACGCTGAACAATGGCCTCCATGGGGCTACAGGTAATGGGCATCGCGC 
TGGCCGTCCTGGGCTGGCTGGCCGTCATGCTGTGCTGCGCGCTGCCCATGTGGCG 
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CGTGACGGCCTTCATCGGCAGCAACATTGTCACCTCGCAGACCATCTGGGAGGGC 
CTATGGATGAACTGCGTGGTGCAGAGCACCGGCCAGATGCAGTGCAAGGTGTAC 
GACTCGCTGCTGGCACTGCCGCAGGACCTGCAGGCGGCCCGCGCCCTCGTCATCA 
TCAGCATCATCGTGGCTGCTCTGGGCGTGCTGCTGTCCGTGGTGGGGGGCAAGTG 
5 TACCAACTGCCTGGAGGATGAAAGCGCCAAGGCCAAGACCATGATCGTGGCGGG 
CGTGGTGTTCCTGTTGGCCGGCCTTATGGTGATAGTGCCGGTGTCCTGGACGGCC 
CACAACATCATCCAAGACTTCTACAATCCGCTGGTGGCCTCCGGGCAGAAGCGG 
GAGATGGGTGCCTCGCTCTACGTCGGCTGGGCCGCCTCCGGCCTGCTGCTCCTTG 
GCGGGGGGCTGCTTTGCTGCAACTGTCCACCCCGCACAGACAAGCCTTACTCCGC 

1 0 CAAGTATTCTGCTGCCCGCTCTGCTGCTGCCAGCAACTACGTGTAAGGTGCCACG 
GCTCCACTCTGTTCCTCTCTGCTTTGTTCTTCCCTGGACTGAGCTCAGCGCAGGCT 
GTGACCCCAGGAGGGCCCTGCCACGGGCCACTGGCTGCTGGGGACTGGGGACTG 
GGCAGAGACTGAGCCAGGCAGGAAGGCAGCAGCCTTCAGCCTCTCTGGCCCACT 
CGGACAACTTCCCAAGGCCGCCTCCTGCTAGCAAGAACAGAGTCCACCCTCCTCT 

1 5 GGATATTGGGGAGGGACGGAAGTGACAGGGTGTGGTGGTGGAGTGGGGAGCTG 
GCTTCTGCTGGCCAGGATAGCTTAACCCTGACTTTGGGATCTGCCTGCATCGGCG 
TTGGCCACTGTCCCCATTTACATTTTCCCCACTCTGTCTGCCTGCATCTCCTCTGTT 
CCGGGTAGGCCTTGATATCACCTCTGGGACTGTGCCTTGCTCACCGAAACCCGCG 
CCCAGGAGTATGGCTGAGGCCTTGCCCACCCACCTGCCTGGGAAGTGCAGAGTG 

20 GATGGACGGGTTTAGAGGGGAGGGGCGAAGGTGCTGTAAACAGGTTTGGGCAGT 
GGTGGGGGAGGGGGCCAGAGAGGCGGCTCAGGTTGCCCAGCTCTGTGGCCTCAG 
GACTCTCTGCCTCACCCGCTTCAGCCCAGGGCCCCTGGAGACTGATCCCCTCTGA 
GTCCTCTGCCCCTTCCAAGGACACTAATGAGCCTGGGAGGGTGGCAGGGAGGAG 
GGGACAGCTTCACCCTTGGAAGTCCTGGGGTTTTTCCTCTTCCTTCTTTGTGGTTT 

25 CTGTTTTGTAATTTAAGAAGAGCTATTCATCACTGTAATTATTATTATTTTCTACA 
ATAAATGGGACCTGTGCACAGG 

SEQIDNO: 169 
>2027449H1 

30 CTCTGCCACCTGGTCTGCCACAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGC 
TGGCTGTGCTGGTCACTACCTTCCACAAGTACTCCTGCCAAGAGGGCGACAAGTT 
CAAGCTGAGTAAGGGGGAAATGAAGGAACTTCTGCACAAGGAGCTGCCCAGCTT 
TGTGGGGGAGAAAGTGGATGAGGAGGGGTGAAGAAGCTGATGGGCAGCCTGGA 
TGAGAACACGGACAAGCAGGTGGACTTCCAGGAGTATGCTGTTTTCCTGGGAAC 

35 TCATCA 

SEQ ID NO: 170 

>gi|338633|gb|J05392.1|HUMSYN Human syndecan mRNA, complete cds 
GGAGAGGTGCGGGCCGAATCCGAGCCGAGCGAGAGGAATCCGGCAGTAGAGAG 

40 CGGACTCCAGCCGGCGGACCCTGCAGCCCTCGCCTGGGACAGCGGCGCGCTGGG 
CAGGCGCCCAAGAGAGCATCGAGCAGCGGAACCCGCGAAGCCGGCCCGCAGCC 
GCGACCCGCGCAGCCTGCCGCTCTCCCGCCGCCGGTCCGGGCAGCATGAGGCGC 
GCGGCGCTCTGGCTCTGGCTGTGCGCGCTGGCGCTGAGCCTGCAGCTGGCCCTGC 
CGCAAATTGTGGCTACTAATTTGCCCCCTGAAGATCAAGATGGCTCTGGGGATGA 

45 CTCTGACAACTTCTCCGGCTCAGGTGCAGGTGCTTTGCAAGATATCACCTTGTCA 
CAGCAGACCCCCTCCACTTGGAAGGACACGCAGCTCCTGACGGCTATTCCCACGT 
CTCCAGAACCCACCGGCCTGGAGGCTACAGCTGCCTCCACCTCCACCCTGCCGGC 
TGGAGAGGGGCCCAAGGAGGGAGAGGCTGTAGTCCTGCCAGAAGTGGAGCCTG 
GCCTCACCGCCCGGGAGCAGGAGGCCACCCCCCGACCCAGGGAGACCACACAGC 
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TCCCGACCACTCATCAGGCCTCAACGACCACAGCCACCACGGCCCAGGAGCCCG 
CCACCTCCCACCCCCACAGGGACATGCAGCCTGGCCACCATGAGACCTCAACCCC 
TGCAGGACCCAGCCAAGCTGACCTTCACACTCCCCACACAGAGGATGGAGGTCC 
TTCTGCCACCGAGAGGGCTGCTGAGGATGGAGCCTCCAGTCAGCTCCCAGCAGC 
5 AGAGGGCTCTGGGGAGCAGGACTTCACCTTTGAAACCTCGGGGGAGAATACGGC 
TGTAGTGGCCGTGGAGCCTGACCGCCGGAACCAGTCCCCAGTGGATCAGGGGGC 
CACGGGGGCCTCACAGGGCCTCCTGGACAGGAAAGAGGTGCTGGGAGGGGTCAT 
TGCCGGAGGCCTCGTGGGGCTCATCTTTGCTGTGTGCCTGGTGGGTTTCATGCTGT 
ACCGCATGAAGAAGAAGGACGAAGGCAGCTACTCCTTGGAGGAGCCGAAACAA 

1 0 GCCAACGGCGGGGCCTACCAGAAGCCCACCAAACAGGAGGAATTCTATGCCTGA 
CGCGGGAGCCATGCGCCCCCTCCGCCCTGCCACTCACTAGGCCCCCACTTGCCTC 
TTCCTTGAAGAACTGCAGGCCCTGGCCTCCCCTGCCACCAGGCCACCTCCCCAGC 
ATTCCAGCCCCTCTGGTCGCTCCTGCCCACGGAGTCGTGGGTGTGCTGGGAGCTC 
CACTCTGCTTCTCTGACTTCTGCCTGGAGACTTAGGGCACCAGGGGTTTCTCGCAT 

1 5 AGGACCTTTCCACCACAGCCAGCACCTGGCATCGCACCATTCTGACTCGGTTTCT 
CCAAACTGAAGCAGCCTCTCCCCAGGTCCAGCTCTGGAGGGGAGGGGGATCCGA 
CTGCTTTGGACCTAAATGGCCTCATGTGGCTGGAAGATCTGCGGGTGGGGCTTGG 
GGCTCACACACCTGTAGCACTTACTGGTAGGACCAAGCATCTTGGGGGGGTGGC 
CGCTGAGTGGCAGGGACAGGAGTCACTTTGTTTCGTGGGGAGGTCTAATCTAGAT 

20 ATCGACTTGTTTTTGCACATGTTTCCTCTAGTTCTTTGTTCATAGCCCAGTAGACC 
TTGTTACTTCTGAGGTAAGTTAAGTAAGTTGATTCGGTATCCCCCCATCTTGCTTC 
CCTAATCTATGGTCGGGAGACAGCATCAGGGTTAAGAAGACTTTTTTTTTTTTTTT 
TTAAACTAGGAGAACCAAATCTGGAAGCCAAAATGTAGGCTTAGTTTGTGTGTTG 
TCTCTTGAGTTTGTCGCTCATGTGTGCAACAGGGTATGGACTATCTGTCTGGTGGC 

25 CCCGTTTCTGGTGGTCTGTTGGCAGGCTGGCCAGTCCAGGCTGCCGTGGGGCCGC 
CGCCTCTTTCAAGCAGTCGTGCCTGTGTCCATGCGCTCAGGGCCATGCTGAGGCC 
TGGGCCGCTGCCACGTTGGAGAAGCCCGTGTGAGAAGTGAATGCTGGGACTCAG 
CCTTCAGACAGAGAGGACTGTAGGGAGGGCGGCAGGGGCCTGGAGATCCTCCTG 
CAGACCACNCCCGTCCTGCCTGTGCGCCGTCTCCAGGGGCTGCTTCCTCCTGGAA 

30 ATTGACGAGGGGTGTCTTGGGCAGAGCTGGCTCTGAGCGCCTCCATCCAAGGCC 
AGGTTCTCCGTTAGCTCCTGTGGCCCCACCCTGGGCCCTGGGCTGGAATCAGGAA 
TATTTTCCAAAGAGTGATAGTCTTTTGCTTTTGGCAAAACTCTACTTAATCCAATG 
GGTTTTTCCCTGTACAGTAGATTTTCCAAATGTAATAAAGTTTAATATAAAGT 

35 SEQIDNO:171 

>gi|602452|gb|M25315.1|HUMCYTNEWA Homo sapiens (clone pAT 464) potential 
lymphokine/cytokine mRNA, complete cds 

GAATTCCCGGGCAGCAGACAGTGGTCAGTCCTTTCTTGGCTCTGCTGACACTCGA 
GCCCACATTCCGTCACCTGCTCAGAATCATGCAGGTCTCCACTGCTGCCCTTGCT 

40 GTCCTCCTCTGCACCATGGCTCTCTGCAACCAGTTCTCTGCATCACTTGCTGCTGA 
CACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGGCAGATTCCACAGAATTTC 
ATAGCTGACTACTTTGAGACGAGCAGCCAGTGCTCCAAGCCCGGTGTCATCTTCC 
TAACCAAGCGAAGCCGGCAGGTCTGTGCTGACCCCAGTGAGGAGTGGGTCCAGA 
AATATGTCAGCGACCTGGAGCTGAGTGCCTGAGGGGTCCAGAAGCTTCGAGGCC 

45 CAGCGACCTCGGTGGGCCCAGTGGGGAGGAGCAGGAGCCTGAGCCTTGGGAACA 
TGCGTGTGACCTCCACAGCTACCTCTTCTATGGACTGGTTGTTGCCAAACAGCCA 
CACTGTGGGACTCTTCTTAACTTAAATTTTAATTTATTTATACTATTTAGTTTTTGT 
AATTTATTTTCGATTTCACAGTGTGTTTGTGATTGTTTGCTCTGAGAGTTCCCCTG 
TCCCCTCCCCCTTCCCTCACACCGCGTCTGGTGACAACCGAGTGGCTGTCATCAG 
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CCTGTGTAGGCAGTCATGGCACCAAAGCCACCAGACTGACAAATGTGTATCGGA 
TGCTTTTGTTCAGGGCTGTGATCGGCCTGGGGAAATAATAAAGATGCTCTTTTAA 
AAGGT 

5 SEQE)NO:172 

>gi|179039|gb|M30704.1|HUMARXC Human amphiregulin (AR) mRNA, complete cds, 
clones lambda-ARl and lambda-AR2 

AGACGTTCGCACACCTGGGTGCCAGCGCCCCAGAGGTCCCGGGACAGCCCGAGG 
CGCCGCGCCCGCCGCCCCGAGCTCCCCAAGCCTTCGAGAGCGGCGCACACTCCC 

10 GGTCTCCACTCGCTCTTCCAACACCCGCTCGTTTTGCGGCAGCTCGTGTCCCAGA 
GACCGAGTTGCCCCAGAGACCGAGACGCCGCCGCTGCGAAGGACCAATGAGAGC 
CCCGCTGCTACCGCCGGCGCCGGTGGTGCTGTCGCTCTTGATACTCGGCTCAGGC 
CATTATGCTGCTGGATTGGACCTCAATGACACCTACTCTGGGAAGCGTGAACCAT 
TTTCTGGGGACCACAGTGCTGATGGATTTGAGGTTACCTCAAGAAGTGAGATGTC 

1 5 TTCAGGGAGTGAGATTTCCCCTGTGAGTGAAATGCCTTCTAGTAGTGAACCGTCC 
TCGGGAGCCGACTATGACTACTCAGAAGAGTATGATAACGAACCACAAATACCT 
GGCTATATTGTCGATGATTCAGTCAGAGTTGAACAGGTAGTTAAGCCCCCCCAAA 
ACAAGACGGAAAGTGAAAATACTTCAGATAAACCCAAAAGAAAGAAAAAGGGA 
GGCAAAAATGGAAAAAATAGAAGAAACAGAAAGAAGAAAAATCCATGTAATGC 

20 AGAATTTCAAAATTTCTGCATTCACGGAGAATGCAAATATATAGAGCACCTGGA 
AGCAGTAACATGCAAATGTCAGCAAGAATATTTCGGTGAACGGTGTGGGGAAAA 
GTCCATGAAAACTCACAGCATGATTGACAGTAGTTTATCAAAAATTGCATTAGCA 
GCCATAGCTGCCTTTATGTCTGCTGTGATCCTCACAGCTGTTGCTGTTATTACAGT 
CCAGCTTAGAAGACAATACGTCAGGAAATATGAAGGAGAAGCTGAGGAACGAA 

25 AGAAACTTCGACAAGAGAATGGAAATGTACATGCTATAGCATAACTGAAGATAA 
AATTACAGGATATCACATTGGAGTCACTGCCAAGTCATAGCCATAAATGATGAGT 
CGGTCCTCTTTCCAGTGGATCATAAGACAATGGACCCTTTTTGTTATGATGGTTTT 
AAACTTTCAATTGTCACTTTTTATGCTATTTCTGTATATAAAGGTGCACGAAGGTA 
AAAAGTATTTTTTCAAGTTGTAAATAATTTATTTAATATTTAATGGAAGTGTATTT 

30 ATTTTACAGCTCATTAAACTTTTTTAACC 

SEQIDNO:173 

>1227785H1 . 

AAGATTTGCATTCACCTGGCCCAAACCCTTTTTGTCTCTTTGGGTGACCGGAAAA 
3 5 CTCCACCTCAAGTTTTCTTTTGTGGGGCTGCCCCCCAAGTGTCGTTTGTTTTACTG 
TAGGGTCTCCCCGCCCGGCGCCCCCAGTGTTTTCTGAGGGCGGAAATGGCCAATT 
CGGGCCTGCAGTTGCTGGGCTTCTCCATGGCCCTGCTGGGCTGGGTGGGTCTGGT 
GGCCTGCACCGCCATCCCGNAGTGGCAGATGAGCTCCTATGCGGGTGACA 

40 SEQIDNO:174 
>4872203H1 

CTGCTGGCTCACCTCCGAGCCACCTCTGCTGCGCACCGCACCTCGGACCTACAGC 
CCAGGATACTTTGGGACTTGCCGGCGCTCAGAAACGCGCCCAGACGGCCCCTCC 
ACCTTTTGTTTGCCTAGGGCGCCGAGAGCGCCCGGAGGGAACCGCCTGGCCTTCG 
45 GGGACCACCAATTTTGTCTGGAACCACCCTCCCGGCGTATCCTACTCCCTGTGCC 
GCGAGCCATCGCTTCACTGGAGGG 
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SEQIDNO:175 

>gj|101 1705|gb|H58873.1|H58873 yr36al2.sl Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone MAGE:207358 3' similar to gb:K03195 GLUCOSE TRANSPORTER TYPE 1, 
ERYTHROCYTE/BRAIN (HUMAN);, mRNA sequence 
5 ACTATAACTrAGTGTCTGTAlTTAATATTGACAACCAAAAATATATATANTTTTNT 
TGCATCTATACACAACAGGGCAGGAGTCTCCATGTNTTCTTGAGCAGTGAGTTTG 
CAGGCTCCCACAGGCCCTCTTCTCATGGTAATAGTGTGGCCCTAGTGCAAAGGAG 
ACTAGAACCCGGCAGCCCAGACTGGCCCTTCCCCTCTCCTCCCTGCACTCCAGTG 
CTTCCCAACTGGTCTCAGGTAAAGAAAGNTTANTTTGAGTGGTTGGGTAGGAAG 
1 0 AGATGGGAAGGGGCAAATCCTAATGGGAGCCTGACCCCTAGAGTGGGGAGTTCC 
AGGGCCAGCAGAACGGGTGGGCCATAGCCCTNCCTGGGGNTAGAAGCTTTGTAG 
TTCATAGTTCGATTAGTNTGTCCNTAGGGCATNAGGTNCCAGCCCTACAGATTAG 
CT 

15 SEQIDNO: 176 
>1858095F6 

CATCCATTCATCGATTCGCGCATTCTCCAGACCTTTACAGCCTGTGCTGGGTACTG 
GAGACTCCCTGGGTGGGGGCCCTGAGGGCCCGTGCTTCTGCCCCACCCCCTGCAA 
CCTGACACGCTATGGGAAAGAGATCTCCATGGTCAGGATCCCCAACAGGGGCTC 

20 AGCCCGGTACCTGGCGAGGAAGTACAACCGCAACGAGACCTACATACGGGAGAA 
CTTCCTGGTCCTAGATGTCTTCTTTGAGGCCCTGACCTCTGAAGCCATGGAGCAG 
CGAGCAGCCTATGGCCTGTCAGCCCTGCTGGGAGACCTCGGGGGACAGATGGGC 
CTGTTCATTGGGGCCAGCATCCTCACGTTGCTGGAGATCCTCGACTACATCTATG 
AGGTGTCCTGGGATCGACTGAAGCGGGTATGGAGGCGTCCCAAGACCCCCCCTG 

25 GGGACCTCCACTGGGGGCATCTCCA 

SEQIDNO: 177 

>gi|2046919|gb|AA393950.1|AA393950 zt78al0.rl Soares_testis_NHT Homo sapiens cDNA 
clone 1MAGE:728442 5' similar to gb:L29007_cdsl AMILORIDE-SENSITIVE SODIUM 

3 0 CHANNEL ALPHA-SUBUNIT (HUMAN);, mRNA sequence 

AGGAGAGCATGATCAAGGAGTGTGGCTGTCTACATCTTCTATCCGCGGCCCCAGA 
ACGTGGAGTACTGTGACTACAGAAAGCACAGTTCCTGGGGGTACTGCTACTATA 
AGCTCCAGGTTGACTTCTCCTCAGACCACCTGGGCTGTTTCACCAAGTGCCGGAA 
GCCATGCAGCGTGACCAGCTACCAGCTCTCTGCTGGTTACTCACGATGGCCCTCG 

35 GTGACATCCCAGGAATGGGTCTTCCAGATGCTATCGCGACAGAACAATTACACC 
GTCAACAACAAGAGAAATGGAGTGGCCAAAGTCAACATCTTCTTCAAGGAGCTG 
AACTACAAAACCAATTCTGAGTCTCCCTCTGTCACGATGGTCACCCTCCTGTCCA 
ACCTGGGCAGCCAGTGGAGCCTGTGGTTCGGCTCCTCGGTGTTGTCTGTGGTGGA 
GATGGCTGAGCTCGTCTTTGACCTGCTGGTCATCATGTTCCTCATGCTGCTCGAAG 

40 TTCTNN 

SEQIDNO: 178 

>gi|2184104|gb|AA459197.1|AA459197 zx88h05.rl Soares ovary tumor NbHOT Homo 
sapiens cDNA clone IMAGE:810873 5', mRNA sequence 
45 GTGCCAGCCCCCGACTGGCCTGGCCACACTGCTCTCCAGTAGCACAGATGTCTGC 
TCCTCCTCTTGAACTTGGGTGGGAAACCCCACCCAAAAGCCCCCTTTGTTACTTA 
GGCAATTCCCCTTCCCTGACTCCCGAGGGCTAGGGCTAGAGCAGACCCGGGTAA 
GTAAAGGCAGACCCAGGGCTCCTCTAGCCTCATACCCGTGCCCTCACAGAGCCAT 
GCCCCGTCACCTCTGCCCTGTGTCTTTCATACCTCTACATGTCTGCTTGAGATATT 
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TCCTCAGCCTGAAAGTTTCCCCAACCATCTGCCAGAGAACTCCTATGCATCCCTT 

AGAACCCTGCTCAGACACCATTACTTTTGTGAACGCTTCTGCCACATCTTGTCTTC 

CCCAAAATTGATCACT 

5 SEQIDNO:179 
>2701503T6 

ACACTGAAGTCCACCCTGGGAGCTGGTAAAACAATTTCAGTCTCAGACCCGTCTG 
TTTTCCAGGGTCCTCCGAGCCTGGGCTTCCTCAAGAGCGTGGCCCAAGGGCCCCA 
CAGCCCAGATCCGGCAGCCCCACCACCTTCACTGAGGAGGCCCCGAAGCTCCGTT 

10 CCCGCTGCTCCTTAGAGACAGGGGAGGCAGATATGCACAAACGCGCCTCGGCCC 
AGCTTGGGGCTGGCGGGGGAGGCTGTGTCTTCAAACCTTTGCCCCCAGTTGGGTC 
AGTAGAACCACCAGTGTCCTCCCCTTCTACCTCCCAGCTCCACTTTGGAGGCTGA 
GGAAGCGAGAGGTTTTCTAGGGAGATTTGGAGCCCTGGAGATTGAGTTCACAGT 
GTATGTTCTGGGGGCGCTGGTGCAGTCAGCGGTCCAGTCTCCAGCCTGCAGGCGT 

1 5 GCACACTGGGGTGGACGATGGGTGGCCCCGCAGTGTACACATTTGGGTGGGCCC 
CGGCCCCTATACCCCAGTGTTCTCTTTGATCCAGTCCCGAAACAGAAGGGAGCTT 
GTGTACAC 

SEQIDNO: 180 
20 >2798465H1 

CAGATCTGGATGGAGTTGTGACCTTTGACTTGTTTAAGTGGTTGCAGCTGACCAT 
GTTTGCATGAGGCAGGGACTCGGTCCCCCTTGCCGTGCTCCCCTCCCTCCTCGTCT 
GCCAAGCCTCGCCTCCTACCACACCACACCAGGCCACCCCAGCTGCAAGTGCCTT 
CCTTGGAGCAGAGAGGCAGCCTCGTCCTCCTGTCCCCTCTCCTCCCA 

25 

SEQIDNO: 181 

>gi|29370|emb|Y00106.1|HSBAR Human gene for beta-adrenergic receptor (beta-2 subtype) 
GAATTCATGCCGCGTTTCTGTGTTGGACAGGGGTGACTTTGTGCCGGATGGCTTC 
TGTGTGAGAGCGCGCGCGAGTGTGCATGTCGGTGAGCTGGGAGGGTGTGTCTCA 

30 GTGTCTATGGCTGTGGTTCGGTATAAGTCTAAGCATGTCTGCCAGGGTGTATTTG 
TGCCTGTATGTGCGTGCCTCGGTGGGCACTCTCGTTTCCTTCCGAATGTGGGGCA 
GTGCCGGTGTGCTGCCCTCTGCCTTGAGACCTCAAGCCGCGCAGGCGCCCAGGGC 
AGGCAGGTAGCGGCCACAGAAGAGCCAAAAGCTCCGGGGTTGGCTGGTAAGCAC 
ACCACCTCCAGCTTTAGCCCrerGGGGCCAGCCAGGGTAGCCGGGAAGCAGTGG 

35 TGGCCCGCCCTCCAGGGAGCAGTTGGGCCCCGCCCGGGCCAGCCTCAGGAGAAG 
GAGGGCGAGGGGAGGGGAGGGAAAGGGGAGGAGTGCCTCGCCCCTTCGCGGCT 
GCCGGCGTGCCATTGGCCGAAAGTTCCCGTACGTCACGGCGAGGGCAGTTCCCCT 
AAAGTCCTGTGCACATAACGGGCAGAACGCACTGCGAAGCGGCTTCTTCAGAGC 
ACGGGCTGGAACTGGCAGGCACCGCGAGCCCCTAGCACCCGACAAGCTGAGTGT 

40 GCAGGACGAGTCCCCACCACACCCACACCACAGCCGCTGAATGAGGCTTCCAGG 
CGTCCGCTCGCGGCCCGCAGAGCCCCGCCGTGGGTCCGCCTGCTGAGGCGCCCCC 
AGCCAGTGCGCTTACCTGCCAGACTGCGCGCCATGGGGCAACCCGGGAACGGCA 
GCGCCTTCTTGCTGGCACCCAATAGAAGCCATGCGCCGGACCACGACGTCACGC 
AGCAAAGGGACGAGGTGTGGGTGGTGGGCATGGGCATCGTCATGTCTCTCATCG 

45 TCCTGGCCATCGTGTTTGGCAATGTGCTGGTCATCACAGCCATTGCCAAGTTCGA 
GCGTCTGCAGACGGTCACCAACTACTTCATCACTTCACTGGCCTGTGCTGATCTG 
GTCATGGGCCTGGCAGTGGTGCCCTTTGGGGCCGCCCATATTCTTATGAAAATGT 
GGACTTTTGGCAACTTCTGGTGCGAGTTTTGGACTTCCATTGATGTGCTGTGCGTC 
ACGGCCAGCATTGAGACCCTGTGCGTGATCGCAGTGGATCGCTACTTTGCCATTA 
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CTTCACCTTTCAAGTACCAGAGCCTGCTGACCAAGAATAAGGCCCGGGTGATCAT 
TCTGATGGTGTGGATTGTGTCAGGCCTTACCTCCTTCTTGCCCATTCAGATGCACT 
GGTACCGGGCCACCCACCAGGAAGCCATCAACTGCTATGCCAATGAGACCTGCT 
GTGACTTCTTCACGAACCAAGCCTATGCCATTGCCTCTTCCATCGTGTCCTTCTAC 
5 GTTCCCCTGGTGATCATGGTCTTCGTCTACTCCAGGGTCTTTCAGGAGGCCAAAA 
GGCAGCTCCAGAAGATTGACAAATCTGAGGGCCGCTTCCATGTCCAGAACCTTA 
GCCAGGTGGAGCAGGATGGGCGGACGGGGCATGGACTCCGCAGATCTTCCAAGT 
TCTGCTTGAAGGAGCACAAAGCCCTCAAGACGTTAGGCATCATCATGGGCACTTT 
CACCCTCTGCTGGCTGCCCTTCTTCATCGTTAACATTGTGCATGTGATCCAGGATA 

10 ACCTCATCCGTAAGGAAGTTTACATCCTCCTAAATTGGATAGGCTATGTCAATTC 
TGGTTTCAATCCCCTTATCTACTGCCGGAGCCCAGATTTCAGGATTGCCTTCCAGG 
AGCTTCTGTGCCTGCGCAGGTCTTCTTTGAAGGCCTATGGGAATGGCTACTCCAG 
CAACGGCAACACAGGGGAGCAGAGTGGATATCACGTGGAACAGGAGAAAGAAA 
ATAAACTGCTGTGTGAAGACCTCCCAGGCACGGAAGACTTTGTGGGCCATCAAG 

1 5 GTACTGTGCCTAGCGATAACATTGATTCACAAGGGAGGAATTGTAGTACAAATG 
ACTCACTGCrGTAAAGCAGTTTTTCTACTTTTAAAGACCCCCCCCCCCAACAGAA 
CACTAAACAGACTATTTAACTTGAGGGTAATAAACTTAGAATAAAATTGTAAAAT 
TGTATAGAGATATGCAGAAGGAAGGGCATCCTTCTGCCTTTTTTATTTTTTTAAGC 
TGTAAAAAGAGAGAAAACTTATTTGAGTGATTATTTGTTATTTGTACAGTTCAGT 

20 TCCTCTTTGCATGGAATTTGTAAGTTTATGTCTAAAGAGCTTTAGTCCTAGAGGAC 
CTGAGTC 

SEQIDNO: 182 

>gi|2110744|gb|AA429219.1|AA429219 zv78h08.rl SoaresJotal_fetus_Nb2HF8_9w Homo 
25 sapiens cDNA clone IMAGE:759807 5' similar to TR:G1 136412 Gl 136412 KIAA0176 
PROTEIN ;, mRNA sequence 

GTGATCTGCATGTGGCAGGGCTGCGCAGTGGAGCGGCCAGTGGGCAGGATGACG 
AGCCAGACCCCTCTGCCCCAGTCCCCCCGGCCCAGGCGGCCAACGATGTCTACTG 
TTGTGGAGCTGAACGTCGGGGGTGAGTTCCACACCACCACCCTGGGTACCCTGAG 
30 GAAGTTTCCGGGCTCAAAGCTGGCAGAGATGTTCTCTAGCTTAGCCAAGGCCTCC 
ACGGACGCGGAGGGCCGCTTCTTCATCGACCGCCCCAGCACCTATTTCAGACCCA 
TCCTGGACTACCTGCGCACTGGGCAAGTGCCACACAGCACATCCCTGAAGTGTAC 
CGTGAGGCrCAGTTCTACGAAATCAAGCCTTTGGTGAA.GCTGCTGGAGGACATGC 
CACAGATCTTTGGTGAGCAGGTGTGtCGGAAGCAGT *'"' 

35 

SEQIDNO: 183 
>903559H1 

CAACTTCACAGAAGCTCTCGCTGAGACAGCCTGTAGGCAGATGGGCTACAGCAG 
CAAAGCCACTTTCAGAGCTGTGGAGATTGGCCCAGACCAGGATCTGGATGTTGTT 
40 GAAATCACAGAAAACAGCCAGGAGCTTCGCATGCGGAACTCAAGTGGGCCCTGT 
CTCTCAGGCTCCCTGGTCTCCCTGCACTGTCTTGCCTGTGGGAAGAGCCTGAAGA 
CCCGGGGTGTGGTGGGTGGGGAGGAG 

SEQIDNO: 184 

45 >gi|l 89952|gb|M86400.1 |HUMPHPLA2 Human phospholipase A2 mRNA, complete cds 

GCCCACTCCCACCGCCAGCTGGAACCCTGGGGACTACGACGTCCCTCAAACCTTG 
CTTCTAGGAGATAAAAAGAACATCCAGTCATGGATAAAAATGAGCTGGTTCAGA 
AGGCCAAACTGGCCGAGCAGGCTGAGCGATATGATGACATGGCAGCCTGCATGA 
AGTCTGTAACTGAGCAAGGAGCTGAATTATCCAATGAGGAGAGGAATCTTCTCTC 
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AGTTGCTTATAAAAATGTTGTAGGAGCCCGTAGGTCATCTTGGAGGGTCGTCTCA 
AGTATTGAACAAAAGACGGAAGGTGCTGAGAAAAAACAGCAGATGGCTCGAGA 
ATACAGAGAGAAAATTGAGACGGAGCTAAGAGATATCTGCAATGATGTACTGTC 
TCTTTTGGAAAAGTTCTTGATCCCCAATGCTTCACAAGCAGAGAGCAAAGTCTTC 
5 TATTTGAAAATGAAAGGAGATTACTACCGTTACTTGGCTGAGGTTGCCGCTGGTG 
ATGACAAGAAAGGGATTGTCGATCAGTCACAACAAGCATACCAAGAAGCTTTTG 
AAATCAGCAAAAAGGAAATGCAACCAACACATCCTATCAGACTGGGTCTGGCCC 
TTAACTTCTCTGTGTTCTATTATGAGATTCTGAACTCCCCAGAGAAAGCCTGCTCT 
CTTGCAAAGACAGCTTTTGATGAAGCCATTGCTGAACTTGATACATTAAGTGAAG 

10 AGTCATACAAAGACAGCACGCTAATAATGCAATTACTGAGAGACAACTTGACAT 
TGTGGACATCGGATACCCAAGGAGACGAAGCTGAAGCAGGAGAAGGAGGGGAA 
AATTAACCGGCCTTCCAACTTTTGTCTGCCTCATTCTAAAATTTACACAGTAGACC 
ATTTGTCATCCATGCTGTCCCACAAATAGTTTTTTGTTTACGATTTATGACAGGTT 
TATGTTACTTCTATTTGAATTTCTATATTTCCCATGTGGTTTTTATGTTTAATATTA 

15 GGGGAGTAGAGCCAGTTAACATTTAGGGAGTTATCTGTTTTCATCTTGAGGTGGC 
CAATATGGGGATGTGGAATTTTTATACAAGTTATAAGTGTTTGGCATAGTACTTT 
TGGTACATTGTGGCTTCAAAAGGGCCAGTGTAAAACTGCTTCCATGTCTAAGCAA 
AGAAAACTGCCTACATACTGGTTTGTCCTGGCGGGGAATAAAAGGGATCATTGG 
TTCCAGTCACAGGTGTAGTAATTGTGGGTACTTTAAGGTTTGGAGCACTTACAAG 

20 GCTGTGGTAGAATCATACCCCATGGATACCACATATTAAACCATGTATATCTGTG 
GAATACTCAATGTGTACACCTTTGACTACAGCTGCAGAAGTGTTCCTTTAGACAA 
AGTTGTGACCCATTTTACTCTGGATAAGGGCAGAAACGGTTCACATTCCATTATT 
TGTAAAGTTACCTGCTGTTAGCTTTCATTATTTTTGCTACACTCATTTTATTTGTAT 
TTAAATGTTTTAGGCAACCTAAGAACAAATGTAAAAGTAAAGATGCAGGAAAAA 

25 TGAATTGCTTGGTATTCATTACTTCATGTATATCAAGCACAGCAGTAAAACAAAA 
ACCCATGTATTTAACTTTTTTTTAGGATTTTTGCTTTTGTGAm 
TTGATACTTGCCTAACATGCATGTGCTGTAAAAATAGTTAACAGGGAAATAACTT 
GAGATGATGGCTAGCTTTGTTTAATGTCTTATGAAATTTTCATGAACAATCCAAG 
CATAATTGTTAAGAACACGTGTATTAAATTCATGTAAGTGGAATAAAAGTTTTAT 

30 GAATGGACTTTTCAACTACTTTCTCTACAGCTTTTCATGTAAATTAGTCTTGGTTC 
TGAAACTTCTCTAAAGGAAATTGTACATTCITTGAAATTTATTCCTTATTCCCTCT 
TGGCAGCTAATGGGCTCTTACCAAGTTTAAACACAAAATTTATCATAACAAAAAT 
ACTACTAATATAACTACTGTTTGGATGTCCCATGATCCCCTCTCTTCCTCCCCACC 
CTGAAAAA AATGAG TTCCTATTTTITCTGGGAGAGGGGGGGATTGATTAGAAAA 

35 AAATGTAGTGTGTTCCATITAAAATTTTGGCATATGGCATTTTCTAACTTAGGAA 
GCCACAATGTTCTTGGCCCATCATGACATTGGGTAGCATTAACTGTAAGTTTTGT 
GCTTCCAAATCACTTTTTGGTTTTTAAGAATTTCTTGATACTCTTATAGCCTGCCTT 
CAATTTTGATCCTTTATTCTTTCTATTTGTCAGGTGCACAAGATTACCTTCCTGTTT 
TAGCCTTCTGTCTTGTCACCAACCATTCTTACTTGGTGGCCATGTACTTGGAAAAA 

40 GGCCGCATGATCTTTCTGGCTCCACTCAGTGTCTAAGGCACCCTGCTTCCTTTGCT 
TGCATCCCACAGACTATTTCCCTCATCCTATTTACTGCAGCAAATCTCTCCTTAGT 
TGATGAGACTGTGTTTATCTCCCTTTAAAACCCTACCTATCCTGAATGGTCTGTCA 
TTGTCTGCCTTTAAAATCCTTCCTCTTTCTTCCTCCTCTATTCTCTAAATAATGATG 
GGGCTAAGTTATACCCAAAGCTCACTTTACAAAATATTTCCTCAGTACTTTGCAG 

45 AAAACACCAAACAAAAATGCCATTTTAAAAAAGGTGTATTTTTTCTTTTAGA^ 
TAAGCTCCTCAAGAGCAGGGACAATGTTTTCTGTATGTTCTATTGTGCCTAGTAC 
ACTGTAAATGCTCAATAAATATTGATGATGGGAGGCAGTGAGTCTTGATGATAA 
GGGTGAGAAACTGAAATCCC 
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SEQIDNO: 185 
>2301338H1 

GTGACCTTTGACTTGTTTAAGTGGTTGCAGCTGACCATGTTTGCATGAGGCAGGG 
ACTCGGTCCCCCTTGCCGTGCTCCCCTCCCTCCTCGTCTG 

5 

SEQIDNO: 186 

>gi|1209100|gb|U41163.1|HSU41163 Human creatine transporter (SLC6A10) gene, partial 
cds 

CATGCGTGACTGCCCCCACACTCACACAGCTCTCACTCCCCACATGCTCCATGCC 

1 0 TCCTGTCCCCACTGAGGAGAGCTCCTAGAGGCTCGCCCGCTCCCCACTGACATGC 
ATCCCTGCAGACAAACGAGGCGCCCAGAGAGCTTCCCCACTGCACTTGCCAGGG 
CTGCGGGCCCAGCCTTGCCCCTAGCTTCCTCTGGCGGGAGCTATGGCTCGGAGGA 
GAATGGGGACTTCTGAACATACCTGCCCGCAAGGGGGACCGGAGGTGCTCGGAG 
TGGGCTTGTGAGGGAGGTGGTGCCGCAGTCCCCGCTGAGCAGCCTGGCCCCCCA 

1 5 GATCGTGTACTTCACTGCTACATTCCCCTACGTGGTCGTGGTCGTGCTGCTTGTGC 
TTGGAGTGCTGCTGCCTGGCGCCCTGGACAGCATCATTTACTATCTCAAGCCTGA 
CTGGTCAAAGCTGGGGTCCCCTCAGGTGAGGTGGAGGTGGGGAGGCTGCAGCAG 
GGTGTTGTGGGGGAGCCCTGCAGGCCCCTCATGCCTGCACTCTCCAGCCCTTTCT 
CTGTAGGTATGGATAGATGTGGGGACCCAGATTTTCTTTTCTTATGCCATTGGCCT 

20 GGGGGCCCTCACAGCCCTGGGCAGCTACAACCGCTTCAACAACAACTGCTACAA 
GTAAGCACTGCTGCCCTGCCACCCGTGCCCTGTCCCGCCCTGCCCTGCCCAGCAG 
CCTAACCCATCCACTCTGGCCCCTCCACCCCTCCAGGACGCCATCATCCTGGCTG 
TCATCAACAGTGGGACCAGCTTCTTTGCTGGCTTCGTGGTCTTCTCCATCCTGGGC 
TTCATGGCTGCAGAGCAGGGCATGCACATCTCCAAGGTGGCAGAGTCAGGTAGG 

25 GCCCTACCCCCAGCCCCGCCTCCAGAGCAGCAACTGCCACCCAGATGCATGATGT 
ACAAGAACACGCAATAGAAATGCTGAAAAGTGATGAGGATTCAAACAGAACTTC 
TCAGATTGTGGGCCTGTGGGGGCAGGTCCTGGGATTTTTCAATGTTGACAGAGAC 
AGGACCTCCCAGCCCCTGCTGCATGACCCAGGGTTGACAGCACCTCAGAGGCAG 
GCGTGGGCATGGGCGTGAGTGTTGCAGGCAGGGCTCAGGGTGCGCGCAGGGCAC 

30 GACATCGGCTGCAAGGTCTAGAGCCTGCACCTTTCCCACAGGGCCGGGCCTGGCC 
TTCATCGCCTACCCACAGGCTGTCACACTGATGCCAGTGGCCCCACTCTGGGCTG 
CCCTGTTCTTCTTCATGCTGTTGCTGCTTGGTCTCGACAACCAGTTTGCATGGGCT 
CTGGGACAGGGAGCCAGGAGAGGGGCGGAGTGAGGGCTGCGGGCAAGGAAAGG 
GGTGGAGGGTGGTGCGGGGCTCGGCCTGAGCTAGCCTGGCCACAGTTTGTAGGT 

35 GTGGAGGGCTTCATCACCGGCCTCCTCAACCTCCTCCCGGCCTCCTACTACTTCTG 
TTTCCAAAGGGAGATCTCTGTGGCCCTCTGTTGTGCCCTCCGCTTTGTCATTGATC 
TCTCCATGGTGACTGATGTGAGTGGGGTGGGGGGTCTGCCTGTGACCTCTGGTGG 
CCGTCTGCCATCCTCCCTGACTGGGCTCTGTCCCCCAGGGTGGGATGTATGTCTTC 
CAGCTGTTTGACTACTACTCGGCCAGCGGCACCACCCTGCTCTGGCAGGCCTTTT 

40 GGGAGTGCGTGGTGGTGGTCTGGGTGTATGGTAGGTCATGGCTGAGGGCTGGGC 
TGGGGCATGGTGACGGGGAAGGCAGGTCTCCAGCTTGGCCCTCCCGCCTCGCCTT 
GCCACAGGAGCTGACCGCTTCACGGACGACATTGCCTGTATGATCGGGTACCGA 
CCTTGCCCCTGGATGAAATGGTGCTGGTCCTTCTTCACCCCGCTGGTTTGCATGGT 
AAGGGCTGGGGGAGGTGGGGCGGGGTGGGGGGGGCGGGGCGGGGTGGGGGCCC 

45 CATTAAGGACGGGCATTCTGGTCTGTAGGGCATCTTCATCTTCAACGTTGTGTAC 
TACAAGCCGCTGGTCTACAACAACACCTACGTGTACCCGTGGTGGGGTGAGGCC 
ATGGGCTGGGCCTTCGTGCTGTCCTCCATGCTGTGCATGCCACTGCACCTCCTGG 
GCTGCCTCCTCAGGGCCAAGGGCACCATGGCTGAGGTAAGGCTCCCTCCCGGCCT 
GCCCTCCCCTCCCCTGCTATGAACATTCAACCCAGCCTGCTTCCTAGCCAAGGAG 
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TGGCCCTGACTAGGGTGGCAGGCAGCAGGAGCTGGAGAGAGAGGCAGAGGAAG 
TCACCGTGGGGATGAGCAGGTGACTCTGGGGGCTTCAACATGTCCTCTCCTGCAG 
TGCTGGAAGCACCTGACCCAGCCCATCTGGGGCCTCCACCACTTGGAGTACCGAG 
CTCAGGATGCAGATGTCAGGGGCCTGACCACCCTGACCCCAGTGTCCGAGAGCA 
5 GCAAGGTCGTCGTGGTGGAGAGTGTCATGGGACAGCTCAGCTCACATCACCAGC 
TCACCTCTGGTAGCCATAGCAGCCCCTGCTTCATCCCCACCCCACCCCTCCAGGG 
GGCCTGCCTTTCCCTGACACTTTTGGGGTCTGCCTGGGAGAGGAGGGGAGAAAG 
CACCATGAGTGCTCACTAAAACAACTTTTTCCATTTTTAATAAAACGCCAAAAAT 
ATCACAACCCACCAAAAATAGATGCCTCTCCCCCTCCAGTCCTAGCCCAGCTGGT 

1 0 CCTAGGCCCCGCCTAGTGCCCCACCCCCACCCACAGTGCTGCACTCCTCCTGCCC 
CTGCCACGCCCACCCCCTGCCCACCTCTCCAGGTTCTGCTCTGTAGCACACCCTTG 
GGTGACCCCTCACCCCAGAAGCAGCAGTGGCAGCTTGGGAAATGTGAGGAAGGG 
AAGGAGGGAGAGACGGGAGGGAGGAGAGAGAGGAGAAGGGAGGCAGGGGAGG 
GGCAGCAGAACCAAGACAAATATTTCAGCTGGGCTATACCCCTCTCCCCATCCCT 

1 5 GTTATAGAAGCTTAGAGAGCCAGCCAGCAGTGGAACCTTCTGGTTCCTGCGCCAA 
TCACCACCAATATCAATTGTGTGAGCTTGGGTGCGAGTGCACGCGTGCGTGAGCA 
CGTAGAGTATATATAGATCTCTATCTCTTAGCAAAGGTGAATACCAGATGTAAAT 
GGTGCCTCTGGGCAAAGGAGGCTTGTATTTTGCACATTTTATAACAACTTGAGAG 
AATGAGATTTCTGCTTGTATATTTCTAAAAAGAGGAAGGAGCCCCAAACCCATCC 

20 TCTCCTTTACCACTCCCCATTTCCTGTGAGCCCTACCTTACCCCTCTGCCCCTAGC 
CTAGGAGTGTGAATTTATAGATCTAACTTTCAGAGGCAAAACAAAAGCTTCGAG 
CTGTTGATGTGCAGTCTGTTGTGTGGATGTGTGTGTGTGGTCCCCCAGACCCAGA 
ATGGATTGGAAAAGTGCATGGTGGGGCCTCGGGGCTGTCCCCACGCTGTCCCTTT 
GCCCACAGGTCTGTGGGGCAACAGGCTGCAATATTCCATCCTGGGTGTCTGGGCT 

25 GCTAACCTGGCCTGCTCAGGCTTCCCACCCTGTGCCCTGGGCTGGGCACACCCCC 
GGGAAGGGACCCCGGACACGGCTCCCACATCCAGGCTCAAGGCGGATGCACTTC 
CTGCACCTCCAGTCTTCTGTGTAGCGGCTTTAACCCACGTATGTCTGTCACGTCCA 
GTCCCGAGACGGCTGAGTGACCCCAAGAAAGGCTTCCCTGACACCCGGACAGAG 
GCTGGAGGGCTGGGGCTGGGTGAGGGTGGTGGGCCTGCGGGGACATTCTACTGT 

30 GCTA 

SEQIDNO: 187 

>gi|681577|gb!T70429.1JT70429 ydl3g08.rl Soares fetal liver spleen 1NFLS Homo sapiens 
: ^>r? ! ^M^limt-^^E:67070 5', mKNA sequence • • . . . 

35 CCAAACCATGTCAGACATGATATGATCAGATTTGTGTTTTGAAAAATTAACACTG 
CAATGTGGAGAATTGATTGGAGGGAATCAGAAGAGTCCAGTAAGTAGGAAAAA 
GTAATAACTTACACTAGGGTGGTAGCAGTAAGAATGGAAAGAAGTAGATGCATT 
TGAATGATACTCAAAAGGTGAAAATAACTGTTCTTAGTGATGAGATAGATGTAG 
GGATAAGCTGAAGCACTTAATGTAAAGGGACGGATGGTGTTGTCTTTCATTAAGA 
40 TAGGGAAGAGTAGGAGATTAGATTTCCAGAGGGAAGATCATGAGGTTGNATTTA 
AGGACGTCTTTGAGTTTTAAATGCCTCTGCCCTTCTTAAGTGGGAGATGTCCAAG 
TTAAGNCATTTGGGAT 

SEQIDNO: 188 

45 >gi| 1 1 77439|emb|Z67743. 1 |HSCLC7MR H.sapiens mRNA for CLC-7 chloride channel 
protein 

GACGAGGAGGCGGCGCCGCTGCTGCGGAGGACGGCGCGGCCCGGCGGGGGGAC 
GCCGCTGCTGAACGGGGCTGGGCCCGGGGCTGCGCGCCAGTCACCACGTTCTGC 
GCTTTTCCGAGTCGGACATATGAGCAGCGTGGAGCTGGATGATGAACTTTTGGAC 
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CCGGATATGGACCCTCCACATCCCTTCCCCAAGGAGATCCCACACAACGAGAAG 
CTCCTGTCCCTCAAGTATGAGAGCTTGGACTATGACAACAGTGAGAACCAGCTGT 
TCCTGGAGGAGGAGCGGCGGATCAATCACACGGCCTTCCGGACGGTGGAGATCA 
AGCGCTGGGTCATCTGCGCCCTCATTGGGATCCTCACGGGCCTCGTGGCCTGCTT 
5 CATTGACATCGTGGTGGAAAACCTGGCTGGCCTCAAGTACAGGGTCATCAAGGG 
CAATATCGACAAGTTCACAGAGAAGGGCGGACTGTCCTTCTCCCTGTTGCTGTGG 
GCCACGCTGAACGCCGCCTTCGTGCTCGTGGGCTCTGTGATTGTGGCTTTCATAG 
AGCCGGTGGCTGCTGGCAGCGGAATCCCCCAGATCAAGTGCTTCCTCAACGGGG 
TGAAGATCCCCCACGTGGTGCGGCTCAAGACGTTGGTGATCAAAGTGTCCGGTGT 

1 0 GATCCTGTCCGTGGTCGGGGGCCTGGCCGTGGGAAAGGAAGGGCCGATGATCCA 
CTCAGGTTCAGTGATTGCCGCCGGGATCTCTCAGGGAAGGTCAAGCTCACTGAAA 
CGAGATTTCAAGATCTTCGAGTACCTCCGCAGAGACACAGAGAAGCGGGACTTC 
GTCTCCGCAGGGGCTGCGGCCGGAGTGTCAGCGGCGTTTGGAGCCCCCGTGGGT 
GGGGTCCTGTTCAGCTTGGAGGAGGGTGCGTCCTTCTGGAACCAGTTCCTGACCT 

1 5 GGAGGATCTTCTTTGCTTCCATGATCTCCACGTTCACCCTGAATTTTGTTCTGAGC 
ATTTACCACGGGAACATGTGGGACCTGTCCAGCCCAGGCCTCATCAACTTCGGAA 
GGTTTGACTCGGAGAAAATGGCCTACACGATCCACGAGATCCCGGTCTTCATCGC 
CATGGGCGTGGTGGGCGGTGTGCTTGGAGCAGTGTTCAATGCCTTGAACTACTGG 
CTGACCATGTTTCGAATCAGGTACATCCACCGGCCCTGCCTGCAGGTGATTGAGG 

20 CCGTGCTGGTGGCCGCCGTCACGGCCACAGTTGCCTTCGTGCTGATCTACTCGTC 
GCGGGATTGCCAGCCCCTGCAGGGGGGCTCCATGTCCTACCCGCTGCAGCTCTTT 
TGTGCAGATGGCGAGTACAACTCCATGGCTGCGGCCTTCTTCAACACCCCGGAGA 
AGAGCGTGGTGAGCCTCTTCCACGACCCGCCAGGCTCCTACAACCCCCTGACCCT 
CGGCCTGTTCACGCTGGTCTACTTCTTCCTGGCCTGCTGGACCTACGGGCTCACG 

25 GTGTCTGCCGGGGTCTTCATCCCGTCCCTGCTCATCGGGGCTGCCTGGGGCCGGC 
TCTTTGGGATCTCCCTGTCCTACCTCACGGGGGCGGCGATCTGGGCGGACCCCGG 
CAAATACGCCCTGATGGGAGCTGCTGCCCAGCTGGGCGGGATTGTGCGGATGAC 
ACTGAGCCTGACCGTCATCATGATGGAGGCCACCAGCAACGTGACCTACGGCTTC 
CCCATCATGCTGGTGCTCATGACCGCCAAGATCGTGGGCGACGTCTTCATTGAGG 

30 GCCTGTACGACATGCACATTCAGCTGCAGAGTGTGCCCTTCCTGCACTGGGAGGC 
CCCGGTCACCTCACACTCACTCACTGCCAGGGAGGTGATGAGCACACCAGTGAC 
CTGCCTGAGGCGGCGTGAGAAGGTCGGCGTCATTGTGGACGTGCTGAGCGACAC 
. GGCGTCCAATCACAACGGCTTCCCCGTGGTGGAGCATGCCGATGACACCCAGCCT 

- '-'^ 

35 AGGTGTTTGTGGAGCGGTCCAACCTGGGCCTGGTACAGCGGCGCCTGAGGCTGA 
AGGACTTCCGAGACGCCTACCCGCGCTTCCCACCCATCCAGTCCATCCACGTGTC 
CCAGGACGAGCGGGAGTGCACCATGGACCTCTCCGAGTTCATGAACCCCTCCCCC 
TACACGGTGCCCCAGGAGGCGTCGCTCCCACGGGTGTTCAAGCTGTTCCGGGCCC 
TGGGCCTGCGGCACCTGGTGGTGGTGGACAACCGCAATCAGGTTGTCGGGTTGGT 

40 GACCAGGAAGGACCTCGCCAGGTACCGCCTGGGAAAGAGAGGCTTGGAGGAGCT 
CTCGCTGGCCCAGACGTGAGGCCCAGCCCTGCCCATAATGGG 

SEQIDNO: 189 

>gi|190135|gb|M33882.1|HUMPMXlAHumanp78 protein mRNA complete cds 
45 AGAGCGGAGGCCGCACTCCAGCACTGCGCAGGGACCGCCTTGGACCGCAGTTGC 
CGGCCAGGAATCCCAGTGTCACGGTGGACACGCCTCCCTCGCGCCCTTGCCGCCC 
ACCTGCTCACCCAGCTCAGGGGCTTTGGAATTCTGTGGCCACACTGCGAGGAGAT 
CGGTTCTGGGTCGGAGGCTACAGGAAGACTCCCACTCCCTGAAATCTGGAGTGA 
AGAACGCCGCCATCCAGCCACCATTCCAAGGAGGTGCAGGAGAACAGCTCTGTG 
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ATACCATTTAACTTGTTGACATTACTITrATTTGAAGGAACGTATATTAGAG 
CITrGCAAAGAAGGAAGATGGTTGTTTCCGAAGTGGACATCGCAAAAGCTGATC 
CAGCTGCTGCATCCCACCCTCTATTACTGAATGGAGATGCTACTGTGGCCCAGAA 
AAATCCAGGCTCGGTGGCTGAGAACAACCTGTGCAGCCAGTATGAGGAGAAGGT 
5 GCGCCCCTGCATCGACCTCATTGACTCCCTGCGGGCTCTAGGTGTGGAGCAGGAC 
CTGGCCCTGCCAGCCATCGCCGTCATCGGGGACCAGAGCTCGGGCAAGAGCTCC 
GTGTTGGAGGCACTGTCAGGAGTTGCCCTTCCCAGAGGCAGCGGGATCGTGACC 
AGATGCCCGCTGGTGCTGAAACTGAAGAAACTTGTGAACGAAGATAAGTGGAGA 
GGCAAGGTCAGTTACCAGGACTACGAGATTGAGATTTCGGATGCTTCAGAGGTA 

1 0 GAAAAGGAAATTAATAAAGCCCAGAATGCCATCGCCGGGGAAGGAATGGGAAT 
CAGTCATGAGCTAATCACCCTGGAGATCAGCTCCCGAGATGTCCCGGATCTGACT 
CTAATAGACCTTCCTGGCATAACCAGAGTGGCTGTGGGCAATCAGCCTGCTGACA 
TTGGGTATAAGATCAAGACACTCATCAAGAAGTACATCCAGAGGCAGGAGACAA 
TCAGCCTGGTGGTGGTCCCCAGTAATGTGGACATCGCCACCACAGAGGCTCTCAG 

1 5 CATGGCCCAGGAGGTGGACCCCGAGGGAGACAGGACCATCGGAATCTTGACGAA 
GCCTGATCTGGTGGACAAAGGAACTGAAGACAAGGTTGTGGACGTGGTGCGGAA 
CCTCGTGTTCCACCTGAAGAAGGGTTACATGATTGTCAAGTGCCGGGGCCAGCAG 
GAGATCCAGGACCAGCTGAGCCTGTCCGAAGCCCTGCAGAGAGAGAAGATCTTC 
TTTGAGAACCACCCATATTTCAGGGATCTGCTGGAGGAAGGAAAGGCCACGGTT 

20 CCCTGCCTGGCAGAAAAACTTACCAGCGAGCTCATCACACATATCTGTAAATCTC 
TGCCCCTGTTAGAAAATCAAATCAAGGAGACTCACCAGAGAATAACAGAGGAGC 
TACAAAAGTATGGTGTCGACATACCGGAAGACGAAAATGAAAAAATGTTCTTCC 
TGATAGATAAAATTAATGCCTTTAATCAGGACATCACTGCTCTCATGCAAGGAGA 
GGAAACTGTAGGGGAGGAAGACATTCGGCTGTTTACCAGACTCCGACACGAGTT 

25 CCACAAATGGAGTACAATAATTGAAAACAATTTTCAAGAAGGCCATAAAATTTT 
GAGTAGAAAAATCCAGAAATTTGAAAATCAGTATCGTGGTAGAGAGCTGCCAGG 
CTTTGTGAATTACAGGACATTTGAGACAATCGTGAAACAGCAAATCAAGGCACT 
GGAAGAGCCGGCTGTGGATATGCTACACACCGTGACGGATATGGTCCGGCTTGC 
TTTCACAGATGTTTCGATAAAAAATTTTGAAGAGTTTTTTAACCTCCACAGAACC 

30 GCCAAGTCCAAAATTGAAGACATTAGAGCAGAACAAGAGAGAGAAGGTGAGAA 
GCTGATCCGCCTCCACTTCCAGATGGAACAGATTGTCTACTGCCAGGACCAGGTA 
TACAGGGGTGCATTGCAGAAGGTCAGAGAGAAGGAGCTGGAAGAAGAAAAGAA 
GAAGAAATCCTGGGATTTTGGGGCTTTCCAGTCCAGCTCGGCAACAGACTCTTCC 
ATGGAGGAGATCTTTCAGCACCTGATGGCCTATCACCAGGAGGCGAGCAAGCGC 

35 ATCTCCAGCCACATCCCTTTGATCATCCAGTTCTTCATGCTCCAGACGTACGGCCA 
GCAGCTTCAGAAGGCCATGCTGCAGCTCCTGCAGGACAAGGACACCTACAGCTG 
GCTCCTGAAGGAGCGGAGCGACACCAGCGACAAGCGGAAGTTCCTGAAGGAGC 
GGCTTGCACGGCTGACGCAGGCTCGGCGCCGGCTTGCCCAGTTCCCCGGTTAACC 
ACACTCTGTCCAGCCCCGTAGACGTGCACGCACACTGTCTGCCCCCGTTCCCGGG 

40 TAGCCACTGGACTGACGACTTGAGTGCTCAGTAGTCAGACTGGATAGTCCGTCTC 
TGCTTATCCGTTAGCCGTGGTGATTTAGCAGGAAGCTGTGAGAGCAGTTTGGTTT 
CTAGCATGAAGACAGAGCCCCACCCTCAGATGCACATGAGCTGGCGGGATTGAA 
GGATGCTGTCTTCGTACTGGGAAAGGGATTTTCAGCCCTCAGAATCGCTCCACCT 
TGCAGCTCTCCCCTTCTCTGTATTCCTAGAAACTGACACATGCTGAACATCACAG 

45 CTTATTTCCTCATTTTTATAATGTCCCTTCACAAACCCAGTGTTTTAGGAGCATGA 
GTGCCGTGTGTGTGCGTCCTGCGGAGCCCTGTCTCCTCTCTCTGTAATAAACTCAT 
TTCTAGCCCG 
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SEQIDNO:190 

>gi|184570|gb|M13755.1|HUMIFN15K Human interferon-induced 17-kDa/15-kDa protein 
mRNA, complete cds 

CGGCTGAGAGGCAGCGAACTCATCTTTGCCAGTACAGGAGCTTGTGCCGTGGCCC 
5 ACAGCCCACAGCCCACAGCCATGGGCTGGGACCTGACGGTGAAGATGCTGGCGG 
GCAACGAATTCCAGGTGTCCCTGAGCAGCTCCATGTCGGTGTCAGAGCTGAAGG 
CGCAGATCACCCAGAAGATTGGCGTGCACGCCTTCCAGCAGCGTCTGGCTGTCCA 
CCCGAGCGGTGTGGCGCTGCAGGACAGGGTCCCCCTTGCCAGCCAGGGCCTGGG 
CCCTGGCAGCACGGTCCTGCTGGTGGTGGACAAATGCGACGAACCTCTGAGCAT 

10 CCTGGTGAGGAATAACAAGGGCCGCAGCAGCACCTACGAGGTCCGGCTGACGCA 
GACCGTGGCCCACCTGAAGCAGCAAGTGAGCGGGCTGGAGGGTGTGCAGGACGA 
CCTGTTCTGGCTGACCTTCGAGGGGAAGCCCCTGGAGGACCAGCTCCCGCTGGGG 
GAGTACGGCCTCAAGCCCCTGAGCACCGTGTTCATGAATCTGCGCCTGCGGGGA 
GGCGGCACAGAGCCTGGCGGGCGGAGCTAAGGGCCTCCACCAGCATCCGAGCAG 

15 GATCAAGGGCCGGAAATAAAGGCTGTTGTAAGAGAAT 

SEQIDNO: 191 

>gi|183032|gb|M10901.1|HUMGCRA Human glucocorticoid receptor alpha mRNA, 
complete cds 

20 TTTTTAGAAAAAAAAAATATATTTCCCTCCTGCTCCTTCTGCGTTCACAAGCTAAG 
TTGTTTATCTCGGCTGCGGCGGGAACTGCGGACGGTGGCGGGCGAGCGGCTCCTC 
TGCCAGAGTTGATATTCACTGATGGACTCCAAAGAATCATTAACTCCTGGTAGAG 
AAGAAAACCCCAGCAGTGTGCTTGCTCAGGAGAGGGGAGATGTGATGGACTTCT 
ATAAAACCCTAAGAGGAGGAGCTACTGTGAAGGTTTCTGCGTCTTCACCCTCACT 

25 GGCTGTCGCTTCTCAATCAGACTCCAAGCAGCGAAGACTTTTGGTTGATTTTCCA 
AAAGGCTCAGTAAGCAATGCGCAGCAGCCAGATCTGTCCAAAGCAGTTTCACTC 
TCAATGGGACTGTATATGGGAGAGACAGAAACAAAAGTGATGGGAAATGACCTG 
GGATTCCCACAGCAGGGCCAAATCAGCCTTTCCTCGGGGGAAACAGACTTAAAG 
CTTTTGGAAGAAAGCATTGCAAACCTCAATAGGTCGACCAGTGTTCCAGAGAAC 

30 CCCAAGAGTTCAGCATCCACTGCTGTGTCTGCTGCCCCCACAGAGAAGGAGTTTC 
CAAAAACTCACTCTGATGTATCTTCAGAACAGCAACATTTGAAGGGCCAGACTG 
GCACCAACGGTGGCAATGTGAAATTGTATACCACAGACCAAAGCACCTTTGACA 
TTTTGCAGGATTTGGAGTTTTCTTCTGGGTCCCCAGGTAAAGAGACGAATGAGAG 
TCCTTGGAGATCAGACCTGTTGATAGAfGAAAACTGTTTGeTTTCTCCTCTGGCG 

35 GGAGAAGACGATTCATTCCTTTTGGAAGGAAACTCGAATGAGGACTGCAAGCCT 
CTCATTTTACCGGACACTAAACCCAAAATTAAGGATAATGGAGATCTGGTTTTGT 
CAAGCCCCAGTAATGTAACACTGCCCCAAGTGAAAACAGAAAAAGAAGATTTCA 
TCGAACTCTGCACCCCTGGGGTAATTAAGCAAGAGAAACTGGGCACAGTTTACT 
GTCAGGCAAGCTTTCCTGGAGCAAATATAATTGGTAATAAAATGTCTGCCATTTC 

40 TGTTCATGGTGTGAGTACCTCTGGAGGACAGATGTACCACTATGACATGAATACA 
GCATCCCTTTCTCAACAGCAGGATCAGAAGCCTATTTTTAATGTCATTCCACCAA 
TTCCCGTTGGTTCCGAAAATTGGAATAGGTGCCAAGGATCTGGAGATGACAACTT 
GACTTCTCTGGGGACTCTGAACTTCCCTGGTCGAACAGTTTTTTCTAATGGCTATT 
CAAGCCCCAGCATGAGACCAGATGTAAGCTCTCCTCCATCCAGCTCCTCAACAGC 

45 AACAACAGGACCACCTCCCAAACTCTGCCTGGTGTGCTCTGATGAAGCTTCAGGA 
TGTCATTATGGAGTCTTAACTTGTGGAAGCTGTAAAGTTTTCTTCAAAAGAGCAG 
TGGAAGGACAGCACAATTACCTATGTGCTGGAAGGAATGATTGCATCATCGATA 
AAATTCGAAGAAAAAACTGCCCAGCATGCCGCTATCGAAAATGTCTTCAGGCTG 
GAATGAACCTGGAAGCTCGAAAAACAAAGAAAAAAATAAAAGGAATTCAGCAG 
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GCCACTACAGGAGTCTCACAAGAAACCTCTGAAAATCCTGGTAACAAAACAATA 

GTTCCTGCAACGTTACCACAACTCACCCCTACCCTGGTGTCACTGTTGGAGGTTA 

TTGAACCTGAAGTGTTATATGCAGGATATGATAGCTCTGTTCCAGACTCAACTTG 

GAGGATCATGACTACGCTCAACATGTTAGGAGGGCGGCAAGTGATTGCAGCAGT 

GAAATGGGCAAAGGCAATACCAGGTTTCAGGAACTTACACCTGGATGACCAAAT 

GACCCTACTGCAGTACTCCTGGATGTTTCTTATGGCATTTGCTCTGGGGTGGAGA 

TCATATAGACAATCAAGTGCAAACCTGCTGTGTTTTGCTCCTGATCTGATTATTAA 

TGAGCAGAGAATGACTCTACCCTGCATGTACGACCAATGTAAACACATGCTGTAT 

GTTTCCTCTGAGTTACACAGGCTTCAGGTATCTTATGAAGAGTATCTCTGTATGA 

AAACCTTACTGCTTCTCTCTTCAGTTCCTAAGGACGGTCTGAAGAGCCAAGAGCT 

ATTTGATGAAATTAGAATGACCTACATCAAAGAGCTAGGAAAAGCCATTGTCAA 

GAGGGAAGGAAACTCCAGCCAGAACTGGCAGCGGTTTTATCAACTGACAAAACT 

CTTGGATTCTATGCATGAAGTGGTTGAAAATCTCCTTAACTATTGCTTCCAAACAT 

TTTTGGATAAGACCATGAGTATTGAATTCCCCGAGATGTTAGCTGAAATCATCAC 

CAATCAGATACCAAAATATTCAAATGGAAATATCAAAAAACTTCTGTTTCATCAA 

AAGTGACTGCCTTAATAAGAATGGTTGCCTTAAAGAAAGTCGAATTAATAGCTTT 

TATTGTATAAACTATCAGTTTGTCCTGTAGAGGTTTTGTTGTTTTATTTTTTATTGT 

TTTCATCTGTTGTTTTGTTTTAAATACGCACTACATGTGGTTTATAGAGGGCCAAG 

ACTTGGCAACAGAAGCAGTTGAGTCGTCATCACTTTTCAGTGATGGGAGAGTAG 

ATGGTGAAATTTATTAGTTAATATATCCCAGAAATTAGAAACCTTAATATGTGGA 

CGTAATCTCCACAGTCAAAGAAGGATGGCACCTAAACCACCAGTGCCCAAAGTC 

TGTGTGATGAACTTTCTCTTCATACTTTTTTTCACAGTTGGCTGGATGAAATTTTC 

TAGACTTTCTGTTGGTGTATCCCCCCCCTGTATAGTTAGGATAGCATTTTTGATTT 

ATGCATGGAAACCTGAAAAAAAGTTTACAAGTGTATATCAGAAAAGGGAAGTTG 

TGCCTTTTATAGCTATTACTGTCTGGTTTTAACAATTTCCTTTATATTTAGTGAACT 

ACGCTTGCTCATTTTTTCTTACATAATTTTTTATTCAAGTTATTGTACAGCTGTTTA 

AGATGGGCAGCTAGTTCGTAGCTTTCCCAAATAAACTCTAAACATTAATCAATCA 

TCTGTGTGAAAATGGGTTGGTGCTTCTAACCTGATGGCACTTAGCTATCAGAAGA 

CCACAAAAATTGACTCAAATCTCCAGTATTCTTGTCAAAAAAAAAAAAAAAAAA 

GCTCATATTTTGTATATATCTGCTTCAGTGGAGAATTATATAGGTTGTGCAAATTA 

ACAGTCCTAACTGGTATAGAGCACCTAGTCCAGTGACCTGCTGGGTAAACTGTGG 

ATGATGGTTGCAAAAGACTAATTTAAAAAATAACTACCAAGAGGCCCTGTCTGT 

ACCTAACGCCCTATTTTTGCAATGGCTATATGGCAAGAAAGCTGGTAAACTATTT 

GTCITrCAGGACCTTlTGAA 

ataaccagctgtaAcacXgc^ 

ACTAAACTTTACCCAAAAACTAAATCTCTAATATGGCAAAAATGGCTAGACACCC 

ATTTTCACATTCCCATCTGTCACCAATTGGTTAATCTTTCCTGATGGTACAGGAAA 

GCTCAGCTACTGATTTTTGTGATTTAGAACTGTATGTCAGACATCCATGTTTGTAA 

AACTACACATCCCTAATGTGTGCCATAGAGTTTAACACAAGTCCTGTGAATTTCT 

TCACTGTTGAAAATTATTTTAAACAAAATAGAAGCTGTAGTAGCCCTTTCTGTGT 

GCACCTTACCAACTTTCTGTAAACTCAAAACTTAACATATTTACTAAGCCACAAG 

AAATTTGATTTCTATTCAAGGTGGCCAAATTATTTGTGTAATAGAAAACTGAAAA 

TCTAATATTAAAAATATGGAACTTCTAATATATTTTTATATTTAGTTATAGTTTCA 

GATATATATCATATTGGTATTCACTAATCTGGGAAGGGAAGGGCTACTGCAGCTT 

TACATGCAATTTATTAAAATGATTGTAAAATAGCTTGTATAGTGTAAAATAAGAA 

TGATTTTTAGATGAGATTGTTTTATCATGACATGTTATATATTTTTTGTAGGGGTC 

AAAGAAATGCTGATGGATAACCTATATGATTTATAGTTTGTACATGCATTCATAC 

AGGCAGCGATGGTCTCAGAAACCAAACAGTTTGCTCTAGGGGAAGAGGGAGATG 

GAGACTGGTCCTGTGTGCAGTGAAGGTTGCTGAGGCTCTGACCCAGTGAGATTAC 
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AGAGGAAGTTATCCTCTGCCTCCCATTCTGACCACCCTTCTCATTCCAACAGTGA 
GTCTGTCAGCGCAGGTTTAGTTTACTCAATCTCCCCTTGCACTAAAGTATGTAAA 
GTATGTAAACAGGAGACAGGAAGGTGGTGCTTACATCCTTAAAGGCACCATCTA 
ATAGCGGGTTACTTTCACATACAGCCCTCCCCCAGCAGTTGAATGACAACAGAAG 
5 CTTCAGAAGTTTGGCAATAGTTTGCATAGAGGTACCAGCAATATGTAAATAGTGC 
AGAATCTCATAGGTTGCCAATAATACACTAATTCCTTTCTATCCTACAACAAGAG 
TTTATTTCCAAATAAAATGAGGACATGlTTTTGTTTirTTTGAATGClT'rrrGAAT 
GTTATTTGTTATTTTCAGTATTTTGGAGAAATTATTTAATAAAAAAACAATCATTT 
GCTTTTTG 

10 

SEQIDNO: 192 

>gi|340868|gb|M23317.1|HUMCD3E01 Human membrane protein (CD3-epsilon) gene, 
exons 1 and 2 

TGTTAATAAGAGGCTGCTCCCTGTGCTCCATGCCTGATCCACCACACAGAAAGCA 
15 AATTTTCAGTGCATCTCCCTCTTCCTGTCAGAGCTTATAGAGGAAGGAAGACCCC 
GCAATGTGGAGGCATATTGTATTACAATTACTTTTAATGGCAAAAACTGCAGTTA 
CTTGTGCCAACCTACTACATGGTCTGGACAGCTAAATGTCATGTATTTTTCATGGC 
CCCTCCAGGTATTGTCAGAGTCCTCTTGTTTGGCCTTCTAGGAAGGCTGTGGGAC 
CCAGCTTTCTTCAACCAGTCCAGGTGGAGGCCTCTGCCTTGAACGTTTCCAAGTG 
20 AGGTAAAACCCGCAGGCCCAGAGGCCTCTCTACTTCCTGTGTGAGGTTCAGAAAC 
CCTCCTCCCCTCCCAGCCTCAGGTGCCTGCTTCAGAAAATGGTGAGTCTCTCTCTT 
. . ATAAAGCCCTCCTTTT.TCATCCTAGCATTGGGAGCAATGGCCCCAGGGTCCTTAT 
CTCTAGCAGATGTTTTGAAAAAGTCATCTGTTTTGCTTTTTTTCCAG/lAGTAGTAA; 
GTCTGCTGGCCTCCGCCATCTTAGTAAAGTAACAGTCCCATGAAACAAAGATGCA 
25 GTCGGGCACTCACTGGAGAGTTCTGGGCCTCTGCCTCTTATCAGGTGAGTAGGAT 
GGA 

SEQIDNO: 193 

>gi|307505|gb|L12350.1|HUMTHRSPO Human thrombospondin 2 (THBS2) mRNA, 
30 complete cds 

ACGGCATCCAGTACAGAGGGGCTGGACTTGGACCCCTGCAGCAGCCCTGCACAG 
GAGAAGCGGCATATAAAGCCGCGCTGCCCGGGAGCCGCTCGGCCACGTCCACCG 
GAGeATCCTGCACTGCAGGGGCGGliCTCTCGCTCCAGCAGAGCCTGCGCCTTTCT 
GACTCGGTCCW 

35 AGCTCAGCTGCAGGAGGCAGGATGGTCTGGAGGCTGGTCCTGCTGGCTCTGTGG 
GTGTGGCCCAGCACGCAAGCTGGTCACCAGGACAAAGACACGACCTTCGACCTT 
TTCAGTATCAGCAACATCAACCGCAAGACCATTGGCGCCAAGCAGTTCCGCGGG 
CCCGACCCCGGCGTGCCGGCTTACCGCTTCGTGCGCTTTGACTACATCCCACCGG 
TGAACGCAGATGAGCTCAGCAAGATCACCAAGATCATGCGGCAGAAGGAGGGCT 

40 TCTTCCTCACGGCCCAGCTCAAGCAGGACGGCAAGTCCAGGGGCACGCTGTTGG 
CTCTGGAGGGCCCCGGTCTCTCCCAGAGGCAGTTCGAGATCGTCTCCAACGGCCC 
CGCGGACACGCTGGATCTCACCTACTGGATTGACGGCACCCGGCATGTGGTCTCC 
CTGGAGGACGTCGGCCTGGCTGACTCGCAGTGGAAGAACGTCACCGTGCAGGTG 
GCTGGCGAGACCTACAGCTTGCACGTGGGCTGCGACCTCATAGGACCAGTTGCTC 

45 TGGACGAGCCCTTCTACGAGCACCTGCAGGCGGAAAAGAGCCGGATGTACGTGG 
CCAAAGGCTCTGCCAGAGAGAGTCACTTCAGGGGTTTGCTTCAGAACGTCCACCT 
AGTGTTTGAAAACTCTGTGGAAGATATTCTAAGCAAGAAGGGTTGCCAGCAAGG 
CCAGGGAGCTGAGATCAACGCCATCAGTGAGAACACAGAGACGCTGCGCCTGGG 
TCCGCATGTCACCACCGAGTACGTGGGCCCCAGCTCGGAGAGGAGGCCCGAGGT 
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GTGCGAACGCTCGTGCGAGGAGCTGGGAAACATGGTCCAGGAGCTCTCGGGGCT 
CCACGTCCTCGTGAACCAGCTCAGCGAGAACCTCAAGAGAGTGTCGAATGATAA 
CCAGTTTCTCTGGGAGCTCATTGGTGGCCCTCCTAAGACAAGGAACATGTCAGCT 
TGCTGGCAGGATGGCCGGTTCTTTGCGGAAAATGAAACGTGGGTGGTGGACAGC 
5 TGCACCACGTGTACCTGCAAGAAATTTAAAACCATTTGCCACCAAATCACCTGCC 
CGCCTGCAACCTGCGCCAGTCCATCCTTTGTGGAAGGCGAATGCTGCCCTTCCTG 
CCTCCACTCGGTGGACGGTGAGGAGGGCTGGTCTCCGTGGGCAGAGTGGACCCA 
GTGCTCCGTGACGTGTGGCTCTGGGACCCAGCAGAGAGGCCGGTCCTGTGACGTC 
ACCAGCAACACCTGCTTGGGGCCCTCGATCCAGACACGGGCTTGCAGTCTGAGC 

1 0 AAGTGTGACACCCGCATCCGGCAGGACGGCGGCTGGAGCCACTGGTCACCTTGG 
TCTTCATGCTCTGTGACCTGTGGAGTTGGCAATATCACACGCATCCGTCTCTGCA 
ACTCCCCAGTGCCCCAGATGGGGGGCAAGAATTGCAAAGGGAGTGGCCGGGAGA 
CCAAAGCCTGCCAGGGCGCCCCATGCCCAATCGATGGCCGCTGGAGCCCCTGGT 
CCCCGTGGTCGGCCTGCACTGTCACCTGTGCCGGTGGGATCCGGGAGCGCACCCG 

1 5 GGTCTGCAACAGCCCTGAGCCTC AGTACGGAGGGAAGGCCTGCGTGGGGGATGT 
GCAGGAGCGTCAGATGTGCAACAAGAGGAGCTGCCCCGTGGATGGCTGTTTATC 
CAACCCCTGCTTCCCGGGAGCCCAGTGCAGCAGCTTCCCCGATGGGTCCTGGTCA 
TGCGGCTTCTGCCCTGTGGGCTTCTTGGGCAATGGCACCCACTGTGAGGACCTGG 
ACGAGTGTGCCCTGGTCCCCGACATCTGCTTCTCCACCAGCAAGGTGCCTCGCTG 

20 TGTCAACACTCAGCCTGGCTTCCACTGCCTGCCCTGCCCGCCCCGATACAGAGGG 
AACCAGCCCGTCGGGGTCGGCCTGGAAGCAGCCAAGACGGAAAAGCAAGTGTGT 
GAGCCCGAAAACCCATGGAAGGACAAGACACACAACTGGGACAAGCACGCGGA ; 
GTGCATCTAGCTGGGTCACTTGAGCGACCCCATGTACAAGTGCGAGTGCCAGACA 
. GGCTACGCGGGCGACGGGCTCATCTGCGGGGAGGAGTCGGACCTGGAGGGCTGG 

25 CCCAACCTCAATCTGGTCTGCGCCACCAACGCCACCTACCACTGCATCAAGGATA 
ACTGCCCCCATCTGCCAAATTCTGGGCAGGAAGACTTTGACAAGGACGGGATTG 
GCGATGCCTGTGATGATGACGATGACAATGACGGTGTGACCGATGAGAAGGACA 
ACTGCCAGCTCCTCTTCAATCCCCGCCAGGCTGACTATGACAAGGATGAGGTTGG 
GGACCGCTGTGACAACTGCCCTTACGTGCACAACCCTGCCCAGATCGACACAGA 

30 CAACAATGGAGAGGGTGACGCCTGCTCCGTGGACATTGATGGGGACGATGTCTT 
CAATGAACGAGACAATTGTCCCTACGTCTACAACACTGACCAGAGGGACACGGA 
TGGTGACGGTGTGGGGGATCACTGTGACAACTGCCCCCTGGTGCACAACCCTGAC 
. CAGAGCGACGTGGACAAJGACCTTGTTGGGGACCAGTGTGACAACAACGAGGAC 
XfAGATGAGGAGGGGG^ 

35 GCCAACCAGGCTGACCATGACAGAGACGGCCAGGGCGACGCCTGTGACCCTGAT 
GATGACAACGATGGCGTCCCCGATGACAGGGACAACTGCCGGCTTGTGTTCAAC 
CCAGACCAGGAGGACTTGGACGGTGATGGACGGGGTGATATTTGTAAAGATGAT 
TTTGACAATGACAACATCCCAGATATTGATGATGTGTGTCCTGAAAACAATGCCA 
TCAGTGAGACAGACTTCAGGAACTTCCAGATGGTCCCCTTGGATCCCAAAGGGA 

40 CCACCCAAATTGATCCCAACTGGGTCATTCGCCATCAAGGCAAGGAGCTGGTTCA 
GACAGCCAACTCGGACCCCGGCATCGCTGTAGGTTTTGACGAGTTTGGGTCTGTG 
GACTTCAGTGGCACATTCTACGTAAACACTGACCGGGACGACGACTATGCTGGCT 
TCGTCTTTGGTTACCAGTCAAGCAGCCGCTTCTATGTGGTGATGTGGAAGCAGGT 
GACGCAGACCTACTGGGAGGACCAGCCCACGCGGGCCTATGGCTACTCCGGCGT 

45 GTCCCTCAAGGTGGTGAACTCCACCACGGGGACGGGCGAGCACCTGAGGAACGC 
GCTGTGGCACACGGGGAACACGCCGGGGCAGGTGCGAACCTTATGGCACGACCC 
CAGGAACATTGGCTGGAAGGACTACACGGCCTATAGGTGGCACCTGACTCACAG 
GCCCAAGACCGGCTACATCAGAGTCTTAGTGCATGAAGGAAAACAGGTCATGGC 
AGACTCAGGACCTATCTATGACCAAACCTACGCTGGCGGGCGGCTGGGTCTATTT 
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GTCTTCTCTCAAGAAATGGTCTATTTCTCAGACCTCAAGTACGAATGCAGAGATA 
TTTAAACAAGATTTGCTGCATTTCCGGCAATGCCCTGTGCATGCCATGGTCCCTA 
GACACCTCAGTTCATTGTGGTCCTTGCGGCTTCTCTCTCTAGCAGCACCTCCTGTC 
CCTTGACCTTAACTCTGATGGTTCTTCACCTCCTGCCAGCAACCCCAAACCCAAG 
5 TGCCTTCAGAGGATAAATATCAATGGAACTCAGAGATGAACATCTAACCCACTA 
GAGGAAACCAGTTTGGTGATATATGAGACTTTATGTGGAGTGAAAATTGGGCAT 
GCCATTACATTGCTTTTTCITGTTTGTTTAAAAAGAATGACGTTTACATATAAAAT 
GTAATTACTTATTGTATTTATGTGTATATGGAGTTGAAGGGAATACTGTGCATAA 
GCCATTATGATAAATTAAGCATGAAAAATATTGCTGAACTACTTTTGGTGCTTAA 

1 0 AGTTGTCACTATTCTTGAATTAGAGTTGCTCTACAATGACACACAAATCCCGCTA 
AATAAATTATAAACAAGGGTCAATTCAAATTTGAAGTAATGTTTTAGTAAGGAG 
AGATTAGAAGACAACAGGCATAGCAAATGACATAAGCTACCGATTAACTAATCG 
GAACATGTAAAACAGTTACAAAAATAAACGAACTCTCCTCTTGTCCTACAATGAA 
AGCCCTCATGTGCAGTAGAGATGCAGTTTCATCAAAGAACAAACATCCTTGCAA 

1 5 ATGGGTGTGACGCGGTTCCAGATGTGGATTTGGCAAAACCTCATTTAAGTAAAAG 
GTTAGCAGAGCAAAGTGCGGTGCTTTAGCTGCTGCTTGTGCCGTTGTGGCGTCGG 
GGAGGCTCCTGCCTGAGCTTCCTTCCCCAGCTTTGCTGCCTGAGAGGAACCAGAG 
CAGACGCACAGGCCGGAAAAGGCGCATCTAACGCGTATCTAGGCTTTGGTAACT 
GCGGACAAGTTGCTTTTACCTGATTTGATGATACATTTCATTAAGGTTCCAGTTAT 

20 AAATATTTTGTTAATATTTATTAAGTGACTATAGAATGCAACTCCATTTACCAGTA 
ACTTATTTTAAATATGCCTAGTAACACATATGTAGTATAATTTCTAGAAAGAAAC 
; ATCTAATAAGTATATAATCCTGTGAAAATATGAGGCTTGATAATATTAGGTTGTC 
; ACGATGAAGGATGCTAGAAGCTGTAACAGAATACATAGAGAATAATGAGGAGTT 
•i JTATGATGGAACGTTAATATATAATGTTGCGAGCGATTTTAGTTCAATATTTGTTAC 

25 TGTTATCTATCTGCTGTATATGGAATTCTTTTAATTCAAACGCTGAAAACGAATCA 
GCATTTAGTCTTGCCAGGCACACCCAATAATCAGTCATGTGTAATATGCACAAGT 
TTGTTTTTGTTTTTGTTTTTTTTGTTGGTTGGTTTTTTTGCTTTAAGTTGCATGATCT 
TTCTGCAGGAAATAGTCACTCATCCCACTCCACATAAGGGGTTTAGTAAGAGAAG 
TCTGTCTGTCTGATGATGGATAGGGGGCAAATCTTTTTCCCCTTTCTGTTAATAGT 

30 CATCACATTTCTATGCCAAACAGGAACGATCCATAACTTTAGTCTTAATGTACAC 
ATTGCATTTTGATAAAATTAATTTTGTTGTTTCCTTTGAGGTTGATCGTTGTGTTGT 
TTTGCTGCACTTTTTACTTTTTTGCGTGTGGAGCTGTATTCCCGAGACAACGAAGC 
, GTTGGGAXACXTGATTAAATGTAGCGACTGTCAACAGCGTGCAGGTTTTCTGTTT . 
CTGT GT T GTGGGGTCAACCGTACAATGGTGTGGGAATGACGATGATGTGAATAff 

35 TAGAATGTACCATATTTTTTGTAAATTATTTATGTTTTTCTAAACAAATTTATCGT 
ATAGGTTGATGAAACGTCATGTGTTTTGCCAAAGACTGTAAATATTTATTTATGT 
GTTCACATGGTCAAAATTTCACCACTGAAACCCTGCACTTAGCTAGAACCTCATT 
TTTAAAGATTAACAACAGGAAATAAATTGTAAAAAAGGTTTTCT 

40 SEQIDNO:194 
>2499967T6 

AGAAAAGAGGGAAGGTGGGGACCTAGTAACAATAACCATTTATTCCAAGGAGGC 
CCTGGCCCTGAACCCGGGGTTCCCACAGGAATCAGGGAGGCACCTGAGTCCCCC 
AGGACCAGGGCATCCCAAGGCATCATGGCAGCNGCGTTGTTCAAAAGGAAGTTT 
45 CATTGAGCTTCATCTTGGGAGGNGTGANGCGNGTCCCGANACCGCTGGACGCCC 
ACGNNNCTGGNGTGGGTNGCCGTCGGANGTCTGGCCCACTCCGCACCAGTTCCT 
GGCAGCGTTCCACAAAGCTGCNCCCACCACGGCGCCGGGCCTCAGCCTGCGGGG 
GGCTTGGGCTCCCACGGTGGCCAGACAAGGAGGTGTTGCTGGAGGCTGAGTGGA 
GGCTGGTGAGGGAGATGCGGGGTGANGGGCTGGGGAGACAGCNCCATGAGGGA 
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GCTGAAGGAGCNGGCGGGGGCAGCTCACAGTGTTTCAGCTGTTCCATCAGCTCTT 
GCTNCGTTANGCCACCTGCAAGGGGCTGGCCGAGGNCGTNCATGGNGGTGGT 

SEQ ED NO: 195 
5 X)93603H1 

TGGAAATAAAGCTTCCTNAATGTNGTATATGTNTTTAAAGTNCATCCGTGCATTT 
TTTTTNAGCATCCAACCATTCCTCCCTTGTAGTTCTCGCCCCCTCAAATNACCCTC 
TCCCGTAGCCCACCCGACTAACATCTCANTNTCTGAAAATGCACAGAGATGCCTG 

10 CACCAGGNCGGAGCATGGAGGTCACAGTACCTGCCACC 

SEQ DD NO: 196 

>gi|30081|emb|X57527.1|HSCOL8Al Human COL8A1 mRNA for alpha 1(VEI) collagen 
ATGGCTGTGCTGCCTGGCCCTCTGCAGCTGCTGGGAGTGCTGCTTACCATTTCCCT 

1 5 GAGTTCCATCAGGCTCATTCAGGCTGGTGCCTACTATGGGATCAAGCCGCTGCCA 
CCTCAAATTCCTCCTCAGATGCCACCACAAATTCCACAATACCAGCCCCTGGGTC 
AGCAAGTACCTCACATGCCTTTGGCCAAAGATGGCCTCGCCATGGGCAAGGAGA 
TGCCCCACTTGCAGTATGGCAAAGAGTATCCACACCTACCCCAATATATGAAGGA 
AATTCAACCGGCGCCAAGAATGGGCAAGGAAGCCGTTCCCAAGAAAGGCAAAG 

20 AAATACCATTAGCCAGTTTACGAGGGGAACAAGGTCCCCGTGGAGAGCCTGGCC 
CAAGAGGACCACCTGGGCCCCCTGGTTTACCAGGTCATGGGATACCTGGAATTA 
• ' AAGGAAAACCAGGGCCACAGGGATATCCAGGAGTTGGAAAGCCAGGTATGCCTG 
. v GAATGCGAGGGAAGCCAGGAGCCATGGGCATGCCTGGGGCAAAAGGAGAAATT 
• • GGACAGAAAGGGGAAATTGGGCCTATGGGGATCCCAGGACCAGAAGGACCTCCA 

25 GGGCCTCATGGACTTCCTGGCATTGGGAAGCCAGGTGGGCCAGGGTTACCAGGG 
CAACCAGGACCAAAGGGTGATCGAGGACCCAAAGGACTACCAGGACCTCAAGG 
CCTTCGGGGTCCTAAAGGAGACAAGGGCTTCGGGATGCCAGGTGCGCCAGGTGT 
AAAGGGGCCTCCAGGGATGCACGGCCTCCCCGGCCCTGTTGGACTGCCAGGAGT 
GGGCAAACCAGGAGTGACAGGCTTCCCTGGGCCCCAGGGCCCCCTGGGAAAGCC 

30 AGGGGCTCCAGGAGAACCCGGTCGACAAGGCCCTATTGGGGTACCGGGGGTTCA 
AGGACCTCCTGGGATACCCGGAATTGGAAAGCCAGGCCAGGATGGGATCCCAGG 
CCAGCCAGGATTTCCAGGTGGCAAAGGGGAGCAAGGACTGCCAGGGCTACCAGG 
. .. „ GGCCCCAGGCCITCGAGGGATTGGGAAACCAGGCTTCCCAGGACCCAAAGGTGA 
CCGGGGCATGGGA^ 

35 AATAGGTTCCCCAGGAATAGGGGGTTCTCCAGGAGAGCCAGGCCTGCCTGGAAT 
CCCAGGTCCTATGGGCCCTCCAGGTGCTATTGGTTTTCCTGGACCCAAAGGAGAA 
GGTGGGATTGTAGGGCCACAGGGGCCACCAGGTCCCAAGGGTGAGCCAGGGCTT 
CAAGGCTTCCCAGGAAAGCCAGGTTTCCTTGGTGAAGTAGGGCCTCCTGGCATGA 
GGGGTTTCCCAGGTCCCATAGGCCCCAAGGGGGAACATGGGCAAAAAGGTGTAC 

40 CAGGACTCCCTGGTGTTCCAGGGCTTCTCGGACCTAAGGGAGAACCAGGAATCC 
CAGGGGATCAGGGTTTACAGGGCCCCCCAGGTATCCCAGGGATTGGGGGCCCTA 
GTGGCCCCATTGGACCACCTGGGATTCCAGGCCCCAAAGGGGAGCCTGGCCTCC 
CAGGGCCCCCTGGGTTCCCTGGTATAGGGAAACCCGGAGTGGCAGGACTTCATG 
GCCCCCCAGGGAAGCCTGGTGCCCTTGGTCCTCAAGGCCAGCCTGGCCTTCCAGG 

45 ACCCCCAGGCCCTCCAGGACCTCCAGGACCCCCAGCTGTGATGCCCCCTACACCA 
CCACCCCAGGGAGAGTATCTGCCAGATATGGGGCTGGGAATTGATGGCGTGAAA 
CCCCCCCATGCTACGGGGGCTAAGAAAGGCAAGAATGGAGGGCCAGCCTATGAG 
ATGCCrGCATTTACCGCCGAGCTAACCGCACCCTTTCCACCGGTGGGGGGCCCAG 
TGAAGTTTAACAAACTGCTGTATAACGGCAGACAGAACTACAACCCGCAGACAG 
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GCATCirCACCTGTGAGGTCCCTGGTGTCTACTACTTTGCATACCACGTTCACTGC 
AAGGGGGGGAACGTGTGGGTTGCTCTATTCAAGAACAACGAGCCCGTGATGTAC 
ACGTACGACGAGTACAAAAAGGGCTTCCTGGACCAGGCATCTGGGAGTGCAGTG 
CTGCTGCTCAGGCCCGGAGACCGGGTGTTCCTCCAGATGCCCTCAGAACAGGCTG 
5 CAGGACTGTATGCCGGGCAGTATGTCCACTCCTCCTTTTCAGGATATTTATTGTAT 
CCCATGTAA 

SEQ ID NO: 197 
>gl949404 

1 0 ACCCACAGGGCCCCTACCCACAAGAGGGCTACCCACAGGGCCCCTACCCCCAAG 
GGGGCTACCCCCAGGGGCCATATCCCCAGAGCCCCTTCCCCCCTATCCCCTATGG 
ACAGCCACAGGTCTTCCCAGGACAAGACCCTGACTCACCCCAGCATGGAAACTA 
CCAGGNGGAGGGTCCCCCATCCTACTATGACAACCAGGACTTTCCTGCCAACAAC 
TGGGATGACAAGAGCATCCGACAAGNCTTCATCCGCAAGTGTTCCTAGTGCTTGA 

15 CCT 

SEQ ID NO: 198 

>gi|1057867|gb|H79778.1|H79778 yii77hll.rl Soares fetal liver spleen 1NFLS Homo 
sapiens cDNA clone IMAGE:239877 5' similar to SP:S43160 S43160 YEAST RPD3 
20 HOMOLOG - AFRICAN CLAWED FROG mRNA sequence 

NGTTATCAACCAGGTAGTGGACTTCTACCAACCCACGTGCATTGTGCTCCAGTGT 
-\ ( ■■ ' v , GGANTGGACTCTCTGGGCTGTGATCGATTGGGCTGCTTTAACCTCAGCATCCG AG ' *?• . 
■• • GGCATGGGGAATGCGTTGAATATGTCAAGAGCTTCAATATCCCTCTACTCGTGCT * 
' GGGTGGTGGTGGTTATACTGTCCGAAATGTTGCCCGCTGCTGGACATATGAGACA 
25 TCGCTGCTGGTAGAAGAGGCCATTAGTGAGGAGCTTCCCTATAGTGAATACTTCG 
AGTACTTTGCCCCAGACTTCACACTTCATCCAGATGTCAGCACCCTCATCGAGAA 
TCAGAACTTCACGNCATATCTNGGAACCAGATCCGCCAGACAATCTTTGAAAACC 
CTGGAAGATGCTGGAACCTGGCACNTAGTGTTCCAGATTCATGGACGTGCCTGCA 
GAC 

30 

SEQ ID NO: 199 

>gi|3928429|emb|X72781.1|HSTRPIV Homo sapiens mRNA for trypsinogen IV a-form 
GGGCCTGGAGCTGCACCCGCTTCTGGGTGGACGCACTTGGCGAGCGGCGCGGGA 
TGCaGACGGCTGCGAGGCGCTGGGCACAGTTGCTGTCCCCTTTGACGATGATGAC 
35 AAGATTGTTGGGGGCTACACCTGTGAGGAGAATTCTCTCCCCTACCAGGTGTCCC 
TGAATTCTGGCTCCCACTTCTGCGGTGGCTCCCTCATCAGCGAACAGTGGGTGGT 
ATCAGCAGCTCACTGCTACAAGACCCGCATCCAGGTGAGACTGGGAGAGCACAA 
CATCAAAGTCCTGGAGGGGAATGAGCAGTTCATCAATGCGGCCAAGATCATCCG 
CCACCCTAAATACAACAGGGACACTCTGGACAATGACATCATGCTGATCAAACT 

40 ctcctcacctgccgtcatcaatgcccgcgtgtccaccatctctctgcccaccgccc 
ctccagctgctggcactgagtgcctcatctccggctggggcaacactctgagctt 
tggtgctgactacccagacgagctgaagtgcctggatgctccggtgctgacccag 
gctgagtgtaaagcctcctaccctggaaagattaccaacagcatgttctgtgtgg 
gcttccttgagggaggcaaggattcctgccagcgtgactctggtggccctgtggt 

45 ctgcaacggacagctccaaggagttgtctcctggggccatggctgtgcctggaa 
gaacaggcctggagtctacaccaaggtctacaactatgtggactggattaagga 
caccatcgctgccaacagctaaagcccccggtccctctgcagtctctataccaat 
aaagtggccctgctctcaaaaaaaaaaaaaaaa 
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SEQ ID NO: 200 
>5171695H1 

GGATGCTGTAAAAGTAGAAGAGGAATTGACCCTATCTTGGACAGCACCTGGAGA 
AGACTTTGATCAGGGCCAGGCTACAAGCTATGAAATAAGAATGAGTAAAAGTCT 
5 ACAGAATATCCAAGATGACTTTAACAATGCTATTTTAGTAAATACATCAAAGCGA 
AATCCTCAGCAAGCTGGCATCAGGGAGATATTTACGTTCTCACCCCAAATTTCCA 
CGAATGGACCTGAACATCAGCCAAATGGAGAAACACAT 

SEQ ID NO: 201 

10 >gi|l 82734|gb|K00650. 1 |HUMFOS Human fos proto-oncogene (c-fos), complete cds 

GCAGGAACAGTGCTAGTATTGCTCGAGCCCGAGGGCTGGAGGTTAGGGGATGAA 
GGTCTGCTTCCACGCTTTGCACTGAATTAGGGCTAGAATTGGGGATGGGGGTAGG 
GGCGCATTCCTTCGGGAGCCGAGGCTTAAGTCCTCGGGGTCCTGTACTCGATGCC 
GTTTCTCCTATCTCTGAGCCTCAGAACTGTCTTCAGTTTCCGTACAAGGGTAAAA 

1 5 AGGCGCTCTCTGCCCCATCCCCCCCGACCTCGGGAACAAGGGTCCGCATTGAACC 
AGGTGCGAATGTTCTCTCTCATTCTGCGCCGTTCCCGCCTCCCCTCCCCCAGCCGC 
GGCCCCCGCCTCCCCCCGCACTGCACCCTCGGTGTTGGCTGCAGCCCGCGAGCAG 
TTCCCGTCAATCCCTCCCCCCTTACACAGGATGTCCATATTAGGACATCTGCGTCA 
GCAGGTTTCCACGGCCTTTCCCTGTAGCCCTGGGGGGAGCCATCCCCGAAACCCC 

20 TCATCTTGGGGGGCCCACGAGACCTCTGAGACAGGAACTGCGAAATGCTCACGA 
GATTAGGACACGCGCCAAGGCGGGGGCAGGGAGCTGCGAGCGCTGGGGACGCA 
.GCCGGGCGGCCGCAGAAGCGCGCAGGCCCGCGCGCCACCCCTCTGGCGGCACCG i 
. ■TGGTTGAGCCCGTGACGTTrAGAGTGATTGATAAAACGCTTGTTATAAAAGGAGT . 
GGCTGCGGCGCCTCGTACTCCAACCGCATCTGCAGCGAGCAACTGAGAAGOCAA 

25 GACTGAGCCGGCGGCCGCGGGGCAGCGAACGAGCAGTGACCGTGCTCCTACCCA 
GCTCTGCTTCACAGCGCCCACCTGTCTCCGCCCCTCGGCCCCTCGCCCGGCTTTGC 
CTAACCGCCACGATGATGTTCTCGGGCTTCAACGCAGACTACGAGGCGTCATCCT 
CCCGCTGCAGCAGCGCGTCCCCGGCCGGGGATAGCCTCTCTTACTACCACTCACC 
CGCAGACTCCTTCTCCAGCATGGGCTCGCCTGTCAACGCGCAGGTAAGGCTGGCT 

30 TCCCGTCGCCGCGGGGCCGGGGGCTTGGGGTCGCGGAGGAGGAGACACCGGGCG 
GGACGCTCCAGTAGATGAGTAGGGGGCTCCCTTGTGCCTGGAGGGAGGCTGCCG 
TGGCCGGAGCGGTGCCGGCTCGGGGGCTCGGGACTTGCTCTGAGCGCACGCACG 
CTTGGCATAGTAAGAATTGGTTCCCCCTTCGGGAGGCAGGTTCGTTCTGAGCAAC 
CTdiGGTGTGCACTCCAGGACGGATCTCTGACATTAGCTGGAGCAGACGTGTCCC 

35 AAGCACAAACTCGCTAACTAGAGCCTGGCTTCTTCGGGGAGGTGGCAGAAAGCG 
GCAATCCCCCCTCCCCCGGCAGCCTGGAGCACGGAGGAGGGATGAGGGAGGAGG 
GTGCAGCGGGCGGGTGTGTAAGGCAGTTTCATTGATAAAAAGCGAGTTCATTCTG 
GAGACTCCGGAGCGGCGCCTGCGTCAGCGCAGACGTCAGGGATATTTATAACAA 
ACCCCCTTTCAAGCAAGTGATGCTGAAGGGATAACGGGAACGCAGCGGCAGGAT 

40 GGAAGAGACAGGCACTGCGCTGCGGAATGCCTGGGAGGAAAAGGGGGAGACCT 
TTCATCCAGGATGAGGGACATTTAAGATGAAATGTCCGTGGCAGGATCGTTTCTC 
TTCACTGCTGCATGCGGCACTGGGAACTCGCCCCACCTGTGTCCGGAACCTGCTC 
GCTCACGTCGGCTTTCCCCTTCTGTrTTGTTCTAGGACTTCTGCACGGACCTGGCC 
GTCTCCAGTGCCAACTTCATTCCCACGGTCACTGCCATCTCGACCAGTCCGGACC 

45 TGCAGTGGCTGGTGCAGCCCGCCCTCGTCTCCTCTGTGGCCCCATCGCAGACCAG 
AGCCCCTCACCCTTTCGGAGTCCCCGCCCCCTCCGCTGGGGCTTACTCCAGGGCT 
GGCGTTGTGAAGACCATGACAGGAGGCCGAGCGCAGAGCATTGGCAGGAGGGG 
CAAGGTGGAACAGGTGAGGAACTCTAGCGTACTCTTCCTGGGAATGTGGGGGCT 
GGGTGGGAAGCAGCCCCGGAGATGCAGGAGCCCAGTACAGAGGATGAAGCCAC 
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TGATGGGGCTGGCTGCACATCCGTAACTGGGAGCCCTGGCTCCAAGCCCATTCCA 
TCCCAACTCAGACTCTGAGTCTCACCCTAAGAAGTACTCTCATAGTTTCTTCCCTA 
AGTTTCrTACCGCATGCTTTCAGACTGGGCTCTTCTTTGTTCTCTTGCTGAGGATC 
TTATTTTAAATGCAAGTCACACCTATTCTGCAACTGCAGGTCAGAAATGGTTTCA 
5 CAGTGGGGTGCCAGGAAGCAGGGAAGCTGCAGGAGCCAGTTCTACTGGGGTGGG 
TGAATGGAGGTGATGGCAGACACTTTTACTGAATGTCGGTCTTTTTTTGTGATTAT 
TCTAGTTATCTCCAGAAGAAGAAGAGAAAAGGAGAATCCGAAGGGAAAGGAAT 
AAGATGGCTGCAGCCAAATGCCGCAACCGGAGGAGGGAGCTGACTGATACACTC 
CAAGCGGTAGGTACTCTGTGGGTTGCTCCTTTTTAAAACTTAAGGGAAAGTTGGA 

1 0 GATTGAGCATAAGGGCCCTTGAGTAAGACTGTGTCTTATGCTTTCCTTTATCCCTC 
TGTATACAGGAGACAGACCAACTAGAAGATGAGAAGTCTGCTTTGCAGACCGAG 
ATTGCCAACCTGCTGAAGGAGAAGGAAAAACTAGAGTTCATCCTGGCAGCTCAC 
CGACCTGCCTGCAAGATCCCTGATGACCTGGGCTTCCCAGAAGAGATGTCTGTGG 
CTTCCCTTGATCTGACTGGGGGCCTGCCAGAGGTTGCCACCCCGGAGTCTGAGGA 

1 5 GGCCTTCACCCTGCCTCTCCTCAATGACCCTGAGCCCAAGCCCTCAGTGGAACCT 
GTCAAGAGCATCAGCAGCATGGAGCTGAAGACCGAGCCCTTTGATGACTTCCTGT 
TCCCAGCATCATCCAGGCCCAGTGGCTCTGAGACAGCCCGCTCCGTGCCAGACAT 
GGACCTATCTGGGTCCTTCTATGCAGCAGACTGGGAGCCTCTGCACAGTGGCTCC 
CTGGGGATGGGGCCCATGGCCACAGAGCTGGAGCCCCTGTGCACTCCGGTGGTC 

20 ACCTGTACTCCCAGCTGCACTGCTTACACGTCTTCCTTCGTCTTCACCTACCCCGA 
GGCTGACTCCTTCCCCAGCTGTGCAGCTGCCCACCGCAAGGGCAGCAGCAGCAA 
TGAGCOTTCCTCTGACTCGCTCAGCTCACGCACGCTGCTGGCCCTGTGAGGGGGC 
' AGGGAAGGGGAGGCAGCCGGCACCCACAAGTGCC ACTGCCCGAGCTGGTGC ATT 
• ACAGAGAGGAGAAACACATCTTCCOTAGAGGGTTCCTGTAGACCTAGGGAGGAC 

25 CTTATCTGTGCGTGAAACACACCAGGCTGTGGGCCTCAAGGACTTGAAAGCATCC 
ATGTGTGGACTCAAGTCCTTACCTCTTCCGGAGATGTAGCAAAACGCATGGAGTG 
TGTATTGTTCCCAGTGACACTTCAGAGAGCTGGTAGTTAGTAGCATGTTGAGCCA 
GGCCTGGGTCTGTGTCTCTTTTCTCTTTCTCCTTAGTCTTCTCATAGCATTAACTAA 
TCTATTGGGTTCATTATTGGAATTAACCTGGTGCTGGATATTTTCAAATTGTATCT 

30 AGTGCAGCTGATTTTAACAATAACTACTGTGTTCCTGGCAATAGTGTGTTCTGATT 
AGAAATGACCAATATTATACTAAGAAAAGATACGACTTTATTTTCTGGTAGATAG 
AAATAAATAGCTATATCCATGTACTGTAGTTTTTCTTCAACATCAATGTTCATTGT 
V;. v.;: -a,. tA^TGTTACTGATCATGCATTGTTGAGGTGGTCTGAATGTTCTGACATTAACAGTTT 
tcCATGAAAACGTTTTATTGTGTTTTTAATTTATTTATTAAGATGGAlT 

35 ATTTATATTTTrATTTTATTTTTTTCTACCTTGAGGTCTTTTGACATGTGGAAAGTG 
AATTTGAATGAAAAATTTAAGCATTGTTTGCTTATTGTTCCAAGACATTGTCAAT 
AAAAGCATTTAAGTTGAATGCGACCAACCTTGTGCTCTTTTCATTCTGGAAGTCTT 
GTAAGTTTCTGAAAGGTATTATTGGAGACCAGTTTGTCAAGAAGGGTAGCTGCTG 
GAGGGGGACACACCCTCTGTCTGATCCCTTATCAAAGAGGACAAGGAAACTATA 

40 GAGCTGATTTTAGAATATTTTACAAATACATGCCTTCCATTGGAATGCTAAGATT 
TTCTACTGCTTCTGGGGACGGGAAACCGCTGTGTAACAGCTTTTGTGGGAATACA 
TTTTTTCTGTTTCAGTACTCGCAGGGGGAAATATTTAAATTTTGTTGTGCTAATAT 
TAAATTCAGATGTTITGATCITAAAGGAACCCTTTAAGCAAACAGAACCTAGCTT 
TGTACAGACTATTTTAACTTTrTATTCTCACAAAATCACGTGGAGGGTTATTCTAC 

45 TTCAAAGATGAGCAAATTGAAGAATGGTTAGAATAAACAACTTTCTTGATATTCC 
GTTATCGGCATTAGAATCTTCCTGCTCGTTATCGTATCCAGCAGGCTGAACTGCCT 
CTTGATACTTGGTTAAAAAAAATTTTCAGGCCGGGCGCGGTGGCCCATGCCTGTA 
ATCCTAGCACTTTGGGAGGCCGAGGCAGGCGGATCACCTGAGGTCGGGAGTTCG 
AGACCAGCCTGACCAACATGGAGAAACCCCGTCTTTACTAAAAATACAAAATTA 
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GCCTGGTGTGGTGGTGCATGCCTGTAATCCTAGCTACTTGAGAGGCTGAGACAGG 
AAAATCACTTGAACTCGGGAGGCGGATGTTGCAGCGAACTGAGATTGCGCCATT 
GCACrCCAGCCTGGGCAACAAGATTGAAACTCTGTTTAAAAAAAAAAGTTTTCAC 
TAATGTGTACATTTTTTTGTACTCTTTTATTCTCGAAAGGGAAGGAGGGCTATTGC 
5 CCTATCCCTTATTAATAAATGCATTGTGGTTTCTGGTTTCTCTAATACCATATGCC 
CTTCATTCAGTTTATAGTGGGCGGAAGTGGGGGAGAAAAAGTTGCTCAGAAATC 
AAAAGATATCTCAAACAGCACAAATAATGGCTGATCGTTCTGCAAACAAAAAGT 
TACATAATAGCTCAAGAAGGAGAAGTCAACATGACTCTGAACAAGCTTTAACTT 
AGAAACTTTATCATCTTAAGGAAGAACGTGACCTTTGTCCAGGACGTCTCTGGTA 

1 0 ATGGGGCACTTACACACACATGCACACGTACAAACCACAGGGAAAGGAGACCGC 
CCTTCTGCCTCTGCTCGCGAGTATCACGCAGGCACCATGCACTATGTTTTCACAC 
ACACTGGGTGGAAGAAGAGCTTCAGCGCCAGTCTTCTAATGCTTTGGTGATAATG 
AAAATCACTGGGTGCTTATGGGGTGTCATATTCAATCGAGTTAAAAGTTTTAATT 
CAAAATGACAGTTTTACTGAGGTTGATGTTCTCGTCTATGATATCTCTGCCCCTCC 

1 5 CATAAAAATGGACATTTAAAAGCAACTTACCGCTCTTTAGATCACTCCTATATCA 
CACACCACTTGGGGTGCTGTTTCTGCTAGACTTGTGATGACAGTGGCCTTAGGAT 
CCCTGTTTGCTGTTCAAAGGGCAAATATTTTATAGCCTTTAAATATACCTAAACTA 
AATACAGAATTAATATAACTAACAAACACCTGGTCTGAAATAACAAGGTGATCT 
ACCCTGGAAGGAACCCAGCTGGTGGGCCAGGAGCGGTGGCTCACACCTGTAATT 

20 CCAGCACTTTGGGAGGCTGAGACAGGAGGATCACTGGAGTCCAGGAGTTTGAGA 
CCAGCCTGGGCAACATGGCAAAACCCAGTGTGCTTCTGTTGTCCCAGCTACACTA 
..CTCAGGAGGCTGAGGCAGGAGTATGACTTGAGCCTGGGAGGGGGAGGTTGCAGA 
GAACTGATATTGCACCACCAGTGCACTCCAGCCTGGGTGAGACAGCAAAACGCT' 
ATCTCAAAAAAAAAAAAAAAAAAAAGGAACCCAGCTGGTTCCTGTAGGTGTGCA . 

25 ATAATAACAACCAGAGGAAGAAAAGGAAGACGATTTCCCAGATGAAGAAGGGC 
AGCTGGACCTTCGGAC 

SEQE)NO:202 

>gi|1049052|gb|U26644.1 |HSU26644 Human fatty acid synthase (fas) mRNA, complete cds 

30 ATGGAGGAGGTGGTGATTGCCGGCATGTTCGGGAAGCTGCCAGAGTCGGAGAAC 
TTGCAGGAGTTCTGGGACAACCTCATCGGCGGTGTGGACATGGTCACGGACGAT 
GACCGTCGCTGGAAGGCTGGGCTCTACGGCCTGCCCCGGCGGTCCGGCAAGCTG 
■x .; .; ,, : ,AAGGACCTGTCTAGGTTTGATGCCTCGTTCTTCGGAGTCCACCGCA,\GGAGGCAGv - 
ACACGATGGACCCTCAGCTGCGGCTGCTGCTGGAAGCTACCTATGAAGCCATCGT 

35 GGACGGAGGCATCAACCCAGATTCACTCCGAGGAACACACACTGGCGTCTGGGT 
GGGCGTGAGCGGCTCTGAGACCTCGGAGGCCCTGAGCCGAGACCCCGAGACACT 
CGTGGGCTACAGCATGGTGGGCTGCCAGCGAGCGATGATGGCCAACCGGCTCTC 
CTTCTTCTTCGACTTCAGAGGGCCCAGCATCGCACTGGACACAGCCTGCTCCTCC 
AGCCTGATGGCCCTGCAGAACGCCTACCAGGCCATCCACAGCGGGCAGTGCCCT 

40 GCCGCCATCGTGGGGGGCATCAACGTCCTGCTGAAGCCCAACACCTCCGTGCAGT 
TCTTGAGGCTGGGGATGCTCAGCCCCGAGGGCACCTGCAAGGCCTTCGACACAG 
CGGGGAATGGGTACTGCCGCTCGGAGGGTGTGGTGGCTGTCCTGCTGACCAAGA 
AGTCCCTGGCCCGGAAGGTCTACACCACCATCCTGAACAAAGGCACCAATACAG 
ATGGCTTCAAGGAGCAAGGCGTGACCTTCCCTCAGGATATCCAGGAGCAGCCTA 

45 TCCGCTCGTTGTACCAGTCGGCCGGAGTGGCCCCTGAGTCATTTGAATACATCGA 
AGCCCACGGACCAGGCACCAAGGTGGGCGACCCCCAGGAGCGTAATGGCATCAC 
CCGAGCCCTGTGCGCCACCCGCCAGGAGCCGCTGCTCATCGGCTCCACCAAGTCC 
AACATGGGGCACCCGGAGCCAGCCTCGGGGCTCGACGCCCTGGCCAAGGTGCTG 
CTGTCCCTGGAGCACGGGCTCTGGGCCCCCAACCTGCACTTCCATAGCCCCAACC 
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CTGAGATCCCAGCGCTGTTGGATGGGCGGCTGCAGGTGGTGGACCAGCCCCTGC 
CCGTCCGTGGCGGCAACGTGGGCATCAACTCCTTTGGCTTCGGGGGCTCCAACAT 
GCACATCATCCTGAGGCCCAACACGCAGTCCGCCCCCGCACCCGCCCCACATGCC 
ACCCTGCCCCGTCTGCTGCGGGCCAGCGGACGCACCCCTGAGGCCGTGCAGAAG 
5 CTGCTGGAGCAGGGCCTCCGGCACAGCCAGGGCCTGGCTTTCCTGAGCATGCTGA 
ACGACATCGCGGCTGTCCCCGCCACCGCCATGCCCTTCCGTGGCTACGCTGTGCT 
GGGTGGTGAGACGCGGTGGCCCAGAGTGCAGCAGGTGCCCGCTGGCGAGCGCCC 
GCTCTGGTTCATCTGCTCTGGGATGGGCACACAGTGGCGTGGAATGGGGCTGAGC 
CTTATGCGCCTGGACCGCTTCCGAGATTCCATCCTACGCTCCGATGAGGCTGTGA 

1 0 ACCGATTCGGCCTGAAGGTGTCACAGCTGCTGCTGAGCACAGACGAGAGCACCT 
TTGATGACATCGTCCATTCGTTTGTGAGCCTGACTGCCATCCAGATAGGCCTCAT 
AGACCTGCTGAGCTGCATGGGACCTGAGGCAGATGGCATCGTCGGCCACTCCCT 
GGGGGAGTGGCTGTCGGTACGCGACGGCTGCCTGTCCCAGGAGGAGGCCGTCCT 
CGCTGCCTACTGGAGGGGACAGTGCATCAAAGAAGCCCCACTTCCCGCCGGCGC 

1 5 C ATGGC AGCCGTGGGCTTGTCCTGGG AGGAGTGT AAACAGCGCTGCCCCCCTGC 
GGTGGTGCCCGCCTGCCACAACTCCAAGGACACAGTCACCATCTCGGGACCTCA 
GGCCCCGGTGTTTGAGTTCGTGGAGCAGCTGAGGAAGGAGGGTGTGTTTGCCAA 
GGAGGTGCGGACCGGCGGTATGGCCTTCCACTCCTACTTCATGGAGGCCATCGCA 
CCCCCACTGCTGCAGGAGCTCAAGAAGGTGATCCGGGAGCCGAAGCCACGTTCA 

20 GCCCGCTGGCTCAGCACCTCTATCCCCGAGGCCCAGTGGCACAGCAGCCTGGCAC 
GCACGTCTTCCGCCGAGTACAATGTCAACAACCTGGTGAGCCCTGTGCTGTTCCA 
GGAGGGGCTGTGGCACGTGGCTGAGCACGCGGTGGTGCTGGAGATCGCCCCGAC 
• CCGGTGCCCTCAGGCTGTCGTGAAGGGGGTCCGTAAGCCGAGCTGCACCATCATG 
CCCCGTATGA\GAAGGATCACAGGGACAACCTGGAGTTCTTCCTGGCCGGCATC 

25 GGCAGGCTGCACCTCTCAGGCATCGACGCCAACCCCAATGCCTTGTTCCCACCTG 
TGGAGTCCCCAGCTCCCCGAGGAACTCCCCTCATCTCCCCACTCATCAAGTGGGA 
CCACAGCCTGGCCTGGGACGCGCCGGCCGCCGAGGACTTCCCCAACGGTTCAGG 
TTCCCCCTCAGCCACCATCTACACATGCACACCAAGCTCCGAGTCTCCTGACCGC 
TACCTGGTGGACCACACCATCGACGGTCGCGTCCTCTTCCCCGCCACTGGCTACC 

30 TGAGCATAGTGTGGAAGACGCTGGCCCGCGCCTGGGCTGGGCTCGAGCAGCTGC 
CTGTGGTGTTTGAGGATGTGGTGCAGCACCAGGCCACCATCCTGCCCAAGACTGG 
GACAGTGTCCTTGGAGGTACGGCTCCTGGAGGCCACCGGTGCCTTCGAGGTGTCA 
GAGAACGGCAACCTGGTAGTGAGTGGGAAGGTGTACGAGTGGGATGACCCTGAC 
CCCAGGCTCTTCGACCACCCGGAAAGTCCCCACCCCAATTCCCCACGGAGTCCCC 

35 TCTTCCTGGCCCAGGCAGAAGTTTACAAGGAGCTGCGTCTGCGTGGCTACGACTA 
CGGCCCTCATTTCCAGGGCATCCTGGAGGCCAGCCTGGAAGGTGACTCGGGGAG 
GCTGCTGTGGAAGGATAACTGGGTGAGCTTCATGGACACCATGCTGCAGATGTCC 
ATCCTGGGCTCGGCCAAGCACGGCCTGTACCTACCCACCCGTGTCACCGCCATCC 
ACATCGACCCTGCCACCCACAGGCAGAAGCTGTACACACTGCAGGACAAGGCCC 

40 AAGTGGCTGACGTGGTGGTGAGCAGGTGGCCGAGGGTCACAGTGGCGGGAGGCG 
TCCACATCTCCGGGCTCCACACTGAGTCGGCCCCGCGGCGGCACGAGGAGCAGC 
AGGTGCCCATCCTGGAGAAGTTTTGCTTCACTCCCCACACGGAGGAGGGGTGCCT 
GTCTGAGCACGCTGCCCTCGAGGAGGAGCTGCAACTGTGCAAGGGGCTGGTCGA 
GGCACTCGAGACCAAGGTGACCCAGCAGGGGCTGAAGATGGTGGTGCCGGACTG 

45 GACGGGGCCCAGATCCCCCCGGGACCCCTCACAGCAGGAACTGCCCCGGCTGTT 
GTCGGCTGCCTGCAGGCTTCAGCTCAACGGGAACCTGCAGCTGGAGCTGGCGCA 
GGTGCTGGCCCAGGAGAGGCCCAAGCTGCCAGAGGACCCTCTGCTCAGCGGCCT 
CCTGGACTCCCCGGCACTCAAGGCCTGCCTGGACACTGCCGTGGAGAACATGCCC 
AGCCTGAAGATGAAGGTGGTGGAGGTGCTGGCCGGCCACGGTCACCTGTATTCC 
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CGCATCCCAGGCCTGCTCAGCCCCCATCCCCTGCTGCAGCTGAGCTACACGGCCA 
CCGACCGCCACCCCCAGGCCCTGGAGGCTGCCCAGGCCGAGCTGCAGCAGCACG 
ACGTTGCCCAGGGCCAGTGGGATCCCGCAGACCCTGCCCCCAGCGCCCTGGGCA 
GCGCGGACCTCCTGGTGTGCAACTGTGCTGTGGCTGCCCTCGGGGACCCGGCCTC 
5 AGCTCTCAGCAACATGGTGGCTGCCCTGAGAGAAGGGGGCTTTCTGCTCCTGCAC 
ACACTGCTCCGGGGGCACCCTCGGGACATCGTGGCCTTCCTCACCTCCACTGAGC 
CGCAGTATGGCCAGGGCATCCTGAGCCAGGACGCGTGGGAGAGCCTCTTCTCCA 
GGGTGTCGCTGCGCCTGGTGGGCCTGAAGAAGTCCTTCTACGGCGCCACGCTCTT 
CCTGTGCCGCCGGCCCACCCCGCAGGACAGCCCCATCTTCCTGCCGGTGGACGAT 

1 0 ACCAGCTTCCGCTGGGTGGAGTCTCTGAAGGGCATCCTGGCTGACGAAGACTCTT 
CCCGGCCTGTGTGGCTGAAGGCCATCAACTGTGCCACCTCGGGCGTGGTGGGCTT 
GGTGAACTGTCTCCGCCGAGAGCCCGGCGGAACCGTCCGGTGTGTGCTGCTCTCC 
AACCTCAGCAGCACCTCCCACGTCCCGGAGGTGGACCCGGGCTCCGCAGAACTG 
CAGAAGGTGTTGCAGGGAGACCTGGTGATGAACGTCTACCGCGACGGGGCCTGG 

1 5 GGGGTTTTCCGCCACTTCCTGCTGGAGGACAAGCCTGAGGAGCCGACGGCACAT 
GCCTTTGTGAGCACCCTCACCCGGGGGGACCTGTCCTCCATCCGCTGGGTCTGCT 
CCTCGCTGCGCCATGCCCAGCCCACCTGCCCTGGCGCCCAGCTCTGCACGGTCTA 
CTACGCCTCCCTCAACTTCCGCGACATCATGCTGGCCACTGGCAAGCTGTCCCCT 
GATGCCATCCCAGGGAAGTGGACCTCCCAGGACAGCCTGCTAGGTATGGAGTTC 

20 TCGGGCCGAGACGCCAGCGGCAAGCGTGTGATGGGACTGGTGCCTGCCAAGGGC 
CTGGCCACCTCTGTCCTGCTGTCACCGGACTTCCTCTGGGATGTGCCTTCCAACTG 

- ■ GACGCTGGAGGAGGCGGCCTCGGTGCCTGTCGTGTACAGCACGGGCTACTAOGC . 
"GCTGGTGGTGCGTGGGGGGGTGCGCCCGGGGGAGACGCTGCTCATCCACTCGGG 
CTCGGGCGGCGTGGGCCAGGCCGOCATCGCCATCGCCCTCAGTCTGGGCTGCCGG 

25 GTCTTCACCACCGTGGGGTCGGCTGAGAAGCGGGCGTACCTCCAGGCCAGGTTCC 
CCCAGCTCGACAGCACCAGCTTCGCCAACTCCCGGGACACATCCTTCGAGCAGCA 
TGTGCTGTGGCACACGGGCGGGAAGGGCGTTGACCTGGTCTTGAACTCCTTGGCG 
GAAGAGAAGCTGCAGGCCAGCGTGAGGTGCTTCGGTACGCACGGTCGCTTCCTG 
GAAATTGGCAAATTCGACCTTTCTCAGAACCACCCGCTCGGCATGGCTATCTTCC 

30 TGAAGAACGTGACATTCCACGGGGTCCTACTGGATGCGTTCTTCAACGAGAGCA 
GTGCTGACTGGCGGGAGGTGTGGGCGCTTGTCGAGGCCGCCATCCGGGATGGGG 
TGGTACGGCCCCTCAAGTGCACGGTGTTCCATGGGGCCCAGGTGGAGGACGCCTT 
..CCGCTACATGGCCCAAGGGAAGCACATTGGCAAAGTCG^CGTGCAGGTGCTTGC 
""GGAGGAGCCGGCAGTGCTGAAGGGGGGGAAACGCAAGCTGATGTCGGCCATCTC 

35 CAAGACCTTCTGCCCGGCCCACAAGAGCTACATCATCGCTGGTGGTCTGGGTGGC 
TTCGGCCTGGAGTTGGCGCAGTGGCTGATACAGCGTGGGGTGCAGAAGCTCGTG 
TTGACTTCTCGCTCCGGGATCCGGACAGGCTACCAGGCCAAGCAGGTCCGCCGGT 
GGAGGCGCCAGGGGCTACAGGTGCAGGTGTCCACCAGCAACATCAGCTCACTGG 
AGGGGGCCCGGGGCCTCATTGCCGAGGCGGCGCAGCTTGGGCCCGTGGGGGGCG 

40 TCTTCAACCTGGCCGTGGTCTTGAGAGATGGCTTGCTGGAGAACCAGACCCCAGA 
GTTCTTCCAGGACGTCTGCAAGCCCAAGTACAGCGGCACCCTGAACCTGGACAG 
GGTGACCCGAGAGGCGTGCCCTGAGCTGGACTACTTTGTGGTCTTCTCCTCTGTG 
AGCTGCGGGCGTGGCAATGCGGGACAGAGCAACTACGGCTTTGCCAATTCCGCC 
ATGGAGCGTATCTGTGAGAAACGCCGGCACGAAGGCCTCCCAGGCCTGGCCGTG 

45 CAGTGGGGCGCCATCGGCACCGTGGGCATTTTGGTGGAGACGATGAGCACCAAC 
GACACGATCGTCAGTGGCACGCTGCCCACGCGCATTGGCGTCCTTGGCCTGGAGG 
TGCTGGACCTCTTCCTGAACCAGCCCCACATGGTCCTGAGCAGCTTTGTGCTGGC 
TGAGAAGGCTGCGGCCTATAGGGACAGGGACAGCCAGCGGGACCTGGTGGAGG 
CCGTGGCACACATCCTGGGCATCCGCGACTTGGCTGCTGTCAACCTGGGCGGCTC 
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ACTGGCGGACCTGGGCCTGGACTCGCTCATGAGCGCGCCGGTGCGCCAGACGCT 
GGAGCGTGAGCTCAACCTGGTGCTGTCCGTGCGCGAGGTGCGGCAACTCACGCT 
CCGGAAACTGCAGGAGCTGTCCTCAAAGGCGGATGAAGCCAGCGAGCTGGCATG 
CCCCACGCCCAAGGAGGATGGTCTGGCCCAGCAGCAGACTCAGCTGAACCTGCG 
5 CTCCCTGCTGGTGAAACCGGAGGGCCCCACCCTGATGCGGCTCAACTCCGTGCAG 
AGCTCGGAGCGGCCCCTGTTCCTGGTGCACCCAATCGAGGCTACCACCGTGTTCC 
ACAGCCTCGGTCCCGGTCTCAGCATCCCCACCTATGGCCTGCAGTGCACCCCGGC 
TGCGCCCCTTGACAGCATCCACAGCCTGGCTGCCTACTACATCGACTGCATCAGG 
CAGGTGCAGCCCGAGGGCCCCTACCGCGTGGCCGGCTACTCCTACGGGGCCTGC 

1 0 GTGGCCTTTGAAATGTGCTCCCAGCTGCAGGCCCAGC AGAGCCCAGCCCCCACCC 
ACAACAGCCTCTTCCTGTTCGACGGCTCGCCCACCTACGTACTGGCCTACACCCA 
GAGCTACCGGGCAAAGCTGACCCCAGGCTGTAAGGCTGAGGCTGAGACGGAGGC 
CATATGCTTCTTCGTGCAGCAGTTCACGGACATGGAGCACAACAGGGTGCTGGA 
GGCGCTGCTGCCGCTGAAGGGCCTAGAGGAGCGTGTGGCAGCCGCCGTGGACCT 

1 5 GATCATCAAGAGCCACCAGGGCCTGGACCGCCAGGAGCTGAGCTTTGCGGCCCG 
GTCCTTCTACTACAGGCTGCGTGCCGCTGACCAGTATACACCCAAGGCCAAGTAC 
AGTGGCAACGTGATGCTACTGCGGGCCAAGACGGGTGGCCGCTACGGCGAGGAC 
CTGGGCGCGGACTACAACCTCTCCCAGGTATGCGACGGGAAAGTATCCGTCCAT 
ATCATCGAGGGTGACCACCGCACGCTGCTGGAGGGCAGCGGCCTGGAGTCCATC 

20 ATCAGCATCATCCACAGCTCCCTGGCTGAGCCACGTGTGAGTCGGGAGGGCTAG 

SEQ ID NO: 203 -l . ■■ 

.«• : : >gi|748 131jgb|T93394. 1 |T9.8394 ye59f!2,sl Soares fetal liver spleen 1NFLS Homo sapiens 
k cDNA.cl6ne IMAGE: 122063 3', mRNA sequence •: ■■ :■ •< ■ 

•25 ACTTTTATTGTCATCCAGCACCTGTGATAGTTTCATGTCTCTCTAAAGGAGACAG 
GAAATTGGAGCATTGTGGGCCCTTTTAAAAGAAAAGAGGAGTAGGTAGGCACAC 
CCAGGTGCTTCTAAAACAACCAAGCCCAAACCTGACATGCTCCTCCCCACAGTCA 
CCTTCATTGTCCCCTTTAAAAGTCTGGAACAGTATGTAGCAAAACAAATAAATTA 
CTTTTCATTTCAAAAGTAAGTCCAAAGGTTGAAGCTGCCTAGGCCAGGGGTTCTG 
30 GGACAGGGTGCCTCCAAAGGAAGTGAGGCTTTCCTTTTCAACTTCCTTAGGCTCT 
AGCCAGTAGGACCAGGAAACCCCTGCTTTTCCACATCAGGGNTTCCAGGATGGG 
NGTTTTAGGTTAGGACTTNGGGGGATCCCGTTNGCTT 

SEQ ID NO: 204 

35 >gi|476704|gb|L26336. 1 |HUMHSPA2A Homo sapiens heat shock protein (HSPA2) gene, 
complete cds 

CCTCCACCTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAGCTGAG 
ACTACAGGCACGCGCCACCACGCCCAGCTAATTTTTGTATCTTTAGTAGAGACGG 
GCTTTCACCATGTTGGCCAGGATGGTCTCGATGTCTTAACGTCGTGATCCGGCCG 

40 CCTCGGCCTCCCAAGTGCTGGGATTACAGGCGTTAGCCACTGCGCCCGGCCCCAG 
CCAGGCAGTTTTAATCGAGCGCTCACAACCACTGAGACGCAGCGAAGCACCCAC 
CATAATATCCCAGGAGGCCGACCGCCGGTTCAGACTTTTTCTTTTCTTTAATCCCC 
GTCCAAGGGATCCGCCCTCACCCCCCACCCCAGCCACCCCAATTCCCTATTCCCT 
CCCCTTGGACGGCGCCGGGGAAAACAAGCTGCTCGAGCITrATTTCTTCGGTGCA 

45 ACCAACTCAGAATGAATTCCTCCGCCCCTGCGTGCTCAGTGAGTCGGCACCCTAG 
CAGTGAACTGCATTTAAAACCTCAGGAATTGAGCGAACTCTCCCAGTGGCTCTCC 
TCACCGGGATCCCCTTCCACGCCTCCTCCCCGTGCCGCGCCTCAGTCCGCACTGCT 
CATTGGCCGCGTGCCTGCCAATCCGATGCACGTCGGCTAGGGCAAAGACCGCGA 
AAAAGCGCGTACACCTGGCTCTGGGAGCGCGCGCCTAACGCCAGCCAGCAGCAG 
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gaggcgcgcgaggcaccacggcctggcggccgagagtcagggaggaacctcatt 
tacataacggccgcccctctgtctcctggcgggggccggagtcccgcccctcgtc 
caacttgaaatctgttgggtcacgggccagtcactccgacctaggcaagcctgtg 
gtggagctggaagagtttgtgagggcggtcccgggagcggattgggtctgggag 
5 ttcccagaggcggctataagaaccgggaactgggcgcggggagctgagttgctg 
gtagtgcccgtggtgcttggttcgaggtggccgttagttgactccgcggagttca 
tctccctggttttcccgtcctaacgtcgctcgcctttcagtcaggatgtctgcccg 
tggcccggctatcggcatcgacctgggcaccacctattcgtgcgtcggggtcttc 
caacatggcaaggtggagatcatcgccaacgaccagggcaatcgcaccaccccc 

1 0 agctacgtggccttc acggacaccgagcgcctcatcggcgacgccgccaagaac 
caggtggccatgaaccccaccaacaccatcttcgacgccaagaggctgattgga 
cggaaattcgaggatgccacagtgcagtcggatatgaaacactggccgttccgg 
gtggtgagcgagggaggcaagcccaaagtgcaagtagagtacaagggggagac 
caagaccttcttcccagaggagatatcctccatggtcctcacgaagatgaagga 

1 5 gatcgcggaagcctacctggggggcaaggtgcacagcgcggtcataacggtccc 
ggcctatttcaacgactcgcagcgccaggccaccaaggacgcaggcaccatcac 
ggggctcaatgtgctgcgcatcatcaacgagcccacggcggcggccatcgccta 
cggcctggacaagaagggctgcgcgggcggcgagaagaacgtgctcatctttga 
cctgggcggtggcactttcgacgtgtccatcctgaccatcgaggatggcatcttc 

20 gaggtgaagtccacggccggcgatacccacctgggcggtgaggacttcgacaac 
cgcatggtgagccacctggcggaggagttcaagcgcaagcacaagaaggacatt 
;gggcccaacaagcgcgccgtgaggcggctgcgcaccgcttgcgagcgcgccaag 
. • gggaccctgagctcgtccacgcaggcgagcatggagatcgactcgotcfacgag 
ggcgtggacttctatacgtccatcacgcgcgcccgcttcgaggagctcaatgccg 

25 acctctttcgcgggaccctggagccggtggagaaggcgctgcgcgacgccaagc 
tggacaagggccagatccaggagatcgtgctggtgggcggctccactcgtatcc 
ccaagatccagaagctgctgcaggatttcttcaacggcaaggagctgaacaaga 
gcatcaaccccgacgaggcggtggcctatggcgccgcggtgcaggcggccatcc 
tcatcggcgacaaatcagagaatgtgcaggacctgctgctactcgacgtgaccc 

30 cgttgtcgctgggcatcgagacagctggcggtgtcatgaccccactcatcaagag 
gaacaccacgatccccaccaagcagacgcagaccttcaccacctactcggacaa 
ccagagcagcgtactggtgcaggtatacgagggcgaacgggccatgaccaagga 
• , caataaegtgctggggaagttcgacctgaccgggattccccctgcgcctcgcggg 
g'fcccccaaatcgaggttaccttcgacattgacgccaatggcatccttaacgtta 

35 ccgccgccgacaagagcaccggtaaggaaaacaaaatcaccatcaccaatgaca 
aaggtcgtctgagcaaggacgacattgaccggatggtgcaggaggcggagcggt 
acaaatcggaagatgaggcgaatcgcgaccgagtcgcggccaaaaacgccctgg 
agtcctatacctacaacatcaagcagacggtggaagacgagaaactgaggggca 
agattagcgagcaggacaaaaacaagatcctcgacaagtgtcaggaggtgatca 

40 actggctcgaccgaaaccagatggcagagaaagatgagtatgaacacaagcag 
aaagagctcgaaagagtttgcaaccccatcatcagcaaactttaccaaggtggt 
cctggcggcggcagcggcggcggcggttcaggagcctccgggggacccaccatc 
gaagaagtggactaagcttgcactcaagtcagcgtaaacctctttgcctttctct 
ctctctctttittttttgtttgtttctttgaaatgtccttgtgccaag 

45 tattgttggaagtctttggtatatgcaaatgaaaggagaggtgcaacaacttagt 
ttaattataaaagttccaaagtttgttititaaaaacattattcgaggtttctctt 
taatgcattttgcgtgtttgctgacttgagcatttttgattagttcgtgcatggag 
atttgtttgagatgagaaaccttaagtttgcacacctgttctgtagaagcttgga 
aacagtaaaatatataggagcttaaattgtttatttttatgtactactttaaaact 
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AAACTGAACATTGCAGTAATGTTAAGGACAGGTATACTTTTTGCAAACAAATGCA 
TAAATGCAAATGTAAAGTAAA 

SEQIDNO:205 

5 >gi|483537|emb|Z29330. 1 |HSUCEH2 H.sapiens (23k/2) mRNA for ubiquitin-conjugating 
enzyme UbcH2 

CCGGGCCGTGACAGACGGCCGGCAGAGGAAGGGAGAGAGGCGGCGGCGACACC 
ATGTCATCTCCCAGTCCGGGCAAGAGGCGGATGGACACGGACGTGGTCAAGCTC 
ATCGAGAGTAAACATGAGGTTACGATCCTGGGAGGACTTAATGAATTTGTAGTG 
1 0 AAGTTTTATGGACC AC AAGGAACACCATATGAAGGCGGAGTATGGAAAGTTAGA 
GTGGACCTACCTGATAAATACCCTTTCAAATCTCCATCTATAGGATTCATGAATA 
AAATTTTCCATCCCAACATTGATGAAGCGTCAGGAACTGTGTGTCTAGATGTAAT 
TAATCAAACTTGGACAGCTCTCTATGATCTTACCAATATATTTGAGTCCTTCCTGC 
CTCAGTTATTGGCCTATCCTAACCCCATAGATCCTCTCAATGGTGACGCTGCAGC 
1 5 CATGTACCTCCACCGACCAGAAGAATACAAGCAGAAAATTAAAGAGTACATCCA 
GAAATACGCCACGGAGGAGGCGCTGAAAGAACAGGAAGAGGGTACCGGGGACA 
GCTCATCGGAGAGCTCTATGTCTGACTTTTCCGAAGATGAGGCCCAGGATATGGA 
GTTGTAGTAGAAAAAGCACCTGCTTTTCAGAAAGACTATTATTTCCTAACCATGA 

AGGTTTTTATGAATAATAGCATTGATATATATATATTATATATCACCCTTTAGATC 
TTGATTTCTTGGTCATTTCTCAACCTGAGGTGCATAGCATATTCCCACATTCCATT 
TGGTAGCAATATGCGGTCTGAATGCATGCATTCATGAGTCCATGTGGCCAAGTCA 
GCCTGTGTGCTACTGAACTGTCGAAGGAAATAGCCGCTCTGATAGGTAGATGTGA 
GTAAAAAGAACAGGAAAAAATTGCTTCTTTTATTGGTTTGCAAAGAAAGAAACC 
AAACCAACCAGCTCTTGGATGTGAAGATAAAATAGTGCTTTTTTGAAATGGAGA 
GGAAAAACTTGGGGAGGAAGAGGCCTGCTGTGGGGGCATCGGAGCCAGCCATGT 
AAGAATCAGAGCTGCTCCTTCCTGTGAATCCTAGGTGGCCCTATGTCTTCTGTGG 
AGTTACAGTATAAAGCAGGGAGCTAATTAAGAGTATTAAAACTTAAAACCATTTT 
TTGACTCTGATTTTAAGTACATTTTTATATGTCAGTTGCTGCCCTTCACACTACCA 
GGCCCTGCAGCCACAGTGTTCTGTTGGAGAAACTTGGGGAAGTGTTTTCTGAACC 
AGTTCTTTTTCTTGGGGTAGAGCGTGAAATCCAGACCTGTTTTTGAAAGGACAGC 
ACAGGAGGAGAAAAGTGACTGGGACGATGCTTCCTCTCATCCAAAACACATGCA 
GAGTCACATCCTGATCGTAGXGTTaGGGAGTTTGAGACCGCTACCCTGAACTTAA 
GAGCTTTAAATAfGAGGGTTGTGlTTCTGGGGGGGTTATTTTTTTGGTGTGTGTGT 
GTGTGTATTGTGCTTAGAAAGGTTGCAGATTTCATCTTCACCTACC 

SEQIDNO: 206 
>4694921H1 

GAGCCTAAGTGGGAGCCAGACCACGCAGGAGCTGGAGAACGTGGGGCGCATTGT 
40 CCAGGTGTTGAGGCTGCTCAGGGCTCTGCGCATGCTAAAGCTGGGCAGACATTCC 
ACAGGATTACGCTCCGTTGGGATGACAATCACCCAGTGTTAC 

SEQIDNO: 207 

>gi|1162368|gb|N39161.1|N39161 yv26a01.sl Soares fetal liver spleen 1NFLS Homo 
45 sapiens cDNA clone MAGE:243816 3' similar to gb:M98399 PLATELET 
GLYCOPROTEIN IV (HUMAN);, mRNA sequence 

TTAAGGAAGAACATATTTTAATGGTTGAAACCTGTCTTTATGAGGCGATTATGAC 
AGCAAAAAATATTATAATGAATAACAATGCATAGTCTACGCrTrGTAATATTTCA 
TACAATAATTCCTTTATCATTTACATCTCTTAATGCTAGAAAAGCATTCTGAAGAT 
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GCCAAGCGTAAGTTGCAACTGAGTAAAAAAAAAAAAGCAAAATTTACTCAATTT 
CCAGAAGAGGTGCAGAACAGAGAATGAAGGTCCTTAAAATATAAACCGCTAGTG 
TGCTAAAATGATGTCCATTTGCAGGATCAGTGGACAAAATATTTAAGCCCATAAA 
GAAAAGAGTTATACCTGCTGTATGAAGGTATTCCATAGAGAAATATGAGTCATA 
5 AGCCAATTATTTATAAATGGCCTTCCAAATATTTGGT 

SEQ ID NO: 208 

>gi|1469913|gb|U41070.1|HSU41070 Human P2 purinergic receptor mRNA, complete cds 
GGCGGTGCTCTACGTCTTCACCGCTGGAGATCTGCTGCCCCGGGCAGGTCCCCGT 

10 TTCCTCACGCGGCTCTTCGAAGGCTCTGGGGAGGCCCGAGGGGGCGGCCGCTCTA 
GGGAAGGGACCATGGAGCTCCGAACTACCCCTCAGCTGAAAGTGGTGGGGCAGG 
GCCGCGGCAATGGAGACCCGGGGGGTGGGATGGAGAAGGACGGTCCGGAATGG 
GACCTTTGACAGCAGACCCTACAACCTGCTGCCCTTCCCTGTCCCTTTCCACCCCC 
CACCCACCCTCCAGAGGTCCTCCCGACGGCCATGAACACTACATCTTCTGCAGCA 

1 5 CCCCCCTCACTAGGTGTAGAGTTCATCTCTCTGCTGGCTATCATCCTGCTGTCAGT 
GGCGCTGGCTGTGGGGCTTCCCGGCAACAGCTTTGTGGTGTGGAGTATCCTGAAA 
AGGATGCAGAAGCGCTCTGTCACTGCCCTGATGGTGCTGAACCTGGCCCTGGCCG 
ACCTGGCCGTATTGCTCACTGCTCCCTTTTTCCTTCACTTCCTGGCCCAAGGCACC 
TGGAGTTTTGGACTGGCTGGTTGCCGCCTGTGTCACTATGTCTGCGGAGTCAGCA 

20 TGTACGCCAGCGTCCTGCTTATCACGGCCATGAGTCTAGACCGCTCACTGGCGGT 
GGCCCGCCCCTTTGTGTCCCAGAAGCTACGCACCAAGGCGATGGCCCGGCGGGT 
GGTGGCAGGCATCTGGGTGTTGTCCTTTCTGGTGGCCACACCCGTCCTCGCGTAC > 
, • GGCACAGTAGTGCCCTGGAAAACGAACATGAGGGTGTGGTTCCCGCGGTACCCC 
AGCGAAGGGCACCGGGCCTTCCATCTAATCTTCGAGGCTGTCACGGGCTTCCTGC 

25 TGCCCTTCCTGGCTGTGGTGGCCAGCTACTCGGACATAGGGCGTCGGCTACAGGC 
CCGGCGCTTCCGCCGCAGCCGCCGCACCGGCCGCCTGGTGGTGCTCATCATCCTG 
ACCTTCGCCGCCTTCTGGCTGCCCTACCACGTGGTGAACCTGGCTGAGGCGGGCC 
GCGCGCTGGCCGGCCAGGCCGCCGGGTTAGGGCTCGTGGGGAAGCGGCTGAGCC 
TGGCCCGCAACGTGCTCATCGTACTCGCCTTCCTGAGCAGCAGCGTGAACCCCGT 

30 GCTGTACGCGTGCGCCGGCGGCGGCCTCGTGCGCTCGGCGGGCGTGGGCTTCGTC 
GCCAAGCTGCTGGAGGGCACGGGCTCCGAGGCGTCCAGCACGCGCCGCGGGGGC 
AGCCTGGGCCAGACCGCTAGGAGCGGCCCCGCCGCTCTGGAGCCCGGCCCTTCC 
GAGAGCCTCACTGCGTCCAGGGGXGXGAAGTTAAACGAACTGAACTAGGCCTGGT 
GGAAGGAGGCGCaCTTTCCTCCTGGGAGAATGCTAGCTCTGAGCCAGTTCAGTAC 

35 ctggaggaggagcaggggcgtggagggcgtggagggcgtgggagcgtgggagg 
cgggagtggagtggaagaagagggagagatggagcaaagtgagggccgagtga 
gagcgtgctccagcctggctcccacaggcagctttaaccattaaaactgaagtct 
gaaatttggtcaaaaaaaaaaaaa 

40 SEQ JD NO: 209 

>gj|2196448|dbj|D89078.1|D89078 Homo sapiens mRNA for leukotriene b4 receptor, 
complete cds 

GCCATTCTCTCACATCCCGTGCGGTCAGGAAGCCCTTCCTGAACTCTGACTTCAG 
TTCTTGCrGCGGTTTCTGCCCATTTTTTTCATATCCTCTGACAGCTGCGAGGTCAT 
45 CTCTGCTCTGGCTTTTCTCCAAGCAGAACAAGTGGGGGCTCTGGAAAGGTTAAGG 
GACCTCAGTGGCCACCATTATACTTTGCATCTTTCCTGAGAAGTGAGAGTTGAAA 
GGGAAGCAGGAAGGCCCATGGTCAGATTGAAGGAAGGACTTTTTAGTTTCTrrTT 
TTTTTTTTTGAAATGGAGTCTCGCTCTGTCATTCAGGCTGGAGTGCAGTGGTGCGA 
TCTCAGCTCACTGCAGCCTCCACTTCCTGGGTTCACATGATTCTCCTGCCTCAGCC 
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TCCCAAGTAGCTGAGACTACAGGCACATGCCACTACACCCAGCTAACTTTTGTAT 
TTTTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGCTGGTCTCAAACTGCTAAC 
ATCAAGTGATCTGCTCCCCTCAGCCTCCCAAAGTGCTGGGATTACCGGTATGAAC 
CACCACAACCTGCCAGGAATTTTTAGTTTTTAGCTTTTGCAGGAGACTTCAAGGA 
5 AAGGAGACATTCCTCTGTCCAGGAAACGGGTAAGGGGACCATTTCTGCATTGCTG 
GTTTCCCCTCTTGGCAGGGTGGGCATGAGGCATCACTGTTCCTGCTCCCTCACTCC 
TGCTCCTCATGCTCAGCCTGCCAGCTCGGCCTCAACTTTGTGTGTCTAAAGTGGA 
ACTGAATAGTAGCTGTGAGAAGATAGGAAAGAGGTAGTGCCAATCTCCTTGCCC 
AGATCATAAATCCAGACTCAGCAGGGTAACCACATGGGCAAGCACAAGGTAGGT 

10 GCTTGGGGAAAGGGGAAGTAATTGGCATTCTGTGTGATACCAAGGAGACCATTT 
GGATTTTGGCTTCTACCAAAGAGAATGGAGAATTGGTTGACCTAAATGGAACCA 
GTCCCTTTAAGTAAGGGGAGGAAAGGGGGTGCTGGAAGATGGCCCTCTTCCCAC 
CACCTAGATCATAGCTTGAACTGAAGCCAAGGACAGAGTGCTGCCCCCTTCGGC 
ATTTACTGATGTGCCCTCTTTAAATCATGATGTTATCTAACCCAAACCCAGACCC 

1 5 AGGACCTAGTCACAGCTCCAACCTACACTTCCTATTAATCTTAAAACAAAGCGAA 
ACAAACACAAAAAGATATCAGCATTGTAGCCTCCAATCTGAGCCCATTTCCCTTC 
TCTGGCTACCATACCTCCTTCTCCTATATGATACCATTCACTACTTTGTTCAATTA 
TCCAGTCTAGACCTGCATCTTGAGGCCACACCCAGCCTTCTCACTCCCCACACCC 
CTCTTTCCTCTCTCACTGCTCCTTCCTGGTCTCTTCTCATCTGGCCCCACCTCTAAG 

20 GAGTCCTCCTGCCTTCTGGGTTGCCCTGGAAAACAGACTATCCCCCCTCCTAGTG 
AAGGGAGTGGGTAGGGGTTTCAGCCCCACCCTCAGGAAGATGCGTCTTCCCTGTC 
- { GTCTGCTGTGTGGTACTTCGTCTGTGGCTGATTTAGCAAACAG.CAGCTAGACCTGG 
GGCCAGGCCTTTGGCAGTGGGACAGATCCAGGGATAGGCTACACGACCCTGCCC 
TGACCCTGGGATTGGCATGAGCTTCGAACGAGTTCCTGCCAAAGGTTGTAAGTCC 

25 TCCCGACGGCCATGAACACTACATCTTCTGCAGCACCCCCCTCACTAGGTGTAGA 
GTTCATCTCTCTGCTGGCTATCATCCTGCTGTCAGTGGCGCTGGCTGTGGGGCTTC 
CCGGCAACAGCTTTGTGGTGTGGAGTATCCTGAAAAGGATGCAGAAGCGCTCTG 
TCACTGCCCTGATGGTGCTGAACCTGGCCCTGGCCGACCTGGCCGTATTGCTCAC 
TGCTCCCTTTTTCCTTCACTTCCTGGCCCAAGGCACCTGGAGTTTTGGACTGGCTG 

30 GTTGCCGCCTGTGTCACTATGTCTGCGGAGTCAGCATGTACGCCAGCGTCCTGCT 
TATCACGGCCATGAGTCTAGACCGCTCACTGGCGGTGGCCCGCCCCTTTGTGTCC 
CAGAAGCTACGCACCAAGGCGATGGCCCGGCGGGTGCTGGCAGGCATCTGGGTG 
..<••■ TTGTCCTTrCTGCTGGGGAGAGGCGTCCTCGCGTACCGCACAGTAGTGCCCTGGA 
AAACGAACATGAGCCTGTGCTTCCCGGGGTACCCCAGCGAAGGGCACCGGGCCT 

35 TCCATCTAATCTTCGAGGCTGTCACGGGCTTCCTGCTGCCCTTCCTGGCTGTGGTG 
GCCAGCTACTCGGACATAGGGCGTCGGCTACAGGCCCGGCGCTTCCGCCGCAGC 
CGCCGCACCGGCCGCCTGGTGGTGCTCATCATCCTGACCTTCGCCGCCTTCTGGC 
TGCCCTACCACGTGGTGAACCTGGCTGAGGCGGGCCGGGCGCTGGCCGGCCAGG 
CCGCCGGGTTAGGGCTCGTGGGGAAGCGGCTGAGCCTGGCCCGCAACGTGCTCA 

40 TCGCACTCGCCTTCCTGAGCAGCAGCGTGAACCCCGTGCTGTACGCGTGCGCCGG 
CGGCGGCCTGCTGCGCTCGGCGGGCGTGGGCTTCGTCGCCAAGCTGCTGGAGGG 
CACGGGTTCCGAGGCGTCCAGCACGCGCCGCGGGGGCAGCCTGGGCCAGACCGC 
TAGGAGCGGCCCCGCCGCTCTGGAGCCCGGCCCTTCCGAGAGCCTCACTGCCTCC 
AGCCCTCTCAAGTTAAACGAACTGAACTAGGCCTGGTGGAAGGAGGCGCACTTT 

45 CCTCCTGGCAGAATGCTAGCTCTGAGCCAGTTCAGTACCTGGAGGAGGAGCAGG 
GGCGTGGAGGGCGTGGAGGGCGTGGGAGCGTGGGAGGCGGGAGTGGAGTGGAA 
GAAGAGGGAGAGATGGAGCAAAGTGAGGGCCGAGTGAGAGCGTGCTCCAGCCT 
GGCTCCCACAGGCAGCTTTAACCATTAAAACTGAAGTCTGAA 
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SEQE)NO:210 

>gi|521217|gb|M27602.1|HUMTRPSGNB Human pancreatic trypsinogen (TRY2) mKNA, 
complete cds 

AACACCATGAATCTACTCCTGATCCTTACCTTTGTTGCAGCTGCTGTTGCTGCCCC 
5 CTTTGATGATGATGACAAGATCGTTGGGGGCTACATCTGTGAGGAGAATTCTGTC 
CCCTACCAGGTGTCCTTGAATTCTGGCTACCACTTCTGCGGTGGCTCCCTCATCAG 
CGAACAGTGGGTGGTGTCAGCAGGTCACTGCTACAAGTCCCGCATCCAGGTGAG 
ACTGGGAGAGCACAACATCGAAGTCCTGGAGGGGAATGAACAGTTCATCAATGC 
GGCCAAGATCATCCGCCACCCCAAATACAACAGCCGGACTCTGGACAATGACAT 

1 0 CCTGCTGATCAAGCTCTCCTCACCTGCCGTCATCAATTCCCGCGTGTCCGCCATCT 
CTCTGCCCACTGCCCCTCCAGCTGCTGGCACCGAGTCCCTCATCTCCGGCTGGGG 
CAACACTCTGAGTTCTGGTGCCGACTACCCAGACGAGCTGCAGTGCCTGGATGCT 
CCTGTGCTGAGCCAGGCTGAGTGTGAAGCCTCCTACCCTGGAAAGATTACCAACA 
ACATGTTCTGTGTGGGCTTCCTCGAGGGAGGCAAGGATTCCTGCCAGGGTGATTC 

1 5 TGGTGGCCCTGTGGTCTCC AATGGAGAGCTCCAAGGAATTGTCTCCTGGGGCTAT 
GGCTGTGCCCAGAAGAACAGGCCTGGAGTCTACACCAAGGTCTACAACTATGTG 
GACTGGATTAAGGACACCATAGCTGCCAACAGCTAAAGCCCCCAGTCCCTCTGC 
AGTCTCTATACCAATAAAGTGACCCTGCTCTCAC 

20 SEQIDNO:211 

>gi| 1 86262|gb|M24594. 1 |HUMII56KD Human interferon-inducible 56 Kd protein mRNA, 
••complete cds . • :_V';.i -■■ ■ ' ;. • • . ' 

eCAGATCTCAGAGGAGCCrGGCTAAGGAAAACGCTGGAGAACGGCTGGCTAATT 
TACAGCAACCATGAGTACAAATGGTGATGATCATCAGGTCAAGGATAGTCTGGA 

25 GCAATTGAGATGTCACTTTACATGGGAGTTATCCATTGATGACGATGAAATGCCT 
GATTTAGAAAACAGAGTCTTGGATCAGATTGAATTCCTAGACACCAAATACAGT 
GTGGGAATACACAACCTACTAGCCTATGTGAAACACCTGAAAGGCCAGAATGAG 
GAAGCCCTGAAGAGCTTAAAAGAAGCTGAAAACTTAATGCAGGAAGAACATGAC 
AACCAAGCAAATGTGAGGAGTCTGGTGACCTGGGGCAACTTTGCCTGGATGTATT 

30 ACCACATGGGCAGACTGGCAGAAGCCCAGACTTACCTGGACAAGGTGGAGAACA 
TTTGCAAGAAGCTTTCAAATCCCTTCCGCTATAGAATGGAGTGTCCAGAAATAGA 
CTGTGAGGAAGGATGGGCCTTGCTGAAGTGTGGAGGAAAGAATTATGAACGGGC 
CAAGGCCTGCTTTGAAAAGGjrGCTJGAAGTGGACCCTGAAAACCCTGAATCCAG 
CGCTGGGTATGCGATCTCTGCGiATCGCCTGGATGGCTTTAAATTAGCCACAAAA 

35 AATCACAAGCCATTTTCTTTGCTTCCCCTAAGGCAGGCTGTCCGCTTAAATCCAG 
ACAATGGATATATTAAGGTTCTCCTTGCCCTGAAGCTTCAGGATGAAGGACAGGA 
AGCTGAAGGAGAAAAGTACATTGAAGAAGCTCTAGCCAACATGTCCTCACAGAC 
CTATGTCTTTCGATATGCAGCCAAGTTTTACCGAAGAAAAGGCTCTGTGGATAAA 
GCTCTTGAGTTATTAAAAAAGGCCTTGCAGGAAACACCCACTTCTGTCTTACTGC 

40 ATCACCAGATAGGGCTTTGCTACAAGGCACAAATGATCCAAATCAAGGAGGCTA 
CAAAAGGGCAGCCTAGAGGGCAGAACAGAGAAAAGCTAGACAAAATGATAAGA 
TCAGCCATATTTCATTTTGAATCTGCAGTGGAAAAAAAGCCCACATTTGAGGTGG 
CTCATCTAGACCTGGCAAGAATGTATATAGAAGCAGGCAATCACAGAAAAGCTG 
AAGAGAATTTTCAAAAATTGTTATGCATGAAACCAGTGGTAGAAGAAACAATGC 

45 AAGACATACATTTCTACTATGGTCGGTTTCAGGAATTTCAAAAGAAATCTGACGT 
CAATGCAATTATCCATTATTTAAAAGCTATAAAAATAGAACAGGCATCATTAACA 
AGGGATAAAAGTATCAATTCTTTGAAGAAATTGGTTTTAAGGAAACTTCGGAGA 
AAGGCATTAGATCTGGAAAGCTTGAGCCrCCTTGGGTTCGTCTATAAATTGGAAG 
GAAATATGAATGAAGCCCTGGAGTACTATGAGCGGGCCCTGAGACTGGCTGCTG 
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ACTTTGAGAACTCTGTGAGACAAGGTCCTTAGGCACCCAGATATCAGCCACTTTC 
ACATTTCATTTCATTTTATGCTAACATTTACTAATCATCTTTTCTGCTTACTGTTTT 
CAGAAACATTATAATTCACTGTAATGATGTAATTCTTGAATAATAAATCTGACAA 
AATATT 

5 

SEQ ID NO: 212 
>1442951T6 

AAGAGACATGAGACAACCACTGAGAACCAGCCACCCGGAGCTCAGTTTCTGCTA 
CAGAGCACCTCCTCTTCAACGAATCACTGGATACCATTGGAGAGCAAGTCACTGT 

1 0 TGTTGAAGCAGCAGAGCTGGAGGTGCTGTCAAGAGTCTCAGCAGACTCATTGGC 
CAGATGCACCGAACTCAATGAGGCACTTAGAGATGAGAAACGATCTGTACTGGG 
ATTTCCCAGCAGAAGAGACTTTGGTTTTTGTCATCCTGAAGTTGCCACTCCACCA 
CCAGTTTTATAGAGGGATATTCGCTTTTCACTGGTAGTTTATTCAGGTAGCTATAG 
GTCTTGTCTTTTTGGATAGGGCAGTTAATTCCACTCTTACAACCATCAGGCTCAGG 

1 5 AATGGGAAAGGGAACTGGGACGCCCATCAGGATGCCATGCACCACGGCCTTGCT 
GCTTTTAGACTGAATATTGCTGGTGAAGGTGACATTGACGCTGTAAGACTGTCCT 
TTGCTCAGCTGGCAGGGTTTGGTGGGGCATGGGGCTCACATTCACTTCCTTTATA 
A 

20 SEQ ID NO: 213 

>gi|2216521 |gb|AA486305.1 |AA486305 ab35c01.rl Stratagene HeLa cell s3 937216 Homo 
sapiens cDNA clone IMAGE:842784 5' similar.to gb:X60036 MITOCHONDRIAL e 
PHOSPHATE CARRIER PROTEIN PRECURSOR (HUMAN);, mRNA sequence • ■ •'•> •' . 
GTCTTAAGTTGTGGTCTGAGACACACTGCTGTGGTTCCCCTGGATTTAGTGAAAT 

25 GCCGTATGCAGGTGGACCCCCAAAAGTACAAGGGCATATTTAACGGATTCTCAG 
TTACACTTAAAGAGGATGGTGTTCGTGGTTTGGCTAAAGGATGGGCTCCGACTTT 
CCTTGGCTACTCCATGCAGGGACTCTGCAAGTTTGGCTTTTATGAAGTCTTTAAA 
GTCTTGTATAGCAATATGCTTGGAGAGGAGAATACTTATCTCTGGCGCACATCAC 
TATATTTGGCTGCCTCTGCCAGTGCTGAATTCTTTGCTGACATTGCCCTGGCTCCT 

30 ATGGAAGCTGCTAAGGTTCGAATTCAAACCCAGCCAGGTTATGCCAACACTTTGA 
GGGATGCAGCTCCCAAAATGTATAAGGAAGAAGGCCTAAAAGCATTCTACAAGG 
GGGTTGCTCCTCTCTGGATGAGACAGATAACATACACCATGATGAAGTTCGCCTG 



35 SEQ ID NO: 214 

>gi|186620|gb|M59373.1)HUMJTK2 Human tyrosine kinase (JTK2) mRNA, partial cds 
ACCGGGACCTGGCTGCCCGCAATGTGCTGGTGACTGAGGACAATGTGATGAAGA 
TTGCTGACTTTGGGCTGGCCCGCGGCGTCCACCACATTGACTACTATAAGAAAAC 
CAGCAACGGCCGCCTGCCTGTGAAGTGGATGGCGCCCGAGGCCTTGTTTGACCG 

40 GGTGTACACACACCAGAGTGACGTGTGGTCCTTT 

SEQ ID NO: 215 

>gi|1527336|gb|AA047666.1|AA047666 zfl4b02.sl Soares_fetal_heart_NbHH19W Homo 
sapiens cDNA clone IMAGE:376875 3' similar to gb:M64082 DIMETHYLANILINE 
45 MONOOXYGENASE (HUMAN);, mRNA sequence 

ATAAGTAAAAGATCTCCTAAATGGAAGATGCACAGAGTAGATTTACAATGCTCC 
AATTCCTCTCTTACAGCAATATTGCCTTCACAGTTATAAACTGTATTCAAATAGTA 
AAGGTCACCCTCTCGCTTCCCTGGCTGGCCCCAGGGCTACCACTGGTATTCCTGA 
GCCTCTCCCAGCTCCACTTCTAATGCTAGAGAATGATAACTAAGATTTCTGTGCA 
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TTTGAAGGTTGTTGGAAAGTTACAGGTTCATTTTAGAAAGAAANGCTGTTCTTGA 

CAGCACTCCTGAGCCATCATACCTCTTTCCCATATAAACTATTTTCACAGATCTCA 

ACTAAAACCCCTTNACTTTCACAAAATGGATTGTGGTTGGTGCTGGAAATGGTGC 

5 SEQ ID NO: 216 

>gi|2218571|gb|AA488969.1|AA488969 aa55h08.rl NCI_CGAP_GCB1 Homo sapiens 
cDNA clone MAGE-.824895 5', mRNA sequence 

GACTACAACGTGGCCCTTCAGAGATCGCGGATGGTCGCACGATCCTCCGACACA 
GCTGGGCCTTCATCCGTACAGCAGCCACATGGGCATCCCACCAGCAGCAGGCCT 

1 0 GTGAACAAACCTCAGTGGCATAAACCGAACGAGTCTGACCCGCGCCTCGCCCCTT 
ATCAGTCCCAAGGGTTTTCCACCGAGGAGGATGAAGATGAACAAGTTTCTGCTGT 
TTGAGGCACAGACTTTTCTGGAAGCAGAGCGNGCCACCTGAAAGGAGAGCACAA 
GAAGACGTCCTGAGCATTGGAGCCTTGGAACTCACATTCTGAGGACGGTGGACC 
AGTTTGCCTCCTTCCCTGCCTTAAAAGCAGCATGGGGCTTCTTCTCCCCTTCTTCC 

1 5 TTTCCCCTTTGCATGTGAAATACTGTGAAGAAATTGCCCTGGCACTTTTCAGACTT 
TGTTGCTTGAAATGCACAGTGCAGCAATCTTCGAGCT 

SEQ ID NO: 217 

>gi|588224|gb|I09069.1| Sequence 5 from Patent WO 8809376 

20 GTCCCGAGCGCGAGCGGAGACGATGCAGCGGAGACTGGTTCAGCAGTGGAGCGT 
CGCGGTGTTCCTGCTGAGCTACGCGGTGCCCTCCTGCGGGCGCTCGGTGGAGGGT 
CTCAGCCGCGGCCTCAAAAGAGCTGTGTGTGAACATCAGCTCCTCCATGACAAGG 
GGAAGTCCATGCAAGATTTACGGCGACGATTCITCCTTCACCATCTGATGGCAGA 
AATGCACACAGCTGAAATCAGAGGTACCTCGGAGGTGTCCCCTAAGTCCAAGCCC 

25 TCTCCCAACACAAAGAACCACCCCGTCCGATTTGGGTCTGATGATGAGGGCAGAT 
ACCTAACTCAGGAAACTAACAAGGTGGAGACGTACAAAGAGCAGCCGCTCAAGA 
CACCTGGGAAGAAAAAGAAAGGCAAGCCCGGGAAACGCAAGGAGCAGGAAAAG 
AAAAAACGGCGAACTCGCTCTGCCTGGTTAGACTCTGGAGTGACTGGGAGTGGG 
CTAGAAGGGGACCACCTGTCTGACACCTCCACAACGTCGCTGGAGCTCGATTCAC 

30 GGAGGCATTGAAATTTTCAGCAGAGACCTTCCAAGGACATATTGCAGGATTCTGT 
AATAGTGAACATATGGAAAGTATTAGAAATATTTATTGTCTGTAAATACTGTAAA 
TGCATTGGAATAAAACTGTCTCCCCCATTGCTCTATGAAACTGCACATTGGTCAT 
TGTGAATATTTTTTJTTITGCCAAGGGTAATCCAATTATTATTATCACATTTACCA 
" TAATTTATTTl^GTCCATTGATGtATTTATTTTGTAAATGTATCTTGGTGCTGCTGA 

35 ATTTCTATATTTTTTGTAACATAATGCACTTTAGATATACATATCAAGTATGTTGA 
TAAATGACACAATGAAGTGTCTCTATTTTGTGGTTGATTTTAATGAATGCCTAAA 
TATAATTATCCAAATTGATTTTCCTTCGTGCATGTAAAAATAACAGTATTTTAAAT 
TTGTAAAGAATGTCTAATAAAATATAATCTAATTAC 

40 SEQ ID NO: 218 

>gi|182891|gb|M63904.1|HUMGA16 Human G-alpha 16 protein mRNA, complete cds 
TGTTCCCAGCACTCAAGCCTTGCCACCGCCGAGCCGGGCTTCCTGGGTGTTTCAG 
GCAAGGAAGTCTAGGTCCCTGGGGGGTGACCCCCAAGGAAAAGGCAGCCTCCCT 
GCGCACCCGGTTGCCCGGAGCCCTCTCCAGGGCCGGCTGGGCTGGGGGTTGCCCT 

45 GGCCAGCAGGGGCCCGGGGGCGATGCCACCCGGTGCCGACTGAGGCCACCGCAC 
CATGGCCCGCTCGCTGACCTGGCGCTGCTGCCCCTGGTGCCTGACGGAGGATGAG 
AAGGCCGCCGCCCGGGTGGACCAGGAGATCAACAGGATCCTCTTGGAGCAGAAG 
AAGCAGGACCGCGGGGAGCTGAAGCTGCTGCTTTTGGGCCCAGGCGAGAGCGGG 
AAGAGCACCTTCATCAAGCAGATGCGGATCATCCACGGCGCCGGCTACTCGGAG 



200 



WO 02/074979 



PCT/US02/08456 



GAGGAGCGCAAGGGCTTCCGGCCCCTGGTCTACCAGAACATCTTCGTGTCCATGC 
GGGCCATGATCGAGGCCATGGAGCGGCTGCAGATTCCATTCAGCAGGCCCGAGA 
GCAAGCACCACGCTAGCCTGGTCATGAGCCAGGACCCCTATAAAGTGACCACGT 
TTGAGAAGCGCTACGCTGCGGCCATGCAGTGGCTGTGGAGGGATGCCGGCATCC 
5 GGGCCTGCTATGAGCGTCGGCGGGAATTCCACCTGCTCGATTCAGCCGTGTACTA 
CCTGTCCCACCTGGAGCGCATCACCGAGGAGGGCTACGTCCCCACAGCTCAGGA 
CGTGCTCCGCAGCCGCATGCCCACCACTGGCATCAACGAGTACTGCTTCTCCGTG 
CAGAAAACCAACCTGCGGATCGTGGACGTCGGGGGCCAGAAGTCAGAGCGTAAG 
AAATGGATCCATTGTTTCGAGAACGTGATCGCCCTCATCTACCTGGCCTCACTGA 

1 0 GTGAATACGACCAGTGCCTGGAGGAGAACAACCAGGAGAACCGCATGAAGGAG 
AGCCTCGCATTGTTTGGGACTATCCTGGAACTACCCTGGTTCAAAAGCACATCCG 
TCATCCTCTTTCTCAACAAAACCGACATCCTGGAGGAGAAAATCCCCACCTCCCA 
CCTGGCTACCTATTTCCCCAGTTTCCAGGGCCCTAAGCAGGATGCTGAGGCAGCC 
AAGAGGTTCATCCTGGACATGTACACGAGGATGTACACCGGGTGCGTGGACGGC 

1 5 CCCGAGGGCAGCAAGAAGGGCGCACGATCCCGACGCCTTTTCAGCCACTACACA 
TGTGCCACAGACACACAGAACATCCGCAAGGTCTTCAAGGACGTGCGGGACTCG 
GTGCTCGCCCGCTACCTGGACGAGATCAACCTGCTGTGACCCAGGCCCCACCTGG 
GGCAGGCGGCACCGGCGGGCGGGTGGGAGGTGGGAGTGGCTGCAGGGACCCTA 
GTGTCCTGGTCTATCTCTCCAGCCTCGGCCCACACGCAAGGGAGTCGGGGGACGG 

20 CCCGCTGCTGGCCGCTCTCTTCTCTGCCTCTCACCAGGACAGCCGCCCCCCAGGG 
TACTCCTGCCCTTGCTTGACTCAGTTTCCCTCCTTTGAAAGGGAAGGAGCAAAAC 
. GGCCATTTGGGATGCCAGGGTGGATGAAAAGGTGAAGAAATCAGGGGATTGAGA 
GTTGGGTGGGTGGGGATCTGTGAGGAGCeGCATCTCCGGGCGTGTCAGCTCCTGCr- 
GCAGGGTTCTGGGACCCTCTGTGGGTGACGC AGACCCTGGG ATGGGGCTAGTAG . 

25 AGCCTTCAGGCGCCTTCGGGCGTGGACTCTGGCGCACTCTAGTGGACAGGAGAA 
GGAACGCCTTCCAGGAACCTGTGGACTAGGGGTGCAGGGACTTCCCTTTGCAAG 
GGGTAACAGACCGCTGGAAAACACTGTCACTTTCAGAGCTCGGTGGCTCACAGC 
GTGTCCTGCCCCGGTTTGCGGACGAGAGAAATCGCGGCCCACAAGCATCCCCCAT 
CCCTTGCAGGCTGGGGGCTGGGCATGCTGCATCTTAACCTTTTGTATTTATTCCCT 

30 CACCTTCTGCAGGGCTCCGTGCGGGCTGAAATTAAAGATTTCTTAG 

SEQEDNO:219 

* >gi| lQ56573!gb|H7848.4.^H78.484,yu.l 2d08.rl Soares fetal liver spleen 1NFLS Homo 
"" sapiens cDNA clone IMAGE :23 3 5 83 5' similar to gb:X59770 INTERLEUKIN- 1 

35 RECEPTOR, TYPE H PRECURSOR (HUMAN);, mRNA sequence 

GGATGGGAGATACTGTTGTGGTCACCTCTGGAAAATACATTCTGCTACTCTTAAA 
AACTAGTGACGCTCATACAAATCAACAGAAAGAGC1TCTGAAGGAAGACTTTAA 
AGCTGCTTCTGCCACGTGCTGCTGGGTCTCAGTCCTCCACTTCCCGTGTCCTCTGG 
AAGTTGTCAGGAGCAATGTTGCGCTTGTACGTGTTGGTAATGGGAGTTTCTGCCT 

40 TCACCCTTCAGCCTGCGGCACACACAGGGGCTGCCAGAAGCTGCCGGTTTCGTGG 
GAGGCATTACAAGCGGGAGTTCAGGCTGGAAGGGGAGCCTGTAGCCCTGAGGTG 
CCCCCAGGTGCCCTACTGGTTGTGGGGCCTCTGTTCAGCCCCCGCATCAACCTNA 
ACATGGGCATTAAAAATTGACTCTTNTTAGGGACGGTCCCAGGGAGTAAGAAGN 
AGACACGGATGTGGGTCCCAGGGACGGTTNCG 

45 

SEQ ID NO: 220 
>3386358H1 

GCCGCGCTACCAGATTGCACCGGGGCTGATTTGGGGGCTGKjGAATTTGCCATTCT 
GCTGTACAGACACTGATTTITITTTCTrCrTT^ 
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GGGCAAGTCAGAAAGTCAGATGGATATAACTGATATCAACACTCCAAAGCCAAA 
GAAGAAACAGCGATGGACTCCACTGGAGATCAGCCTCTCGGTCCTTGTCCTGCTC 
CTCACCATCATAGCTGTGACAATGATC 

5 SEQIDNO:221 

>gi|759483|gb|R07560.1|R07560 ye97g06.rl Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone IMAGE: 125722 5' similar to SP :DEOK HUMAN P27707 DEOXYCYTIDINE 
KINASE mRNA sequence 

ATGGCCGCGGCACNCTNCTTTCTAAGTCGGCTTCGAGCACCCTTCAGTTCCATGG 
1 0 CCAAGAGCCC ACTCGAGGGCGTTTCCTCCTCCAGAGGCCTGCACGCGGGGCNGG 
CCCANANGGCTTCTCCATCGAAGGCAACATTGGCCTGCACTGCCCAAAGTCTTGG 
AAACTTGCTGGATATGATGTACCGGGAGCCAGCACGATGGTCCTACACATTCCAG 
ACATTTTCCTTTTTGAGCCGCCTGAAAGTACAGCTGGGAGCCCTTCCCTGAGGAA 
ACTCTTTACAGGGCCAGGGAAGCCAGTTACAGATCTTTTGAGGAGGTCTGTGTAA 
1 5 CAGTGGACAGGGTTCC ATTTTTGAGGGTTTGGATGGAACATTTCC 

SEQ ID NO: 222 
>4730434H1 

GCTGGGAGAAGCAGGAATCTGCGCTCGGGTTCCGCAGATGCAGAGGTTGAGGTG 
20 GCTGCGGGACTGGAACTCATCGGGCAGAGGTCTCACAGCAGCCAAGGAACCTGG 

GGCCCGCTCCTCCCCCCTCCAGGCCATGAGGATTCTGCAGTTAATACTGCTTGCT 
• • CTGGCAACAGGGCTTGTAGGGGGAGAGACCAGGATCATCAAGGGGTTCGAGTGC 
. AAGCGTGACTCCCAGCCCTGGGAGGCAGCCCTGTTCGAGAAGACGG: t. 

25 SEQ ID NO: 223 • i. 

>gi|815554|gb|R53652.1 |R53652 yg84c05.rl Soares infant brain 1MB Homo sapiens cDNA 
clone 1MAGE:40056 5' similar to SP:PGG2_RAT Q00657 CHONDROITIN SULFATE 
PROTEOGLYCAN NG2 mRNA sequence 

AGGGCGAGGTGGTCTTTGCCTTCACCAACTTCTCCTCCTCTCATGACCACTTCAGA 
30 GTCCTGGCACTGGCTAGGGGTGTCAATGCATCAGCCGTAGTGAACGTCACTGTGA 
GGGCTCTGCTGCATGTGTGGGCAGGTGGGCCATGGCCAGNGGTGCCACCCTGCG 
CCTGGACCCCACCGTCCTAGATGCTGGCGAGCTGGCCAACCGCACAGGCAGTGT 
GCCGCGCTTCCGCCTCCTGGAGGGACGCGGGCATGGCCCGNTGGTCCGCGTGCCC 
CGAGCCAGGACGGAGCCCGGGGGAAGCCAGCTGGTGGAGCAGTTCACTNAGCA 
35 GGACCTTGAGGACGGGAGGCTNGGGCTGGAGGTGGGCAGGCCAGAGGGGAGGG 
CCCCCGGCCGNCAGGTGNACAATTCTCAATTTTOGAGCTTTTNGGGCAC 

SEQ ID NO: 224 

>gi|2051920|gb|AA398883.1|AA398883 zt64fl0.sl Soares_testis_NHT Homo sapiens cDNA 
40 clone IMAGE:727147 3' similar to gb:S66896 SQUAMOUS CELL CARCINOMA 
ANTIGEN (HUMAN);, mRNA sequence 

TATGTCACTATTTTATTGATGATGTGTTTTATAGAATCACAAAATTTAGAAACATA 
AGAAGGATTTAGGTATCACCTAAATTCAAAGAAATGTGTGTTTCTAGGTTGCTAA 
ArrCAAAGAAAAAGTATGATTTGGTTTGGTTCATTTAAAACAGGTCACAAACAGA 
45 ATTATATTrCAAATTTAGAAGATACGGTATTAAGTGATTCATCTTATTTTGGACAT 
TmCCTCAAGGAGAATirTTCTGGAAGAAAAAGTACATTTATATGTGGGCTTAT 
TAAGAGAAAGAGAGAAAGGCATGCTATTTTAATCATTAAATTCTTGATGATGAC 
GATCATCATCAAGATGAGAAAGAAAAGAAATATGAGCCAAGAGAATCTGTTGTT 
GCCAGCAATCAGTTTACCAGAACATCTGCAGGTGAACATTTTCCAAATGGAGTGA 
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CAGACTAATTGCATCTACGGGGATGAGAATCTGCCATAGAGAGGATGCTGTGGG 
CTTATTTTGCTTATGTAGATAGGAAGGGTGATACATGGA 

SEQ ID NO: 225 

5 >gi|2432448|gb|AA598776.1|AA598776 ae38a04.sl Gessler Wilms tumor Homo sapiens 
cDNA clone MAGE:898062 3' similar to TR:G468032 G468032 P55CDC; mRNA 
sequence 

AAAAAAAAAACATGAAGGGAGACATGACTTTATTAGAAAAATAAAAAACAACT 
GAGGTGATGGGTTGGTCTTCAGCGGATCCTTGGTGGATGAGGCTGCTTTTGGCTG 

1 0 CACTGGCCTTCTCCCGCTCCCGCCGCCGCGCAGGGTCCAACTCAAAACAGCGCCA 
TAGCCTCAGGGTCTCATCTGCTGCTGCGGATGCCACTGTGGCCCCATCTGGGCTC 
ATGGTCAGACTCAGGACCCGGGATGTGTGACCTTTGAGTTCAGCCACCTTGGCCA 
TGGTTGGGTACTTCCAAATAACTAGCTGATTCTGTGCAAAGCCATGGCCTGAGAT 
GAGCTCCTTGTAAGGGGGAGACCAGAGGATGGAGCACACCTGGGAATGGGCATC 

1 5 CACGGCACTCAGACAGGCCCCAGAGCAAAAATTCCAGATGCGAATGTGTCGATC 
ACTGGTGCACCCTCCTGTGGCAAGGACATTTGA 

SEQ ID NO: 226 

>gi|2102846|gb|AA423867.1|AA423867 zv79f01.sl Soares_total_fetus_Nb2HF8_9w Homo 
20 sapiens cDNA clone IMAGE:759865 3", mRNA sequence 

TTTTCATTTTTTGAGTAATTTATTTAAATTTGTGAATCTAGAAAATGTGTGTTATA 
i TATTTATATACAGGGAATAACA AAAGTTAAGTGTTTAATTGGAAAGAAA-ACTGT . 

GACrGAl'AATATG'lTGT/Vm'ACCATTTTATAA'IAITACmCCAITGGAATGACT 

TAAAATGAAGAAATAAGAATAGGAATAATTATGCTAACAAATTCAC1TTGTTTTC ■ 
25 TGTGCCACTAAATTTCTTTAGGATCAAGAACTCTTTCATATTCAGACATTAAACA 

ATATTCAAATAATTTTATAAAATAGACATACAAGTTTACTCATATTAAAAAAACA 

AGTTGATTTTCATTTCCTGTA 

SEQ ID NO: 227 

30 >gi|3087789|emb|Y14734.1|HSY14734 Homo sapiens mRNA for cathepsin L2 

CGGCTGTAATCTCAGAGGCTTGTTTGCTGAGGGTGCCTGCGCACGTGCGACGGCT 
GCTGGTTTTGAAACATGAATCTTTCGCTCGTCCTGGCTGCCTTTTGCTTGGGAATA 
• . GCCTCCGCTGTTCCAAAATTTGAGCAAAArrTGGATACAAAGTGGTACCAGTGGA 
AGGCAACACACAGAAGATTATATGGCGCGAATGAAGAAGGATGGAGGAGAGCA 

35 GTGTGGGAAAAGAATATGAAAATGATTGAACTGCACAATGGGGAATACAGCCAA 
GGGAAACATGGCTTCACAATGGCCATGAATGCTTTTCCTGACATGACCAATGAAG 
AATTCAGGCAGATGATGGGTTGCTTTCGAAACCAGAAATTCAGGAAGGGGAAAG 
TGTTCCGTGAGCCTCTGTTTCTTGATCTTCCCAAATCTGTGGATTGGAGAAAGAA 
AGGCl'ACGTGACGCCAGTGAAGAATCAGAAACAGTGTGGTTCTTGTTGGGCTTTT 

40 AGTGCGACTGGTGCTCTTGAAGGACAGATGTTCCGGAAAACTGGGAAACTTGTCT 
CACTGAGCGAGCAGAATCTGGTGGACTGTTCGCGTCCTCAAGGCAATCAGGGCT 
GCAATGGTGGCTTCATGGCTAGGGCCTTCCAGTATGTCAAGGAGAACGGAGGCC 
TGGACTCTGAGGAATCCTATCCATATGTAGCAGTGGATGAAATCTGTAAGTACAG 
ACCTGAGAATTCTGTTGCTAATGACACTGGCTTCACAGTGGTCGCACCTGGAAAG 

45 GAGAAGGCCCTGATGAAAGCAGTCGCAACTGTGGGGCCCATCTCCGTTGCTATG 
GATGCAGGCCATTCGTCCTrCCAGTTCTACAAATCAGGCATTTATTTTGAACCAG 
ACTGCAGCAGCAAAAACCTGGATCATGGTGTTCTGGTGGTTGGCTACGGCTTTGA 
AGGAGCAAATTCGAATAACAGCAAGTATTGGCTCGTCAAAAACAGCTGGGGTCC 
AGAATGGGGCTCGAATGGCTATGTAAAAATAGCCAAAGACAAGAACAACCACTG 
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TGGAATCGCCACAGCAGCCAGCTACCCCAATGTGTGAGCTGATGGATGGTGAGG 
AGGAAGGACTTAAGGACAGCATGTCTGGGGAAATTTTATCTTGAAACTGACCAA 
ACGCTTATTGTGTAAGATAAACCAGTTGAATCATTGAGGATCCAAGTTGAGATTT 
TAATTCTGTGACATTTTTACAAGGGTAAAATGTTACCACTACTTTAATTATTGTTA 
5 TACACAGCTTTATGATATCAAAGACTCATTGCTTAATTCTAAGACTTTTGAATTTT 
CATTTTTTAAAAAGATGTACAAAACAGTTT 

SEQ ID NO: 228 

>gi|967948|gb|R93782.1|R93782 yq35f04.rl Soares fetal liver spleen 1NFLS Homo sapiens 

1 0 cDNA clone IMAGE: 1 9779 1 5', mRNA sequence 

TGGATTTGGATGCTGCAAAAACGAGACTAAAAAAGGCAAAAGCTGCAGAAACTA 
GAAATTCATCTGAACAGGAATTAAGAATAACTCAAAGTGAATTTGATCGTCAAG 
CAGAGATTACCAGACTTCTGCTAGAGGGAATCAGCAGTACACATGCCCATCACCT 
TCGCTGTCTGAATGACTTTGTAGAAGCCCAGATGACTTACTATGCACAGTGTTAC 

1 5 CAGTATATGTTGGACCTCCAGAAACAACTGGGAAGTTTTCCATCCAATTATCTTA 
GTAACAACAATCAGACTTCTGTGACACCTGTACCATCAGTTTTACCAAATGCGAT 
TGGTTCTTCTGCCATGGCTTTCAACAAGTGGCCTAGTAATCACCTCTCCTTCCAAC 
CTCAGTGACCTTAAGGGAGTGTAGTGGGCAGCAGGAAAGGGCCGGGGTTCTCTT 
ATGGATTTATGGATGGCAGCAAACAGTACTGGAATTATTCACTTCTGGGCAGTTG 

20 AGGGTGATCANTGTGTTCAGTGTTGTTGGGATGGGATTCAGNTTGGCTAATTGGG 
GGNAAGGGGGAACCNGGAGGGCAAGGTGCCATTA 

SEQ ED NO: 229 
>2723646H1 

25 GTTCCGCAGATGCAGAGGTTGAGGTGGCTGCGGGACTGGAAGTCATCGGGCAGA 
GGTCTCACAGCAGCCAAGGAACCTGGGGCCCGCTCCTCCCCCCTCCAGGCCATGA 
GGATTCTGCAGTTAATCCTGCTTGCTCTGGCAACAGGGCTTGTAGGGGGAGAGAC 
CAGGATCATCAAGGGGTTCGAGTGCAAGCCTCACTCCCAGCCCTGGCAGGCAGC 
CCTGTTCGAGAAGACGCGGCTACTCTGT 

30 

SEQ ID NO: 230 

>gi|1335871|gb|U46005.1|HSU46005 Human MDC15 mRNA, complete cds 
>- ATGCGGCTGGCGCTGCTGTGGGCGCEGGGGGTCGTGGGCGCGGGCAGCCCTCTGC 
~ CTTCCTGGCCGCTCCCAAATATAGGTGGCACTGAGGAGCAGCAGGCAGAGTCAG 

35 AGAAGGCCCCGAGGGAGCCCTTGGAGCCCCAGGTCCTTCAGGACGATCTCCCAA 
TTAGCCTCAAAAAGGTGCTTCAGACCAGTCTGCCTGAGCCCCTGAGGATCAAGTT 
GGAGCTGGACGGTGACAGTCATATCCTGGAGCTGCTACAGAATAGGGAGTTGGT 
CCCAGGCCGCCCAACCCTGGTGTGGTACCAGCCCGATGGCACTCGGGTGGTCAGT 
GAGGGACACACTTTGGAGAACTGCTGCTACCAGGGAAGAGTGCGGGGATATGCA 

40 GGCTCCTGGGTGTCCATCTGCACCTGCTCTGGGCTCAGAGGCTTGGTGGTCCTGA 
CCCCAGAGAGAAGCTATACCCTGGAGCAGGGGCCTGGGGACCTTCAGGGTCCTC 
CCATTATTTCGCGAATCCAAGATCTCCACCTGCCAGGCCACACCTGTGCCCTGAG 
CTGGCGGGAATCTGTACACACTCAGACGCCACCAGAGCACCCCCTGGGACAGCG 
CCACATTCGCCGGAGGCGGGATGTGGTAACAGAGACCAAGACTGTGGAGTTGGT 

45 GATTGTGGCTGATCACTCGGAGGCCCAGAAATACCGGGACTTCCAGCACCTGCTA 
AACCGCACACTGGAAGTGGCCCTCTTGCTGGACACATTCTTCCGGCCCCTGAATG 
TACGAGTGGCACTAGTGGGCCTGGAGGCCTGGACCCAGCGTGACCTGGTGGAGA 
TCAGCCCAAACCCAGCTGTCACCCTCGAAAACTTCCTCCACTGGCGCAGGGCACA 
TTTGCTGCCTCGATTGCCCCATGACAGTGCCCAGCTGGTGACTGGTACTTCATTCT 
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CTGGGCCTACGGTGGGCATGGCCATTCAGAACTCCATCTGTTCTCCTGACTTCTC 
AGGAGGTGTGAACATGGACCACTCCACCAGCATCCTGGGAGTCGCCTCCTCCATA 
GCCCATGAGTTGGGCCACAGCCTGGGCCTGGACCATGATTTGCCTGGGAATAGCT 
GCCCCTGTCCAGGTCCAGCCCCAGCCAAGACCTGCATCATGGAGGCCTCCACAG 
5 ACTTCCTACCAGGCCTGAACTTCAGCAACTGCAGCCGACGGGCCCTGGAGAAAG 
CCCTCCTGGATGGAATGGGCAGCTGCCTCTTCGAACGGCTGCCTAGCCTACCCCC 
TATGGCTGCTTTCTGCGGAAATATGTTTGTGGAGCCGGGCGAGCAGTGTGACTGT 
GGCTTCCTGGATGACTGCGTCGATCCCTGCTGTGATTCTTTGACCTGCCAGCTGA 
GGCCAGGTGCACAGTGTGCATCTGACGGACCCTGTTGTCAAAATTGCCAGCTGCG 

1 0 CCCGTCTGGCTGGCAGTGTCGTCCTACCAGAGGGGATTGTGACTTGCCTGAATTC 
TGCCCAGGAGACAGCTCCCAGTGTCCCCCTGATGTCAGCCTAGGGGATGGCGAG 
CCCTGCGCTGGCGGGCAAGCTGTGTGCATGCACGGGCGTTGTGCCTCCTATGCCC 
AGCAGTGCCAGTCACTTTGGGGACCTGGAGCCCAGCCCGCTGCGCCACTTTGCCT 
CCAGACCGCTAATACTCGGGGAAATGCTTTTGGGAGCTGTGGGCGCAACCCCAG 

1 5 TGGCAGTTATGTGTCCTGCACCCCTAGAGATGCCATTTGTGGGCAGCTCCAGTGC 
CAGACAGGTAGGACCCAGCCTCTGCTGGGCTCCATCCGGGATCTACTCTGGGAG 
ACAATAGATGTGAATGGGACTGAGCTGAACTGCAGCTGGGTGCACCTGGACCTG 
GGCAGTGATGTGGCCCAGCCCCTCCTGACTCTGCCTGGCACAGCCTGTGGCCCTG 
GCCTGGTGTGTATAGACCATCGATGCCAGCGTGTGGATCTCCTGGGGGCACAGG 

20 AATGTCGAAGCAAATGCCATGGACATGGGGTCTGTGACAGCAACAGGCACTGCT 
ACTGTGAGGAGGGCTGGGCACCCCCTGACTGCACCACTCAGCTCAAAGCAACCA 
GCTCCCTGACCACAGGGCTGCTCCTCAGCCTCCTGGTCTTATTGGTCCTGGTGATG 
CTTGGTGCCAGCTACTGGTACCGTGOCCGCCTGVACCAGCGACTCTGCCAGCTCA 
AGGGACCCACCTGCCAGTACAGGGCAGCCCAATGTGGTCCCTCTGAACGGCCAG 

25 GACCTCCGCAGAGGGCCCTGCTGGCACGAGGCACTAAGTCTCAGGGGCCAGCCA 
AGCCCCCACCCCCAAGGAAGCCACTGCCTGCCGACCCCCAGGGCCGGTGCCCAT 
CGGGTGACCTGCCCGGCCCAGGGCCTGGAATCCCGCCCCTAGTGGTACCCTCCAG 
ACCAGCGCCACCGCCTCCGACAGTGTCCTCGCTCTACCTCTGACCTCTCCGGAGG 
TTCCGCTGCCTCCAAGCCGGACTTAGGGCTTCAAGAGGCGGGCGTGCCCTCTGGA 

30 GTCCCCTACCATGACTGAAGGCGCCAGAGACTGGCGGTGTCTTAAGACTCCGGG 
CACCGCCACGCGCTGTCAAGCAACACTCTGCGGACCTGCCGGCGTAGTTGCAGC 
GGGGGCTTGGGGAGGGGCTGGGGGTTGGACGGGATTGAGGAAGGTCCGCACAG 
CCTGTCTCTGCTCAGTTGCAATAAAGGTGAGAICXIGGGAGCGTTAA 

35 SEQIDNO:231 

>gi|2207808|gb[AA479252.1|AA479252zvl7f03.rl Soares_NhHMPu_Sl Homo sapiens 
cDNA clone MAGE:753917 5', mRNA sequence 

AAGAAGTCCAGTGTGTCCAGTTAAAACAGAAATAAATTAAACTCTTCATCAACA 
AAGACCTGTTTTTGTGACTGCCTTGAGTTTTATCAGAATTATTGGCCTAGTAATCC 

40 TTCAGAAACACCGTAATTCTAAATAAACCTCTTCCCATACACCTTTCCCCCATAA 
GATGTGTCTTCAACACTATAAAGCATTTGTATTGTGATTTGATTAAGTATATATTT 
GGTTGTTCTCAATGAAGAGCAAATTTAAATATTATGTGCATTTGTAAATACAGTA 
GCTATAAAATTTTCCATACTTCTAATGGCAGAATACAGGAGGCCATATTAAATAA 
TACTGATGAAAGGCAGGACACTGCATTGTAAATAGGATTTTCTAGGCTCGGTAGG 

45 CAGAAAGAATTATTTTTCTTTGAA 

SEQ ED NO: 232 

>gi|681270|gb|T70122.1|T70122 ycl7cl0.rl Stratagene lung (#937210) Homo sapiens cDNA 
clone HVtAGE:80946 5' similar to SP:MALK_ECOLI P02914 
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MALTOSE/MALTODEXTRIN TRANSPORT ATP -BINDING PROTEIN mRNA 
sequence 

NTTATACTCACCCACAANTTTGTGACCCGANTGTAATGAAAGCCTCTGCAAATTG 
AAAACATCATTGATCAAGAGGTGCAGACATTATCTGGTGGTGAACTACAGCGAG 
5 TAGCTTTAGCCCTrTGCTTGGGCAAACCTGCTGATGTCTATTTAATTGATGAACCA 
TCTGCATATTTGGATTCTGAGCAAAGACTGATGGCAGCTCGAGTTGTCAAACGTT 
TCATACTCCATGCAAAAAAGACAGCCTTTGTTGTGGAACATGACTTCATCATGGC 
CACCTATCTAGCGGATCGGTNCATCGTTTTTGATGGTGTTCCATCTAAGGAACAC 
AGTTGCAAACAGTCCTCAAACCCTTTTGGGCTGGGCTTGAATAAATTTTTGGTCTT 
1 0 CAGCTTGGAAATTTACATTTCAGGAGGNGTTCCAAACCAACTATTGGGCCACGGA 
TTAAACAAACTTATTTCAATTTAGGGTGTAGGNC 

SEQ ID NO: 233 
>3447387H2 

1 5 TAATGTTTATGCAAAGTATTGATTCTGTTGTTGAATTTTGTAACGAAAAAACCCA 
TAAATCAAGAAGCTCCAAGCCTACAAAACATAAAGTGCAATTTTAGAAGTACAT 
GGGAGGTGATTAGCAATTCTGAGGATTTTAAAAACACCATACCCATGGTGACAC 
CACCTCCTCCACCTGTCTTCTCATTGCTGAAGATCAGTCAAAGAATTGTGTGCTTA 
GTTCTTGATAAGTCTGGAAGCATGGGGGGTAAGGACCGCCTAAATCGAATGAAT 

20 CAAGCA 

SEQ ID NO: 234 •• ... ■ :■ ■ • ,• . ■ • .1- 

>2863932H1 • •' \- ■■ • X ■. .■ ' . . ■ ■': 

GGGGGCTGGGAATTTGCGATTCTGCTGTACAGACACTGATTTTTTTITCTTCTTTT 
25 TAAAAAGCAAGATTTTAGGTGATGGGCAAGTCAGAAAGTCAGATGGATATAACT 
GATATCAACACTCCAAAGCCAAAGAAGAAACAGCGATGGACTCCACTGGAGATC 
AGCCTCTCGGTCCTTGTCCTGCTCCTCACCATCATAGCTGTGACAATGATCGCACT 
CTATGCAACCTACGATGATGGTAATTGCAAGTCATCAGACTGCATAA 

30 SEQ ID NO: 235 
>5208013H1 

GAAACGGATGACCAGGGCAAATACATGACCCTAGTTTTGTCCCGGATCGACCTA 
GTGTTCATTGTTCTGTTCACTGGAGAATTTGTGGTGAAGCTCGCEGECCGTCAGACA 
CTACTACTTCACTATAGGCTGGAACATCTTl'GACITTGTGGTGGGGATTCTCTCCA 
35 TTGTAGGTATGTTTCTGGCTGAGATGATAGAAAAGTATTTTGTGTCCCCTACCTTG 
GTCCGAGTGATCCGTCTTGCCA 

SEQ ID NO: 236 
>873192H1 

40 CAGCGATGTCTNCACCACCGGTGCTGCAACCCCTGCTGNTGNTGNTGNCTCTGCT 
GAATGTGGAGCCTTNCGGGGCCAAAATGATCCGCATCCCTNTTCATCGAGTGCAA 
NCTGGANGCAGGATCCTGAANCTACTGAGGGGATGGAGAGAACCAGCAGAGCTC 
CCCAAGTTGGGGGCCC 

45 SEQ ID NO: 237 

>gi|928147|gb|R83270.1|R83270 yp85c04.sl Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone IMAGE:194214 3', mRNA sequence 

NNNNNAGGGAAAAAAAATGGAAAATTTATTAATTAGACAGTATGTGGGCATCCT 
GTNCCACATGGGAATGAGAAGATGCTATAGGTNCTCTAAGTATTGCACAGTCTG 
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AAAAAATAACAAAAAAAGGGAAGGGGAGGAAAAAAAAATCACATGATATTGGG 
ANCCATCTCACATTATGANTANTCTACCAAGAAACATTTAAAAAAGAAANCCCTT 
TGTTTCTACAGTAGGCTTTAAGTTTATAGTTCTTGGGANTGACTGTATTCCATTGA 
AGGACATCTCAGGTAACAGGGAAGGCTGTTTTAGGCAATCCCCATGTGGCAAAT 
5 ATTAATAAAANATATATANTTTTTTGCCAATTCATCTCTNGCCTTCACCCCGGGCA 
ATCATGACATTTNCGAG 

SEQIDNO:238 

>gi|307424|gb|L12060.1 IHUMRARG7A Homo sapiens retinoic acid receptor (gamma-7) 
10 mRNA 

CGGCAGAGTCAGTGTGCGGTTTGGGAGAAAATGTGTCGGATATTTTGGGGCGGT 
CACGTGGGCGGGCGGGCTCCGAGAGGCCCCGGGACAGTCCCAGCCTAGAGCCGT 
GCCCCCCCAGGAGCCCCCCAGTACGGCGAGCCCCGGACATTGCGACGCTCCATC 
CAAGAGACTGCCCGACGCCGGGACCTCGGGGCTCCGCCGCCTCCCTTCCCCCTCC 

1 5 CACTCCAGCAGCTACGGCCCAGTTCCCTCAACCTGACCCAGTATGTAGAAGCCAG 
TCTCTGCAGGCGGCCAGCGGCGGTGGAGACACAGAGCACCAGCTCAGAGGAGAT 
GGTGCCAAGCTCGCCCTCGCCCCCTCCGCCTCCTCGGGTCTACAAGCCATGCTTC 
GTGTGCAATGACAAGTCCTCTGGCTACCACTATGGGGTCAGCTCTTGTGAAGGCT 
GCAAGGGCTTCTTTCGCCGAAGCATCCAGAAGAACATGGTGTACACGTGTCACC 

20 GCGACAAAAACTGTATCATCAACAAGGTGACCAGGAATCGCTGCCAGTACTGCC 
GGCTACAGAAGTGCTTCGAAGTGGGCATGTCCAAGGAAGCTGTGCGAAATGACC 
GGAACAAGAAGAAGAAAGAGGTGAAGGAAGAAGGGTGACCTGACAGCTATGAG ~ 
CTGAGCCCTCAGTTAGAAGAGGTGATGACCAAGGTCAGCAAAGCCCATCAGGAG - 
ACTTTCCCCTCGCTCTGCCAGGTGGGCAAGTATACCACGAACTCCAGTGCAGACC : 

25 ACCGCGTGCAGCTGGATCTGGGGCTGTGGGACAAGTTCAGTGAGCTGGCTACCA . 
AGTGCATCATCAAGATCGTGGAGTTTGCCAAGCGGTTGCCTGGCTTTACAGGGCT 
CAGCATTGCTGACCAGATCACTCTGCTCAAAGCTGCCTGCCTAGATATCCTGATG 
CTGCGTATCTGCACAAGGTACACCCCAGAGCAGGACACCATGACCTTCTCCGACG 
GGCTGACCCTGAACCGGACCCAGATGCACAATGCCGGCTTCGGGCCCCTCACAG 

30 ACCTTGTCTTTGCCTTTGCTGGGCAGCTCCTGCCCCTGGAGATGGATGACACCGA 
GACAGGGCTGCTCAGCGCCATCTGCCTCATCTGCGGAGACCGCATGGACCTGGA 
GGAGCCCGAAAAAGTGGACAAGCTGCAGGAGCCACTGCTGGAAGCCCTGAGGCT 
GTACGCCCGGCGCCGGCGGCCCAGCCAGGCCTACATGOj'OFCGGAAGGATGCTAAT 
GAAAATCACCGACCTCCGGGGCATCAGCACTAAGGGAGCTGAAAGGGCCATTAC 

35 TCTGAAGATGGAGATTCCAGGCCCGATGCCTCCCTTAATCCGAGAGATGCTGGAG 
AACCCTGAAATGTTTGAGGATGACTCCTCGCAGCCTGGTCCCCACCCCAATGCCT 
CTAGCGAGGATGAGGTTCCTGGGGGCCAGGGCAAAGGGGGCCTGAAGTCCCCAG 
CCTGACCAGGGCCCCTGACCTCCCCGCTGTGGGGGTTGGGGCTTCAGGCAGCAG 
ACTGACCATCTCCCAGACCGCCAGTGACTGGGGGAGGACCTGCTCTGCCCTCTCC 

40 CCAACCCCTTCCAATGAGCG 

SEQ ID NO: 239 
>1909132F6 

CGCCATCCCATCTCCAAAATCCTCAGTCCTGTGATGACCTTTCCCTACTTTATAGG 
45 CCTAAGCATGCTGAGCGCCATCAGCACCGAGCGCTGCCTGTCCATCCTGTGGCCC 
ATCTGGTACCACTGCCGCCGCCCCAGATACCTGTCATCGGTCATGTGTGTCCTGC 
TCTGGGCCCTGTCCCTGCTGCGGAGTATCCTGGAGTGGATGTTCTGTGACTTCCTG 
TTTAGTGGTGCTGATTCTGTTTGGTGTGAAACGTCAGATTTCATTACAATCGCGTG 
GCTGGTTTTTTTATGTGTGGTTCTCTGTGGGTCCAGCCTGGTCCTACTGGTCAGGA 
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TTCTCTGTGGATCCCGGAAGATGCCGCTGACCAGGCTGTACGTGACCATCCTCCT 
CACAGTGCTGGTCTTCCTCCTCTGTGGCCTGCCCTTTGGCATTCAGTGGGCCCTGT 
TTTCCAGGATCCACCTGGATTGGAAAGTCTTATTTTGTCATGTGCATCTAGTTTCC 
ATTTTCCTGTCCGCTCTTAACAGCAGTGCCAACCCCATCATTTACTTCTTCGTGGG 
5 CTCCTTTAGGCAGCGTCAAAATAGGCAGAACCTGAAGCTGGTTCTCCAGAGGGCT 
CTGCAGGACACGCCTGAGGTGGATGAAGGTGGAGGGTGGCTTCCTCAGGAAACC 
CTGGAGCTGTCGGGAAGCAGATTGGAGCAGTGAGGAAGAACCTCTGCCCTGTCA 
GACAGGACTTTGAGAGCAATGCTGCCCTGNCACCTTGACAATTATATGC 

10 SEQIDNO:240 

>gi|1940577|gb|AA292583.1 |AA292583 zt3 le07.rl Soares ovary tumor NbHOT Homo 
sapiens cDNA clone MAGE:723972 5' similar to TR:G562077 G562077 TATA-BINDING 
PROTEIN ASSOCIATED FACTOR 30 KDA SUBUN1T. [1] ;, mRNA sequence 
GCTGGAGCAGCTGCTGGGGGCACGGGACCGTTGGCGGCGCGGGCCAGGGGAGCC 

1 5 AGCTGAGCGGCGTGGGGCGGCTCCGGTGTCGGCGGGTGGCGCGGCGCCCCCGGA 
GGCANTGATCATAACGGGGTTTACGTACTGCCGAGCGCGGCCAACGGAGACGTG 
AAGCCCGTGGTGTCCAGCACGCCTTTGGTGGACTTCTTGATGCAGCTGGAAGATT 
ACACGCCTACGATCCCAGATGCAGTGACTGGTTACTACCTGAACCGTGCTGGCTT 
TGAGGCCTCAGACCCACGCATAATTCGGCTCATCTCCTTAGCTGCCCAGAAATTC 

20 ATCTCAGATATTGCCAATGATGCCCTACAGCACTGCAAAATGGAAGGGCA 

• SEQ ID NO: 241 ' , » • . ; . .......... . . 

■ >2581223T6. . • -• : .-\.:. \ ,. • ' 

CCCACCAGGACCAAGGCGTTGAGAGCAGATTGGACCTATTGATTATGTGTATATA ; . 

25 AAAAACAAGACATCTTTTAAAGCAAAGCTGGGCAAATTCTCTATGGAAAGGGCG : 
CCACrGGCACITGATTTTGACTTTCCAAAGTGCAGCAATGTGTTCCAGAACAGCT 
CAAATCCTAAAAGGTGAAGTTCAAGTTCTTTGGTGGCCCAGTTGTCAAGCCACTT 
AAATAGCAAATCCTGATGGCTTGAGGATTTCATTTCTCCAGCCCAGAGCATATTA 
GCATAAGAAGAGTACAAGTAATCAAGCATTCTACACGGTGTCCAGGTGAAAACC 

30 ATACAATCAGCAATAGTGTGGTCAAGTTTCAGCCATGAATATGAACTATACAAG 
ACATATTTAAAAGATAACTCAAAGTTGAATTGCATTACAGTAACTCAATGGGGTC 
TTAAATTTTCTTAATCTTTAAGAAAATTTATAAAGGGCNAACNATAATAAAAATA 

TTATAG 

35 

SEQ ID NO: 242 

>gi|728269|gb|T94781.1|T94781 ye33c06.sl Stratagene lung (#937210) Homo sapiens cDNA 
clone MAGE:1 19530 3', mRNA sequence 

ACAATTTGAATTATGAGAGTTCACTTTCAGACGAAGCACCTAACAGGAAATCTCT 
40 CAAACACAGAAATGCTGGTTTAGCCACAAGATCAAAGGAAAAGATTGATTTTGT 
ATGTCCGTGCAGTTTTTGAGAGTGCGTCTACACATTTTCGTTTTCACAGCAATCTT 
TGTGTTTGAAGGGAGTTCTGATGTGGAAACAGCTTGCAGGGTTAAACCTGGATGG 
CGCCCCTGTGATCAGACATTGCTCTGTTGTAATAAAAGTGTCCTCAGTNCTCTTTC 
CCNCTGATCCTCCTGCCTGTACTTCTCCTCGAGTTGCTGTTTCTCAGAATCTGCAC 
45 AGTAAAATGTGCCAATCTGGGGCTTTNCCGAANCCGGTTCAAACTGACTGAAATC 
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SEQIDNO.-243 

>gi|1220042|gb|N67917.1|N67917 yz52h03.sl Morton Fetal Cochlea Homo sapiens cDNA 
clone IMAGE:286709 3* similar to gb:V01512_ma5 P55-C-FOS PROTO-ONCOGENE 
PROTEIN (HUMAN);, mRNA sequence 
5 TTTTTTTCGCATTCAACTTAAATGCTTTTATTGACAATGTCTTGGAACAATAAGCA 
AACAATGCTTAAATTTTTCATTCAAATTCACTTTCCACATGTCAAAAGACCTCAA 
GGTAGAAAAAAATAAAATAAAAATATAAATATCTGAGAATCCATCTTAATAAAT 
AAATTAAAAACACAATAAAACGTTTTCATGGAAAACTGTTAATGTCAGAACATTC 
AGACCACCTCAACAATGCATGATCAGTAACATTACAATGAACATTGATGTTGAA 
1 0 GAAAAACTACAGTACATGGATATAGCTATTTATTTCTATCTACCAGAAAATAAAG 
TCGTATCTTTTCTTAGTATAATATTGGGTCATTTCTAATCAGAACACACTATTGCC 
AGGAACACAGTAGTTATTGTTAAAATCAGCCGCACTAGATACCATTTGGAAATAT 
CCAGCACCAGGTTAATTCCCATAATGNACCCCATAGG 

15 SEQIDNO:244 

>gi|187354|gb|M69226.1|HUMMAOAAA Human monoamine oxidase (MAOA) mRNA, 
complete cds 

gaattcctgacacgctcctgggtcgtaggcacaggagtgggggccaaagcatgg 
agaatcaagagaaggcgagtatcgcgggccacatgttcgacgtagtcgtgatcg 

20 gaggtggcatttcaggactatctgctgccaaactcttgactgaatatggcgttag 
tgttttggttttagaagctcgggacagggttggaggaagaacatatactataag 
• gaatgagcatgttgattacgtagatgttggtggagcttatgtgggacgaacgcaa 
aacagaatc1tagggttgtctaaggaggtgggcatagagagttacaa4gtgaat 
'gtgagtgagcgtctggttcaatatgtcaaggggaaaacatatccatttcggggcg 

25 • cctttccaccagtatggaatcccattgcatatttggattacaataatctgtggag 
gacaatagataacatggggaaggagattccaactgatgcaccctgggaggctca 
acatgctgacaaatgggacaaaatgaccatgaaagagctcattgacaaaatctg 
ctggacaaagactgctaggcggtttgcttatctttttgtgaatatcaatgtgacc 
tctgagcctcacgaagtgtctgccctgtggttcttgtggtatgtgaagcagtgcg 

3 0 ggggcaccactcggatattctctgtcaccaatggtggccaggaacggaagtttgt 
aggtggatctggtcaagtgagcgaacggataatggacctcctcggagaccaagt 
gaagctgaaccatcctgtcactcacgttgaccagtcaagtgacaacatcatcata 
gagacgctgaaccatgaacattatgagtgcaaatacgtaattaatgcgatccctc 
cgaccttgactgccaagAttcacttcagaccagagcttccXGcAg^ 

35 agttaattcagcgtcttccaatgggagctgtcattaagtgcatgatgtattacaa 
ggaggccttctggaagaagaaggattactgtggctgcatgatcattgaagatga 
agatgctccaatttcaataaccttggatgacaccaagccagatgggtcactgcct 
gccatcatgggcttcattcttgcccggaaagctgatcgacttgctaagctacata 
aggaaataaggaagaagaaaatctgtgagctctatgccaaagtgctgggatccc 

40 aagaagctttacatccagtgcattatgaagagaagaactggtgtgaggagcagt 
actctgggggctgctacacggcctacttccctcctgggatcatgactcaatatgg 
aagggtgattcgtcaacccgtgggcaggattttctttgcgggcacagagactgcc 
acaaagtggagcggctacatggaaggggcagttgaggctggagaacgagcagc 
tagggaggtcttaaatggtctcgggaaggtgaccgagaaagacatctgggtaca 

45 agaacctgaatcaaaggacgttccagcggtagaaatcacccacaccttctggga 
aaggaacctgccctctgtttctggccrgctgaagatcattggattttccacatca 
gtaactgccctggggtttgtgctgtacaaatacaagctcctgccacggtcttgaa 
gttctgttcttatgctctgtgctcactggttttcaataccaccaagaggaaaatat 
tgacaagtttaaaggctgtgtcattgggccatgtttaagtgtactggatttaact 
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ACCTTTGGCTTAATTCCAATCATTGTTAAAGTAAAAACAATTCAAAGAATCACCT 
AATTAATTTCAGTAAGATCAAGCTCCATCTTATTTGTCAGTGTAGATCAACTCAT 
GTTAATTGATAGAATAAAGCCTTGTGATCACTTTCTGAAATTCACAAAGTTAAAC 
GTGATGTGCTCATCAGAAAC 

5 

SEQ ID NO: 245 

>gi|1472327|gb|AA01 1215.1JAA01 1215 ze23f02.sl Soares_fetal_heart_NbHH19W Homo 
sapiens cDNA clone MAGE:359835 3' similar to gb:M77693 DIAMINE 
ACETYLTRANSFERASE (HUMAN);, mRNA sequence 

1 0 TCCTCAGTAGTTTGAACACTTGCTGGCTATTTTTTCTGTCCAAGTTCTCAGTAACT 
TCGGCCTGTGTAGTCAGTGGTTCTACACAGCCGACACTACTTCTTACATAACACT 
TGGTCTCTCTGGCTTCTGGAAAGGGCGAGGGGTTACCTTCCGGAGTCCAGTGCTC 
TTTCGGCACTTCTGCAACCAGGCAGTGGTAAAAGGGGTGCTCTCCAAAACCATCT 
TCTAGCAGATCTTTTTCAGTTAAGATTACTTGTTCTTCCATGTATTCATATTTAAG 

1 5 CCAGCTCCTTGATCAGCCGCAGTATGTCACTGCAGTCGGCGGCAGTGGCTGGGCG 
GATCACCGAATTTAGCCATTTTCGGTCTTTTTGCTTTTTCTTCCCTTTGCGGGACC 
AGGGCCCCCTGGTACTTGAACAGTAGGAGGAAGGTGGGTTCCNCAATCGGTCTC 
CCGGGGANGCGGTN 

20 SEQ ID NO: 246 
>1693028H1 

• ■ ■ f . CACAGATGAAGGACGTGTTCTTGTTCCTCTTCTTCCTCGGCGTGTGGCTGGTAGCC 
i » ' TATGGGGTGGCCACGGAGGGGGTCCTGAGGCCACGGGACAGTGACTTCCGAAGT 
v ATCGTGCGCCGCGTCTTCTACCGTCCCTACCTGCAGATCTTCGGGCAGATTGCCCA 
25 GGAGGACATGGACGTGGCCCTCATGGAGCACAGCAACTGCTCGT 

SEQ ID NO: 247 
>2519384H1 

GGCAGCCTCGCCAGCGGGGGCCCCGGGCCTGGCCATGCCTCACTGAGCCAGCGC 
30 CTGCGCCTCTACCTCGCCGACAGCTGGAACCAGTGCGACCTAGTGGCTCTCACCT 
GCTTCCTCCTGGGCGTGGGCTGCCGGCTGACCCCGGGTTTGTACCACCTGGGCCG 
CACTGTCCTCTGCATCGACTTCATGGTTTTCACGGTGCGGCTGCTTCACATCTTCA 

35 SEQ ID NO: 248 

>gi |787364|gb|R3 1 52 1 . 1 |R3 1 52 1 yh72b04.sl Soares placenta Nb2HP Homo sapiens cDNA 

clone IMAGE:135247 3', mRNA sequence 
. TTGGAGAATCAAATGGAAACACAGGGGGAAAGATATAGAGCTTCCGTCCACCAT 

CTATGAAGCCCTCCACCTGCCTGACATCAAGTTTTTTCCTAATGTGTATGCATTGC 
40 TGAAGGTCCTGTGTATTCTTCCTGTGATGAAGGTTGAGAATGAGCGGTATGAAAA 

TGGGACGAAAGCGTCTTTAAAGCATATTTGAGGGAACACTTTGACAGACCCAAA 

GGTCAAGTACTTTGGCTTTTNCTTTAACATAAATTTTNGATATTAAA 

SEQ ID NO: 249 

45 >gi|l 1 10336|gb[H96850.1|H96850 yw03bl2.sl Soares melanocyte 2NbHM Homo sapiens 
cDNA clone fiVLAGE:251135 3' similar to contains Alu repetitive element;, mRNA sequence 
TTTTTGAGGGCAACATCTCGCTTrATTTTTATTTATTTATT^ 

AGACAGAGTCTTAACACTGTTGCCCAGGCTGGAGTGCAATGGCGTGATCTCAGCT 
CACTGCAAGCTCTGCCTCCTGGATTCATGCCTTTCTCCTGCCTCAGCCTCCCGAGT 
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AGCTGGGACCACAGGTGCCCACCACCACGCCCAGCTAATTTTTTGTACTTTTAGT 
AGAGACAGGGTTTTACCGTGTTAGCCAGGATAGTCTCGATCTCCTGACCTCGTGA 
GCCGCCCGCCTCGGNCTCCCAAAGTGCTGGGATTACAGGCATGAGCACCGTGCCT 
GGCCACGTCCCTATTTTAGAAATGAGAGGAGTGACTGCACATAGGAAAAATGCC 
5 ACTTTTA 

SEQIDNO: 250 

>gi|1177578|emb|X95383.1|OCCRYAB O.cuniculus mRNA for alpha-B-crystallin 
CCGACACTCACCTAGCCACCATGGACATCGCTATCCACCACCCCTGGATCCGCCG 

10 CCCCTTCTTTCCTTTTCACTCGCCCAGCCGCCTCTTTGACCAGTTCTTCGGAGAGC 
ACCTGTTGGAGTCTGATCTCTTCCCAACTTCTACTTCCCTGAGCCCCTTCTATCTT 
CGGCCACCCTCATTCCTGCGGGCACCCAGCTGGATTGACACTGGACTCTCAGAGA 
TGCGCCTGGAGAAGGACAGGTrCTCTGTCAACCTGGATGTGAAGCACTTCTCCCC 
AGAGGAGCTCAAGGTCAAAGTGTTGGGTGATGTGATTGAGGTGCACGGCAAACA 

15 TGAAGAGCGCCAGGATGAACATGGTTTCATCTCCAGGGAGTTCCACAGGAAATA 
CCGGATCCCAGCTGATGTGGACCCTCTCACCATTACTTCATCCCTGTCATCTGATG 
GGGTCCTCACTGTGAATGGACCAAGGAAGCAAGCCCCTGGCCCAGAGCGCACCA 
TTCCCATAACCCGTGAAGAGAAGCCTGCTGTCACTGCAGCCCCCAAGAAGTAG 

20 SEQIDNO: 251 

>gi|2167332|gb|AA453663.1|AA453663 aal8e04.rl Soares_NliHMPu_Sl Homo sapiens 
■■ ■■■ cDNA clone IMAGE:813630.5' similar to gb:M54915 PM-1 PROTO-ONCOGENE . 

• SERINE/THREONINE-PROTEIN KINASE (HUMAN);, mRNA sequence. — ■ S> ; . ■ 
-■■ >AATTCGGGCCGAGGGTCAGAACCGTGCCATGGAAGTGTTTCCTTGATCATGAGTT 

25 CTGCTGAATGCCGCGATGGGTCAGGTAGGGGGGAAACAGGTTGGGATGGGATAG 
GACTAGCACCATTTTAAGTCCCTGTCACCTCTTCCGACTCTTTCTGAGTGCCTTCT 
GTGGGGACTCCGGCTGTGCTGGGAGAAATACTTGAACTTGCCTCTTTTACCTGCT 
GCTTCTCCAAAAATCTGCCTTGGGTTTTGTTCCCTATTGTTGCTCTCGTGTCTTCCT 
TAACCCCCTCCTTCATAATGAAGGGTGCATGGGAGA 

30 

SEQIDNO: 252 

>gi|2240364|gb|AA504204.1|AA504204 aa59h01.sl NCI_CGAP_GCB1 Homo sapiens 
, ,,:cDNA clone IMAGE:825265 3', mRNA sequence • . 

rrmTAACTCATGTGGTTAACATGGTATTGTATAAAAAGAAAA/vAAAAACAC 

35 CTCAATACTTACTAAGCCTTGCAGACAGCTCAGAGTTGAGGCAGCATATTGGGCA 
TAGAGATCATAGGATTTGTATTATCCCTTGCAAGATGGAACTCCAACCAACACCA 
GAATTTTCCAATTCAAATTCAGTTTTAGTCGAGACCCCAGCATAATTTTTAGAAA 
AAAGATTGGATTGTTGCTTTTCTTTTAATTTTCCATTCCTATTTAGAC 
AGAGGCAATGACAAAAGTAACTGTTTAAAAGGGATTTCTCTCCAGAAGTTTTTTC 

40 TAAAGGTTTAAGTCCAGGCTTTCCATCCTTCTCTCCATCCTTTTTCATTTTAAAAA 
GAAGGGTTTTGGAATATGTCAACCTTTACTCAGCTTGCTATACAAA 

SEQIDNO: 253 

>gi|1203432|gb|N59542.1|N59542 yv76d05.sl Soares fetal liver spleen 1NFLS Homo 
45 sapiens cDNA clone IMAGE:248649 3', mRNA sequence 

GTGATTGAACAGAGGCAGTGTACTGGAGTTTGGAACCAGAAAGATGAATTACCT 
ATTGAAGTGGACCTTGGTAAAAAGTGCTGGTATCACTCTATATTTGCCTGCCCCA 
TTCTTCGTCAGCAAACAACAGATAACAATCCACCCATGAAATTGGTCTGTGGTCA 
TATTATATCAAGAGATGCCCTGAATAAAATGTTTAATGGTAGCAAATTAAAATGT 
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CCCTACTGTCCAATGGAACAAAGTCCAGGAGATGCCAAACAGATATTTTTCTGAA 
GAGATAACTTTAGTTTGCAATTTGTAAGTGAAACTGAATCGTGGGTGCATTTCAG 
AAGAGAACGTTCCATATAATGCAGCTAACCAAGGACTCCTGTGTTTCTATAAGCT 
AATGCTCCAGAAACTTTTGCCAACCTGTTAGTGTACACACACTGAGGGGAGTGCT 
5 CCCGGTGAATATTATCATAGGGCCTTATT 

SEQ ID NO: 254 

>gi|2432801|gb|AA599176.1|AA599176 ae46c08.sl Stratagene lung carcinoma 937218 
Homo sapiens cDNA clone IMAGE:949934 3', mRNA sequence 

10 TTGTAAAGAATTGAATTCTTTATTTGTGATATCCATAAACGTTGCTATTCTCTATT 
TCTATCCAGAAAGGCAATTTTCACCTATTATCACTTTTGTTCTTCTCTTATAAACA 
ACAACTTGAATGCTATTGCAGGAAAGGGCTACAAATATACATTTGTTAACCAAGC 
AGAATACACAGATATTTTGCTTTACAACrrGCACCTAAAATACCAGTATACGTAG 
CTGGTTCATTAGTTGTCATAGCAATTTAGGGCTATTGCCAAGCTATGCATAGCAG 

1 5 TTTACATTTTCAAACCTCATATAGAAAGGGCTATTGTGATATGAACTGGC AACTA 
CATTCCTGTGAAGCCCATCTCAGTTACAAGCAAATGTGTTAACTTCCAATTCTGC 
AAAGAATTTTGATGGCAAAACTTCCAAATCTGATGCAATTGTCTTAAGCAAGTTT 
TTAAACAAATTGTTTCGCAGCTACTCTGCCATTCTGCCAGTAGATGGTGCT 

20 SEQ ID NO: 255 

>gi|659863|gb|T58002.1|T58002 ybl9g05.rl Stratagene fetal spleen (#937205) Homo sapiens 
,'. . ■: <; . cDNA clone IMAGE:71 672 5* similar to similar to gb: J04058 ELECTRON TRANSFER . 
• /.. FLAVOPROTEIN ALPHA-SUBUNIT (HUMAN), mRNA sequence > • • .• - 
• TGGTATCTGGTGGTGGAGGCTTGAAGAGTGGAGAGAACTl'TAAGTTGTTATATGA 
. 25 CTTGGCAGATCAACTACATGCTGCAGTTGGTGCTTCCCGTGCTGCTGTTGATGCT 
GGCrTTGTTCCCAATGACATGCAAGTTGGACAGACGGGAAAAATAGTAGCACCA 
GAACTTTATATTGCTG1TGGAATATCTGGGAGCCATCCAACATTTAGCTGGGGAT 
GAAAGACAGCAAGACAATTGTGGCCAATTAATAAAGACCCAGAAGCTCCCAATT 
TTCCCAAGTNGCCAGATTATGGGATTAGTTGCAGGTTTATTTTAAGGTAGTTCCCT 
30 GGAANTGACTTGAGGTATT 

SEQ ID NO: 256 

>gi!l 82666{gb!M76672. 1 |HUMFMLPX Human FMLP-related receptor II (FMLP R IT) 

mRNA, complete cds 

35 ATGGAAACCAACTTCTCCACTCCTCTGAATGAATATGAAGAAGTGTCCTATGAGT 
CTGCTGGCTACACTGTTCTGCGGATCCTCCCATTGGTGGTGCTTGGGGTCACCTTT 
GTCCTCGGGGTCCTGGGCAATGGGCTTGTGATCTGGGTGGCTGGATTCCGGATGA 
CACGCACAGTCACCACCATCTGTTACCTGAACCTGGCCCTGGCTGACTTTTCTTTC 
ACGGCCACATTACCATTCCTCATTGTCTCCATGGCCATGGGAGAAAAATGGCCTT 

40 TTGGCTGGTTCCTGTGTAAGTTAATTCACATCGTGGTGGACATCAACCTCTTTGGA 
AGTGTCTTCTTGATTGGTTTCATTGCACTGGACCGCTGCATTTGTGTCCTGCATCC 
AGTCTGGGCCCAGAACCACCGCACTGTGAGTCTGGCCATGAAGGTGATCGTCGG 
ACCTTGGATTCTTGCTCTAGTCCTTACCTTGCCAGTTTTCCTCTTTTTGACTACAGT 
AACTATTCCAAATGGGGACACATACTGTACTTTCAACTTTGCATCCTGGGGTGGC 

45 ACCCCTGAGGAGAGGCTGAAGGTGGCCATTACCATGCTGACAGCCAGAGGGATT 
ATCCGGTTTGTCATTGGCTTTAGCTTGCCGATGTCCATTGTTGCCATCTGCTATGG 
GCTCATTGCAGCCAAGATCCACAAAAAGGGCATGATTAAATCCAGCCGTCCCTTA 
CGGGTCCTCACTGCTGTGGTGGCTTCTTTCTTCATCTGTTGGTTTCCCTTTCAACTG 
GTTGCCCTTCTGGGCACCGTCTGGCTCAAAGAGATGTTGTTCTATGGCAAGTACA 
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AAATCATTGACATCCTGGTTAACCCAACGAGCTCCCTGGCCTTCTTCAACAGCTG 
CCTCAACCCCATGCTTTACGTCTTTGTGGGCCAAGACTTCCGAGAGAGACTGATC 
CACTCCCTGCCCACCAGTCTGGAGAGGGCCCTGTCTGAGGACTCAGCCCCAACTA 
ATGACACGGCTGCCAATTGTGCTTCACCTCCTGCAGAGACTGAGTTACAGGCAAT 
5 GTGAGG 

SEQ ID NO: 257 

>gi|1047029|gb|H73961.1|H73961 yu04e02.sl Soares fetal liver spleen 1NFLS Homo 
sapiens cDNA clone 1MAGE:232826 3', mRNA sequence 

1 0 TATGTTAGAAATTNCTTTATTATTACTTATCCTTATTAAGCGCCANNTTNAATGCT 
GCAGAAAATTTCAAATCACCCTTGATAACCCACTTNCTTTCCTCCCACCCAAATN 
CTTGANCAAGAGTTTTTCAAGTAAAGACATGCTCTTCTCTCTCCTGTATAAAACTT 
TACGAAATAAAGGCAAAAGATTGTGTACATCTTGCTGGGAAAATGCTGCCCGGG 
GCTCTGGGAGACGGTGGGCTGCCCGGGCTCCCTTCACTGTCCGGGTCCTGAAAGG 

1 5 ACTCTTGTTCATGGAACTGTCTCTTCACAAAGGCAAGGTCCACCACTTGCTGGGG 
GTTTATCATTCTGAGGGGTCGGAAAACTTTTCTCACAAGGTCTCAGGTCCAGTCT 
CTTGGCCTTAGGCTGTTGTAAAAGGGGTTTTCATCANTTCANCTTCGCTTTGTTTG 
GAGGGTTGGGGATAANTGGGGTTAGGGGGGGNAACGGGGGTTTNGGGGGTTGG . 
GGGAATTAG 

20 

SEQ ID NO: 258 

: >gi|1477389|gb|L76631 . 1 |HUMMGLUB Homo sapiens metabotropic glutamate receptor. 1 
beta (mGluRl beta) niRNA complete cds = . ■ •.. 

GCGCAGGTACTCAGGTATGTCTCAAGTCCATGTCCTCG AAACAGACTCAGCATCT 

25 AGCTCACCGCTGCCAACACGACTTCCACTGTACTCTTGATCAATTTACCTTGATGC 
ACTACCGGTGAAGAACGGGGACTCGAATTCCCTTACAAACGCCTCCAGCTTGTAG 
AGGCGGTCGTGGAGGACCCAGAGGAGGAGACGAAGGGGAAGGAGGCGGTGGTG 
GAGGAGGCAAAGGCCTTGGACGACCATTGTTGGCGAGGGGCACCACTCCGGGAG 
AGGCGGCGCTGGGCGTCTTGGGGGTGCGCGCCGGGAGCCTGCAGCGGGACCAGC 

30 GTGGGAACGCGGCTGGCAGGCTGTGGACCTCGTCCTCACCACCATGGTCGGGCTC 
CTTTTGTTTTTTTTCCCAGCGATCTTTTTGGAGGTGTCCCTTCTCCCCAGAAGCCCC 
GGCAGGAAAGTGTTGCTGGCAGGAGCGTCGTCTCAGCGCTCGGTGGCCAGAATG 
, GACGGAGATGTCATCATTGGAGCCCTCTTCTCAGTCCATCACCAGCCTCCGGCCG 
AGAAAGTGCCCGAGAGGAAGTGTGGGGAGATCAGGGAGCAGTATGGCATCCAG 

35 AGGGTGGAGGCCATGTTCCACACGTTGGATAAGATCAACGCGGACCCGGTCCTC 
CTGCCCAACATCACCCTGGGCAGTGAGATCCGGGACTCCTGCTGGCACTCTTCCG 
TGGCTCTGGAACAGAGCATTGAGTTCATTAGGGACTCTCTGATTTCCATTCGAGA 
TGAGAAGGATGGGATCAACCGGTGTCTGCCTGACGGCCAGTCCCTCCCCCCAGG 
CAGGACTAAGAAGCCCATTGCGGGAGTGATCGGTCCCGGCTCCAGCTCTGTAGC 

40 CATTCAAGTGCAGAACCTGCTCCAGCTCTTCGACATCCCCCAGATCGCTTATTCA 
GCCACAAGCATCGACCTGAGTGACAAAACTTTGTACAAATACTTCCTGAGGGTTG 
TCCCTTCTGACACTTTGCAGGCAAGGGCCATGCTTGACATAGTCAAACGTTACAA 
TTGGACCTATGTCTCTGCAGTCCACACGGAAGGGAATTATGGGGAGAGCGGAAT 
GGACGCTTTCAAAGAGCTGGCTGCCCAGGAAGGCCTCTGTATCGCCCATTCTGAC 

45 AAAATCTACAGCAACGCTGGGGAGAAGAGCTTTGACCGACTCTTGCGCAAACTC 
CGAGAGAGGCTTCCCAAGGCTAGAGTGGTGGTCTGCTTCTGTGAAGGCATGACA 
GTGCGAGGACTCCTGAGCGCCATGCGGCGCCTTGGCGTCGTGGGCGAGTTCTCAC 
TCATTGGAAGTGATGGATGGGCAGACAGAGATGAAGTCATTGAAGGTTATGAGG 
TGGAAGCCAACGGGGGAATCACGATAAAGCTGCAGTCTCCAGAGGTCAGGTCAT 
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TTGATGATTATTTCCTGAAACTGAGGCTGGACACTAACACGAGGAATCCCTGGTT 
CCCTGAGTTCTGGCAACATCGGTTCCAGTGCCGCCTTCCAGGACACCTTCTGGAA 
AATCCCAACTTTAAACGAATCTGCACAGGCAATGAAAGCTTAGAAGAAAACTAT 
GTCCAGGACAGTAAGATGGGGTTTGTCATCAATGCCATCTATGCCATGGCACATG 
5 GGCTGCAGAACATGCACCATGCCCTCTGCCCTGGCCACGTGGGCCTCTGCGATGC 
CATGAAGCCCATCGACGGCAGCAAGCTGCTGGACTTCCTCATCAAGTCCTCATTC 
ATTGGAGTATCTGGAGAGGAGGTGTGGTTTGATGAGAAAGGAGACGCTCCTGGA 
AGGTATGATATCATGAATCTGCAGTACACTGAAGCTAATCGCTATGACTATGTGC 
ACGTTGGAACCTGGCATGAAGGAGTGCTGAACATTGATGATTACAAAATCCAGA 

1 0 TGAACAAGAGTGGAGTGGTGCGGTCTGTGTGCAGTGAGCCTTGCTTAAAGGGCC 
AGATTAAGGTTATACGGAAAGGAGAAGTGAGCTGCTGCTGGATTTGCACGGCCT 
GCAAAGAGAATGAATATGTGCAAGATGAGTTCACCTGCAAAGCTTGTGACTTGG 
GATGGTGGCCCAATGCAGATCTAACAGGCTGTGAGCCCATTCCTGTGCGCTATCT 
TGAGTGGAGCAACATCGAATCCATTATAGCCATCGCCTTTTCATGCCTGGGAATC 

1 5 CTTGTTACCTTGTTTGTCACCCTAATCTTTGTACTGTACCGGGACACACCAGTGGT 
CAAATCCTCCAGTCGGGAGCTCTGCTACATCATCCTAGCTGGCATCTTCCTTGGTT 
ATGTGTGCCCATTCACTCTCATTGCCAAACCTACTACCACCTCCTGCTACCTCCAG 
CGCCTCTTGGTTGGCCTCTCCTCTGCGATGTGCTACTCTGCTTTAGTGACTAAAAC 
CAATCGTATTGCACGCATCCTGGCTGGCAGCAAGAAGAAGATCTGCACCCGGAA 

20 GCCCAGGTTCATGAGTGCCTGGGCTCAGGTGATCATTGCCTCAATTCTGATTAGT 
GTGCAACTAACCCTGGTGGTAACCCTGATCATCATGGAACCCCCTATGCCCATTC 
TGTCCTACCCAAGTATCAAGGAAGTCTACGTTATCTGCAATACCAGCAACCTGGG 
TGTGGTGGCCCCTTTGGGCTACAATGGACTCCTCATCATGAGCTGTAGCTACTAT 
' GCCTTGAAGACCCGCAACGTGCCCGCCAACTTCAACGAGGCCAAATATATCGCGT 

25 TCACCATGTACACCACCTGTATCATCTGGCTAGCTTTTGTGCCCATTTACTTTGGG 
AGCAACTACAAGATCATCACAACTTGCTTTGCAGTGAGTCTCAGTGTAACAGTGG 
CTCTGGGGTGCATGTTCACTCCCAAGATGTACATCATTATTGCCAAGCCTGAGAG 
GAATGTCCGCAGTGCCTTCACCACCTCTGATGTTGTCCGCATGCATGTTGGCGAT 
GGCAAGCTGCCCTGCCGCTCCAACACTTTCCTCAACATCTTCCGAAGAAAGAAGG 

30 CAGGGGCAGGGAATGCCAAGAAGAGGCAGCCAGAATTCTCGCCCACCAGCCAAT 
GTCCGTCGGCACATGTGCAGCTTTGAAAACCCCCACACTGCAGTGAATGTTTCTA 
ATGGCAAGTCTGTGTCATGGTCTGAACCAGGTGGAGGACAGGTGCCCAAGGGAC 
- AGCAXATGTGGCACCGCCTCTCTGTGCACGTGAAGACCAATGAGACGGCCTGCA . . 
ACCAAAGAGCCGTCATCAAACCCCTCACTAAAAGTTACCAAGGCTCTGGCAAGA 

35 GCCTGACCTTTTC 

SEQIDNO: 259 

>gi|1374674|gb|L78207.1|HUMSURlRNAHomo sapiens sulfonylurea receptor (SUR1) 
mRNA, complete cds 

40 GCCAGCTGAGCCCGAGCCCAGACCGCGCCCGCGCCGCCATGCCCCTGGCCTTCTG 
CGGCAGCGAGAACCACTCGGCCGCCTACCGGGTGGACCAGGGGGTCCTCAACAA 
CGGCTGCTTTGTGGACGTCCTCAACGTGGTGCCGCACGTCTTCCTACTCTTCATCA 
CCTTCCCCATCCTCTTCATTGGATGGGGAAGTCAGAGCTCCAAGGTGCACATCCA 
CCACAGCACATGGCTTCATTTCCCTGGGCACAACCTGCGGTGGATCCTGACCTTC 

45 ATGCTGCTCTTCGTCCTGGTGTGTGAGATTGCAGAGGGCATCCTGTCTGATGGGG 
TGACCGAATCCCACCATCTGCACCTGTACATGCCAGCCGGGATGGCGTTCATGGC 
TGCTGTCACCTCCGTGGTCTACTATCACAACATCGAGACTTCCAACTTCCCCAAG 
CTGCTAATTGCCCTGCTGGTGTATTGGACCCTGGCCTTCATCACCAAGACCATCA 
AGTTTGTCAAGTTCTTGGACCACGCCATCGCGTTCTCGCAGGTACGCTTCTGCCTC 
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ACAGGGCTGCTGGTGATCCTCTATGGGATGCTGCTCCTCGTGGAGGTCAATGTCA 
TCAGGGTGAGGAGATACATCTTCTTCAAGACACCGAGGGAGGTGAAGCCTCCCG 
AGGACCTGCAAGACCTGGGGGTACGCTTCCTGCAGCCCTTCGTGAATCTGCTGTC 
CAAAGGCACCTACTGGTGGATGAACGCCTTCATCAAGACTGCCCACAAGAAGCC 
5 CATCGACTTGCGAGCCATCGGGAAGCTGCCCATCGCCATGAGGGCCCTCACCAA 
CTACCAACGGCTCTGCGAGGCCTTTGACGCCCAGGTGCGGAAGGACATTCAGGG 
CACTCAAGGTGCCCGGGCCATCTGGCAGGCACTCAGCCATGCCTTCGGGAGGCG 
CCTGGTCCTCAGCAGCACTTTCCGCATCTTGGCCGACCTGCTGGGCTTCGCCGGG 
CCACTGTGCATCTTTGGGATCGTGGACCACCTTGGGAAGGAGAACGACGTCTTCC 

1 0 AGCCCAAGAC ACAATTTCTCGGGGTTTACTTTGTCTCATCCCAAGAGTTCCTTGCC 
AATGCCTACGTCTTAGCTGTGCTTCTGTTCCTTGCCCTCCTACTGCAAAGGACATT 
TCTGCAAGCATCCTACTATGTGGCCATTGAAACTGGAATTAACTTGAGAGGAGCA 
ATACAGACCAAGATTTACAATAAAATTATGCACCTGTCCACCTCCAACCTGTCCA 
TGGGAGAAATGACTGCTGGACAGATCTGTAATCTGGTTGCCATCGACACCAATCA 

1 5 GCTCATGTGGTTTTTCTTCTTGTGCCCAAACCTCTGGGCTATGCCAGTACAGATCA 
TTGTGGGTGTGATTCTCCTCTACTACATACTCGGAGTCAGTGCCTTAATTGGAGC 
AGCTGTCATCATTCTACTGGCTCCTGTCCAGTACTTCGTGGCCACCAAGCTGTCTC 
AGGCCCAGCGGACGACACTGGAGTATTCCAATGAGCGGCTGAAGCAGACCAACG 
AGATGCTCCGCGGCATCAAGCTGCTGAAGCTGTACGCCTGGGAGAACATCTTCCG 

20 CACGCGGGTGGAGACGACCCGCAGGAAGGAGATGACCAGCCTCAGGGCCTTTGC 
CATCTATACCTCCATCTCCATTTTCATGAACACGGCCATCCCCATTGCAGCTGTCC 
TCATAACTTTCGTGGGCCATGTCAGCTTCTFGAAAGAGGCCGACTTCTGGCCCTCC 
•GTGGGCTTTGCCTGGCTCTGCCTCTTCGATATCTTGGTCACACCGGTGTTCCTGCT 
GTCCAGTGTGGTCCGATCTACCGTCAAAGCTCTAGTGAGCGTGCAAAAGCTAAGC 

25 GAGTTCCTGTCCAGTGCAGAGATCCGTGAGGAGCAGTGTGCCCCCCATGAGCCC 
ACACCTCAGGGCCCAGCCAGCAAGTACCAGGCGGTGCCCCTCAGGGTTGTGAAC 
CGCAAGCGTCCAGCCCGGGAGGATTGTCGGGGCCTCACCGGCCCACTGCAGAGC 
CTGGTCCCCAGTGCAGATGGCGATGCTGACAACTGCTGTGTCCAGATCATGGGAG 
GCTACTTCACGTGGACCCCAGATGGAATCCCCACACTGTCCAACATCACCATTCG 

30 TATCCCCCGAGGCCAGCTGACTATGATCGTGGGGCAGGTGGGCTGCGGCAAGTC 
CTCGCTCCTTCTAGCCGCACTGGGGGAGATGCAGAAGGTCTCAGGGGCTGTCTTC 
TGGAGCAGCCTTCCTGACAGCGAGATAGGAGAGGACCCCAGCCCAGAGCGGGAG 
ACAGCGACCGACTTGGATATCAGGAAGAGAGGCCCCGTGGCCTATGCTTGGCAG 
AAACCATGGCTGCrAAATGCCACrGTGGAGGAGAACA'l'CAlCTTfGAGAGTCCCT 

35 TCAACAAACAACGGTACAAGATGGTCATTGAAGCCTGCTCTCTGCAGCCAGACA 
TCGACATCCTGCCCCATGGAGACCAGACCCAGATTGGGGAACGGGGCATCAACC 
TGTCTGGTGGTCAACGCCAGCGAATCAGTGTGGCCCGAGCCCTCTACCAGCACGC 
CAACGTTGTCTTCTTGGATGACCCCTTCTCAGCTCTGGATATCCATCTGAGTGACC 
ACTTAATGCAGGCCGGCATCCTTGAGCTGCTCCGGGACGACAAGAGGACAGTGG 

40 TCTTAGTGACCCACAAGCTACAGTACCTGCCCCATGCAGACTGGATCATTGCCAT 
GAAGGATGGCACCATCCAGAGGGAGGGTACCCTCAAGGACTTCCAGAGGTCTGA 
ATGCCAGCTCTTTGAGCACTGGAAGACCCTCATGAACCGACAGGACCAAGAGCT 
GGAGAAGGAGACTGTCACAGAGAGAAAAGCCACAGAGCCACCCCAGGGCCTAT 
CTCGTGCCATGTCCTCGAGGGATGGCCTTCTGCAGGATGAGGAAGAGGAGGAAG 

45 AGGAGGCAGCTGAGAGCGAGGAGGATGACAACCTGTCGTCCATGCTGCACCAGC 
GTGCTGAGATCCCATGGCGAGCCTGCGCCAAGTACCTGTCCTCCGCCGGCATCCT 
GCTCCTGTCGTTGCTGGTCTTCTCACAGCTGCTCAAGCACATGGTCCTGGTGGCC 
ATCGACTACTGGCTGGCCAAGTGGACCGACAGCGCCCTGACCCTGACCCCTGCA 
GCCAGGAACTGCTCCCTCAGCCAGGAGTGCACCCTCGACCAGACTGTCTATGCCA 
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TGGTGTTCACGGCTGTCTGCAGCCTGGGCATTGTGCTGTGCCTCGTCACGTCTGTC 
ACTGTGGAGTGGACAGGGCTGAAGGTGGCCAAGAGACTGCACCGCAGCCTGCTA 
AACCGGATCATCCTAGCCCCCATGAGGTTTTTTGAGACCACGCCCCTTGGGAGCA 
TCCTGAACAGATTTTCATCTGACTGTAACACCATCGACCAGCACATCCCATCCAC 
5 GCTGGAGTGCCTGAGCCGCTCCACCCTGCTCTGTGTCTCAGCCCTGGCCGTCATC 
TCCTATGTCACACCTGTGTTCCTCGTGGCCCTCTTGCCCCTGGCCATCGTGTGCTA 
CTTCATCCAGAAGTACTTCCGGGTGGCGTCCAGGGACCTGCAGCAGCTGGATGAC 
ACCACCCAGCTTCCACTTCTCTCACACTTTGCCGAAACCGTAGAAGGACTCACCA 
CCATCCGGGCCTTCAGGTATGAGGCCCGGTTCCAGCAGAAGCTTCTCGAATACAC 

1 0 AGACTCC AACAAC ATTGCTTCCCTCTTCCTCACAGCTGCC AACAGATGGCTGGAA 
GTCCGAATGGAGTACATCGGTGCATGTGTGGTGCTCATCGCAGCGGTGACCTCCA 
TCTCCAACTCCCTGCACAGGGAGCTCTCTGCTGGCCTGGTGGGCCTGGGCCTTAC 
CTACGCCCTAATGGTCTCCAACTACCTCAACTGGATGGTGAGGAACCTGGCAGAC 
ATGGAGCTCCAGCTGGGGGCTGTGAAGCGCATCCATGGGCTCCTGAAAACCGAG 

1 5 GCAGAGAGCTACGAGGGACTCCTGGCACCATCGCTGATCCCAAAGAACTGGCCA 
GACCAAGGGAAGATCCAGATCCAGAACCTGAGCGTGCGCTACGACAGCTCCCTG 
AAGCCGGTGCTGAAGCACGTCAATGCCCTCATCTCCCCTGGACAGAAGATCGGG 
ATCTGCGGCCGCACCGGCAGTGGGAAGTCCTCCTTCTCTCTTGCCTTCTTCCGCAT 
GGTGGACACGTTCGAAGGGCACATCATCATTGATGGCATTGACATCGCCAAACT 

20 GCCGCTGCACACCCTGCGCTCACGCCTCTCCATCATCCTGCAGGACCCCGTCCTC 
TTCAGCGGCACCATCCGATTTAACCTGGACCCTGAGAGGAAGTGCTCAGATAGC 

v ACACTGTGGGAGGCCGTGGAAATGGGGCAGCTGAAGCTGGTGGTGAAGGCACTG 
: * ••. . GCAGGAGGCGTCGATGCCATCATGACAGAAGGOGGGGAGAATTTCAGCCAGGGA 
CAGAGGCAGCTGTTGTGCGTGGCCGGGGGCTTCGTGAGGAAGACCAGCATCTTCA 

25 TCATGGACGAGGCCACGGCTTCCATTGACATGGCCACGGAAAACATCCTCCAAA 
AGGTGGTGATGACAGCCTTCGCAGACCGCACTGTGGTCACCATCGCGCATCGAGT 
GCACACCATCCTGAGTGCAGACCTGGTGATCGTCCTGAAGCGGGGTGCCATCCTT 
GAGTTCGATAAGCCAGAGAAGCTGCTCAGCCGGAAGGACAGCGTCTTCGCCTCC 
TTCGTCCGTGCAGACAAGTGACCTGCCAGAGCCCAAGTGCCATCCCACATTCGGA 

30 CCCTGCCCATACCCCTGCCTGGGTTTTCTAACTGTAAATCACTTGTAAATAAATA 
GATTTGATTATTTCCTAAA 

SEQ ID NO: 260 ; 

>2211267F6 

35 GAAAGAAACAGATAACACCAAACCAAACCCCGTAGCTCCATATTGGACATCCCC 
AGAAAAGATGGAAAAGAAATTGCATGCAGTGCCGGCTGCCAAGACAGTGAAGTT 
CAAATGCCCTTCCAGTGGGACCCCAAACCCCACACTGCGCTGGTTGAAAAATGG 
CAAAGAATTCAAACCTGACCACAGAATTGGAGGCTACAAGGTCCGTTATGCCAC 
CTGGAGCATCATAATGGACTCTGTGGTGCCCTCTGACAAGGGCAACTACACCTGC 

40 ATTGTGGAGAATGAGTACGGCAGCATCAACCACACATACCAGCTGGATGTCGTG 
GAGCGGTCCCCTCACCGGCCCATCCTGCAAGCAGGGTTGCCCGCCAACAAAACA 
GTGGCCTGGGTAGCAACGTGGAGTTCATGTGTAAGGTGTACAGTGACCCGCAGC 
CGCACATCCAGTGGCTAAAGCACATCGAGGTGAATGGGAGCAAGATTGGCCCAG 
ACAACCTGCTTATGTC 

45 

SEQ ID NO: 261 

>gi|186287|gb|M54933.1|HUMILlC Human monocyte interleukin mRNA, complete cds 

GACAAACCTTTTCGAGGCAAAAGGCAAAAAAGGCTGCTCTGGGATTCTCTTCAG 

CCAATCTTCAATGCTCAAGTGTCTGAAGCAGCCATGGCAGAAGTACCTAAGCTCG 
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CCAGTGAAATGATGGCTTATTACAGTGGCAATGAGCATGACTTGTTCTTTGAAGC 
TGATGGCCCTAAACAGATGAAGTGCTCCTTCCAGGACCTGGACCTCTGCCCTCTG 
GATGGCGGCATCCAGCTACGAATCTCCGACCACCACTACAGCAAGGGCTTCAGG 
CAGGCCGCGTCAGTTGTTGTGGCCATGGACAAGCTGAGGAAGATGCTGGTTCCCT 
5 GCCCACAGACCTTCCAGGAGAATGACCTGAGCACCTTCTTTCCCTTCATCTTTGA 
AGAAGAACCTATCTTCTTCGACACATGGGATAACCAGGCTTATGTGCACGATGCA 
CCTGTACGATCACTGAACTGCACGCTCCGGGACTCACAGCAAAAAAGCTTGGTG 
ATGTCTGGTCCATATGAACTGAAAGCTCTCCACCTCCAGGGACAGGATATGGAGC 
AACAAGTGGTGTTCTCCATGTCCTTTGTACAAGGAGAAGAAAGTAATGACAAAA 

1 0 TACCTGTGGCCTTGGCCCTCAAGGAAAAGAATCTGTACCTGTCCTGCGTGTTGAA 
AGATGATAAGCCCACTCTACAGCTGGAGAGTGTAGATCCCAAAAATTACCCAAA 
GAAGAAGATGGAAAAGCCATTTGTGTTCAACAAGATAGAAATCAATAACAAGCT 
GGAATTTGAGTCTGCCCAGTTCCCCAACTGGTACATCAGCACCTCTCAAGCAGAA 
AACATGCCCGTCTTCCTGGGAGGGACCAAA.GGCGGCCAGGATATAACTGACTTC 

1 5 ACCATGCAATTTGTGTCTTCCTAAAGAGAGCTGTACCCAGAGAGTCCTGTGCTGA 
ATGTGGACTCAATCCCTAGGGCTGGCAGAAAGGGAACAGAAAGGTTTTTCAGTA 
CGGCTATAGCCTGGACTTTCCTGTTGTCTACACCAATGCCCAACTGCCTGCCTTAG 
GGTAGTGCTAAGAGGATCTCCTGTCCATCAGCCAGGACAGTCAGCTCTCTCCTTT 
CAGGCCAATCCCAGCCCTTTTGTTGAGCCAGGCCTCTCTCACCTCTCCTACTCACT 

20 TAAAGCCCGCCTCACAGAAACCAGGCCACATTTTGGTTCTAAGAAACCCTCCTCT 
CTCATTCGCTCCCACATTCTGATGAGCAACCGCTTCCCTATTTATTTATTTATTTGT 
TTGTTTGTTTTGATTCATTGGTCTAATTTATTCAAAGGGGGCAAGAAGTAGCAGT 
GTCTGTAAAAGAGCCTAGTTTTTAATAGGTATGGAATCAATTCAATTTGGACTGG 
TGTGGTCTCTTTAAATGAAGTCCTTTAATTAAGACTGAAAATATATAAGGTCAGA , 

25 TTATTTAAATGGGAATATTTATAAATGAGCAAATATCATACTGTTCAATGGTTCT 
CAAATAAACTTCACT 

SEQIDNO:262 

>gi|2056756|gb|AA402960. 1 |AA402960 zu54dl 2.sl Soares ovary tumor NbHOT Homo 
30 sapiens cDNA clone IMAGE:74181 5 3', mRNA sequence 

TTTTTTTTTTTTATATTTCACCTTTTTTATTGAATTTGTATTAAAGGAGGTAGTGAG 

GGGGCGGAACGACTTAAGAGTCAGAATCCATATTAGACTCTGGGGAGTGAAAAA 
- TTAAATTAAATCAGTAAGATGGGGAGTGGGGGAAGAGTCAGAGGGAACTTTGCC 

CACCTTTGAAGATCAAATCAAGAAATCAGGGAAAGCAAAGACTl AGGAGAGGA 
35 GAAAGACATTCTCTCAATCCATCCTCCTTCCCCAGGGCAGAGAATTAAACAACGT 

TACTGAGTGAGCCTCTG 

SEQIDNO:263 

>gi|285960|dbj|D14695.1|HUMORF12 Human mRNA for KIAA0025 gene, complete cds 
40 CGTGAACGGTCGTTGCAGAGATTGCGGGCGGCTGAGACGCCGCCTGCCTGGCAC 
CTAGGAGCGCAGCGGAGCCCCGACACCGCCGCCGCCGCCATGGAGTCCGAGACC 
GAACCCGAGCCCGTCACGCTCCTGGTGAAGAGCCCCAACCAGCGCCACCGCGAC 
TTGGAGCTGAGTGGCGACCGCGGCTGGAGTGTGGGCCACCTCAAGGCCCACCTG 
AGCCGCGTCTACCCCGAGCGTCCGCGTCCAGAGGACCAGAGGTTAATTTATTCTG 
45 GGAAGCTGTTGTTGGATCACCAATGTCTCAGGGACTTGCTTCCAAAGCAGGAAA 
AACGGCATGTTTTGCATCTGGTGTGCAATGTGAAGAGTCCTTCAAAAATGCCAGA 
AATCAACGCCAAGGTGGCTGAATCCACAGAGGAGCCTGCTGGTTCTAATCGGGG 
ACAGTATCCTGAGGATTCCTCAAGTGATGGTTTAAGGCAAAGGGAAGTTCTTCGG 
AACCTTTCTTCCCCTGGATGGGAAAACATCTCAAGGCCTGAAGCTGCCCAGCAGG 
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CATTCCAAGGCCTGGGTCCTGGTTTCTCCGGTTACACACCCTATGGGTGGCTTCA 
GCTTTCCTGGTTCCAGCAGATATATGCACGACAGTACTACATGCAATATTTAGCA 
GCCACTGCTGCATCAGGGGCTTTTGTTCCACCACCAAGTGCACAAGAGATACCTG 
TGGTCTCTGCACCTGCTCCAGCCCCTATTCACAACCAGTTTCCAGCTGAAAACCA 
5 GCCTGCCAATCAGAATGCTGCTCCTCAAGTGGTTGTTAATCCTGGAGCCAATCAA 
AATTTGCGGATGAATGCACAAGGTGGCCCTATTGTGGAAGAAGATGATGAAATA 
AATCGAGATTGGTTGGATTGGACCTATTCAGCAGCTACATTTTCTGTTTTTCTCAG 
TATCCTCTACTTCTACTCCTCCCTGAGCAGATTCCTCATGGTCATGGGGGCCACCG 
TTGTTATGTACCTGCATCACGTTGGGTGGTTTCCATTTAGACCGAGGCCGGTTCA 

1 0 GAACTTCCC AAATGATGGTCCTCCTCCTGACGTTGTAAATCAGGACCCCAACAAT 
AACTTACAGGAAGGCACTGATCCTGAAACTGAAGACCCCAACCACCTCCCTCCA 
GACAGGGATGTACTAGATGGCGAGCAGACCAGCCCCTCCTTTATGAGCACAGCA 
TGGCTTGTCTTCAAGACTTTCTTTGCCTCTCTTCTTCCAGAAGGCCCCCCAGCCAT 
CGCAAACTGATGGTGTTTGTGCTGTAGCTGTTGGAGGCTTTGACAGGAATGGACT 

15 GGATCACCTGACTCCAGCTAGATTGCCTCTCCTGGACATGGCAATGATGAGTTTT 
TAAAAAACAGTGTGGATGATGATATGCTTTTGTGAGCAAGCAAAAGCAGAAACG 
TGAAGCCGTGATACAAATTGGTGAACAAAAAATGCCCAAGGCTTCTCATGTGTTT 
ATTCTGAAGAGCTTTAATATATACTCTATGTAGTTTAATAAGCACTGTACGTAGA 
AGGCCTTAGGTGTTGCATGTCTATGCTTGAGGAACTTTTCCAAATGTGTGTGTCTG 

20 CATGTGTGTTTGTACATAGAAGTCATAGATGCAGAAGTGGTTCTGCTGGTAAGAT 
TTGATTCCTGTTGGAATGTTTAAATTACACTAAGTGTACTACTTTATATAATCAAT 

. : GAAATTGCTAGACATGTTTTAGCAGGAGTTTTCTAGGAAAGACTTA1GTATAATT . 
... Q(^YITrAAAATGCAGTGCTTTA<^TTTAAACTAAGG 
AACCTTTGCTGGGTTTTCTGTTGAATAAAGTTTTACTATGAATGACGGTG • :• - ^ 

25 ;, : -: ■ -■ ' 

SEQ ID NO: 264 

>gi|1004270|emb|X87159.1 |HSSCNN1B H.sapiens mRNA for beta subunit of epithelial 
amiloride-sensitive sodium channel 

TCGCCGGGTGTCCCAGTGTCACCAACACTCGGCCGCCGCCGCCAGCTTGGCGCGC 

30 ACCGCCGCCTCCGCCACCGCCGACAGCGCGCATCCTCCGTGTCCCCGCTCCGCCG 
CCCGAGCAGGTGCCACTATGCACGTGAAGAAGTACCTGCTGAAGGGCCTGCATC 
GGCTGCAGAAGGGCCCCGGCTACACGTACAAGGAGCTGCTGGTGTGGTACTGCG 
ACAACACCAACACCCACGGCCCCAAGGGGATGATCTGTGAGGGGCCCAAGAAGA 
AAGCCATGTGGTTCCTGCTCACCCTGCTGTfGGGGGGCGTCGTCTGCTGGCAGTGG 

35 GGCATCTTCATCAGGACCTACTTGAGCTGGGAGGTCAGCGTCTCCCTCTCCGTAG 
GCTTCAAGACCATGGACTTCCCCGCCGTCACCATCTGCAATGCTAGCCCCTTCAA 
GTATTCCAAAATCAAGCATTTGCTGAAGGACCTGGATGAGCTGATGGAAGCTGTC 
CTGGAGAGAATCCTGGCTCCTGAGCTAAGCCATGCCAATGCCACCAGGAACCTG 
AACTTCTCCATCTGGAACCACACACCCCTGGTCCTTATTGATGAACGGAACCCCC 

40 ACCACCCCATGGTCCTTGATCTCTTTGGAGACAACCACAATGGCTTAACAAGCAG 
CTCAGCATCAGAAAAGATCTGTAATGCCCACGGGTGCAAAATGGCCATGAGACT 
ATGTAGCCTCAACAGGACCCAGTGTACCTTCCGGAACTTCACCAGTGCTACCCAG 
GCATTGACAGAGTGGTACATCCTGCAGGCCACCAACATCTTTGCACAGGTGCCAC 
AGCAGGAGCTAGTAGAGATGAGCTACCCCGGCGAGCAGATGATCCTGGCCTGCC 

45 TATTCGGAGCTGAGCCCTGCAACTACCGGAACTTCACGTCCATCTTCTACCCTCA 
CTATGGCAACTGTTACATCTTCAACTGGGGCATGACAGAGAAGGCACTTCCTTCG 
GCCAACCCTGGAACTGAATTCGGCCTGAAGTTGATCCTGGACATAGGCCAGGAA 
GACTACGTCCCCTTCCTTGCGTCCACGGGCGGGGTCAGGCTGATGCTTCACGAGC 
AGAGGTCATACCCCTTCATCAGAGATGAGGGCATCTACGCCATGTCGGGGACAG 
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AGACGTCCATCGGGGTACTCGTGGATAAGCTTCAGCGCATGGGGGAGCCCTACA 
GCCCGTGCACCGTGAATGGTTCTGAGGTCCCCGTCCAAAACTTCTACAGTGACTA 
CAACACGACCTACTCCATCCAGGCCTGTCTTCGCTCCTGCTTCCAAGACCACATG 
ATCCGTAACTGCAACTGTGGCCACTACCTGTACCCACTGCCCCGTGGGGAGAAAT 
5 ACTGCAACAACCGGGACTTCCCAGACTGGGCCCATTGCTACTCAGATCTACAGAT 
GAGCGTGGCGCAGAGAGAGACCTGCATTGGCATGTGCAAGGAGTCCTGCAATGA 
CACCCAGTACAAGATGACCATCTCCATGGCTGACTGGCCTTCTGAGGCCTCCGAG 
GACTGGATTTTCCACGTCTTGTCTCAGGAGCGGGACCAAAGCACCAATATCACCC 
TGAGCAGGAAGGGAATTGTCAAGCTCAACATCTACTTCCAAGAATTTAACTATCG 
1 0 CACCATTGAAGAATCAGCAGCC AATAACATCGTCTGGCTGCTCTCGAATCTGGGT 
GGCCAGTTTGGCTTCTGGATGGGGGGCTCTGTGCTGTGCCTCATCGAGTTTGGGG 
AGATCATCATCGACTTTGTGTGGATCACCATCATCAAGCTGGTGGCCTTGGCCAA 
GAGCCTACGGCAGCGGCGAGCCCAAGCCAGCTACGCTGGCCCACCGCCCACCGT 
GGCCGAGCTGGTGGAGGCCCACACCAACTTTGGCTTCCAGCCTGACACGGCCCCC 
1 5 CGCAGCCCCAACACTGGGCCCTACCCCAGTGAGCAGGCCCTGCCCATCCCAGGC 
ACCCCGCCCCCCAACTATGACTCCCTGCGTCTGCAGCCGCTGGACGTCATCGAGT 
CTGACAGTGAGGGTGATGCCATCTAACCCTGCCCCTGTCCACCCCGGGTGGGTGA 
AACTCACTGAGCAGCCAAGACTGTTGCCCGAGGACTCACTGTATGGTGCCCTCTC 
CAAAGGGTCGGGAGGGTAGCTCTCCAGGCCAGAGCTTGTGTCCTTCAACAGAGA 
20 GGCCAGCGGCAACTGGTCCGTTACTGGCCAAGGGCTCTGAAGAATCAACGGTGC 
TGGTACAGGATACAGGAATAAATTGTATCTTCACCTGGTTCCTACCCTCGTCCCT 
I ••, ACCTGTCCTGATCGTGGTCCTGAAGAGCCCTCGGAACAGCCTCTCCTGGTGGCAG- 
i f •-. GCGAGTTGCCTCCCAGTGGCAGTCTGCATCCACCCCAGAGAGGAACAGGGGGGTG 
• • ■:■ : GGCCATGTGGTTTTCTGGTTCCTGGCCTTGGCTGGCCTCTGGGGCAGGGGTGGTG 
25 GAGAGATGGAAGGGCATCAGGTGTAGGGACCCTGCCAAGTGGCACCTGATTTAC 
TCTAGAAAATAAAAGTAGAAAATACTGAGAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 265 

>gi|l 408 187|gb|U59 167.1 |HSU59167 Human desmin mRNA, complete cds 

30 CCTCGCCGCATCCACTCTCCGGCCGGCCGCCTGCCCGCCGCCTCCTCCGTGCGCC 
CGCCAGCCTCGCCCGCGCCGTCACCATGAGCCAGGCCTACTCGTCCAGCCAGCGC 
GTGTCCTCCTACCGCCGCACCTTCGGCGGCGCCCCGGGCTTCCCGCTCGGCTCCC 
I: - CGCTGAGCTCGGGCGTGTTCCCGCGGGCGGGTTTGGGCTCTAAGGGCTCCTCCAG 
: CTCGGTGACGTCCCGGGTGTACGAGGTGTCGCGGACGTCGGGCGGGGCCGGGGG 

35 CCTGGGGTCGCTGCGGGCCAGCCGGCTGGGGACCACCCGCACGCCCTCCTCCTAC 
GGCGCAGGCGAGCTGCTGGACTTCTCACTGGCCGACGCGGTGAACCAGGAGTTT 
CTGACCACGCGCACCAACGAGAAGGTGGAGCTGCAGGAGCTCAATGACCGCTTC 
GCCAACTACATCGAGAAGGTGCGCTTCCTGGAGCAGCAGAACGCGCTCGCCGCC 
GAAGTGAACCGGCTCAAGGGCCGCGAGCCGACGCGAGTGGCCGAGCTCTACGAG 

40 GAGGAGCTGCGGGAGCTGCGGCGCCAGGTGGAGGTGCTCACTAACCAGCGCGCG 
CGCGTCGACGTCGAGCGCGACAACCTGCTCGACGACCTGCAGCGGCTCAAGGCC 
AAGCTGCAGGAGGAGATTCAGTTGAAGGAAGAAGCAGAGAACAATTTGGCTGCC 
TTCCGAGCGGACGTGGATGCAGCTACTCTAGCTCGCATTGACCTGGAGCGCAGA 
ATTGAATCTCTCAACGAGGAGATCGCGTTCCTTAAGAAAGTGCATGAAGAGGAG 

45 ATCCGTGAGTTGCAGGCTCAGCTTCAGGAACAGCAGGTCCAGGTGGAGATGGAC 
ATGTCTAAGCCAGACCTCACTGCCGCCCTCAGGGATATCCGGGCTCAGTATGAGA 
CCATCGCGGCTAAGAACATTTCTGAAGCTGAGGAGTGGTACAAGTCGAAGGTGT 
CAGACCTGACCCAGGCAGCCAACAAGAACAACGACGCCCTGCGCCAGGCCAAGC 
AGGAGATGATGGAATACCGACACCAGATCCAGTCCTACACCTGCGAGATTGACG 
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CCCTCAAGGGCACTAACGATTCCCTGATGAGGCAGATGCGGGAATTGGAGGACC 
GATTTGCCAGTGAGGCCAGTGGCTACCAGGACAACATTGCGCGCCTGGAGGAAG 
AAATCCGGCACCTCAAGGATGAGATGGCCCGCCATCTGCGCGAGTACCAGGACC 
TGCTCAACGTGAAGATGGCCCTGGATGTGGAGATTGCCACCTACCGGAAGCTGCT 
5 GGAGGGAGAGGAGAGCCGGATCAATCTCCCCATCCAGACCTACTCTGCCCTCAA 
CTTCCGAGAAACCAGCCCTGAGCAAAGGGGTTCTGAGGTCCATACCAAGAAGAC 
GGTGATGATCAAGACCATCGAGACACGGGATGGGGAGGTCGTCAGTGAGGCGAC 
ACAGCAGCAGCATGAAGTGCTCTAAAGACGAGAGACCCTCTGCCACCAGAGACC 
GTCCTCACCCCTGTCCTCACTGCTCCCTGAAGCCCAGCCTTCTTCCATCCCAGGAC 

1 0 ACCACACCCAGCCTCAGTCCTCCCGTCACAGCCTCTGACCCCTCCTCACTGGCCA 
TCCCTCGTGGTCCCCAACAGCGACATAGCCCATCCCTGCCTGGTCACAGGCATGC 
CCCGGCCACCTCTGCGGACCCCAGCTGTGAGCCTTGGCTGTTGGCAGTGAGTGAG 
CCTGGCTCTTGTGCTGGATGGAGCCCAGGCGGGAGCGGTGGCCCTGTCCCTCCCA 
CCTCTGTGACCTGAGGCCTACGCTTTGGCTCTGGAGATAGCCCCAGAGCAGGGTG 

1 5 TTGGGATACTGCAGGGCCAGGACTGAGCCCCGCAGACCTCCCCAGCCCCTAGCC 
CAGGAGAGAGAAAGCCAGGCAGGTAGCCTGGGGGACTAGCCCTGTGGAGACTG 
GGGGGCTTGAAATTGTCCCCGTGGTCTCTTACTTTCCTTTCCCCAGCCCAGGGTGG 
ACTTAGAAAGCAGGGGCTACAAGAGGGAATCCCCGAAGGTGCTGGAGGTGGGA 
GCAGGAGATTGAGAAGGAGAGAAAGTGGGTGAGATGCTGGAGAAGAGAGAGGA 

20 GGAGAGAGGCAGAGAGCGGTCTGAGGCTGGTGGGAGGGGCGCCCACCTCCCCAC 
GCCCTCCCCCCCCCTGCTGCAGGGGCTCTGGAGAGAAACAATAAA 

.. • >SEQIDNO:266 ■ H?-. r ••• - ■= -. ■ . > • ;■ ...s r... 

.• ... :> 1649377111 ■ :■■■ ■■■/■ v ..... " ■ 

25 GCCCAGTTAAATAACATTGACAGACTTGCCAAGACGATCACAATGATCGAAGAG 
GAGATGGTGCAGCTTCGCAAAAGATACGAAAAAGCTGTTCAGCATCGAAATGAA 
AGGTAAAAACCAGCCTCTGCCTCTGAATTTGACCATAGTGGCGTTCAGCTGATAG 
AGCGGGAAGAAGAAATATGCATTTTTTATGAAAAAATAAATATCCAAGAGAAGA 
TGAAACTAAAT 

30 

SEQlDNO:267 

>gi|347522|gb|L22206.1|HUMV2R Human vasopressin receptor V2 gene, complete cds 
AGAAGATCCTGGGTTCTGTGCATCCGTCTGTGTGACGATCCCTCTCAATCTTCCCT 
J " GCCCAGGACTGGCCATACTGCGACCGGACAGGrGCACACACGCCAACAGGCATC 

35 TGCCATGCTGGCATCTCTATAAGGGCTCCAGTCCAGAGACCCTGGGCCATTGAAC 
TTGCTCCTCAGGCAGAGGCTGAGTCCGCACATCACCTCCAGGCCCTCAGAACACC 
TGCCCCAGCCCCACCATGCTCATGGCGTCCACCACTTCCGGTAAGGCTTGCCCCT 
CCATGAGTCCGGTGGGCAGAGTGGGTTTGACGATTCAGGGAAGCCCCTCTTTCTA 
AAGACCTCCTTCACCCTCACCTCTGGGTGTGTCTCTCCAGGCTGCCAATGAGTGG 

40 GGAGGGGAGCACAGCCCCACTTCCCCGCCAGGGCTGGGGCTGGGGCTGGGGCTG 
GGGCTGCCCTTCCTTCTGGACTGCATGAGCCTGGGGTGTGTATCCCTCATAACAT 
GGCTTTCCTGGAGTCCCCTCTGCTAGGAGCCAGGAAGTGGGTGTCCGGATGGGG 
GCACGGGAGGCAGGCCTGAGTCCCCCTGCACAGCACCCTCTCTAACCAGGCCCTC 
TTCCCGACTCCTGCCCAGCTGTGCCTGGGCATCCCTCTCTGCCCAGCCTGCCCAGC 

45 AACAGCAGCCAGGAGAGGCCACTGGACACCCGGGACCCGCTGCTAGCCCGGGCG 
GAGCTGGCGCTGCTCTCCATAGTCTTTGTGGCTGTGGCCCTGAGCAATGGCCTGG 
TGCTGGCGGCCCTAGCTCGGCGGGGCCGGCGGGGCCACTGGGCACCCATACACG 
TCTTCATTGGCCACTTGTGCCTGGCCGACCTGGCCGTGGCTCTGTTCCAAGTGCTG 
CCCCAGCTGGCCTGGAAGGCCACCGACCGCTTCCGTGGGCCAGATGCCCTGTGTC 
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GGGCCGTGAAGTATCTGCAGATGGTGGGCATGTATGCCTCCTCCTACATGATCCT 
GGCCATGACGCTGGACCGCCACCGTGCCATCTGCCGTCCCATGCTGGCGTACCGC 
CATGGAAGTGGGGCTCACTGGAACCGGCCGGTGCTAGTGGCTTGGGCCTTCTCGC 
TCCTTCTCAGCCTGCCCCAGCTCTTCATCTTCGCCCAGCGCAACGTGGAAGGTGG 
5 CAGCGGGGTCACTGACTGCTGGGCCTGCTTTGCGGAGCCCTGGGGCCGTCGCACC 
TATGTCACCTGGATTGCCCTGATGGTGTTCGTGGCACCTACCCTGGGTATCGCCG 
CCTGCCAGGTGCTCATCTTCCGGGAGATTCATGCCAGTCTGGTGCCAGGGCCATC 
AGAGAGGCCTGGGGGGCGCCGCAGGGGACGCCGGACAGGCAGCCCCGGTGAGG 
GAGCCCACGTGTCAGCAGCTGTGGCCAAGACTGTGAGGATGACGCTAGTGATTG 

1 0 TGGTCGTCTATGTGCTGTGCTGGGCACCCTTCTTCCTGGTGCAGCTGTGGGCCGC 
GTGGGACCCGGAGGCACCTCTGGAAGGTGGGTGTAGCCGTGGCTAGGGCTGACG 
GGGCCACTTGGGCTTGGCCGCATGCCCCTGTGCCCCACCAGCCATCCTGAACCCA 
ACCTAGATCCTCCACCTCCACAGGGGCGCCCTTTGTGCTACTCATGTTGCTGGCC 
AGCCTCAACAGCTGCACCAACCCCTGGATCTATGCATCTTTCAGCAGCAGCGTGT 

1 5 CCTCAGAGCTGCGAAGCTTGCTCTGCTGTGCCCGGGGACGCACCCCACCCAGCCT 
GGGTCCCCAAGATGAGTCCTGCACCACCGCCAGCTCCTCCCTGGCCAAGGACACT 
TCATCGTGAGGAGCTGTTGGGTGTCTTGCCTCTAGAGGCTTTGAGAAGCTCAGCT 
GCCTTCCTGGGGCTGGTCCTGGGAGCCACTGGGAGGGGGACCCGTGGAGAATTG 
GCCAGAGCCTGTGGCCCCGAGGCTGGGACACTGTGTGGCCCTGGACAAGCCACA 

20 GCCCCTGCCTGGGTCTCCACATCCCCAGCTGTATGAGGAGAGCTTCAGGCCCCAG 
GACTGTGGGGGCCCCTCAGGTCAGCTCACTGAGCTGGGTGTAGGAGGGGCTGCA 
. GCAGAGGCCTGAGGAGTGGCAGGAAAGAGGGAGCAGGTGCCCCCAGGTGAGAC 
AGCGGTCCC AGGGGCCTGAAAAGGAAGGACCAGGGTGGGGCCAGGGGACCTTGC 
TGTCTCCGGCTTTCTAATCCCTCCCTGCTCATTCTCTCGCTAATAAAAATTGGAGG 

25 TCATTTTCCACATGGCAAGGGGTCTCGTTGGATCCTCT 

SEQ ID NO: 268 

>gi|28720|emb|X06989.1|HSAPA4R Human mRNA for amyloid A4(751) protein 
GAATTCCCGCGGAGCAGCGTGCGCGGGGCCCCGGGAGACGGCGGCGGTAGCGGC 

30 GCGGGCAGAGCAAGGACGCGGCGGATCCCACTCGCACAGCAGCGCACTCGGTGC 
CCCGCGCAGGGTCGCGATGCTGCCCGGTTTGGCACTGCTCCTGCTGGCCGCCTGG 
ACGGCTCGGGCGCTGGAGGTACCCACTGATGGTAATGCTGGCCTGCTGGCTGAA 
CCCCAGATTGCCA.TGTTGTGTGGCAGACTGAACATGCACATGAATGTCCAGAATG 
1 GGAAGTGGGATTCAGAl'GGATCAGGGACCAAAACCTGCATTGATACCAAGGAAG 

35 GCATCCTGCAGTATTGCCAAGAAGTCTACCCTGAACTGCAGATCACCAATGTGGT 
AGAAGCCAACCAACCAGTGACCATCCAGAACTGGTGCAAGCGGGGCCGCAAGCA 
GTGCAAGACCCATCCCCACTTTGTGATTCCCTACCGCTGCTTAGTTGGTGAGTTTG 
TAAGTGATGCCCTTCTCGTTCCTGACAAGTGCAAATTCTTACACCAGGAGAGGAT 
GGATGTTTGCGAAACTCATCTTCACTGGCACACCGTCGCCAAAGAGACATGCAGT 

40 GAGAAGAGTACCAACTTGCATGACTACGGCATGTTGCTGCCCTGCGGAATTGAC 
AAGTTCCGAGGGGTAGAGTTTGTGTGTTGCCCACTGGCTGAAGAAAGTGACAAT 
GTGGATTCTGCTGATGCGGAGGAGGATGACTCGGATGTCTGGTGGGGCGGAGCA 
GACACAGACTATGCAGATGGGAGTGAAGACAAAGTAGTAGAAGTAGCAGAGGA 
GGAAGAAGTGGCTGAGGTGGAAGAAGAAGAAGCCGATGATGACGAGGACGATG 

45 AGGATGGTGATGAGGTAGAGGAAGAGGCTGAGGAACCCTACGAAGAAGCCACA 
GAGAGAACCACCAGCATTGCCACCACCACCACCACCACCACAGAGTCTGTGGAA 
GAGGTGGTTCGAGAGGTGTGCTCTGAACAAGCCGAGACGGGGCCGTGCCGAGCA 
ATGATCTCCCGCTGGTACTTTGATGTGACTGAAGGGAAGTGTGCCCCATTCTTTT 
ACGGCGGATGTGGCGGCAACCGGAACAACTTTGACACAGAAGAGTACTGCATGG 
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ccgtgtgtggcagcgccattcctacaacagcagccagtacccctgatgccgttga 
caagtatctcgagacacctggggatgagaatgaacatgcccatttccagaaagc 
caaagagaggcttgaggccaagcaccgagagagaatgtcccaggtcatgagag 
aatgggaagaggcagaacgtcaagcaaagaacttgcctaaagctgataagaag 
5 gcagttatccagcatttccaggagaaagtggaatctttggaacaggaagcagcc 
aacgagagacagcagctggtggagacacacatggccagagtggaagccatgctc 
aatgaccgccgccgcctggccctggagaactacatcaccgctctgcaggctgttc 
ctcctcggcctcgtcacgtgttcaatatgctaaagaagtatgtccgcgcagaaca 
gaaggacagacagcacaccctaaagcatttcgagcatgtgcgcatggtggatcc 

1 0 caagaaagccgctcagatccggtcccaggttatgacacacctccgtgtgatttat 
gagcgcatgaatcagtctctctccctgctctacaacgtgcctgcagtggccgagg 
agattcaggatgaagttgatgagctgcttcagaaagagcaaaactattcagatg 
acgtcttggccaacatgattagtgaaccaaggatcagttacggaaacgatgctct 
catgccatctttgaccgaaacgaaaaccaccgtggagctccttcccgtgaatgga 

1 5 gagttcagcctggacgatctgcagccgtggcattcttttggggctgactctgtgc 
cagccaacacagaaaacgaagttgagcctgttgatgcccgccctgctgccgacc 
gaggactgaccactcgaccaggttctgggttgacaaatatcaagacggaggaga 
tctctgaagtgaagatggatgcagaattccgacatgactcaggatatgaagttc 
atcatcaaaaattggtgttctttgcagaagatgtgGgttcaaacaaaggtgcaat 

20 cattggactcatggtgggcggtgttgtcatagcgacagtgatcgtcatcaccttg 
gtgatgctgaagaagaaacagtacacatccattcatcatggtgtggtggaggtt 
.gacgcggctgtgaccccagaggagggccacctgtccaagatgcagcagaacggc 
:taggaaaatcgaacctacaagttctttgaggagatggagaactagaccggggcc • 
agaggagggtctgaagttggacaggaaaaccattgcttcactaccgatcggtgtc 

25 catttatagaataatgtgggaagaaacaaacccgttttatgatttactcattatc 
gccttttgacagctgtgctgtaacacaagtagatgcctgaacttgaattaatcca 
cacatcagtaatgtattctatctctctttacattttggtctctatactacattatta 
atgggttttgtgtactgtaaagaatttagctgtatcaaactagtgcatgaataga 
ttctctcctgattatttatcacatagccccttagccagttgtatattattcttgtg 

30 gtttgtgacccaattaagtcctactttacatatgctttaagaatcgatgggggat 
gcttcatgtgaacgtgggagttcagctgcttctcttgcctaagtattcctttcctg 
atcactatgcattttaaagttaaacatttttaagtatttcagatgctttagagag 

atataggaattaagaggatacacacgiltgrttettcgtgcctgttttatgtgcac 
3 5 ac attaggc attg agacttcaagcttttctttttttgtccacgtatctttgggtct 
ttgataaagaaaagaatccctgttcattgtaagcacttttacggggcgggtgggg 
aggggtgctctgctggtcttcaattaccaagaattc 

SEQ ID NO: 269 
40 >3107995H1 

TAAACATCCCAAAACTGGAGTTTTCGAAGAGAAACATGCCAAACCTCCAGATGT 
AGACCT 

TAAAAAGTTCTTTACAGACAGGAAGACTCATCTTTATACCCTTGTGATGAATCCA 
GATGA 

45 CACATTTGAGGTGTTAGTTGATCAAACAGTTGTAAACAAAGGAAGCCTCCTAGA 
GGATGT 

GGTTCCTCCTATCAAACCTCC 
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SEQ ID NO: 270 

>gi|179579|gb|M17017.1|HUMBTLP Human beta-thromboglobulin-like protein mRNA, 
complete cds 

ACAAACTTTCAGAGACAGCAGAGCACACAAGCTTCTAGGACAAGAGCCAGGAAG 
5 AAACCACCGGAAGGAACCATCTCACTGTGTGTAAACATGACTTCCAAGCTGGCC 
GTGGCTCTCTTGGCAGCCTTCCTGATTTCTGCAGCTCTGTGTGAAGGTGCAGTTTT 
GCCAAGGAGTGCTAAAGAACTTAGATGTCAGTGCATAAAGACATACTCCAAACC 
TTTCCACCCCAAATTTATCAAAGAACTGAGAGTGATTGAGAGTGGACCACACTGC 
GCCAACACAGAAATTATTGTAAAGCTTTCTGATGGAAGAGAGCTCTGTCTGGACC 

1 0 CCAAGGAAAACTGGGTGCAGAGGGTTGTGGAGAAGTTTTTGAAGAGGGCTGAGA 
ATTCATAAAAAAATTCATTCTCTGTGGTATCCAAGAATCAGTGAAGATGCCAGTG 
AAACTTCAAGCAAATCTACTTCAACACTTCATGTATTGTGTGGGTCTGTTGTAGG 
GTTGCCAGATGCAATACAAGATTCCTGGTTAAATTTGAATTTCAGTAAACAATGA 
ATAGTTTTTCATTGTACCATGAAATATCCAGAACATACTTATATGTAAAGTATTAT 

15 TTATTTGAATCTACAAAAAACAACAAATAATTTTTGAATATAAGGATTTTCCTAG 
ATATTGCACGGGAGAATATACAAATAGCAAAATTGGGCCAAGGGCCAAGAGAAT 
ATCCGAACTTTAATTTCAGGAATTGAATGGGTTTGCTAGAATGTGATATTTGAAG 
CATCACATAAAAATGATGGGACAATAAATTTTGCCATAAAGTCAAATTTAGCTGG 
AAATCCTGGATTTTTTTCTGTTAAATCTGGCAACCCTAGTCTGCTAGCCAGGATCC 

20 ACAAGTCCTTGTTCCACTGTGCCTTGGTTTCTCCTTTATTTCTAAGTGGAAAAAGT 
ATTAGCCACCATCTTACCTCACAGTGATGTTGTGAGGACATGTGGAAGCACTTTA 
• . AGTTTTTTCATCATAACATAAATTArmCAAGTGTAACTTATTAACCTATTTATT 
• ATTTATGTATTTATTTAAGCATGAAATATTTGTGCAAGAATTTGGAAAAATAGAA 
GATGAATC ATTGATTGAATAGTTATAAAGATGTTATAGTAAATTTATTTTATTTTA 

25 GATATTAAATGATGTTTTATTAGATAAATTTCAATCAGGGTTTTTAGATTAAACA 
AACAAACAATTGGGTACCCAGTTAAATTTTCATTTCAGATAAACAACAAATAATT 
TTTTAGTATAAGTACATTATTGTTTATCTGAAATTTTAATTGAACTAACAATCCTA 
GTTTGATACTCCCAGTCTTGTCATTGCCAGCTGTGTTGGTAGTGCTGTGTTGAATT 
ACGGAATAATGAGTTAGAACTATTAAAACAGGCAAAACTCCACAGTCAATATTA 

30 GTAATTTCTTGCTGGTTGAAACTTGTTTATTATGTACAAATAGATTCTTATAATAT 
TATTTAAATGACTGCATTTTTAAATACAAGGCTTTATATTTTTAACTTTAAGATGT 
TTTTATGTGCTCTCCAAATTTTTTTTACTGTTTCTGATTGTATGGAAATATAAAAG 
TAAATATGAAAC ATTTAAAATATA ATTTGTTGTC AA AGT 

35 SEQ ID NO: 271 

>gi|521214|gb|L33404.1|HUMSERPROT Human stratum corneum chymotryptic enzyme 
mRNA, complete cds 

GGATTTCCGGGCTCCATGGCAAGATCCCTTCTCCTGCCCCTGCAGATCCTACTGCT 
ATCCTTAGCCTTGGAAACTGCAGGAGAAGAAGCCCAGGGTGACAAGATTATTGA 

40 TGGCGCCCCATGTGCAAGAGGCTCCCACCCATGGCAGGTGGCCCTGCTCAGTGGC 
AATCAGCTCCACTGCGGAGGCGTCCTGGTCAATGAGCGCTGGGTGCTCACTGCCG 
CCCACTGCAAGATGAATGAGTACACCGTGCACCTGGGCAGTGATACGCTGGGCG 
ACAGGAGAGCTCAGAGGATCAAGGCCTCGAAGTCATTCCGCCACCCCGGCTACT 
CCACACAGACCCATGTTAATGACCTCATGCTCGTGAAGCTCAATAGCCAGGCCAG 

45 GCTGTCATCCATGGTGAAGAAAGTCAGGCTGCCCTCCCGCTGCGAACCCCCTGGA 
ACCACCTGTACTGTCTCCGGCTGGGGCACTACCACGAGCCCAGATGTGACCTTTC 
CCTCTGACCTCATGTGCGTGGATGTCAAGCTCATCTCCCCCCAGGACTGCACGAA 
GGTTTACAAGGACTTACTGGAAAATTCCATGCTGTGCGCTGGCATCCCCGACTCC 
AAGAAAAACGCCTGCAATGGTGACTCAGGGGGACCGTTGGTGTGCAGAGGTACC 
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CTGCAAGGTCTGGTGTCCTGGGGAACTTTCCCTTGCGGCCAACCCAATGACCCAG 
GAGTCTACACTCAAGTGTGCAAGTTCACCAAGTGGATAAATGACACCATGAAAA 
AGCATCGCTAACGCCACACTGAGTTAATTAACTGTGTGCTTCCAACAGAAAATGC 
ACAGGAGTGAGGACGCCGATGACCTATGAAGTCAAATTTGACTTTACCTTTCCTC 
5 AAAGATATATTTAAACCTCATGCCCTGTTGATAAACCAATCAAATTGGTAAAGAC 
CTAAAACCAAAACAAATAAAGAAACACAAAACCCTCAA 

SEQIDNO: 272 
>2726949H1 

10 GTAAAACGGTGGTCTCAATGCCCACTTAGCCTCTGCCTCTGAATTTGACCATAGT 
GGCGTTCAGCTGATAGAGCGGGAAGAAGAAATATGCATTTTTTATGAAAAAATA 
AATATCCAAGAGAAGATGAAACTAAATGGAGAAATTGAAATACATCTACTGGAA 
GAAAAGATCCAATTCCTGAAAATGAAGATTGCTGAGAAGCAAAGACAAATTTGT 
GTGACCCAGAAATTACTGCCAGCCAAGAGG 

15 

SEQIDNO: 273 
>2726952H1 

TGGTCTCAATGCCCACTTAGCCTCTGCCTCTGAATTTGACCATAGTGGCGTTGAGC 
TGATAGAGCGGGAAGAAGAAATATGCATTTTTTATGAAAAAATAAATATCCAAG 

20 AGAAGATGAAACTAAATGGAGAAATTGAAATACATCTACTGGAAGAAAAGATCC 
AATTCCTGAAAATGAAGATTGCTGAGAAGCAAAGACAAATTTGTGTGACCCAGA 

. '■:>•■:.: AATTACTGCCAGCCAAGAGGTC ,;A - i 

- . 'SEQ ID NO: 274 . 0 ' ' . - 

25 >gi|990907|gb|H51066.1 |H51066 yp84gl2.sl Scares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone IMAGE: 1941 82 3', mRNA sequence 

TGAGCAGGTAACACCCAGGNCATTTTGATGAGATCCAAAGGAGTTGTATGCACA 
TGAAAGTTTGAGAAGCATCATCATAGAGAAGTAAACATCACACCCAACTTCCTTA 
TCTTTCCAGTGGCTAAACCACTTAACCTCTCTGGGTGTTACCTGCTCATTTGTTTA 
30 AAAAAAAAAAAAAAAGTCTCACCTGCTTTCATGCTGAGGNCAAGTTCAGATGTT 
CAAGCCTATAATATTTNGGCAGTTCCNCAAATTTATGAAAAGNGTTCTCAGAATT 
GGGGAGACAGTCAAAGGGTNCAAAGCCTCAGTTAGGGGGGNTAAGTGTGATTTT 
. TTTTTAAAGNTCACTTGCACAGCCTGGCTAAATTTAGGGGTAATTGGAATGTATA 
TTTNCAA • - 

35 

SEQ ID NO: 275 

>gi|2159230|gb|AA446565.1|AA446565 zw84bll.sl Soares_total_fetus_Nb2HF8_9w Homo 
sapiens cDNA clone IMAGE:783645 3*, mRNA sequence 

TTTTTTCAAATATATACATTTTTAATATTTGAAATATTTACATAATGGAACCAC 
40 CAGGGTTCGAGGGTAAGAACAGTGTTTTCAAATGTCCTCTCCAGGTGTGTTTAAA 
AAAAAAAAAAATCCAGTAATCCAAAGCTCACATTATGCTTTTTCTAACAGGCCAA 
TCTTTACCTTTCTTTTAAATAAGTACTCAGACATGGGAACAGTTGCATCTAATTTG 
TGTGAAAAGCTGTTTAAAACTTCTTACGTTTTCAGGTAATTTTACTCCCTGGTGAA 
ATTCTGATCTACAACGAAGAAAGCCCCAGGAATTTCTCTAAGCACATCATCAGTA 
45 CATTTTTAAACACTAATGAGCCAAGGTAAAACAAGATATAAACCTTCTACAAGA 
CAAAAATGAAAACAAATGGTTAGTGGTTGGTAACTGCCTTGAA 
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SEQ ID NO: 276 

>gi|749387jgb|T99650.1|T99650 ye73h09.sl Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone IMAGE: 123425 3', mRNA sequence 

CAATAAAATGATTTATTTTATATATGCAAAATCAAAATCTCTTTGTACACTTTAAT 
5 TTTTGCAAATTCATACAAACATAACAATACTGCTCCATATAAACTTTTGTATAAA 
CATTAAAGGAAATATACACATATTTNGTTCTTCTTGTGCTTCCAAAGCACAGAAT 
GTATAAGTCCATCTGAAGACTTTCTATCATCACATGCAAGAACAAATGTCAGAGG 
TTGGGGGCAGCCTCAAGTGCACTTTGTAATGTCTCTAGACAAAAGAGAAGAGAG 
TTGGAGGTAGGATTGTTTGGGTGACTCTCCCTGCCCCTTCCCACAGAGGAAATAA 
10 GGTTACCCCAAATAGGCAGCTTCTTACTTCTTTGGATTCAAACTATCCTGGANTAT 
TGCATGGGTTTTAAAAGGGCNCCAAC 

SEQ ID NO: 277 
>463614H1 

1 5 GCTTTGGTCTATG ACCTCTGATATCTACTTTGATAATTTTATTATCTGTTCGG AAA 
AGGAAGTAGCAGATCACTGGGCTGCAGATGGTTGGAGATGGAAAATAATGATAG 
CAAATGCTAATAAGCCTGGTGTATTAAAACAGTTAATGGCAGCTGCTGAAGGGC 
ACCCATGGCTTTGGTTGATTTATCTTGTGACAGCAGGAGTGCCAATAGCATTAAT 
TAGTTCATTTTGTT 

20 

SEQ ID NO: 278 

>gi|31298|emb|Y0031 8.1|HSFAOI Human mRNA for complement control protein factor I . 

GAGAGACAAAGACCCCGAACAGGTCCAACATGAAGCTTCTTCATGTTTTCCTGTT 

ATTTCTGTGCTTCCACTTAAGGTTTTGCAAGGTCACTTATACATCTCAAGAGGATC. 

25 TGGTGGAGAAAAAGTGCTTAGCAAAAAAATATACTCACCTCTCCTGCGATAAAG 
TCTTCTGCCAGCCATGGCAGAGATGCATTGAGGGCACCTGTGTTTGTAAACTACC 
GTATCAGTGCCCAAAGAATGGCACTGCAGTGTGTGCAACTAACAGGAGAAGCTT 
CCCAACATACTGTCAACAAAAGAGTTTGGAATGTCTTCATCCAGGGACAAAGTTT 
TTAAATAACGGAACATGCACAGCCGAAGGAAAGTTTAGTGTTTCCTTGA\GCAT 

30 GGAAATACAGATTCAGAGGGAATAGTTGAAGTAAAACTTGTGGACCAAGATAAG 
ACAATGTTCATATGCAAAAGCAGCTGGAGCATGAGGGAAGCCAACGTGGCCTGC 
CTTGACCTTGGGTTTCAACAAGGTGCTGATACTCAAAGAAGGTTTAAGTTGTCTG 
..... ATCTCTCTATAAATTCCACTGAATGTCTACATGTGGATTGGCGAGGATTAGAGAC 
; CAGTTTGGCTGAATGTACTTTTACTAAGAGAAGAACTATGGG'nACCAGGATTTC 

35 GCTGATGTGGTTTGTTATACACAGAAAGCAGATTCTCCAATGGATGACTTCTTTC 
AGTGTGTGAATGGGAAATACATTTCTCAGATGAAAGCCTGTGATGGTATCAATGA 
TTGTGGAGACCAAAGTGATGAACTGTGTTGTAAAGCATGCCAAGGCAAAGGCTT 
CCATTGCAAATCGGGTGTTTGCATTCCAAGCCAGTATCAATGCAATGGTGAGGTG 
GACTGCATTACAGGGGAAGATGAAGTTGGCTGTGCAGGCTTTGCATCTGTGGCTC 

40 AAGAAGAAACAGAAATTTTGACTGCTGACATGGATGCAGAAAGAAGACGGATA 
AAATCATTATTACCTAAACTATCTTGTGGAGTTAAAAACAGAATGCACATTCGAA 
GGAAACGAATTGTGGGAGGAAAGCGAGCACAACTGGGAGACCTCCCATGGCAG 
GTGGCAATTAAGGATGCCAGTGGAATCACCTGTGGGGGAATTTATATTGGTGGCT 
GTTGGATTCTGACTGCTGCACATTGTCTCAGAGCCAGTAAAACTCATCGTTACCA 

45 AATATGGACAACAGTAGTAGACTGGATACACCCCGACCTTAAACGTATAGTAAT 
TGAATACGTGGATAGAATTATTTTCCATGAAAACTACAATGCAGGCACTTACCAA 
AATGACATCGCTTTGATTGAAATGAAAAAAGACGGAAACAAAAAAGATTGTGAG 
CTGCCTCGTTCCATCCCTGCCTGTGTCCCCTGGTCTCCTTACCTATTCCAACCTAA 
TGATACATGCATCGTTTCTGGCTGGGGACGAGAAAAAGATAACGAAAGAGTCTT 
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TTCACTTCAGTGGGGTGAAGTTAAACTAATAAGCAACTGCTCTAAGTTTTACGGA 
AATCGTTTCTATGAAAAAGAAATGGAATGTGCAGGTACATATGATGGTTCCATCG 
ATGCCTGTAAAGGGGACTCTGGAGGCCCCTTAGTCTGTATGGATGCCAACAATGT 
GACTTATGTCTGGGGTGTTGTGAGTTGGGGGGAAAACTGTGGAAAACCAGAGTT 
5 CCCAGGTGTTTACACCAAAGTGGCCAATTATTTTGACTGGATTAGCTACCATGTA 
GGAAGGCCTTTTATTTCTCAGTACAATGTATAAAATTGTGATCTCTCTCTTCATTC 
TATTCTIT1TCTCTCAAGAGTTCCATTTAATGGAAATAAAACGGTATAATTAATAA 
TTCTCTAGGGGGGAAAAATGAAGCAAATCTCATTGGATATTTTTAAAGGTCTCCA 
CAGAGTTTATGCCATATTGGAATTTTGTTGTATAATTCTCNNGCGAATTC 

10 

SEQ ID NO: 279 

>gi|181244|gb|M64349.1|HUMCYCDl Human cyclin D (cyclin Dl) mRNA, complete cds 

GCAGTAGCAGCGAGCAGCAGAGTCCGCACGCTCCGGCGAGGGGCAGAAGAGCG 

CGAGGGAGCGCGGGGCAGCAGAAGCGAGAGCCGAGCGCGGACCCAGCCAGGAC 

1 5 CCACAGCCCTCCCCAGCTGCCCAGGAAGAGCCCCAGCCATGGAACACCAGCTCC 
TGTGCTGCGAAGTGGAAACCATCCGCCGCGCGTACCCCGATGCCAACCTCCTCAA 
CGACCGGGTGCTGCGGGCCATGCTGAAGGCGGAGGAGACCTGCGCGCCCTCGGT 
GTCCTACTTCAAATGTGTGCAGAAGGAGGTCCTGCCGTCCATGCGGAAGATCGTC 
GCCACCTGGATGCTGGAGGTCTGCGAGGAACAGAAGTGCGAGGAGGAGGTCTTC 

20 CCGCTGGCCATGAACTACCTGGACCGCTTCCTGTCGCTGGAGCCCGTGAAAAAGA 
GCCGCCTGCAGCTGCTGGGGGCCACTTGCATGTTCGTGGCCTCTAAGATGAAGGA 
GACGATCCCCGT.GACGGCCGAGAAGCTGTGCATCTAGAGCGACGGCTCCATCCGG 
CCCGAGGAGCTGCTGGAAATGGAGCTGCTCCTGGTGAACAAGCTCAAGTGGAAC 
CTGGCCGCAATGACGCCGCACGATTTCATTGAAGACTTCCTCTCCAAAATGCCAG 

25 AGGGGGAGGAGAACAAACAGATCATCCGCAAACACGCGCAGACCTTCGTTGCCT 
CTTGTGCCACAGATGTGAAGTTCATTTCCAATCCGCCCTCCATGGTGGCAGCGGG 
GAGCGTGGTGGCCGCAGTGGAAGGCCTGAACCTGAGGAGCCCCAACAACTTCCT 
GTCCTACTACCGCCTCACACGCTTCCTCTCCAGAGTGATCAAGTGTGACCCAGAC 
TGCCTCCGGGCCTGCCAGGAGCAGATCGAAGCCCTGCTGGAGTCAAGCCTGCGC 

30 CAGGCCCAGCAGAACATGGACCCCAAGGCCGCCGAGGAGGAGGAAGAGGAGGA 
GGAGGAGGTGQACCTGGCTTGCACACCCACCGACGTGCGGGACGTGGACATCTG 
AGGGGCCCAGGCAGGCGGGCGCCACCGCCACCCGCAGCGAGGGCGGAGCCGGC 
..■ CCCAGGTGCTCCACATGACAGTCCCTCCTCTGCGGAGGATTTTGATACCAGAAGG 
GAAAGCTTCATTCTCCTTGTTGTTGGTTGTm^^ 

35 TCTCTGACTTAAGCAAAAGAAAAAGATTACCCAAAAACTGTCTTTAAAAGAGAG 
AGAGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA^ 
AAAAAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 280 

40 >gi|3004498|gb|U04357.1 |HSU04357 Homo sapiens arginine vasopressin receptor type II, 
V2 antidiuretic hormone receptor (AVPR2) gene, complete cds 

CTTGCTCCTCAGGCAGAGGCTGAGTCCGCACATCACCTCCAGGCCCTCAGAACAC 
CTGCCCCAGCCCCACGATGCTCATGGCGTCGACCACTTCCGGTAAGGCTTGCCCC 
TCCATGAGTCCGGTGGGCAGAGTGGGTTTGACGATTCAGGGAAGCCCCTCTTTCT 
45 AAAGACCTCCTTCACCCTCACCTCTGGGTGTGTCTCTCCAGGCTGCCAATGAGTG 
GGGAGGGGAGCACAGCCCCACTTCCCCGCCAGGGCTGGGGCTGGGGCTGGGGCT 
GGGGCTGCCCTTCCTTCTGGACTGCATGAGCCTGGGGTGTGTATCCCTCATAACA 
TGGCTTTCCTGGAGTCCCCTCTGCTAGGAGCCAGGAAGTGGGTGTCCGGATGGGG 
GCACGGGAGGCAGGCCTGAGTCCCCCTGCACAGCACCCTCTCTAACCAGGCCCTC 



226 



WO 02/074979 



PCT/US02/08456 



TTCCCGACTCCTGCCCAGCTGTGCCTGGGCATCCCTCTCTGCCCAGCCTGCCCAGC 
AACAGCAGCCAGGAGAGGCCACTGGACACCCGGGACCCGCTGCTAGCCCGGGCG 
GAGCTGGCGCTGCTCTCCATAGTCTTTGTGGCTGTGGCCCTGAGCAATGGCCTGG 
TGCTGGCGGCCCTAGCTCGGCGGGGCCGGCGGGGCCACTGGGCACCCATACACG 
5 TCTTCATTGGCCACTTGTGCCTGGCCGACCTGGCCGTGGCTCTGTTCCAAGTGCTG 
CCCCAGCTGGCCTGGAAGGCCACCGACCGCTTCCGTGGGCCAGATGCCCTGTGTC 
GGGCCGTGAAGTATCTGCAGATGGTGGGCATGTATGCCTCCTCCTACATGATCCT 
GGCCATGACGCTGGACCGCCACCGTGCCATCTGCCGTCCCATGCTGGCGTACCGC 
CATGGAAGTGGGGCTCACTGGAACCGGCCGGTGCTAGTGGCTTGGGCCTTCTCGC 

1 0 TCCTTCTCAGCCTGCCCCAGCTCTTCATCTTCGCCC AGCGCAACGTGGAAGGTGG 
CAGCGGGGTCACTGACTGCTGGGCCTGCTTTGCGGAGCCCTGGGGCCGTCGCACC 
TATGTCACCTGGATTGCCCTGATGGTGTTCGTGGCACCTACCCTGGGTATCGCCG 
CCTGCCAGGTGCTCATCTTCCGGGAGATTCATGCCAGTCTGGTGCCAGGGCCATC 
AGAGAGGCCTGGGGGGCGCCGCAGGGGACGCCGGACAGGCAGCCCCGGTGAGG 

1 5 G AGCCCACGTGTCAGCAGCTGTGGCCAAG ACTGTGAGGATGACGCTAGTGATTG 
TGGTCGTCTATGTGCTGTGCTGGGCACCCTTCTTCCTGGTGCAGCTGTGGGCCGC 
GTGGGACCCGGAGGCACCTCTGGAAGGTGGGTGTAGCCGTGGCTAGGGCTGACG 
GGGCCACTTGGGCTTGGCCGCATGCCCCTGTGCCCCACCAGCCATCCTGAACCCA 
ACCTAGATCCTCCACCTCCACAGGGGCGCCCTTTGTGCTACTCATGTTGCTGGCC 

20 AGCCTCAACAGCTGCACCAACCCCTGGATCTATGCATCTTTCAGCAGCAGCGTGT 
CCTCAGAGCTGCGAAGCTTGCTCTGCTGTGCCCGGGGACGCACCCCACCCAGCCT 
. • GGGTCCCGAAGATGAGTCCTGCAGCACCGCCAGCTCCTCCCTGGCGAAGGAGACT 
•TCATGGTGAGGAGGTGTTGGGTGTCTTGGCTCTAGAGGCTTTGAGAAGCTCAGGT 
iGCGTTCCTGGGGCTGGTCCTGGGAGGGACTGGGAGGGGGACGCGTGGAGAATTG 

25 GCCAGAGCCTGTGGCCCCGAGGCTGGGACACTGTGTGGCCCTGGACAAGCCACA 
GCCCCTGCCTGGGTCTCCACATCCCCAGCTGTATGAGGAGAGCTTCAGGCCCCAG 
GACTGTGGGGGCCCCTCAGGTCAGCTCACTGAGCTGGGTGTAGGAGGGGCTGCA 
GCAGAGGCCTGAGGAGTGGCAGGAAAGAGGGAGCAGGTGCCCCCAGGTGAGAC 
AGCGGTCCCAGGGGCCTGAAAAGGAAGGACCAGGCTGGGGCCAGGGGACCTTCC 

30 TGTCTCCGCCTTTCTAATCCCTGCCTCCTCATTCTCTCCCTAATAAAAATTGGAGC 
TCA 

SEQTDNO: 281 ... , 

>4i6mmi .: ~ ' 

35 CAGCACCATCGCAACCAGTGCCAGTACTGCCGCCTCAAAAAGTGCCTCAAAGTG 
GGCATGAGACGGGAAGGTATCGGCCTCTCATTTCTCCTTCCCTCGTCCTGGGTCC 
CGGGGTCCTGGGTACGTTTGGCTAGCCTGCTCTGGGTAAGGACAAGAAGCCCCA 
AGCTCTTCTCTTCGTATTGCAGCGGAAAAGGGTTTTATACTAGAAGCGAGTTCTG 
CATTGGAACCCAGACCCCAAATCCGCATGCTTT 

40 

SEQ ID NO: 282 

>gi|183866|gb|M60278.1|HUMHBEGF Human heparin-binding EGF-like growth factor 
mRNA, complete cds 

GCTACGCGGGCCACGCTGCTGGCTGGCCTGACCTAGGCGCGCGGGGTCGGGCGG 
45 CCGCGCGGGCGGGCTGAGTGAGCAAGACAAGACACTCAAGAAGAGCGAGCTGC 
GCCTGGGTCCCGGCCAGGCTTGCACGCAGAGGCGGGCGGCAGACGGTGCCCGGC 
GGAATCTCCTGAGCTCCGCCGCCCAGCTCTGGTGCCAGCGCCCAGTGGCCGCCGC 
TTCGAAAGTGACTGGTGCCTCGCCGCCTCCTCTCGGTGCGGGACCATGAAGCTGC 
TGCCGTCGGTGGTGCTGAAGCTCTTTCTGGCTGCAGTTCTCTCGGCACTGGTGACT 
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GGCGAGAGCCTGGAGCGGCTTCGGAGAGGGCTAGCTGCTGGAACCAGCAACCCG 
GACCCTCCCACTGTATCCACGGACCAGCTGCTACCCCTAGGAGGCGGCCGGGAC 
CGGAAAGTCCGTGACTTGCAAGAGGCAGATCTGGACCTTTTGAGAGTCACTTTAT 
CCTCCAAGCCACAAGCACTGGCCACACCAAACAAGGAGGAGCACGGGAAAAGA 
5 AAGAAGAAAGGCAAGGGGCTAGGGAAGAAGAGGGACCCATGTCTTCGGAAATA 
CAAGGACTTCTGCATCCATGGAGAATGCAAATATGTGAAGGAGCTCCGGGCTCC 
CTCCTGCATCTGCCACCCGGGTTACCATGGAGAGAGGTGTCATGGGCTGAGCCTC 
CCAGTGGAAAATCGCTTATATACCTATGACCACACAACCATCCTGGCCGTGGTGG 
CTGTGGTGCTGTCATCTGTCTGTCTGCTGGTCATCGTGGGGCTTCTCATGTTTAGG 

1 0 TACCATAGGAGAGGAGGTTATGATGTGGAAAATGAAGAGAAAGTGAAGTTGGGC 
ATGACTAATTCCCACTGAGAGAGACTTGTGCTCAAGGAATCGGCTGGGGACTGCT 
ACCTCTGAGAAGACACAAGGTGATTTCAGACTGCAGAGGGGAAAGACTTCCATC 
TAGTCACAAAGACTCCTTCGTCCCCAGTTGCCGTCTAGGATTGGGCCTCCCATAA 
TTGCT1TGCCAAAATACCAGAGCCTTCAAGTGCCAAACAGAGTATGTCCGATGGT 

1 5 ATCTGGGTAAGAAGAAAGCAAAAGCAAGGGACCTTCATGCCCTTCTGATTCCCCT 
CCACCAAACCCCACTTCCCCTCATAAGTTTGTTTAAACACTTATCTTCTGGATTAG 
AATGCCGGTTAAATTCCATATGCTCCAGGATCTTTGACTGAAAAAAAAAAAGAA 
GAAGAAGAAGGAGAGCAAGAAGGAAAGATTTGTGAACTGGAAGAAAGCAACAA 
AGATTGAGAAGCCATGTACTCAAGTACCACCAAGGGATCTGCCATTGGGACCCT 

20 CCAGTGCTGGATTTGATGAGTTAACTGTGAAATACCACAAGCCTGAGAACTGAAT 
TTTGGGACTTCTACCCAGATGGAAAAATAACAACTATTTTTGTTGTTGTTGTTTGT 
' AAATGCCTCTTAAATTATATATTTATTTTATTCTATGTATGTTAATTTATTTAGTTT 
■'■ ■■■■■ TTAACAATCTAACAATAATATTTGAAGTGCCTAGACTGTTAGTTTGGGAATTTCGT 
i GGCCCTCCACTCCTCATCCGCACAATCTGGCTTAGTGCCACCCACCTTTGeCACA • 

•25 AAGGTAGGATGGTTCTGTGACCCATCTGTAGTAATTTATTGTCTGTCTACATTTCT 
GCAGATCTTCCGTGGTCAGAGTGCCACTGCGGGAGCTCTGTATGGTCAGGATGTA 
GGGGTTAACTTGGTCAGAGCCACTCTATGAGTTGGACTTCAGTCTTGCCTAGGCG 
ATTTTGTCTACCATTTGTGTTTTGAAAGCCCAAGGTGCTGATGTCAAAGTGTAAC 
AGATATCAGTGTCTCCCCGTGTCCTCTCCCTGCCAAGTCTCAGAAGAGGTTGGGC 

30 TTCCATGCCTGTAGCTTTCCTGGTCCCTCACCCCCATGGCCCCAGGCCACAGCGT 
GGGAACTCACTTTCCCTTGTGTCAAGACATTTCTCTAACTCCTGCCATTCTTCTGG 
TGCTACTCCATGCAGGGGTCAGTGCAGCAGAGGACAGTCTGGAGAAGGTATTAG 
.., . CAAAGCAAAAGGCTGAGAAGGAAGAGGGAACATTGGAGCTGACTGTTCTTGGTA 
' ; ' ACTGATTACCTGCCAATTGCTACCGAGAAGGTTGGAGGTGGGGAAGGCTTTGTAT 

35 AATCCCACCCACCTCACCAAAACGATGAAGGTATGCTGTCATGGTCCTTTCTGGA 
AGTTTCTGGTGCCATTTCTGAACTGTTACAACTTGTATTTCCAAACCTGGTTCATA 
TTTATACTTTGCAATCCAAATAAAGATAACCCTTATTCCATAAAAAAAAAAAAAA 
AAAA 

40 SEQ ID NO: 283 

>gi|35039|emb|X61498.1|HSNFKBS H.sapiens mRNA for NF-kB subunit 
ACTTTCCTGCCCCTTCCCCGGCCAAGCCCAACTCCGGATCTCGCTCTCCACCGGAT 
CTCACCCGCCACACCCGGACAGGCGGCTGGAGGAGGCGGGCGTCTAAAATTCTG 
GGAAGCAGAACCTGGCCGGAGCCACTAGACAGAGCCGGGCCTAGCCCAGAGAC 

45 ATGGAGAGTTGCTACAACCCAGGTCTGGATGGTATTATTGAATATGATGATTTCA 
AATTGAACTCCTCCATTGTGGAACCCAAGGAGCCAGCCCCAGAAACAGCTGATG 
GCCCCTACCTGGTGATCGTGGAACAGCCTAAGCAGAGAGGCTTCCGATTTCGATA 
TGGCTGTGAAGGCCCCTCCCATGGAGGACTGCCCGGTGCCTCCAGTGAGAAGGG 
CCGAAAGACCTATCCCACTGTCAAGATCTGTAACTACGAGGGACCAGCCAAGAT 
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cgaggtggacctggtaacacacagtgacccacctcgtgctcatgcccacagtctg 
gtgggcaagcaatgctcggagctggggatctgcgccgtttctgtggggcccaag 
gacatgactgcccaatttaacaacctgggtgtcctgcatgtgactaagaagaac 
atgatggggactatgatacaaaaacttcagaggcagcggctccgctctaggccc 
5 cagggccttacggaggccgagcagcgggagctggagcaagaggccaaagaact 
gaagaaggtgatggatctgagtatagtgcggctgcgcttctctgccttccttaga 
gccagtgatggctccttctccctgcccctgaagccagtcacctcccagcccatcc 
atgatagcaaatctccgggggcatcaaacctgaagatttctcgaatggacaaga 
cagcaggctctgtgcggggtggagatgaagtttatctgctttgtgacaaggtgca 

1 0 gaaagatgacattgaggttcggttctatgaggatgatgagaatggatggcaggc 
ctttggggacttctctcccacagatgtgcataaacagtatgccattgtgttccgg 
acacccccctatcacaagatgaagattgagcggcctgtaacagtgtttctgcaac 
tgaaacgcaagcgaggaggggacgtgtctgattccaaacagttcacctattacc 
ctctggtggaagacaaggaagaggtgcagcggaagcggaggaaggccttgccc 

1 5 accttctcccagcccttcgggggtggctcccacatgggtggaggctctgggggtg 
cagccgggggctacggaggagctggaggaggtggcagcctcggtttcttcccct 
cctccctggcctacagcccctaccagtccggcgcgggccccatgcggtgctaccc 
gggaggcgggggcggggcgcagatggccgccacggtgcccagcagggactccg 
gggaggaagccgcggagccgagcgccccctccaggaccccccagtgcgagccgc 

20 aggccccggagatgctgcagcgagctcgagagtacaacgcgcgcctgttcggcc 
tggcgcacgcagccccgagccctactcgactactgcgtcaccgcggacgccgcg 
ggctgctggcgggacagggccacctgctgacggcgcaggacgagaacggagaca 

• . gaggagtgcagctagcgatcatccacgggcagacgagtgtcattgagcagXtagt 
*. egtatgtcatccaccacggccaggacctcggcgttgtcaagctcaccaaccacctg 

25 xaccagacgcccctgcacctggcggtgatcacggggcagacgagtgtggtgagc 

TTTCTGCTGCGGGTAGGTGCAGACCCAGCTCTGCTGGATCGGCATGGAGACTCAG 
CCATGCATCTGGCGCTGCGGGCAGGCGCTGGTGCTCCTGAGCTGCTGCGTGCACT 
GCTTCAGAGTGGAGCTCCTGCTGTGCCCCAGCTGTTGCATATGCCTGACTTTGAG 
GGACTGTATCCAGTACACCTGGCGGTCCGAGCCCGAAGCCCTGAGTGCCTGGATC 
3 0 TGCTGGTGGACAGTGGGGCTGAAGTGGAGGCCACAGAGCGGCAGGGGGGACGA 
ACAGCCTTGCATCTAGCCACAGAGATGGAGGAGCTGGGGTTGGTCACCCATCTG 
GTCACCAAGCTCCGGGCCAACGTGAACGCTCGCACCTTTGCGGGAAACACACCC 
CTGCACCTGGGAGCTGGACTGGGGTACCCGACCCTCACCCGCCTCCTTCTGAAGG 

3 5 CCCTACCTCTGATAGCGACTCGGACTCTG AAGGGCCTGAGAAGGACACCCG AAG 
CAGCTTCCGGGGCCACACGCCTCTTGACCTCACTTGCAGCACCTTGGTGAAGACC 
TTGCTGCTAAATGCTGCTCAGAACACCATGGAGCCACCCCTGACCCCGCCCAGCC 
CAGCAGGGCCGGGACTGTCACTTGGTGATACAGCTCTGCAGAACCTGGAGCAGC 
TGCTAGACGGGCCAGAAGCCCAGGGCAGCTGGGCAGAGCTGGCAGAGCGTCTGG 

40 GGCTGCGCAGCCTGGTAGACACGTACCGACAGACAACCTCACCCAGTGGCAGCC 
TCCTGCGCAGCTACGAGCTGGCTGGCGGGGACCTGGCAGGTCTACTGGAGGCCC 
TGTCTGACATGGGCCTAGAGGAGGGAGTGAGGCTGCTGAGGGGTCCAGAAACCC 
GAGACAAGCTGCCCAGCACAGAGGTGAAGGAAGACAGTGCGTACGGGAGCCAG 
TCAGTGGAGCAGGAGGCAGAGAAGCTGGGCCCACCCCCTGAGCCACCAGGAGG 

45 GCTCTCGCACGGGCACCCCCAGCCTCAGGTGACTGACCTGCTGCCTGCCCCCAGC 
CCCCTTCCCG<jACCCCCTGTACAGCGTCCCCACCTATTTCAAATCTTATTTAACAC 
CCCACACCCACCCCTCAGTTGGGACAAATAAAGGATTCTCATGGGAAGGGGAGG 
ACCCCGAATTCCT 
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SEQlDNO:284 

>gi|183537|gb|M37724.1|HUMGPLEU02 Human MDRl/P-glycoprotein gene, exon 7 
GCCATAAACTACCCTACACTCAAAACAGGCTTCACGAGAAAAGTTGATGTTTAAC 
ATTCTGACAATTATTTCTAACACTATCTGTTCTTTCAGTGATGTCTCCAAGATTAA 
5 TGAAGGAATTGGTGACAAAATTGGAATGTTCTTTCAGTCAATGGCAACATTTTTC 
ACTGGGTTTATAGTAGGATTTACACGTGGTTGGAAGCTAACCC 

SEQ ID NO: 285 
>1322305T6 

1 0 GTGAGTTAC ACTTCTTCCTCCCC ACCAGGTGCTCTCTGCAGCTCTGGAAAAATGG 
TGTCCTCTTTGTTGTCCCACCAGGGGGCGCCACCTCCAGCCCCGCCCCAGCCTCA 
TACCCAGTTCTTCAGCTCGGCCAGCGGTAACTGAAGCCTCCCAGAATCCTGGATC 
CGGGCCCCTAGTACCCTCTTTCCCAGGGACCCAGGAGTCCTGCCTCCAGTCGCCT 
GCACTTGTAACTGAGAGCTGGAGGTCGTCCATAGCAGCATAGTGAGAGTGTTTTT 

1 5 GATGAGGGTATGCAGAGTGGGGGTG ACCATGTTCCCACCTGGGGCCTCAGGTGG 
GCCAAGGCCTACCCACTTTAGCCAGCGTCCCCTCCAGCAGCCATCAGCAAGCCAA 
CCCACTCCAAGCCAGGGCCCCCTTTGGTCCTTGCACTTGAGGTGCTTTGTTCAGG 
GCTGGGTCAGGAGTGGCAGAGACGATGTCCAACAACCTCAGTACTGGGGGAAAA 
GTAGCCTGG 

20 

SEQ ID NO: 286 

, :>128.4795H1 , ■■■ : \ - k ,' :'. ■ • l / . , / ■ • • • 

V.- . v GTGTG AG AAGACTGG GTAGTGTGGAAGCATAGTGAAC ACAG3GATTAGGTTATG 

GTTTAATGTTACAAGAACTATTTTTTAAGAAAAAGAAGrrTrAGAAATTTGGTTTC 
25 AAGTGTACATGTGTGAAAACAATATTGTATACTACCATAGTGAGCCATGA 

SEQ ID NO: 287 
>349590H1 

GTTGGCTGGATGGGTCTTATCAAAAGCAAAGAAAGATGACATGGATGAGGAAAT 
30 TTGAATATACGATGGAAGATGGGAAATTGAAGAGTTGAAAGAAAACCAGGTACC 
TGGTGACAGAGGACTGGTATTAAAATCTAGAGCAAAGCATCATGCAATATCTGC 
TGTATTAGCAAAACCATTCATTTTTGCTGATAAACCCTTGNTAGTTCAATATGAA 
GTAAATTTrCAAGATGGTATTGATTGTGGAGGTGCATACATTAAACTCGTAG 

35 SEQ ID NO: 288 

>gi|181075|gb|M28638.1|HUMCRYABA Human alpha-B-crystallin gene, 5' end 
GTCGACACCACCCAAAATAGTGCCGAGCCTCTTGGGGGGGGAGGGGCTGGGAGT 
GGGGGCCCTGAGTGAGAGCAACGAGGGTGTGACCAGCGCCGCCCGGACCCCTAG 
TCCCCTCCCCCGCACACTCTTCAGCTGTCGCAGGGGGCCTGAGAGGACAGCTGAG 

40 GGTCCTGGCTGGGAACGAGCTGGGGAGGGGGAGCTGGTGGTGCCTGGGGCATGA 
AGAGGCCrCGCTGAGACCCTCACAAACGGTTTGCACGTTTCCACACCTCATTTTC 
TCCTCTTCGGTGGCAGGCACTGTGCACCCAATTCCTAAAGCACTCCTGGATTTAA 
TGTTCTGAGAGCCACATAGAACGAAAGATGCAAGAAATCTGTTTGCTCTTTTTTC 
AGGGGGTGGGGTCTTTCTGCCCAGATGTGGGATCCTCTCCTAAACCCAGGTCAAC 

45 CCAGGGCACGAGGCAGATGGCTGGTGCTGACATGTTGACCATCACTGCTCTCTTC 
CAAGGACTCACAAAGAGTTAATGTCCCTGGGGCTCAGCCTAGGAAGATTCCAGT 
CCCTGCCCAGGCCCAAGATAGTTGCTGGCCTGATTCCCCTGGCATTCAGGACTGG 
AAAGGAGGAGGAGGGGCACACTACGCCGGCTCCCATCCTCCCCCCACCCCGCGT 
GCCTGCTTGGGATTCCTGACTCTGTACCAGCTTCAGAGAACAGGGGTGGGGGTGG 
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GTGCCATTGGGTGTGGACAGAAAGCTAGTGAAACAAGACCATGACAAGTCACTG 
GCCGGCTCAGACGTGTTTGTGTCTCTCTTTTCTTAGCTCAGTGAGTACTGGGTATG 
TGTCACATTGCCAAATCCCGGATCACAAGTCTCCATGAACTGCTGGTGAGCTAGG 
ATAATAAAACCCCTGACATCACCATTCCAGAAGCTTCACAAGACTGCATATATAA 
5 GGGGCTGGCTGTAGCTGCAGCTGAAGGAGCTGACCAGCCAGCTGACCCCTCACA 
CTCACCTAGCCACCATGGACATCGCCATCCACCACCCCTGGATCCGCCGCCCCTT 
CTTTCCTTTCCACTCCCCCAGCCGCCTCTTTGACCAGTTCTTCGGAGAGCACCTGT 
TGGAGTCTGATCTTTTCCCGACGTCTACTTCCCTGAGTCCCTTCTACCTTCGGCCA 
CCCTCCTTCCTGCGGGCACCCAGCTGGTTTGACACTGGACTCTCAGAGGTGAGTC 

1 0 TCCCCACAGCTAGGACGGGAGAGTCCTTACTGGAACCTCCTGGAAACTTCTCCAT 
CCATTTTCCTTTCCTACCCTGCCTAAACCATTTTAGGCACATGTGTGTCCAAATGT 
GAAGAAAAATGAGGAGGTTGCTAGTGCCTTCCTCCCCCATCACCTGTTTCTATTT 
GATAGTCCTCTGTATCCCATTTATTACATTTTTTCATGCACTGTCAAGTTTATCCTC 
CGTCCCCTAACTTCTCTACAGGATACCCCTTTCTGGTTTGGTTCATGACAATCTGC 

1 5 AGGGAAAGAGCTGCCTTCAAACTCCTTTGCTTATCTCTTCCAACACCTTGGACTCT 
TGACCGATTTTACCATCTCAGGTTTCAGAGCCAGGAGAGAGCCCTGCCTCATCCT 
GAGCTGTTCATCCCCATGGGTATTTTCTGCCTTTCTATTCCCTCTTCTATGATTTTC 
TGGGTTTCTCAGGGCTACGACAGGGCGCTGGCCTGGGTCCAATCAAGCCCTACGA 
GGAAACAATATAGGGACGCCCATTTGTCCTAAGAGGGTGGAAGAACAGGGTGAA 

20 CAAATAAGGTTGAGAGAGCTGTCACAGATAACACTCTGGTTTAAAAATATTCAA 
GTGTGAGTAAACAGGAGCTGAGTGGGCAAGGGCTTTGGAAGGACAAGCAGGAC 
. . .CAGCAGAACATTCCAGATTGGGTGGGTGGAAAACTGGCAAAGAGACGTGAGGCA 

. . GAAGAAGAGGCCTTTGTCTCACAGACAAAGCACAAAGGCAGGCATTGGAGTCAG 
AGAGGCAGGAGATGCCAGGCTTGCAGCCATCCTTGCGAGTGGTCCCCTGGGTGAT 

25 CTGTCTTCTTCTCTGTCCCTGTAAATAAAGTTTGGGTCTGATCACCATGAGCCTTA 
GGTATCACTGTGGTGGCTCCCTGAAGCAGACAGCTATGTTTATTTAAAAAGGAGA 
TTTTTTAAGCAGAGAAGAGAAGGATGAATTACCCGGACAGAAAGCAGCTCTGCA 
GAATAAGACAGCACCTGTGTAATCAGTATTTTTGCCCTCTTTCTCCCATCCCATTC 
CCTTACCTTGCTATTTCTAGATGCGCCTGGAGAAGGACAGGTTCTCTGTCAACCT 

3 0 GGATGTGAAGCACTTCTCCCCAGAGGAACTCAAAGTTAAGGTGTTGGG AGATGT 
GATTGAGGTGCATGGAAAACATGAAGAGCGCCAGGTATGTAGCTTGTTTTTTTGT 
TTTCTGCTCATTCATTCAGTGATACTGTAATAGTCCAGGTAGTGCTATCAGCTTTG 
. GAGGGTGGGTACATTCCAGTCCCAAGCCATAACAGTCGGGATCAGGGGTTACAA . 

Al cA^ArGf ctAgaagactaagttaggatagacatattgctgttgttactattatg 

35 GCCAGAGATGTGGCCTTTGATTTGATCGCCTTAGATGGGATGATGGGATGCTGAT 
GCCCCATTTAAGCCAGTGGTTCTGAATCTGGGCCACATTAGAATCACCAGGGGAA 
CTTTCAAAAACCTAATGCTCGGGCATCCTCCAGACCAATTAGCATATGTGCTGCC 
GAAGCGAGCACTACTCCAGACCAATTAAATCAGCATTTTTAAGGGTGGGACCCA 
GGCATCAGCAATTTTTAAGGTAATTCTAATCTACAGTCAAGGTTGAGAACCACTG 

40 ATTAGGTATAGGGCTGTCAGACACCTAGTTGCTTTGCATAATTACATTAACTACA 
GGTACCCTAAAAGCACTTGAGTTGTGACTTCTCTTTTAGCTGTGCAAGAATCCGT 
GTCTCTTCTTTAGCCCATCTrAATGCTGAACTACTTGGTTTGTCTAAATTTCAGAG 
CTGTGCTCAGTCTTTAATCCCCTACAGCCCATGTGGTAATCAGTTAACGAGAGCC 
TGTTTGGCTACATGCTTGAGAGTCAGCAGGCATACGGGTTAAGGTCATCTACTCT 

45 TTGGGGGAGTTCTGACAAATGGAACAGCTTGTTATGACTTTATAAGAGGGGTTTA 
AAATTGCTTCTCACCATTTAACGATAGCTCAGAACCTGTGCGTCAACCAGTACAG 
TTTGTCCTCAGTAATGTCCTCAGGCTGTTTCAATTTTGCTTATATGATTTAGGTTT 
GGGTCATAGTCTCCTTGGATGGAGTCATTTTTTTTTTTTTTTA^ 
TCCTATTGTTCTGGAACCTTCTGGGACATTCCTGAAGAGTCAGGACAATTTCAGG 
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GCTTCCTCAGGGACTCAGATTCTAAATGAGATTCCAAATTCTGTAGGCCCAGCCA 
ACATTGATCrAAACCTTTGGGAAATACCCCTAAACATATCTATGCCTCAGGGTTT 
GAAAAACAATGAAGTGTTGGACTGTTTCAGACTTCTCAGATTCTCACTGGTAGGA 
GTGACTACCTAGGCAATTTCATCTTAGCTGCAACCCTGAAACGAAGCTCTATTTA 
5 TTTTTCCTATGTTGTCATGGCATTTGGTCTCACCTAAGGGGAAATCAGGATGCCTG 
AGTTCTGGGCAGGTGATAATAGTTCCTGTTCTTATCTCTCTGCCTCTTTCCTCATT 
CTTTTGGGTTAGGATGAACATGGTTTCATCTCCAGGGAGTTCCACAGGAAATACC 
GGATCCCAGCTGATGTAGACCCTCTCACCATTACTTCATCCCTGTCATCTGATGG 
GGTCCTCACTGTGAATGGACCAAGGAAACAGGTCTCTGGCCCTGAGCGCACCATT 

1 0 CCCATCACCCGTGAAGAGAAGCCTGCTGTCACCGCAGCCCCCAAGAAATAGATG 
CCCTTTCTTGAATTGCATTTTTTAAAACAAGAAAGTTTCCCCACCAGTGAATGAA 
AGTCTTGTGACTAGTGCTGAAGCTTATTAATGCTAAGGGCAGGCCCAAATTATCA 
AGCTAATAAAATATCATTCAGCAACAGATAACTGTCTTGTGTTTGAATATTCCAC 
ACACTTTTAAATAAATATACAGATACCACAGATCTATTTATGATTGCATTATGAT 

15 TTAGAGGGCTCCAAGGATTTTAGAGT 

SEQ ID NO: 289 

>gi|1398343|gb|W85914.1|W85914 zh52cl0.sl Soares_fetal_liver_spleen_lNFLS_Sl Homo 
sapiens cDNA clone IMAGE:415698 3', mRNA sequence 
20 TTGTAAATGTAGACAGTTTTAATTGTAGTATCAGAAACTGGTGGGGAGGAAACA 
AATTGTGGTATATTCATACAATGGAAAACTCTTCAGAAATAAGAAGGAACAAAC 
CACl'GAATCACACAACATGGACAAATCTCAAATCATTATGCTGATGGAAAGAAA . 
•i GCATTGATAAGAATACAGAGTACATGAGGCCGCTTTCATGATG'ErCTGGAACAAA 
• - GAAAACTAACCTATAGTGATAGAATTCCTATGAATGGCTGCCAAGAATCGGGAG 
25 TGAAAGGAACTGACTGAGCAGGTATACAAGAGAACCTTCTGGGGTGATGGAAAT 
ATTCTGAAGCTTGACTGGAGTGTTGGTTACATGGGTATATCNATTTATCAAAACT 
CACTGAATTGTATATTTAAAGTAGGAACATTTTATTGTAAATAAATTACCCNCTA 
TAATGTTCGTTTTAAAAATATTAGATACANCGCTGGAAANCCCTGGGTTTACAAA 
AAAT 

30 

SEQ ID NO: 290 
>3526532H1 

. GGTACTCA AC A CTGAGC AGA TCTGTTCTTTGAGCTA ANAACCATGTGCTGTACCA 
AGAGTTTGCTCCTGGCTGCTrfGAlGTCAGTGCTGCTACTCCACCTCTGCGGCGA 
35 ATCAGAAGCAAGCAACTTTGACTGCTGTCTTGGATACACAGACCGTATTCTTCAT 
CCTAAATTTATTGTGGGCTTCACACGGCAGCTGGCCAATGAAGGCTGTGACATCA 
ATGCTATGATCTTTCACACAAAGAACAAGTTGTCTGTGTGCGCA 

SEQ ID NO: 291 

40 >gi|186351|gb|M54894.1|HUMIL6CSF Human interleukin 6 mRNA, complete cds 

GAATTCCGGGAACGAAAGAGAAGCTCTATCTCCCCTCCAGGAGCCCAGCTATGA 
ACTCCTTCTCCACAAGCGCCTTCGGTCCAGTTGCCTTCTCCCTGGGGCTGCTCCTG 
GTGTTGCCTGCTGCCTTCCCTGCCGCAGTACCCCCAGGAGAAGATTCCAAAGATG 
TAGCCGCCCCACACAGACAGCCACTCACCTCTTCAGAACGAATTGACAAACAAA 

45 TTCGGTACATCCTCGACGGCATCTCAGCCCTGAGAAAGGAGACATGTAACAAGA 
GTAACATGTGTGAAAGCAGCAAAGAGGCACTGGCAGAAAACAACCTGAACCTTC 
CAAAGATGGCTGAAAAAGATGGATGCTTCCAATCTGGATTCAATGAGGAGACTT 
GCCTGGTGAAAATCATCACTGGTCTTTTGGAGTTTGAGGTATACCTAGAGTACCT 
CCAGAACAGATTTGAGAGTAGTGAGGAACAAGCCAGAGCTGTGCAGATGAGTAC 
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AAAAGTCCTGATCCAGTTCCTGCAGAAAAAGGCAAAGAATCTAGATGCAATAAC 
CACCCCTGACCCAACCACAAATGCCAGCCTGCTGACGAAGCTGCAGGCACAGAA 
CCAGTGGCTGCAGGACATGACAACTCATCTCATTCTGCGCAGCTTTAAGGAGTTC 
CTGCAGTCCAGCCTGAGGGCTCTTCGGCAAATGTAGCATGGGCACCTCAGATTGT 
5 TGTTGTTAATGGGCATTCCTTCTTCTGGTCAGAAACCTGTCCACTGGGCACAGAA 
CTTATGTTGTTCTCTATGGAGAACTAAAAGTATGAGCGTTAGGACACTATTTTAA 
TTATTTTTAATTTATTAATATTTAAATATGTGAAGCTGAGTTAATTTATGTAAGTC 
ATATTTATATTTTTAAGAAGTACCACTTGAAACATTTTATGTATTAGTTTTGAAAT 
AATAATGGAAAGTGGCTATGCAGTTTGAATATCCTTTGTTTCAGAGCCAGATCAT 
1 0 TTCTTGGAAAGTGTAGGCTTACCTCAAATAAATGGCTAACTTATACATATTTTTA 
AAGAAATATTTATATTGTATTTATATAATGTATAAATGGTTTTTATACCAATAAAT 
GGCATTTTAAAAAATTC 

SEQIDNO:292 

15 >1461 1 BLOOD Hs.82109 gnl|UG|Hs#S269762 H.sapiens syndecan-1 gene (exons 2-5) 
/cds=(0,866) /gb=Z48199 /gi=666051 /ug=Hs.82109 /len=2802 

CAAATTGTGGCTACTAATTTGCCCCCTGAAGATCAAGATGGCTCTGGGGATGACT 
CTGACAACTTCTCCGGCTCAGGTGCAGGTGCTTTGCAAGATATCACCTTGTCACA 
GCAGACCCCCTCCACTTGGAAGGACACGCAGCTCCTGACGGCTATTCCCACGTCT 

20 CCAGAACCCACCGGCCTGGAGGCTACAGCTGCCTCCACCTCCACCCTGCCGGCTG 
GAGAGGGGCCCAAGGAGGGAGAGGCTGTAGTCCTGCCAGAAGTGGAGCCTGGC 

. . - ■ .OTCACCGCCCGGGAGCAGGAGGCCACCCCCCGACCCAGGGAGACCACACAGCTC 

• , CCGACCACTGATCAGGCCTCAAGGACCACAGGGACCACGGCCCAGGAGCCCGCC 
.. ACGJGGCACCCCCACAGGGAOATGCAGCOTGGCGACCATGAGACCTGAACCCCTG 

25 CAGGACCCAGCCAAGCTGACGTTCACACTCCCCACACAGAGGATGGAGGTCCTT 
CTGCCACCGAGAGGGCTGCTGAGGATGGAGCCTCCAGTCAGCTCCCAGCAGCAG 
AGGGCTCTGGGGAGCAGGACTTCACCTTTGAAACCTCGGGGGAGAATACGGCTG 
TAGTGGCCGTGGAGCCTGACCGCCGGAACCAGTCCCCAGTGGATCAGGGGGCCA 
CGGGGGCCTCACAGGGCCTCCTGGACAGGAAAGAGGTGCTGGGAGGGGTCATTG 

30 CCGGAGGCCTCGTGGGGCTCATCTTTGCTGTGTGCCTGGTGGGTTTCATGCTGTA 
CCGCATGAAGAAGAAGGACGAAGGCAGCTACTCCTTGGAGGAGCCGAAACAAG 
CCAACGGCGGGGCCTACCAGAAGCCCACCAAACAGGAGGAATTCTATGCCTGAC 

- . « GCGGGAGCCATGCGCCCCCTCCGCGCTGCCACTCACTAGGCCCCCACTTGCCTCT 
TCCTIGAAGAACTGCAGGCCGTGGCCTCCCCTGCCACCAGGCCACCTCCCCAGCA 

35 TTCCAGCCCCTCTGGTCGCTCCTGCCCACGGAGTCGTGGGTGTGCTGGGAGCTCC 
ACTCTGCTTCTCTGACTTCTGCCTGGAGACTTAGGGCACCAGGGGTTTCTCGCAT 
AGGACCTTTCCACCAGAGCCAGCACCTGGCATCGCACCATTCTGACTCGGTTTCT 
CCAAACTGAAGCAGCCTCTCCCCAGGTCCAGCTCTGGAGGGGAGGGGGATCCGA 
CTGCTTTGGACCTAAATGGCCTCATGTGGCTGGAAGATCCTGCGGGTGGGGCTTG 

40 GGGCTCACACACCTGTAGCACTTACTGGTAGGACCAAGCATCTTGGGGGGGTGG 
CCGCTGAGTGGGAGGGGACAGGAGTCACTTTGTrrCGTGGGGAGGTCTAATCTAG 
ATATCGACTTGTTTTTGCACATGTTTCCTCTAGTTCTTTGTTCATAGCCCAGTAGA 
CC1TGTTACTTCTGAGGTAAGTTAAGTAAGTTGATTCGGTATCCCCCCATCTTGCT 
TCCCrAATCTATGGTCGGGAGACAGCATCAGGGTTAAGAAGACTTTTTTTTTTT^ 

45 TTTAAACTAGGAGAACCAAATCTGGAAGCCAAAATGTAGGCITAGTTTGTGTGTT 
GTCTCTTGAGTTTGTCGCTCATGTGTGCAACAGGGTATGGACTATCTGTCTGGTG 
GCCCCGTTCTGGTGGTCTGTTGGCAGGCTGGCCAGTCCAGGCTGCCGTGGGGCCG 
CCGCCTCTTTCAAGCAGTCGTGCCTGTGTCCATGCGCTCAGGGCCATGCTGAGGC 
CTGGGCCGCTGCCACGTTGGAGAAGCCCGTGTGAGAAGTGAATGCTGGGACTCA 
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GCCTTCAGACAGAGAGGACTGTAGGGAGGGCGGCAGGGGCCTGGAGATCCTCCT 
GCAGGCTCACGCCCGTCCTCCTGTGGCGCCGTCTCCAGGGGCTGCTTCCTCCTGG 
AAATTGACGAGGGGTGTCTTGGGCAGAGCTGGCTCTGAGCGCCTCCATCCAAGG 
CCAGGTTCTCCGTTAGCTCCTGTGGCCCCACCCTGGGCCCTGGGCTGGAATCAGG 
5 AATATTTTCCAAAGAGTGATAGTCTTTTGCTTTTGGCAAAACTCTACTTAATCCAA 
TGGGTTTTTCCCTGTACAGTAGATTTTCCAAATGTAATAAACTTTAATATAAAGTA 
GTCTGTGAATGCCACTGCCTTCGCTTCTTGCCTCTGTGCTGTGTGTGACGTGACCG 
GACTTTTCTGCAAACACCAACATGTTGGGAAACTTGGCTCGAATCTCTGTGCCTT 
CGTCT1TCCCATGGGGAGGGATTCTGGTTCCAGGGTCCCTCTGTGTATTTGCTTTT 

10 TTGTTTTGGCTGAAATTCTCCTGGAGGTCGGTAGGTTCAGCCAAGGTTTTATAAG 
GCTGATGTCAATTTCTGTGTTGCCAAGCTCCAAGCCCATCTTCTAAATGGCAAAG 
GAAGGTGGATGGCCCCAGCACAGCTTGACCTGAGGCTGTGGTCACAGCGGAGGT 
GTGGAGCCGAGGCCTACCCCNCAGACACCTTGGACATCCTCCTCCCACCCGGCTG 
CAGAGGCCAGANNCCAGCCCAGGGTCCTGCACTTACTTGCTTATTTGACAACGTT 

1 5 TCAGCGACTCCGTTGGCCACTCCGAGAGTGGGCCAGTCTGTGGATCAGAGATGC 
ACCACCAAGCCAAGGGAACCTGTGTCCGGTATTCGATACTGCGACTTTCTGCCTG 
GAGTGTATGACTGCACATGACTCGGGGGTGGGGAAAGGGGTCGGCTGACCATGC 
TCATGTGCTGGTCCGTGGGACGGTNCCCAAGCCAGAGGTGGGTTCATTTGTGTAA 
CGACAATAAA 

20 

SEQ ID NO: 293 

. . ^>.gi|36628|emb|X07820.1|HSSTROM2 Human luRNA for metalloproteinase-stromelysin-2 
iAAAGAAGGTAAGGGCAGTGAGAATGATGGATCTTGCATTCCTTGTGCTGTTGTGT 
; iCTGCCAGTCTGCTGTGCOTATCCTCTGAGTGGGGCAGGAAAAGAGGAGGACTCCA 

25 ACAAGGATCTTGCCGAGCAATACCTAGAAAAGTACTACAACCTCGAAAAGGATG 
TGAAACAGTTTAGAAGAAAGGACAGTAATCTCATTGTTAAAAAAATCCAAGGAA 
TGCAGAAGTTCCTTGGGTTGGAGGTGACAGGGAAGCTAGACACTGACACTCTGG 
AGGTGATGCGCAAGCCCAGGTGTGGAGTTCCTGACGTTGGTCACTTCAGCTCCTT 
TCCTGGCATGCCGAAGTGGAGGAAAACCCACCTTACATACAGGATTGTGAATTAT 

30 ACACCAGATTTGCCAAGAGATGCTGTTGATTCTGCCATTGAGAAAGCTCTGAAAG 
TCTGGGAAGAGGTGACTCCACTCACATTCTCCAGGCTGTATGAAGGAGAGGCTG 
ATATAATGATCTCTTTCGCAGTTAAAGAACATGGAGACTTTTACTCTTTTGATGGC 
. CCAGGAGACAGTTTGGCTCATGCCTACCCACCTGGACCTGGGCTTTATGGAGATA 
TTGACTTTGATGATGATGAAAAATGGACAGAAGATGCATCAGGCACCAATTTATT 

35 CCTCGTTGCTGCTCATGAACTTGGCCACTCCCTGGGGCTCTTTCACTCAGCCAACA 
CTGAAGCTTTGATGTACCCACTCTACAACTCATTCACAGAGCTCGCCCAGTTCCG 
CCTTTCGCAAGATGATGTGAATGGCATTCAGTCTCTCTACGGACCTCCCCCTGCCT 
CTACTGAGGAACCCCTGGTGCCCACAAAATCTGTTCCTTCGGGATCTGAGATGCC 
AGCCAAGTGTGATCCTGCTTTGTCCTTCGATGCCATCAGCACTCTGAGGGGAGAA 

40 TATCTGTTCTTTAAAGACAGATATTTTTGGCGAAGATCCCACTGGAACCCTGAAC 
CTGAATTTCATTTGATTTCrGCATTTTGGCCCTCTCTTCCATCATA'rTrGGATGCTG 
CATATGAAGTTAACAGCAGGGACACCGTTTTTATTTTTAAAGGAAATGAGTTCTG 
GGCCATCAGAGGAAATGAGGTACAAGCAGGTTATCCAAGAGGCATCCATACCCT 
GGGTTTTCCTCCAACCATAAGGAAAATTGATGCAGCTGTTTCTGACAAGGAAAAG 

45 AAGAAAACATACTTCTTTGCAGCGGACAAATACTGGAGATTTGATGAAAATAGC 
CAGTCCATGGAGCAAGGCTTCCCTAGACTAATAGCTGATGACTTTCCAGGAGTTG 
AGCCTAAGGTTGATGCTGTATTACAGGCATTTGGATTTTTCTACTTCTTCAGTGGA 
TCATCACAGTTTGAGTTTGACCCCAATGCCAGGATGGTGACACACATATTAAAGA 
GTAACAGCTGGTTACATTGCTAGGCGAGATAGGGGGAAGACAGATATGGGTGTT 
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TTTAATAAATCTAATAATTATTCATCTAATGTATTATGAGCCAAAATGGTTAATTT 
TTCCTGCATGTTCTGTGACTGAAGAAGATGAGCCTTGCAGATATCTGCATGTGTC 
ATGAAGAATGTTTCTGGAATTCTTCACTTGCTTTTGAATTGCACTGAACAGAATT 
AAGAAATACTCATGTGCAATAGGTGAGAGAATGTATTTTCATAGATGTGTTATTA 
5 CTTCCTCAATAAAAAGTTTTATTTTGGGCCTGTTCCTT 

SEQ ID NO: 294 

>gi|750011|gb|R00275.1|R00275 ye72b08.sl Soares fetal liver spleen 1NFLS Homo sapiens 
cDNA clone IMAGE: 123255 3', mRNA sequence 

1 0 TTANTCAATTTGCTATGTATATACGNGTTTATTATATGCTTATTACAAAAGAAAA 
AGTCTTTTGCCTTATTTTAGGGCTTCCATGTAAAACCTAGTTAAAATACAAAAAG 
TAAATTAGNGAAAAATTCTGCTTAGGNAGTGAAANTTGATAGCAACTTATAAGC 
TGTATCCTTAAAANCCTAGTCACAGATNTAGNNTTACGTAAAGNTAAANTGATA 
AGCCTACTTNTTGGCAAGAANCAGGTTAGGCCACTTANGCAGCATGTTTCTNCCA 

1 5 CTNTACANTTACATCGGCAGGTCCAAACNTTAANCCACCNTTCGNTTGACAACCT 
TCTATTTTTCAACTT 

SEQ ID NO: 295 

>gi|1496145|gb|AA029889.1|AA029889 zk08e05.sl Soares_pregnant_uterus_NbHPU Homo 

20 sapiens cDNA clone IMAGE:469952 3', mRNA sequence 

TTTTTTTTTCCTGTTTGTCTGATTTTTATTATTTAAAAAAATGGAAAAAC 
GGATTTTTCA1TGAATAAATGTTCGATCCTTATITAGTTTTGTTGCCGAAAGTGAA -. 
GTGCATGACTTTAGAATGATAGGAATTTATGAACG.AAAGA/VTCGGTCTTCAGACC 
GTTTCAATAAGTGCAGCAATT3/GCTTGAACTGTGTGTAGAAATTCTGAAACTGTG . 

25 GAATCGTCAITrCAAAGGACTTGGTCTTTACTTGGCCTGAATGATCTGCCACTTTT 
AGCATCACTGCAACGTAAGGATACTTAAGAGATCTGCAAGTGTCTGAGCTCACA 
GCCATACCCAGTTTCCACTGAAAATCTACAAGCTGGGTGGTGACATCGGACTTAG 
CATCCAGCGGCGGCCTCGGTGCC 

30 SEQ ID NO: 296 

>gi|307127|gb|L08096.1|HUMLlGAND Human CD27 ligand mRNA, complete cds 
CCAGAGAGGGGCAGGCTTGTCCCCTGACAGGTTGAAGCAAGTAGACGCCCAGGA 
., GCCCCGGGAGGGGGCTGCAGTTTCCTTCCTTCCTTCTCGGCAGCGCTCCGCGCCC 
CGATCGCCGCTCCTGCGCTAGCGGAGGTGATCGCCGCGGCGATGCCGGAGGAGG 

35 GTTCGGGCTGCTCGGTGCGGCGCAGGCCCTATGGGTGCGTCCTGCGGGCTGCTTT 
GGTCCCATTGGTCGCGGGCTTGGTGATCTGCCTCGTGGTGTGCATCCAGCGCTTC 
GCACAGGCTCAGCAGCAGCTGCCGCTCGAGTCACTTGGGTGGGACGTAGCTGAG 
CTGCAGCTGAATCACACAGGACCTCAGCAGGACCCCAGGCTATACTGGCAGGGG 
GGCCCAGCACTGGGCCGCTCCTTCCTGCATGGACCAGAGCTGGACAAGGGGCAG 

40 CTACGTATCCATCGTGATGGCATCTACATGGTACACATCCAGGTGACGCTGGCCA 
TCTGCTCCTCCACGACGGCCTCCAGGCACCACCCCACCACCCTGGCCGTGGGAAT 
CTGCTCTCCCGCCTCCCGTAGCATCAGCCTGCTGCGTCTCAGCTTCCACCAAGGTT 
GTACCATTGTCTCCCAGCGCCTGACGCCCCTGGCCCGAGGGGACACACTCTGCAC 
CAACCTCACTGGGACACTITTGCCTTCCCGAAACACTGATGAGACCTTCTTTGGA 

45 GTGCAGTGGGTGCGCCCCTGACCACTGCTGCTGATTAGGGTTTTTTAAATTTTATT 
TTATTTTATTTAAGTTCAAGAGAAAAAGTGTACACACAGGGGCCACCCGGGGTTG 
GGGTGGGAGTGTGGTGGGGGGTAGTTTGTGGCAGGACAAGAGAAGGCATTGAGC 
TTTTTCTTTCATTTTCCTATTAAAAAATACAAAAATCAAAACAAAAAAAA 
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SEQ ID NO: 297 

>gi|788599|gb|R32756.1|R32756 yh74b09.sl Soares placenta Nb2HP Homo sapiens cDNA 
clone MAGE: 135449 3' similar to gb:X66899 RNA-BINDING PROTEIN EWS 
(HUMAN);, mRNA sequence 
5 GAGGAAGACGAGGTGGCCCTGGGGCCCNCTGGACCTTTGATGGAACAGATGGGA 
GGAAGAAGAGGAGGACGTGGAGGACCTGGAAAAATGGATAAAGGCGAGCACCG 
TCAGAGCGCAGAGATCGGCCCTACTAGATGCAGAGACCCCGCAGAGCTGCATTG 
ACTACCAGATTTATTTTTTAAACCAGAAAATGTTTTAAATTTATTAATTCCATATT 
TATAATGTTGGCCACAACATTATTGATTATTCCTTGTCTGTACTTTAGTATTTTTC 
1 0 ACCATTTGTGAAGGAAACATTAAAACAAGTTTAAATGGGTNAAAAAAAAAACCT 
CGTGCCCGATTCTTNGGCCTTCGAGGGCCAATTTCCCTNTTGGTGAGTCCTATTTN 
AAT 

SEQ ID NO: 298 
15 >556963H1 

CTTTCACACAAAGAAAAAGTTGTCTGTGTGCGCAAATCCAAAACAGACTTGGGT 
GAAATATATTGTGCGTCTCCTCAGTAAAAAAGTCAAGAACATGTAAAAACTGTG 
GCTTTTCTGGAATGGAATTGGACATAGCCCAAGAACAGAAAGAACCTTGCTGGG 
GTTGGAGGTTTCACTTGCACATCATGGAGGGTTTAGTGCTTATCTAATTTGTG 

20 

SEQ ID NO: 299 

>gi|1794l3|gb|M37722.i:|HUMBFGFS Human shorter form basic fibroblast growth Factor 
(bFGF) receptor niRNA, .complete cds : ■ .-■ :. . •' 

COGGCCGCGGAGCTCTTGCGACCCCGCCAGGACGCGAACAGAGCGCGGGGGCGG. ■ 

25 CGGGCCGGAGCCGGGGACGCGGGCACACGCCCGCTCGCACAAGCCACGGCGGA 
CTCTCCCGAGGCGGAACCTCCACGCCGAGCGAGGGTCAGTTTGAAAAGGAGGAT 
CGAGCTCACTGTGGAGTATCCATGGAGATGTGGAGCCTTGTCACCAACCTCTAAC 
TGCAGAACTGGGATGTGGAGCTGGAAGTGCCl'CCTCTTCTGGGCTGTGCTGGTCA 
CAGCAACACTCTGCACCGCTAGGCCGTCCCCGACCTTGCCTGAACAAGATGCTCT 

30 CCCCTCCTCGGAGGATGATGATGATGATGATGACTCCTCTTCAGAGGAGAAAGA 
AACAGATAACACCAAACCAAACCCCGTAGCTCCATATTGGACATCCCCAGAAAA 
GATGGAAAAGAAATTGCATGCAGTGCCGGCTGCCAAGACAGTGAAGTTCAAATG 
,, CGCTTCCAGTGGGACCCCAAAGCCCACACTGCGCTGGTTGAAAAATGGCAAAGA 
ATTCAAACCTGAGCACAGAATTGGAGGCTACAAGGTCCGTTATGCCACCTGGAG 

3 5 CATCATAATGG ACTCTGTGGTGCCCTCTGAC AAGGGC AACTACACCTGC ATTGTG 
GAGAATGAGTACGGCAGCATCAACCACACATACCAGCTGGATGTCGTGGAGCGG 
TCCCCTCACCGGCCCATCCTGCAAGCAGGGTTGCCCGCCAACAAAACAGTGGCCC 
TGGGTAGCAACGTGGAGTTCATGTGTAAGGTGTACAGTGACCCGCAGCCGCACA 
TCCAGTGGCTAAAGCACATCGAGGTGAATGGGAGCAAGATTGGCCCAGACAACC 

40 TGCCTTATGTCCAGATCTTGAAGACTGCTGGAGTTAATACCACCGACAAAGAGAT 
GGAGGTGCTTCACTTAAGAAATGTCTCCTTTGAGGACGCAGGGGAGTATACGTGC 
TTGGCGGGTAACTCTATCGGACTCTCCCATCACTCTGCATGGTTGACCGTTCTGG 
AAGCCCTGGAAGAGAGGCCGGCAGTGATGACCTCGCCCCTGTACCTGGAGATCA 
TCATCTATTGCACAGGGGCCTTCCTCATCTCCTGCATGGTGGGGTCGGTCATCGTC 

45 TACAAGATGAAGAGTGGTACCAAGAAGAGTGACTTCCACAGCCAGATGGCTGTG 
CACAAGCTGGCCAAGAGCATCCCTCTGCGCAGACAGGTAACAGTGTCTGCTGAC 
TCCAGTGCATCCATGAACTCTGGGGTTCTTCTGGTTCGGCCATCACGGCTCTCCTC 
CAGTGGGACTCCCATGCTAGCAGGGGTCTCTGAGTATGAGCTTCCCGAAGACCTT 
CGCTGGGAGCTGCCTCGGGACAGACTGGTCTTAGGCAAACCCCTGGGAGAGGGC 
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TGCTTTGGGCAGGTGGTGTTGGCAGAGGCTATCGGGCTGGACAAGGACAAACCC 
AACCGTGTGACCAAAGTGGCTGTGAAGATGTTGAAGTCGGACGCAACAGAGAAA 
GACTTGTCAGACCTGATCTCAGAAATGGAGATGATGAAGATGATCGGGAAGCAT 
AAGAATATCATCAACCTGCTGGGGGCCTGCACGCAGGATGGTCCCTTGTATGTCA 
5 TCGTGGAGTATGCCTCCAAGGGCAACCTGCGGGAGTACCTGCAGGCCCGGAGGC 
CCCCAGGGCTGGAATACTGCTACAACCCCAGCCACAACCCAGAGGAGCAGCTCT 
CCTCCAAGGACCTGGTGTCCTGCGCCTACCAGGTGGCCCGAGGCATGGAGTATCT 
GGCCTCCAAGAAGTGCATACACCGAGACCTGGCAGCCAGGAATGTCCTGGTGAC 
AGAGGACAATGTGATGAAGATAGCAGACTTTGGCCTCGCACGGGACATTCACCA 

1 0 CATCGACTACTATAAAAAGACAACCAACGGCCGACTGCCTGTGAAGTGGATGGC 
ACCCGAGGCATTATTTGACCGGATCTACACCCACCAGAGTGATGTGTGGTCTTTC 
GGGGTGCTCCTGTGGGAGATCTTCACTCTGGGCGGCTCCCCATACCCCGGTGTGC 
CTGTGGAGGAACTTTTCAAGCTGCTGAAGGAGGGTCACCGCATGGACAAGCCCA 
GTAACTGCACCAACGAGCTGTACATGATGATGCGGGACTGCTGGCATGCAGTGC 

1 5 CCTCACAGAGACCCACCTTCAAGCAGCTGGTGGAAGACCTGGACCGCATCGTGG 
CCTTGACCTCCAACCAGGAGTACCTGGACCTGTCCATGCCCCTGGACCAGTACTC 
CCCCAGCTTTCCCGACACCCGGAGCTCTACGTGCTCCTCAGGGGAGGATTCCGTC 
TTCTCTCATGAGCCGCTGCCCGAGGAGCCCTGCCTGCCCCGACACCCAGCCCAGC 
TTGCCAATGGCGGACTCAAACGCCGCTGACTGCCACCCACACGCCCTCCCCAGAC 

20 TCCACCGTCAGCTGTAACCCTCACCCACAGCCCCTGCTGGGCCCACCACCTGTCC 
GTCCCTGTCCCCTTTCCTGCTGGCAGGAGCCGGCTGCCTACCAGGGGCCTTCCTG 
TGTGGCGTGCCTTCAGCGCAGTCAGGTCACCTGTGCCTCCACCTCCTCTCCACCTG • 
■' GTGGTGAGAGGTGGAAAGAGGCAGATCTTTGCTGGCAGCCAGTTGATCCCCTGGA . 
• : GATGTTGGACGAACACCCCTGCCTGGGAGCAGGCATCTGCCGGATGGGCAGAGT . ■ 

25 GGAGCAATGAACAGGCATGCAAGTGAGAGCTTCCTGAGCTTTCTCCTGTCGGTTT 
GGTCTGTTTTGCCTTCACCCATAAGCCCCTCGCACTCTGGTGGCAGGTGCTTGTCC 
TCAGGGCTACAGCAGTAGGGAGGTCAGTGCTTCGTGCCTCGATTGAAGGTGACCT 
CTGCCCCAGATAGGTGGTGCCAGTGGCTTATTAATTCCGATACTAGTTTGCTTTGC 
TGACCAAATGCCTGGTACCAGAGGATGGTGAGGCGAAGGCCAGGTTGGGGGCAG 

30 TGTTGTGCCCTGGCCCAGCCAAACTGGGGGCTCTGTGGGGGCTCTGTATATAGCT 
ATGAAGAAAACACAAAGTGTATAAATCTGAGTATATATTTACATGTCTTTTTAAA 
AGGGTCGTTACCAGAGATTTACCCATCGGGTAAGATGCTCCTGGTGGCTGGGAG 
GCATGAGTTGCnATATATTAAAAACAAAAAAGAAAAAAAAGGAAAATGTTTTTA 

! ' • " AAAAGGTCATATATTTTTTGCTACTTTTGCTGTTTTATTTTTTTAAATTATGTTCTA 

3 5 AACCTATTTTC AGTTTAGGTCCCTCAATAAAAATTGCTGCTGCTTAAAAACC 

SEQ ID NO: 300 

>gi|2161764|gb|AA448094.1|AA448094 zw82c03.rl Soares_testis_NHT Homo sapiens 
cDNA clone MAGE:782692 5', mRNA sequence 

40 CCGTTCTGGGGCCCAGGAAGTGGGGAAGAGTAGGTTCTCGGTACTTAGGACTTG 
ATCCTGTGGTTGGCCACTGGCATGCTGCTGCCCAGCTCTACCCCTCCCAGGGACC 
TACCCCTCCCAGGGACCGACCCCTGGCCCAAGCTCCCCTTGCTGGCGGGCGCTGC 
GTGGGCCCTGCACTTGCTGAGGTTCCCCATCATGGGCAAGGAAGGGAATTCCCAC 
AGCCCTCCAGTGTACTGAGGGTACTGGCCTAGCCATGTGGAATTCCCTACCCTGA 

45 CTCCTTCCCCAAACCCAGGGAAAAGAGCTCTCAATTTTTTATTITTAATTTTTGTT 
TGAAATA 
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SEQ ID NO: 301 

>gi|2219002|gb|AA489400.1|AA489400 ab41a09.rl Stratagene HeLa cell s3 937216 Homo 
sapiens cDNA clone MAGE:843352 5' similar to SW:PRCF_HUMAN P40306 
PROTEASOME COMPONENT MECL-1 PRECURSOR mRNA sequence 
5 CAAAGGTCCGGAAAACTGGCACGACCATCGCTGGGGTGGTCTATAAGGATGGCA 
TAGTTCTTGGAGCAGATACAAGAGCAACTGAAGGGATGGTTGTTGCTGACAAGA 
ACTGTTCAAAAATACACTTCATATCTCCTAATATTTATTGTTGTGGTGCTGGGACA 
GCTGCAGACACAGACATGACAACCCAGCTCATTTCTTCCAACCTGGAGCTCCACT 
CCCTCTCCACTGGCCGTCTTCCCAGAGTTGTGACAGCCAATCGGATGCTGAAGCA 
1 0 GATGCTTTTCAGGTATCAAGGTTACATTGGTGCAGCCCTAGTTTTAGGGGGAGTA 
GATGTTACTGGACCTCACCTCTACAGCATCTATCCTCATGGATCAACTGATAAGT 
TGCCTTATGTCACCATGGGTTCTGGCTCCTTGGCAGCAATGGCTGTATTTGAAGA 
TAAG 

15 SEQ ID NO: 302 
>gl751443 

TGAGGGCACATGTTTATTTAGCAGACAAGGTGGGGCTCCATCAGCGGGGTGGCC 
TGGGGAGCAGCTGCATGGGTGGCACTGTGGGGAGGGTCTCCCAGCTCCCTCAAT 
GGTGTTCGGGCTGGTGCGGCANTGGCGGCACCTGTNACTCAGCCGTCGATACACT 
20 GGTCGATTGGGACAGGGAAGACGATGTGGTTTTC 

' - SEQTD NO: 303 . . :• . 'J vX: . • V ■' -.: .-.^'.n . / .. 

•;>273 1293111. - -'V.- , " ■: .. ••«.. i • : ■ • 

l . • W ■ GAGAGGG AGC AGCTTGCTC AGCGG AC AAGG ATGCTGGGCGTGAGGG AGG AAGG 
' V.25 CCTGCCCTGCACTCGGGCCTCCTCCAGCCAGTGCTGACCAGGGACTTCTGACCTG 
CTGGCCAGCCAGGACCTGTGTGGGGAGGCCCTCCTGCTGCCTTGGGGTGACAATC 
TCAGCTCCAGGCTACAGGGAGACCGGGAGGATCACAGTGCCAGCATGGATCCTG 
ACAGTGATCAACCTCTGAACAG 

30 SEQ ID NO: 304 

>gi|2261974|gb|AA521431.1|AA521431 aa69bll.sl NCI_CGAP_GCB1 Homo sapiens 
cDNA clone IMAGE:826173 3' similar to gb:J03191 PROFILIN I (HUMAN);, mRNA 

sequence ... v , . 

s* XTTITTTrTTTTTTTTT^ 

35 AATCTTTTTTATTCAGAAAAAAAAAACCCCAAAAAACAAAAGTTTTCCAACCACA 
CACGGGAGGGATATGGGTAGGGGGAGGTGTCTGTCCATCCAGCCCTGGCCCCCA 
GCCCATGTGGTTTTGGCAGCAATAAGGGGTATGGGGTAATGGCCCAAAAAATAA 
AATGGTTTGTGTGTGTATGGGGAGGAAAGGGGTGCAAAGCTGTGGGGAGGGGTG 
AAGGGGAAGGGACAGACGAGGTCAGTACTGGGAACGCCGAAGTGTGGAGGCCA 

40 TTTCATAACATTTCTTGTTGATCAAACCACCGTGGAAACCTTCTTTGCCCATCAGC 
AGGACTAGCGTCTTGTCAGTCTTGGTGACAGTGACATTTAAGGTTGGGGCCCCAC 
CGGTGCTCTTGGTACGAAGATCCATGCAAATTTCCCTCGTTAGGAAGTGAGTCCG 
GGTCACTGTTTATTTTTTGGCTCTATTTTTTTTTTGGGC 
TTTTTTTTCGGGGGGGGGTTCTTTTTTGTAT 

45 

SEQ ID NO: 305 

>gi|1856267|gb|AA233079.1|AA233079zr69fll.rl Soares_NhHMPu_Sl Homo sapiens 
cDNA clone IMAGE:668685 5' similar to gb:M59316_rnal INSULIN-LIKE GROWTH 
FACTOR BINDING PROTEIN 1 PRECURSOR (HUMAN);, mRNA sequence 
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TGTTCTGTCACGTGAAATATTTAAGTATATAGTATATTTATACTCTAGAACATGCA 
CATTTATATATATATGTATATGTATATATATATAGTAACTACTTTTTATACTCCAT 
ACATAACITGATATAGAAAGCTGTTTATTTATTAACTGTAAGTTTATTTTTTCTAC 
ACAGTAAAAACTTGTACTATGTTAATAACTTGTCCTATGTCAATTTGTATATCATG 
5 AAACACTTCTCATCATAATGGAAGGAAGGTAATTGCATTCCTGCTCTTCCAAAGC 
TCCTGCGTCTGTTTTTAAAGAGCATGGAAAAATACTGCCTAGAAAATGCAAAATG 
AAATAAGAGAGAGTAGTTTTTCAGCTAGTTTGAAGGAGGACGGTTAACTTGTATA 
TTCCACCATTCACATTTGATGTACATGTGTAGGGAAAGTAAAAGTGTTGATACAT 
AATCAAGCTACCGTGGTGATGTTGCCACTGTTAAATGTACCTGGATATGTTGTTA 
10 ACACGTGTCTATAATGGAA 

SEQ ID NO: 306 

>gi|188627|gb|M26383.1|HUMMONAP Human monocyte-derived neutrophil-activating 
protein (MONAP) mRNA, complete cds 

15 AGCAGAGCACACAAGCTTCTAGGACAAGAGCCAGGAAGAAACCACCGGAAGGA 
ACCATCTCACTGTGTGTAAACATGACTTCCAAGCTGGCCGTGGCTCTCTTGGCAG 
CCTTCCTGATTTCTGCAGCTCTGTGTGAAGGTGCAGTTTTGCCAAGGAGTGCTAA 
AGAACTTAGATGTCAGTGCATAAAGACATACTCCAAACCTTTCCACCCCAAATTT 
ATCAAAGAACTGAGAGTGATTGAGAGTGGACCACACTGCGCCAACACAGAAATT 

20 ATTGTAAAGCTTTCTGATGGAAGAGAGCTCTGTCTGGACCCCAAGGAAAACTGG 
GTGCAGAGGGTTGTGGAGAAGTTTTTGAAGAGGGCTGAGAATTCATAAAAAAAT 
. XGATTCTCTGTGGTATCCAAGAATCAGTGAAGATGCCAGTGAAACTTCAAGCAAA 




25 ACCATGAAATATCCAGAACATACTTATATGTAAAGTATTATTTATTTGAATCTAC 
AAAAAACAACAAATAATTTTTAAATATAAGGATTTTCCTAGATATTGCACGGGAG 
AATATACAAATAGCAAAATTGAGCCAAGGGCCAAGAGAATATCCGAACTTTAAT 
1TCAGGAATTGAATGGGTTTGCTAGAATGTGATATTTGAAGCATCACATAAAAAT 
GATGGGACAATAAATTTTGCCATAAAGTCAAATTTAGCTGGAAATCCTGGATTTT 

30 TTTCTGTTAAATCTGGCAACCCTAGTCTGCTAGCCAGGATCCACAAGTCCTTGTTC 
CACTGTGCCTTGGTTTCTCCTTTATTTCTAAGTGGAAAAAGTATTAGCCACCATCT 
TACCTCACAGTGATGTTGTGAGGACATGTGGAAGCACTTTAAGTTTTTTCATCAT 
.: ;- AACATAAATTATTTTCAAGTGT A^\GTTATTAACCTATTTATTATTTATGTATTTAT 
TTAAGGATCAAATATTTGTGCAAGAATTTGGAAAAATAGAAGATGAATCATTGAT 

35 TGAATAGTTATAAAGATGTTATAGTAAATTTATTTTATTTTAGATATTAAATGATG 
TTTTATTAGATAAATTTCAATCAGGGTTTTTAGATTAAACAAAGAAACAATTGGG 
TACCCAGTTAAATTTTCATTTCAGATAAACAACAAATAATTTTTTAGTATAAGTA 
CATTATTGTTTATCTGAAAGTTTTAATTGAACTAACAATCCTAGTTTGATACTCCC 
AGTCTTGTCATTGCCAGCTGTGTTGGTAGTGCTGTGTTGAATTACGGAATAATGA 

40 GTTAGAACTATTAAAACAGCCAAAACTCCACAGTCAATATTAGTAATTTCTTGCT 
GGTTGAAACTTGTTTATTATGTACAAATAGATTCTTATAATATTATTTAAATGACT 
GCATTTTTAAATACAAGGCTTTATATTTTTAACTTTAAGATGTTTT^ 
CCAAATTTITITrACTGTTTCTGATTGTATGGAAATATAAAAGTAAATATGAAAC 
ATTTAAAATATAATTTGTTGTCAAAGTAAAAAAAAAAAAAAA 

45 

SEQ ID NO: 307 
>3530687H1 

AGATCATTTACACAATGCTGGCCTCCTTGATGAATAAAGATGGGGTTCTCATATC 
CGAGGGCCAAGGCTTCATGACAAGGGAGTTTCTAAAGAGCCTGCGAAAGCCTTT 
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TGGTGACTITATGGAGCCCAAGTTTGAGTTTGCTGTGAAGTTCAATGCACTGGAA 
TTAGATGACAGCGACTTGGCAATATTTATTGCTGTCATTATTCTCAGTGGAGACC 
GCCCAGGTTTGCTGAATGTGAAGCCCATTGAAGACATTCAAGACAACCTGCTACA 
AGCCCTGGAGCTCCAGCTGAAG 

5 

SEQ ID NO: 308 

>gi 1 1 1 64660|gb|N4 1062. 1 |N41 062 yy53h05.sl Soares_multiple_sclerosis_2NbHMSP Homo 
sapiens cDNA clone MAGE:277305 3' similar to gb:X06820 TRANSFORMING PROTEIN 
RHOB (HUMAN);, mRNA sequence 

1 0 GCGACCGCTCTCCTACCCGGACACCGACGTCATTCTCATGTGCTTCTCGGTGGAC 
AGCCCGGACTCGCTGGAGAACATCCCCGAGAAGTGGGTCCCCGAGGTGAAGCAC 
TTCTGTCCCAATGTGCCCATCATCCTGGTGGCCAACAANAAAGACCTGCGCAGGA 
CGAGCATGTCCGCACAGAGCTGGCCCGCATGAAGCAGGAACCCGTGCGCACGGA 
TGACGGCCGCGCATGGCCGTGCGCATCCAAGCCTACGACTACCTCGAGTGCTCTG 

1 5 CCAAGACCAAGGAAGGCGTGCGCGAGGTCTTCGAGACGGCCACGCGCGCCGNNT 
GCAAGAAAGCGTTACGGCTCCCAGAACGGCTGCATCAACTGCTGCAAGGTGCTA 
TGAGGGCCGCGC 

SEQ ID NO: 309 

20 >gi|2078854|gb|AA419108.1|AA419108 zv34a06.rl Soares ovary tumor NbHOT Homo 
sapiens cDNA clone IMAGE:755506 5' similar to gb:M82809 ANNEXIN IV (HUMAN);, 
■..[■'■ mRNA sequence ... ■• :' v . ••• , . •- . .. 

.IV CGGTCTCGTGGGGAGAGGAACAACOAGGAACTTGGGCTCAGTCTCCACCCGACA 
- rvi: GTGGGGGGGATGCGTCCCGGATAAGAGCCG.CTGTCFGGCGCTGAGTAGGGTGTG 
■ 25 ACCTCCGCAGCCGCAGAGGAGGAGCGCAGCCGGCCTCGAAGAACTTCTGCTTGG 
GTGGCTGAACTCTGATCTTGACCTAGAGCATGGCATGCAACCAAAGGAGGTACT 
GTCAAAGCTGCTTCAGGATTCAATGCCATGGAAGATGCCCAGACCCTGAGGAAG 
GCCATGAAAGGGCTCGGCACCGATGAAGACGCCATTATTAGCGTCCTTGCCTACC 
GCAACACCGCCCAGCGCCAGGAGATCAGGACAGCCTACAAGAGCACCATCGGCA 
30 GGGACTTGATAGACGACCTGAAGTCAGAACTGAGTGGCACTTCGAGCAGGTGAT 
TGTGGGGATGATGACGCCCACGTGCTGTATGACGTGCAAGAGCTGCGAAGGGCC 
ATGAAGGGAGCCGGACTGATGAGGGCTGCTAATTGAGATCTTGGCTTCCGGACC 
CTTAGG AGATCGGCGGA TA ., 



35 SEQ ID NO: 310 

>gi|183622|gb|J03561.1|HUMGRO Human gro (growth regulated) gene 
CTCGCCAGCTCTTCCGCTCCTCTCACAGCCGCCAGACCCGCCTGCTGAGCCCCAT 
GGCCCGCGCTGCTCTCTCCGCCGCCCCCAGCAATCCCCGGCTCCTGCGAGTGGCA 
CTGCTGCTCCTGCTCCTGGTAGCCGCTGGCCGGCGCGCAGCAGGAGCGTCCGTGG 

40 CCACTGAACTGCGCTGCCAGTGCTTGCAGACCCTGCAGGGAATTCACCCCAAGA 
ACATCCAAAGTGTGAACGTGAAGTCCCCCGGACCCCACTGCGCCCAAACCGAAG 
TCATAGCCACACTCAAGAATGGGCGGAAAGCTTGCCTCAATCCTGCATCCCCCAT 
AGTTAAGAAAATCATCGAAAAGATGCTGAACAGTGACAAATCCAACTGACCAGA 
AGGGAGGAGGAAGCTCACTGGTGGCTGTTCCTGAAGGAGGCCCTGCCCTTATAG 

45 GAACAGAAGAGGAAAGAGAGACACAGCTGCAGAGGCCACCTGGATTGTGCCTA 
ATGTGTTTGAGCATCGCTTAGGAGAAGTCTTCTATTTATTTATTTATTCATTAGTT 
1TGAAGA1TCTATGTTAATATTTTAGGTGTAAAATAATTAAGGGTATGATTAACT 
CTACCTGCACACTGTCCTATrATATTCATrCTTTTTGAAATGTCAACCCCAAGTTA 
GTTCAATCTGGATTCATATTTAATTTGAAGGTAGAATGTTTTCAAATGTTCTCCAG 
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TCATTATGTTAATATTTCTGAGGAGCCTGCAACATGCCAGCCACTGTGATAGAGG 
CTGGCGGATCCAAGCAAATGGCCAATGAGATCATTGTGAAGGCAGGGGAATGTA 
TGTGCACATCTGTTTTGTAACTGTTTAGATGAATGTCAGTTGTTATTTATTGAAAT 
GATTTCACAGTGTGTGGTCAACATTTCTCATGTTGAAACTTTAAGAACTAAAATG 
5 TTCTAAATATCCCTTGGACATTTTATGTCTTTCTTGTAAGGCATACTGCCTTGTTT 
AATGGTAGTTTTACAGTGTTTCTGGCTTAGAACAAAGGGGCTTAATTATTGATGT 
TTTCGGA 

SEQEDNO:311 

10 >gi|41 6292|gb|M34064.1|HUMNCADH Human N-cadherin mRNA, complete cds 

GACTGGGTCATCCCTCCAATCAACTTGCCAGAAAACTCCAGGGGACCTTTTCCTC 
AAGAGCTTGTCAGGATCAGGTCTGATAGAGATAAAAACCTTTCACTGCGGTACA 
GTGTAACTGGGCCAGGAGCTGACCAGCCTCCAACTGGTATCTTCATTCTCAACCC 
CATCTCGGGTCAGCTGTCGGTGACAAAGCCCCTGGATCGCGAGCAGATAGCCCG 

1 5 GTTTCATTTG AGGGCACATGCAGTAGATATTAATGGAAATCAAGTGGAGAACCC 
CATTGACATTGTCATCAATGTTATTGACATGAATGACAACAGACCTGAGTTCTTA 
CACCAGGTTTGGAATGGGACAGTTCCTGAGGGATCAAAGCCTGGAACATATGTG 
ATGACCGTAACAGCAATTGATGCTGACGATCCCAATGCCCTCAATGGGATGTTGA 
GGTACAGAATCGTGTCTCAGGCTCCAAGCACCCCTTCACCCAACATGTTTACAAT 

20 CAACAATGAGACTGGTGACATCATCACAGTGGCAGCTGGACTTGATCGAGAAAA 
AGTGCAACAGTATACGTTAATAATTCAAGCTACAGACATGGAAGGCAATCCCAC 
ATATGGCCTTTCAAACACAGCCACGGCCGTCATCACAGTGACAGATGTCAATGA' 
AATCGTCCAGAGTTTACTGCCATGACGTTTTATGGTGAAGTTCCTGAGAACAGGC 

1 TAGACATGATAGTAGCTAATCTAACTGTGACCGATAAGGATCAACCGCATAGACt 

25 AGCCTGGAACGCAGTGTACAGAATCAGTGGCGGAGATCCTACTGGACGGTTCGC 
CATCCAGACCGACCCAAACAGCAACGACGGGTTAGTCACCGTGGTCAAACCAA1 
CGACTTTGAAACAAATAGGATGTTTGTCCTTACTGTTGCTGCAGAAAATCAAGTC 
CCATTAGCCAAGGGAATTCAGCACCCGCCTCAGTCAACTGCAACCGTGTCTGTTA 
CAGTTATTGACGTAAATGAAAACCCTTATTTTGCCCCCAATCCTAAGATCATTCG 

30 CCAAGAAGAAGGGCTTCATGCCGGTACCATGTTGACAACATTCACTGCTCAGGA 
CCCAGATCGATATATGCAGCAAAATATTAGATACACTAAATTATCTGATCCTGCC 
AATTGGCTAAAAATAGATCCTGTGAATGGACAAATAACTACAATTGCTGTTTTGG 
AGCGAGAATCACCAAATGTGAAAAACAATATATATAATGCTACTTTCCTTGCTTC 
TGACAATGGAAriGCTCCTATGAGTGGAACAGGAACGCTGCAGATCTATTTACTT 

35 GATATTAATGACAATGCCCCTCAAGTGTTACCTCAAGAGGCAGAGACTTGCGAA 
ACTCCAGACCCCAATTCAATTAATATTACAGCACTTGATTATGACATTGATCCAA 
ATGCTGGACCATTTGCTTTTGATCTTCCTTTATCTCCAGTGACTATTAAGAGAAAT 
TGGACCATCACTCGGCTTAATGGTGATTTTGCTCAGCTTAATTTAAAGATAAAAT 
TTCTTGAAGCTGGTATCTATGAAGTTCCCATCATAATCACAGATTCGGGTAATCC 

40 TCCCAAATCAAATATTTCCATCCTGCGCGTGAAGGTTTGCCAGTGTGACTCCAAC 
GGGGACTGCACAGATGTGGACAGGATTGTGGGTGCGGGGCTTGGCACCGGTGCC 
ATCATTGCCATCCTGCTCTGCATCATCATCCTGCTTATCCTTGTGCTGATGTTTGT 
GGTATGGATGAAACGCCGGGATAAAGAACGCCAGGCCAAACAACTTTTAATTGA 
TCCAGAAGATGATGTAAGAGATAATATTTTAAAATATGATGAAGAAGGTGGAGG 

45 AGAAGAAGACCAGGACTATGACTTGAGCCAGCTGCAGCAGCCTGACACTGTGGA 
GCCTGATGCCATCAAGCCTGTGGGAATCCGACGAATGGATGAAAGACCCATCCA 
CGCCGAGCCCCAGTATCCGGTCCGATCTGCAGCCCCACACCCTGGAGACATTGGG 
GACTTCATTAATGAGGGCCTTAAAGCGGCTGACAATGACCCCACAGCTCCACCAT 
ATGACTCCCTGTTAGTGTTTGACTATGAAGGCAGTGGCTCCACTGCTGGGTCCTT 
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GAGCTCCCTTAATTCCTCAAGTAGTGGTGGTGAGCAGGACTATGATTACCTGAAC 
GACTGGGGGCCACGGTTCAAGAAACTTGCTGACATGTATGGTGGAGGTGATGAC 
TGAACTTCAGGGTGAACTTGGTTTTTGGACAAGTACAAACAATTTCAACTGATAT 
TCCCAAAAAGCATTCAGAAGCTAGGCTTTAACTTTGTAGTCTACTAGCACAGTGC 
5 CTGCTGGAGGCTTTGGCATAGGCTGCAAACCAATTTGGGCTCAGAGGGAATATC 
AGTGATCCATACTGTTTGGAAAAACACTGAGCTCAGTTACACTTGAATTTTACAG 
TACAGAAGCACTGGGATTTTATGTGCCTTTTTGTACCTTTTTCAGATTGGAATTAG 
TTTTCTGTTTAAGGCTTTAATGGTACTGATTTCTGAAACGATAAGTAAAAGACAA 
AATATTTTGTGGTGGGAGCAGTAAGTTAAACCATGATATGCTTCAACACGCTTTT 

1 0 GTTACATTGCATTTGCTTTTATTAAAATACAAAATTAAACAAACAAAAAAACTCA 
TGGAGCGATTTTATTATCTTGGGGGATGAGACCATGAGATTGGAAAATGTACATT 
ACTTCTAGTTTTAGACTTTAGTTTGTTTTTTTTTTTTTTCACTAAAATCTTAAAACT 
TACTCAGCTGGTTGCAAATAAAGGGAGTTTTCATATCACCAATTTGTAGCAAAAT 
TGAATTTTTTCATAAACTAGAATGTTAGACACATTTTGGTCTTAATCCATGTACAC 

1 5 CTTTTTATTTCTGTATTTTTCCACTTCACTGTAAAAATAGTATGTGTACATAATGTT 
TTATTGGCATACGTCTATGGAGAAGTGCAGAAACTTCAGAACATGTGTATGTATT 
ATTTGGACTATGGATTCAGGTTTTTTGCATGTTTATATCTTTCGTTATGGATAAAG 
TATTTACAAAACAGTGACATTTGATTCAATTGTTGAGCTGTAGTTAGAATACTCA 
ATTTTTAATTTTTTTAATTTTTTTATTTTTTATTTTCTTTTTGGTTTGGGGAGGGAG 

20 AAAAGTTCTTAGCACAAATGTTTTACATAATTTGTACCAAAAAAAAAAAAAAAG 
GAAAGGAAAGAAAGGGGTGGCCTGACACTGGTGGCACTACTAAGTGTGTGTTTT 
. ■ . TTTAAAAAAAAAATGGAAAAAAAAAAGGCTTrAAACTGGAGAGACTrrCTGACAA 
GAGGTTTGGCTCTGTATTGTGTACGAGAATATAAATGATACACCTCTGACCCCAG 
■ GGlTCTGAATAAAATGCTAATT'rTGGATAAGAAAAAAAGGGGAATTC 

25 } - - ■ L 

SEQIDNO:312 
>1334463H1 

CACACAGTCAAGCTTTAAAGAAAGTGTTTGCTGAAAATAAAGAAATCCAGAAAT 
TGGCAGAGCAGTTTGTCCTCCTCAATCTGGTTTATGAAACAACTGACAAACACCT 
30 TTCTCCTGATGGCCAGTATGTCCCCAGGATTATGTTTGTTGACCCATCTCTGACAG 
TTAGAGCCGATATCACTGGAAGATATTCAAACCGTCTCTATGCTTACGAACCTGC 
AGATACAGCTC 

SEQIDNO:3!3 ' "■- 
35 >gi|2216301|gb|AA486085.1|AA486085 abl4cl l.sl Stratagene lung (#937210) Homo 
sapiens cDNA clone MAGE:840788 3' similar to gb:S54005 THYMOSIN BETA- 10 
(HUMAN);, mRNA sequence 

GGTGTGTTTTATTTTCATTATTCATACAAATAATTTTCTATAATATCCCGGGGCAA 
ACCGGAGAATTTGGCAGTCCGATTGGGGGG 

40 

SEQIDNO:314 

>gi|292418|gb|M64749.1|HUMRDClA Human homologue of the canine orphan receptor 
(RDC1) mRNA, 5' end 

ATGGATCTGCACCTCTTCGACTACGCCGAGCCAGGCAACTTCTCGGACATCAGCT 
45 GGCCATGCAACAGCAGCGACTGCATCGTGGTGGACACGGTGATGTGTCCCAACA 
TGCCCAACAAAAGCGTCCrGCTCTACACGCTCrCCTTCATITACATTTTCATCTTC 
GTCATCGGCATGATTGCCAACTCCGTGGTGGTCTGGGTGAATATCCAGGCCAAGA 
CCACAGGCTATGACACGCACTGCTACATCTTGAACCTGGCCATTGCCGACCTGTG 
GGTTGTCCTCACCATCCCAGTCTGGGTGGTCAGTCTCGTGCAGCACAACCAGTGG 
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CCCATGGGCGAGCTCACGTGCAAAGTCACACACCTCATCTTCTCCATCAACCTCT 
TCAGCGGCATTTTCTTCCTCACGTGCATGAGCGTGGACCGCTACCTCTCCATCACC 
TACTTCACCAACACCCCCAGCAGCAGGAAGAAGATGGTACGCCGTGTCGTCTGC 
ATCCTGGTGTGGCTGCTGGCCTTCTGCGTGTCTCTGCCTGACACCTACTACCTGAA 
5 GACCGTCACGTCTGCGTCCAACAATGAGACCTACTGCCGGTCCTTCTACCCCGAG 
CACAGCATCAAGGAGTGGCTGATCGGCATGGAGCTGGTCTCCGTTGTCTTGGGCT 
TTGCCGTTCCCTTCTCCATTATCGCTGTCTTCTACTTCCTGCTGGCCAGAGCCATC 
TCGGCGTCCAGTGACCAGGAGAAGCACAGCAGCCGGAAGATCATCTTCTCCTAC 
GTGGTGGTCTTCCTTGTCTGCTGGCTGCCCTACCACGTGGCGGTGCTGCTGGACA 
1 0 TCTTCTCCATCCTGCACTACATCCCTTTCACCTGCCGGCTGGAGCACGCCCTCTTC 
ACGGCCCTGCATGTCACACAGTGCCTGTCGCTGGTGCACTGCTGCGTCAACCCTG 
TCCTCTACAGCTTCATCAATCGCAACTACAGGTACGAGCTGATGAAGGCCTTCAT 
CTTCAAGTACTCGGCCAAAACAGGGCTCACCAAGCTCATCGATGCCTCCAGAGTG 
TCGGAGACGGAGTACTCCGCCTTGGAGCAAAACGCCAAG 

15 

SEQIDNO:315 

>gi|183866|gb|M60278.1|HUMHBEGF Human heparin-binding EGF-like growth factor 
mRNA, complete cds 

GCTACGCGGGCCACGCTGCTGGCTGGCCTGACCTAGGCGCGCGGGGTCGGGCGG 

20 CCGCGCGGGCGGGCTGAGTGAGCAAGACAAGACACTCAAGAAGAGCGAGCTGC 
GCCTGGGTCCCGGCCAGGCTTGCACGCAGAGGCGGGCGGCAGACGGTGCCCGGC 
:■ , GGAATCTCCTGAGGTCCGCCGCCCAGCrCTGGTGCCAGCGCCCAGTGGCCGCCGC 
TTGGAAAGTGACTG GTGGCTGGGGGCGTGGTCTCGGTGGGGGACCATGAAGCTGC 
TGCCGTCGGTGGTGCTGAAGGTGXTrGTGGCTGCAGTTGTCTCGGCACTGGTGACT 

25 GGCGAGAGCCTGGAGCGGCTTCGGAGAGGGCTAGCTGCTGGAACCAGCAACCCG 
GACCCTCCCACTGTATCCACGGACCAGCTGCTACCCCTAGGAGGCGGCCGGGAC 
CGGAAAGTCCGTGACTTGCAAGAGGCAGATCTGGACCTTTTGAGAGTCACTTTAT 
CCTCCAAGCCACAAGCACTGGCCACACCAAACAAGGAGGAGCACGGGAAAAGA 
AAGAAGAAAGGCAAGGGGCTAGGGAAGAAGAGGGACCCATGTCTTCGGAAATA 

30 CAAGGACTTCTGCATCCATGGAGAATGCAAATATGTGAAGGAGCTCCGGGCTCC 
CTCCTGCATCTGCCACCCGGGTTACCATGGAGAGAGGTGTCATGGGCTGAGCCTC 
CCAGTGGAAAATCGCTTATATACCTATGACCACACAACCATCCTGGCCGTGGTGG 
,,, CTGTGGTGCTGTGATCTGTCTGTCTGCTGGTCATCGTGGGGCTTCTCATGTTTAGG 
TAGCATAGGAGAGGAGGTTATGATGTGGAAAATGAAGAGAAAGTGAAGTTGGGC 

3 5 ATGACTAATTCCCACTG AGAG AGACTTGTGCTCAAGG AATCGGCTGGGGACTGCT 
ACCTCTGAGAAGACACAAGGTGATTTCAGACTGCAGAGGGGAAAGACTTCCATC 
TAGTCACAAAGACTCCTTCGTCCCCAGTTGCCGTCTAGGATTGGGCCTCCCATAA 
TTGCTTTGCCAAAATACCAGAGCCTTCAAGTGCCAAACAGAGTATGTCCGATGGT 
ATCTGGGTAAGAAGAAAGCAAAAGCAAGGGACCTTCATGCCCTTCTGATTCCCCT 

40 CCACCAAACCCCACTTCCCCTCATAAGTTTGTTTAAACACTTATCTTCTGGATTAG 
AATGCCGGTTAAATTCCATATGCTCCAGGATCTTTGACTGAAAAAAAAAAAGAA 
GAAGAAGAAGGAGAGCAAGAAGGAAAGATTTGTGAACTGGAAGAAAGCAACAA 
AGATTGAGAAGCCATGTACTCAAGTACCACCAAGGGATCTGCCATTGGGACCCT 
CCAGTGCTG<jATTTGATGAGTTAACTGTGAAATACCACAAGCCTGAGAACTGAAT 

45 TTTGGGACTTCTACCCAGATGGAAAAATAACAACTATTTTTGTTGTTGTTGTTTGT 
AAATGCCTCTTAAATTATATATTTATTrTATTCTATGTATGTTAATTTATTTAGTTT 
TTAACAATCTAACAATAATATTTCAAGTGCCTAGACTGTTACTTTGGCAATTTCCT 
GGCCCTCCACTCCTCATCCCCACAATCTGGCTTAGTGCCACCCACCTTTGCCACA 
AAGCTAGGATGGTTCTGTGACCCATCTGTAGTAATTTATTGTCTGTCTACATTTCT 
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GCAGATCTTCCGTGGTCAGAGTGCCACTGCGGGAGCTCTGTATGGTCAGGATGTA 
GGGGTTAACTTGGTCAGAGCCACTCTATGAGTTGGACTTCAGTCTTGCCTAGGCG 
ATTTTGTCTACCATTTGTGTTTTGAAAGCCCAAGGTGCTGATGTCAAAGTGTAAC 
AGATATCAGTGTCTCCCCGTGTCCTCTCCCTGCCAAGTCTCAGAAGAGGTTGGGC 
5 TTCCATGCCTGTAGCTTTCCTGGTCCCTCACCCCCATGGCCCCAGGCCACAGCGT 
GGGAACTCACTTTCCCTTGTGTCAAGACATTTCTCTAACTCCTGCCATTCTTCTGG 
TGCTACTCCATGCAGGGGTCAGTGCAGCAGAGGACAGTCTGGAGAAGGTATTAG 
CAAAGCAAAAGGCTGAGAAGGAACAGGGAACATTGGAGCTGACTGTTCTTGGTA 
ACTGATTACCTGCCAATTGCTACCGAGAAGGTTGGAGGTGGGGAAGGCTTTGTAT 
1 0 AATCCCACCCACCTCACCAAAACGATGAAGGTATGCTGTCATGGTCCTTTCTGGA 
AGTTTCTGGTGCCATTTCTGAACTGTTACAACTTGTATTTCCAAACCTGGTTCATA 
TTTATACTTTGCAATCCAAATAAAGATAACCCTTATTCCATAAAAAAAAAAAAAA 
AAAA 

15 SEQIDNO:316 

>gi|179664|gb|K02765.1|JIUMC3 Human complement component C3 mKNA, alpha and beta 
subunits, complete cds 

ctcctccccatcctctccctctgtccctctgtccctctgaccctgcactgtcccag 
caccatgggacccacctcaggtcccagcctgctgctgctgctactaacccacctc 

20 cccctggctctggggagtcccatgtactctatcatcacccccaacatcttgcggc 
tggagagcgaggagaccatggtgctggaggcccacgacgcgcaaggggatgttc 
. : . cagtcactgttactgtgcacgacttcccaggcaaaaaactagtgctgtccagtga, 
• •gaagagtgtgctgacocctgcgaccaacgacatgggcaacgtcaccttoacgatc 
ccaggcaagagggagttg aagtgagaaaaggggggcaacaagttcgtgagcgtg 

25 caggcgaccttcgggagccaagtggtggagaaggtggtgctggtcagcctgcag 
agcgggtacctcttcatccagacagacaagaccatctacacccctggctccacag 
ttctctatcggatcttcaccgtcaaccacaagctgctacccgtgggccggacggt 
catggtcaacattgagaacccggaaggcatcccggtcaagcaggactccttgtct 
tctcagaaccagcttggcgtcttgcccttgtcttgggacattccggaactcgtca 

30 acatgggccagtggaagatccgagcctactatgaaaactcaccacagcaggtct 
tctccactgagtttgaggtgaaggagtacgtgctgcccagtttcgaggtcatagt 
ggagcctacagagaaattctactacatctataacgagaagggcctggaggtcac 
. catcaccgcgaggttcctctacgggaagaaagtggagggaactgcctttgtcatc 

.- »> - ttcgggatcgaggatggcgaacagaggatttccctgcctgaatccctcaagcgca " 

35 ttccgattgaggatggctcgggggaggttgtgctgagccggaaggtactgctgg 
acggggtgcagaacctccgagcagaagacctggtggggaagtctttgtacgtgt 
ctgccaccgtcatcttgcactcaggcagtgacatggtgcaggcagagcgcagcg 
ggatccccatcgtgacctctccctaccagatccacttcaccaagacacccaagta 
cttcaaaccaggaatgccctttgacctcatggtgttcgtgacgaaccctgatggc 

40 tctccagcctaccgagtccccgtggcagtccagggcgaggacactgtgcagtctc 
taacccagggagatggcgtggccaaactcagcatcaacacacaccccagccaga 
agcccttgagcatcacggtgcgcacgaagaagcaggagctctcggaggcagagc 
aggctaccaggaccatgcaggctctgccctacagcaccgtgggcaactccaaca 
attacctgcatctctcagtgctacgtacagagctcagacccggggagaccctcaa 

45 cgtcaacttcctcctgcgaatggaccgcgcccacgaggccaagatccgctactac 

ACCTACCTGATCATGAACAAGGGCAGGCTGTTGAAGGCGGGACGCCAGGTGCGA 
GAGCCCGGCCAGGACCTGGTGGTGCTGCCCCTGTCCATCACCACCGACTTCATCC 
CTTCCTTCCGCCTGGTGGCGTACTACACGCTGATCGGTGCCAGCGGCCAGAGGGA 
GGTGGTGGCCGACTCCGTGTGGGTGGACGTCAAGGACTCCTGCGTGGGCTCGCTG 
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GTGGTAAAAAGCGGCCAGTCAGAAGACCGGCAGCCTGTACCTGGGCAGCAGATG 
ACCCTGAAGATAGAGGGTGACCACGGGGCCCGGGTGGTACTGGTGGCCGTGGAC 
AAGGGCGTGTTCGTGCTGAATAAGAAGAACAAACTGACGCAGAGTAAGATCTGG 
GACGTGGTGGAGAAGGCAGACATCGGCTGCACCCCGGGCAGTGGGAAGGATTAC 
5 GCCGGTGTCTTCTCCGACGCAGGGCTGACCTTCACGAGCAGCAGTGGCCAGCAG 
ACCGCCCAGAGGGCAGAACTTCAGTGCCCGCAGCCAGCCGCCCGCCGACGCCGT 
TCCGTGCAGCTCACGGAGAAGCGAATGGACAAAGTCGGCAAGTACCCCAAGGAG 
CTGCGCAAGTGCTGCGAGGACGGCATGCGGGAGAACCCCATGAGGTTCTCGTGC 
CAGCGCCGGACCCGTTTCATCTCCCTGGGCGAGGCGTGCAAGAAGGTCTTCCTGG 

10 ACTGCTGCAACTACATCACAGAGCTGCGGCGGCAGCACGCGCGGGCCAGCCACC 
TGGGCCTGGCCAGGAGTAACCTGGATGAGGACATCATTGCAGAAGAGAACATCG 
TTTCCCGAAGTGAGTTCCCAGAGAGCTGGCTGTGGAACGTTGAGGACTTGAAAG 
AGCCACCGAAAAATGGAATCTCTACGAAGCTCATGAATATATTTTTGAAAGACTC 
CATCACCACGTGGGAGATTCTGGCTGTCAGCATGTCGGACAAGAAAGGGATCTG 

1 5 TGTGGC AGACCCCTTCGAGGTCACAGTAATGCAGGACTTCTTCATCGACCTGCGG 
CTACCCTACTCTGTTGTTCGAAACGAGCAGGTGGAAATCCGAGCCGTTCTCTACA 
ATTACCGGCAGAACCAAGAGCTCAAGGTGAGGGTGGAACTACTCCACAATCCAG 
CCTTCTGCAGCCTGGCCACCACCAAGAGGCGTCACCAGCAGACCGTAACCATCCC 
CCCCAAGTCCTCGTTGTCCGTTCCATATGTCATCGTGCCGCTAAAGACCGGCCTG 

20 CAGGAAGTGGAAGTCAAGGCTGCCGTCTACCATCATTTCATCAGTGACGGTGTCA 
GGAAGTCCCTGAAGGTCGTGCCGGAAGGAATCAGAATGAACAAAACTGTGGCTG 
. .. TTCGCACCCTGGATCGAGAAGGCCTGGGCCGTGAAGGAGTGCAGAAAGAGGACA. . 
■ • : TCCCACCTGCAGAGCTGAGTGACCAAGTOCCGGACACCGAGTCTGAGACCAGAA 

v. • ttgtcctggaagggaggcgagtggcgcagatgacagaggatgcggtcgaggcgg::. 

25 :aacggctgaagcacctcattgtgaccccctcgggctgcggggaacagaacatga 
tcggcatgacgcccacggtcatcgctgtgcattacctggatgaaacggagcagt 
gggagaagttcggcctagagaagcggcagggggccttggagctcatcaagaag 
gggtacacccagcagctggccttcagacaacccagctctgcctttgcggccttcg 
tgaaacgggcacccagcacctggctgaccgcctacgtggtcaaggtcttctctct 

30 ggctgtcaacctcatcgccatcgactcccaagtcctctgcggggctgttaaatgg 
ctgatcctggagaagcagaagcccgacggggtcttccaggaggatgcgcccgtg 
atacaccaagaaatgattggtggattacggaacaacaacgagaaagacatggcc 
-•.ctcacggcctttgttctcatctcggtgcaggaggctaaagatatttgcgaggagc 

aGGTCAACAGCCTGCCAGGCAGCATCACTAAAGCAGGAGACTTCCTTGAAGGGA 

35 actacatgaacctacagagatcctacactgtggccattgctggctatgctctggc 
ccagatgggcaggctgaaggggcctcttcttaacaaatttctgaccacagccaa 
agataagaaccgctgggaggaccctggtaagcagctctacaacgtggaggccac 
atcctatgccctcttggccctactgcagctaaaagactttgactttgtgcctcccg 
tcgtgcgttggctcaatgaacagagatactacggtggtggctatggctctaccca 

40 ggccaccttcatggtgttccaagccttggctcaataccaaaaggacgcccctgac 
caccaggaactgaaccttgatgtgtccctccaactgcccagccgcagctccaaga 
tcacccaccgtatccactgggaatctgccagcctcctgcgatcagaagagaccaa 
ggaaaatgagggtttcacagtcacagctgaaggaaaaggccaaggcaccttgtc 
ggtggtgacaatgtaccatgctaaggccaaagatcaactcacctgtaataaattc 

45 gacctcaaggtcaccataaaaccagcaccggaaacagaaaagaggcctcaggat 
gccaagaacactatgatccttgagatctgtaccaggtaccggggagaccaggat 
gccactatgtctatattggacatatccatgatgactggctttgctccagacacag 
atgacctgaagcagctggccaatggtgttgacagatacatctccaagtatgagct 
ggacaaagccttctccgataggaacaccctcatcatctacctggacaaggtctca 



245 



WO 02/074979 



PCT/US02/08456 



CACTCTGAGGATGACTGTCTAGCTTTCAAAGTTCACCAATACTTTAATGTAGAGC 
TTATCCAGCCTGGAGCAGTCAAGGTCTACGCCTATTACAACCTGGAGGAAAGCTG 
TACCCGGTTCTACCATCCGGAAAAGGAGGATGGAAAGCTGAACAAGCTCTGCCG 
TGATGAACTGTGCCGCTGTGCTGAGGAGAATTGCTTCATACAAAAGTCGGATGAC 
5 AAGGTCACCCTGGAAGAACGGCTGGACAAGGCCTGTGAGCCAGGAGTGGACTAT 
GTGTACAAGACCCGACTGGTCAAGGTTCAGCTGTCCAATGACTTTGACGAGTACA 
TCATGGCCATTGAGCAGACCATCAAGTCAGGCTCGGATGAGGTGCAGGTTGGAC 
AGCAGCGCACGTTCATCAGCCCCATCAAGTGCAGAGAAGCCCTGAAGCTGGAGG 
AGAAGAAACACTACCTCATGTGGGGTCTCTCCTCCGATTTCTGGGGAGAGAAGCC 
1 0 CAACCTCAGCTACATCATCGGGAAGGACACTTGGGTGGAGCACTGGCCTGAGGA 
GGACGAATGCCAAGACGAAGAGAACCAGAAACAATGCCAGGACCTCGGCGCCTT 
CACCGAGAGCATGGTTGTCTTTGGGTGCCCCAACTGACCACACCCCCATTCC 

SEQIDNO:317 

15 >gi|21 85691 |gb|AA460571.1|AA460571 zx60a08.rl SoarestestisNHT Homo sapiens ' 
cDNA clone IMAGE:795830 5' similar to gb:M95724 CENTROMERE PROTEIN C 
(HUMAN);, mRNA sequence 

AAAGTTTTGCCAGTAGATCTTGGATTACAATACCAAGAAAGGCAGGGTCTCTGA 
AACAACGCACAATATCCCCGGCTGAGAGCACTGCACTCCTTCAAGGTAGAAAGT 
20 CAAGAGAAAAGCATCATAATATATTACCTAAGACTTTGGCAAATGACAAACATT 

CCCATAAACCTCACCCAGTAGAGACATCTCAGCCCTCTGATAAAACAGTACTGGA 
h . ..TAGAAGTTATGCTTTGATAGGTGA^XACAGTAAATAATTATAGATCTACAAAATAT 
•• GAAATGTATTGGAAGAATGGAGAAAAACGATCTAGAAGCAA^AA.GGACTATAAAA 
. CAAAAAGAGGAGAAGAAATTCATGGCTAAACCAGCTGAAGAACAGCTTGATGTG 
25 GGACAGTCTAAAGATGAAAACATACATACATCACATATTAGCCANGAGGAATTT 
CAAAGAAATTCAGACAGAAAATATGGAAGAGCCTGAAGAGATTGGGAAATGATT 
GTGGTTCCAAAAAACAGATGCCACCTGTGGGAAGCCAGAAAGGTAGCACTGAAA 
AGATTGGGGGATTCTTAAAGGAGCGCTTTTCAGT 

30 SEQIDNO:318 
>1226731H1 

CTCCTCTGGCAGAACCTCGGCTCTCAGGAGGTCCTTGTTCCAGGGAACAGCTGCT 
TGTCT. .. 

GGGGCTGGGCTCTACTCCCTGCAGCCCCTCGCACTACCCAGCTGGAACCAGGGAC 

35 AACGC 

CTGAGTCCAACCCTCGTGTCTATTTTCCAGAAAACGGGCAATGCTGTGAGAGCCA 
TTGGA 

AGACTGTCCTCTATGGCAATGATCTCAGGGCTCAGTGGCAGGAAATCCTCAACAG 
G 

40 

SEQIDNO:319 

>874 BLOOD 239973.4 D13645 g286008 Human mRNA for KIAA0020 gene, complete cds. 
0 

CGGAGAGGCGGTCGGGATCCGCTGCGCGAGCTGTCTCGGTCCCACGTGTGCGAG 
45 TTGCTACGATGGAAGTTAAAGGGAAAAAGCAATTCACAGGAAAGAGTACAAAG 
ACAGCACAAGAAAAAAACAGATITCATAAAAATAGTGATTCTGGTTCTTCAAAG 
ACATTTCCAACAAGGAAAGTTGCTAAAGAAGGTGGACCTAAAGTCACATCTAGG 
AACTTTGAGAAAAGTATCACAAAACTTGGGAAAAAGGGTGTAAAGCAGTTCAAG 
AATAAGCAGCAAGGGGACAAATCACCAAAGAACAAATTCCAGCCGGCAAATAA 
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ATTCAACAAGAAGAGAAAATTCCAGCCAGATGGTAGAAGCGATGAATCAGCAGC 
CAAGAAGCCCAAATGGGATGACTTCAAAAAGAAGAAGAAAGAACTGAAGCAAA 
GCAGACAACTCAGTGATAAAACCAACTATGACATTGTTGTTCGGGCAAAGCAGA 
TGTGGGAGATTTTAAGAAGAAAAGACTGTGACAAAGAAAAAAGAGTAAAGTTA 
5 ATGAGTGATTTGCAGAAGTTGATTCAAGGGAAAATTAAAACTATTGCATTTGCAC 
ACGATTCAACTCGTGTGATCCAGTGTTACATTCAGTATGGTAATGAAGAACAGAG 
AAAACAGGCTTTTGAAGAATTGCGAGATGATTTGGTTGAGTTAAGTAAAGCCAA 
ATATTCGAGAAATATTGTTAAGAAATTTCTCATGTATGGAAGTAAACCACAGATT 
GCAGAGATAATCAGAAGTTTTAAAGGCCACGTGAGGAAGATGCTGCGGCATGCG 

1 0 GAAGCATGCAGCCATCGTGGAGTACGCATACAATGACAAAGCCATTTTGGAGCA 
GAGGAACATGCTGACGGAAGAGCTCTATGGGAACACATTTCAGCTTTACAAGTC 
AGCAGATCACCCAACTCTGGACAAAGTGTTAGAGGTACAGCCAGAAAAATTAGA 
ACTTATTATGGATGAAATGAAACAGATTCTAACTCCAATGGCCCAAAAGGAAGC 
TGTGATTAAGCACTCATTGGTGCATAAAGTATTCTTGGACTTTTTTACCTATGCAC 

1 5 CCCCCAAACTCAGATCAGAAATGATTGAAGCCATCCGCGAAGCGGTGGTCTACC 
TGGCACACACACACGATGGCGCCAGAGTGGCCATGCACTGCCTGTGGCATGGCA 
CGCCCAAGGACAGGAAAGTGATTGTGAAAACAATGAAGACTTATGTTGAAAAGG 
TGGCTAATGGCCAATACTCCCATTTGGTTTTACTGGCGGCATTTGATTGTATTGAT 
GATACTAAGCTTGTGAAGCAGATAATCATATCAGAAATTATCAGTTCATTGCCTA 

20 GCATAGTAAATGACAAATATGGAAGGAAGGTCCTATTGTACTTACTAAGCCCCA 
GAGATCCTGCACATACAGTACGAGAAATCATTGAAGTTCTGCAAAAAGGAGATG 

. : .GAAATGCACACAGTAAGAAAGATACAGAGGTCGGGAGACGGGAGOGCTAGAAT 
i .CGATTTGTCCAGCTTrGTTAAGGTACCTGCAAGAAGATGCCGAAGAAGTGGTGGT 
kAGATAAGTCTGGGTGTGTGTTGGTGTCTGACATTGTGGGATGTGGGAGTGGAGAG 

25 KjTTCAGCCTACCATGAATGCCATCGCCAGCTTGGCAGCAACAGGACTGCATCCTG 

gtggcaaggacggagagcttcacattgcagaacatcctgcaggacatctagttc 
, tgaagtggttaatagagcaagataaaaagatgaaagaaaAtgggagagaaggt 
tgttttgcaaaaacacttgtagagcatgttggtatgaagaacctgaagtcctggg 
ctagtgtaaatcgaggtgccattattctttctagcctcctccagagttgtgacctg 

30 gaagttgcaaacaaagtcaaagctgcactgaaaagcttgattcctacattggaa 
aaaacc aaaag cacc ag c aaagg aatagaaattctacttgaaaaactgagcaca 
taggtggaaagagttaagagcaagatggaatgattttttctgttctctgttctgt 
ttgcgaatgcagaaaagaaggggtagggtccaccatactggtaattggggtact 

' ctgtatatgtgtttcttctttgt^ 

35 tggtctttttt 



SEQ ID NO: 320 

>gi|30125|emb|X54925.1|HSCOLLl Rsapiens mKNA for type I interstitial collagenase 
40 ATATTGGAGTAGCAAGAGGCTGGGAAGCCATCACTTACCTTGCACTGAGAAAGA 
AGACAAAGGCCAGTATGCACAGCrTTCCTCCACTGCTGCTGCTGCTGTTCTGGGG 
TGTGGTGTCTCACAGCTTCCCAGCGACTCTAGAAACACAAGAGCAAGATGTGGA 
CTTAGTCCAGAAATACCTGGAAAAATACTACAACCTGAAGAATGATGGGAGGCA 
AGTTGAAAAGCGGAGAAATAGTGGCCCAGTGGTTGAAAAATTGAAGCAAATGCA 
45 GGAATTCTTTGGGCTGAAAGTGACTGGGAAACCAGATGCTGAAACCCTGAAGGT 
GATGAAGCAGCCCAGATGTGGAGTGCCTGATGTGGCTCAGTTTGTCCTCACTGAG 
GGGAACCCTCGCTGGGAGCAAACACATCTGACCTACAGGATTGAAAATTACACG 
CCAGATTTGCCAAGAGCAGATGTGGACCATGCCATTGAGAAAGCCTTCCAACTCT 
GGAGTAATGTCACACCTCTGACATTCACCAAGGTCTCTGAGGGTCAAGCAGACAT 
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CATGATATCTTTTGTCAGGGGAGATCATCGGGACAACTCTCCTTTTGATGGACCT 
GGAGGAAATCTTGCTCATGCTTTTCAACCAGGCCCAGGTATTGGAGGGGATGCTC 
ATTTTGATGAAGATGAAAGGTGGACCAACAATTTCAGAGAGTACAACTTACATC 
GTGTTGCGGCTCATGAACTCGGCCATTCTCTTGGACTCTCCCATTCTACTGATATC 
5 GGGGCTTTGATGTACCCTAGCTACACCTTCAGTGGTGATGTTCAGCTAGCTCAGG 
ATGACATTGATGGCATCCAAGCCATATATGGACGTTCCCAAAATCCTGTCCAGCC 
CATCGGCCCACAAACCCCAAAAGCATGTGACAGTAAGCTAACCTTTGATGCTATA 
ACTACGATTCGGGGAGAAGTGATGTTCTTTAAAGACAGATTCTACATGCGCACAA 
ATCCCTTCTACCCGGAAGTTGAGCTCAATTTCATTTCTGTTTTCTGGCCACAACTG 

1 0 CCAAATGGGCTTGAAGCTGCTTACGAATTTGCCGACAGAGATGAAGTCCGGTTTT 
TCAAAGGGAATAAGTACTGGGCTGTTCAGGGACAGAATGTGCTACACGGATACC 
CCAAGGACATCTACAGCTCCTTTGGCTTCCCTAGAACTGTGAAGCATATCGATGC 
TGCTCTTTCTGAGGAAAACACTGGAAAAACCTACTTCTTTGTTGCTAACAAATAC 
TGGAGGTATGATGAATATAAACGATCTATGGATCCAGGTTATCCCAAAATGATA 

1 5 GCACATGACTTTCCTGGAATTGGCCACAAAGTTGATGCAGTTTTCATGAAAGATG 
GATTTTTCTA1TTCTTTCATGGAACAAGACAATACAAATTTGATCCTAAAACGAA 
GAGAATTTTGACTCTCCAGAAAGCTAATAGCTGGTTCAACTGCAGGAAAAATTG 
AACATTACTAATTTGAATGGAAAACACATGGTGTGAGTCCAAAGAAGGTGTTTTC 
CTGAAGAACTGTCTATTTTCTCAGTCATTTTTAACCTCTAGAGTCACTGATACACA 

20 GAATATAATCTTATTTATACCTCAGTTTGCATATTTTTTTACTATTTAGAATGTAG 
CCCTTTTTGTACTGATATAATTTAGTTCCACAAATGGTGGGTACAAAAAGTCAAG 
-TTTGTGGGTTATGGATTGATATAGGCCAGAGTTGCAAAGATCTTTTCCAGAGTAT 

. . •:-GCAAGTCTGACGTTGATGGCAGAGAGCAGCTTGAGTGAGAAA€ATATCGTTTCAA 
'•: ■ J.GACAGAAAGAGACAGGAGACATGAGTCTTTGGCGGAGGAAAAGGAGGTCAAGA 

25 ACACATGTGCAGTCACTGGTGTCACCCTGGATAGGCAAGGGATAACTCTTCTAAC 
ACAAAATAAGTGTTTTATGTTTGGAATAAAGTCAACCTTGTTTCTACTGTTTT 

SEQIDNO: 321 

>gi|882877|gb|H16637.1|H16637 ym26e06.rl Soares infant brain 1NIB Homo sapiens cDNA 
30 clone IMAGE:49164 5' similar to gb:M73255_rnal VASCULAR CELL ADHESION 
PROTEIN 1 PRECURSOR (HUMAN);, mRNA sequence 

GCCTATACCATCCGAAAGCCCAGTTGAAGGATGCGGGAGTATATGAATGTGAAT 
CTAAAAACAAAGTTGGCTCACAATTAAGAAGTTTAACACTTGATGTTCAAGGAA 
GAGAAAACAAGAAAGACTATTTTTCTCCTGAGCTTCTCGTGCTCTATTTTGCATCC 

3 5 TCCTTAATAATACCTGCCATTGGAATGATAATTTACTTTGCAAGAAAAGCCAACA 
TGAAGGGGTCATATAGTCTTGTAGAAGCACAGAAATCAAAAGTGTAGCTAATGC 
TTGATATGTTCAACTGGGAGACACTATTTATCTGTGCAAATCCTTGGATACTGCTC 
ATCATTCCTTGGGGAAAAACAATGGGGCTGAGAGGGCAGACTTTCCCTGGATGT 
ATTTGGAACTTGGGGAAAGGAAATGCCCCTCTATGGTCCCTTGGCTGTGGAGCCA 

40 GGAAGTCCAAAGTTAAAACTTGGNTGCCNGGAAGGGACNGTTAACCGGCCNTCA 
GGTGNGGGGGACTGGG 

SEQ ID NO: 322 
>2496910H1 

45 CTTAGACTGGGGCTCGGCCTCGCTCTGAAAAGTGCTTAAGAAAATCTTCTCAGTT 
CTCCTTGCAGAGGACTGGCGCCGGGACGCGAAGAGCAACGGGCGCTGCACAAAG 
CGGGCGCTGTCGGTGGTGGAGTGCGCATGTACGCGCAGGCGCTTCTCGTGGTTGG 
CGTGCTGCAGCGACAGGCGGCAGCACAGCACCTGCACGAACACCCGCCGAAACT 
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GCTGCGAGGACACCGTGTACAGGAGCGGGTTGATGACCGAGCTGAGGTAGAAAA 
ACGTCTCCGAGAAGGGGAGGAGGATCATGTACGCCCG 

SEQ ID NO: 323 
5 >3558269H1 

CAGATCCAAGGAGAAAGTCAGGGGCCAGTGCGCGCTACAGCCAGCGCCCAGTAC 
CGCGGTGTGATGGGCACCATTCTGACCATGGTGCGTACTGAGGGCCCCCGAAGC 
CTCTACAATGGGCTGGTTGCCGGCCTGCAGCGCCAAATGAGCTTTGCCTCTGTCC 
GCATCGGCCTGTATGATTCTGTCAAACAGTTCTACACCAAGGGCTCTGAGCATGC 
1 0 CAGCATTGGGAGCCGCCTCCTAGCAGGCAGCACCAC AGGTGCCCTGGCTGTGGC 
TGTGAGCCAGCCCACGGA 

SEQ ID NO: 324 

>gi|718888|gb|T90375.1|T90375 yd43e04.sl Soares fetal liver spleen 1NFLS Homo sapiens 
1 5 cDNA clone IMAGE: 1 1 1 006 3', mRNA sequence 

ATNATTTTTGTAGGTACAATAAATCTGATTGATTTTTATTACACATCTTAGTTTAG 
AATCACTTTTACATTCCTAGACAAAGAGATGATACAAATAAATATCAATTGTAAA 
ACTTAGAGCCCCAAGTATTGATTGGCGTATTCTTTGTCTAAAGGTAGCCAAAGAG 
AAGGTCAAGATCAGTAATAACTTCAAGGAGCCATGAAGCCCACTGCCTCCTGCCT 
20 GCCCCAGGGATCACTCCTTTCATAAATAACCCCAGAAGCATTTCATTCAGGGAAA 
CAAGGGGCAGGCAGGAAAGGGTGACAGNTTTCTGGAACAGGTACCAAAACAAG 
' * : : GGCTTGGGTGGATAGGAG AATC ACCINGGGGNCG ACTTTTTCTTTGGGCGAGGTTC.': 
- ., • GCTC AGGGGGCTTFTT > • . V • • • • .. ' : f . . ,-<. -. •;, 

25 SEQ ID NO: 325 ~> ' >■ 

>gi|2197196|gb|U81233.1|HSU81233 Human cystatin E mRNA, complete cds 
CCGACGGCACTGACGGCCATGGCGCGTTCGAACCTCCCGCTGGCGCTGGGCCTG 
GCCCTGGTCGCATTCTGCCTCCTGGCGCTGCCACGCGATGCCCGGGCCCGGCCGC 
AGGAGCGCATGGTCGGAGAACTCCGGGACCTGTCGCCCGACGACCCGCAGGTGC 

30 AGAAGGCGGCGCAGGCGGCCGTGGCCAGCTACAACATGGGCAGCAACAGCATCT 
ACTACTTCCGAGACACGCACATCATCAAGGCGCAGAGCCAGCTGGTGGCCGGCA 
TCAAGTACTTCCTGACGATGGAGATGGGGAGCACAGACTGCCGCAAGACCAGGG 
TCACTGGAGACCACGTCGACCTCACCACTTGCCCCCTGGCAGCAGGGGCGCAGC 
AGGAGAAGCTGCGCTGTGACTTTGAGGTCCTTGTGGTTCCCTGGCAGAACTCCTC 

35 TCAGCTCCTAAAGCACAACTGTGTGCAGATGTGATAAGTCCCCGAGGGCGAAGG 
CCATTGGGTTTGGGGCCATGGTGGAGGGCACTTCACGTCCGTGGGCCGTATCTGT 
CACAATAAATGGCCAGTGCrGCTTCTTGCAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 326 

40 >gi| 1 99842 |gb |M8468 3 . 1 |MUSMUC 1 A Mus musculus episialin (Mucl) mRNA, complete 
cds 

TGTTCACCACCACCATGACCCCGGGCATTCGGGCTCCTTTCTTCCTGCTGCTACTT 
CTAGCAAGTCTAAAAGGTTTTCTTGCCCTTCCAAGTGAGGAAAACAGTGTCACCT 
CATCTCAGGACACCAGCAGTTCCTTAGCATCGACTACCACTCCAGTCCACAGCAG 
45 CAACTCAGACCCAGCCACCAGACCTCCAGGGGACTCCACCAGCTCTCCAGTCCA 
GAGTAGCACCTCTTCTCCAGCCACCAGAGCTCCTGAAGACTCTACCAGTACTGCA 
GTCCTCAGTGGCACCTCCTCCCCAGCCACCACAGCTCCAGTGAACTCCGCCAGCT 
CTCCAGTAGCCCATGGTGACACCTCTTCCCCAGCCACTAGCCTTTCAAAAGACTC 
CAACAGCTCTCCAGTAGTCCACAGTGGCACCTCTTCAGCTCCGGCCACCACAGCT 
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CCAGTGGATTCCACCAGCTCTCCAGTAGTCCACGGTGGTACCTCGTCCCCAGCCA 
CCAGCCCTCCAGGGGACTCCACCAGCTCTCCAGACCATAGTAGCACCTCTTCTCC 
AGCCACCAGAGCTCCCGAAGACTCTACCAGTACTGCAGTCCTCAGTGGCACCTCC 
TCCCCAGCCACCACAGCTCCAGTGGACTCCACCAGCTCTCCAGTAGCCCATGATG 
5 ACACCTCTTCCCCAGCCACTAGCCTTTCAGAAGACTCCGCCAGCTCTCCAGTAGC 
CCACGGTGGCACCTCTTCTCCAGCCACCAGCCCTCTAAGGGACTCCACCAGTTCT 
CCAGTCCACAGTAGTGCCTCCATCCAAAACATCAAGACTACATCAGACTTAGCTA 
GCACTCCAGACCACAATGGCACCTCAGTCACAACTACCAGCTCTGCACTGGGCTC 
AGCCACCAGTCCAGACCACAGTGGTACCTCAACTACAACTAACAGCTCTGAATC 
1 0 AGTCTTGGCCACCACTCCAGTTTACAGTAGCATGCCATTCTCTACTACCAAAGTG 
ACGTCAGGCTCAGCTATCATTCCAGACCACAATGGCTCCTCGGTGCTACCTACCA 
GTTCTGTGTTGGGCTCAGCTACCAGTCTAGTCTATAATACCTCTGCAATAGCTAC 
AACTCCAGTCAGCAATGGCACTCAGCCTTCAGTGCCAAGTCAATACCCTGTTTCT 
CCTACCATGGCCACCACCTCCAGCCACAGCACTATTGCCAGCAGCTCTTACTATA 
1 5 GCACAGTACCATTTTCTACCTTCTCCAGTAACAGTTCACCCCAGTTGTCTGTTGGG 
GTCTCCTTCTTCTTCTTGTCTTTTTACATTCAAAACCACCCATTTAATTCTTCTCTG 
GAAGACCCCAGCTCCAACTACTACCAAGAACTGAAGAGGAACATTTCTGGATTG 
TTTCTGCAGATTTTTAACGGAGATTTTCTGGGGATCTCTAGCATCAAGTTCAGGTC 
AGGCTCCGTGGTGGTAGAATCGACTGTGGTTTTCCGGGAGGGTACTTTTAGTGCC 
20 TCTGACGTGAAGTCACAGCTTATACAGCATAAGAAGGAGGCAGATGACTATAAT 
CTGACTATTTCAGAAGTCAAAGTGAATGAGATGCAGTTCCCTCCCTCTGCCCAGT 
..■ '. CCCGGCCGGGGGTACCAGGCTGGGGCATTGCCCTGCTGGTGCTGGTCTGTATTTT . 
■: . GGTTGCTTTGGCTATCGTGTATTTGGTTGCCG'fGGCAGTGTGCCAGTGGSGCCGA/i 
• AGAGCl'ATGGGCAGCTGGACATCTTTCGAACCCAGGACACCTACCArGGTATGAG 
25 TGAATACCCTACCTACCACACTGACGGACGCTACGTGCCCCCTGGCAGTACCAAG 
CGTAGCCCCTATGAGGAGGTTTCGGCAGGTAATGGCAGTAGCAGTCTCTCTTATA 
CCAACCCAGCTGTGGTGACCACTTCTGCCAACTTGTAGGAGCAAGTCACCCCACC 
CACTTGGGGCAGCTTTGGCGGTCTGCTCCCTCAGTGGTCACTGCCAGACCCCTGC 
ACTCTGATCTGGGCTGGTGAGCCAGGACTTCTGGTAGGCTGTTCATGCCCTTTGT 
30 CAAGCGCCTCAACTACGTAAGCCTGGTGAAGCCCAGCCCTGCCCTGGGGGACAC 
TGGGGCAGTTAGTGGTGGCTCTCAGAAGGACTGGCCTGGAAAACTGGAGACAGG 
GATGGGAACCCAAACATAGCT 

SEQIDNO:327 
>148483CT6 

TGCTATTCCATGTATGTCATAGGTGTGAAACCTTAAATCTTTCCAACAGCCACTG 
CCTTATGGAGACTGTATCATCCTTATCTTCATCTTACAGGTGAGAAATCTGCAGT 
GAAGAAAGGTACATCCCAAGGGGACACCGACAGTAAGCAGCGGACTGGGGATT 
CCAGACACGTGGCTGGNCCTCTGCAGGAAGAAATCAAACGTGTGGAAGGGTTGG 
GGAGAGGAGATGCCTAGAAGGGATTTTCCTGTATTCTCTTAGTGGTGGGGGTAAG 
ACCGAGGACCCAAGTCCTCACTCATCACGTCCTCCCCAGTGATGCAAGGATGGA 
GCTGGGGTAAAACCAGGGAGAATCAGGACCCTCACGTCGCTGCGTTTATTAAGC 
ATCAGGGTCAGAGCTGGGCAGGNNANGNGGGGAGGCAAGGTCTAGGTGAGAGA 
CGTTCTGGAACCAGCCAGTGGGGTGGTAA 

SEQIDNO: 328 

>gi|654754|gb|T52894.1|T52894 ya81f08.sl Stratagene ovary (#937217) Homo sapiens 
cDNA clone IMAGE-.68103 3' similar to similar to gb:M3121 1 MYOSIN LIGHT CHAIN 1, 
SLOW-TWITCH MUSCLE A ISOFORM (HUMAN), mRNA sequence 
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AAGAGAGGAACCCAGTCTTTATTTTGAAACAATAGGTGGCCTCCTGGTGGCTGGA 
ACGTGCTTTCGCCTGCGGGGCCCAGTGTCCGGACCCCACTGGATCTGCAGCACTC 
AGACGCTTAGGATGTGTTTCAAGAAGGCCTCGTAGTTGATGCAGCCGTTGCTGTC 
CTCGTGTCCTGCCAGAACGGTCTCCACCTCCTCCTCAGTCATCTTCTCTCCAAGGG 
5 TGGTGAGAACATGTCTGAGCTCTGCTCCCATGACTTTGCCGTTCCCCTCCTTGTCA 
AACACACGAAACCCCTCCAAGTAGTCCTCATATGTGCCTTGGCCTCGGTTCTTGG 
CCACTGCTGGGAGCATGGGCAGGAAAGTCTCAAAGTCCACACGCCGCGANTTCA 
GCTCATCACTCTTGGGGTTCCCAGGGACCTTGAGCACCTNGGCGTT 

10 SEQEDNO:329 

>gi|758680|gb|M23699.1|HUMAMYSA2AHomo sapiens serum amyloid A2-alpha (SAA2) 
mRNA, complete cds 

ATGAAGCTTCTCACGGGCCTGGTTTTCTGCTCCTTGGTCCTGAGTGTCAGCAGCC 
GAAGCTTCTTTTCGTTCCTTGGCGAGGCTTTTGATGGGGCTCGGGACATGTGGAG 
1 5 AGCCTACTCTGACATGAGAGAAGCCAATTACATCGGCTCAGACAAATACTTCCAT 
GCTCGGGGGAACTATGATGCTGCCAAAAGGGGACCTGGGGGTGCCTGGGCCGCA 
GAAGTGAtCAGCAATGCCAGAGAGAATATCCAGAGACTCACAGGCCATGGTGCG 
GAGGACTCGCTGGCCGATCAGGCTGCCAATAAATGGGGCAGGAGTGGCAGAGAC 
CCCAATCACTTCCGACCTGCTGGCCTGCCTGAGAAATACTGA 

20 

SEQIDNO:330 

..' • - A2656 BLOOD 230638.6 U32986gl 136227 Human xeroderma pigmentosum- group li UV- : 
■ ■ ■ damaged DNA binding fact'of mRNA, comjilete cds. 0 ; > 

w GGCGGTCGTAGTGCTCCTGGCCCGGGGGGTGTCCCACAGGGGCAGCTCCACCTGC 

25 TTGCCGTCCACCTCAATGTCTCTGGGGCGGAGGCAGCGGCAGTGGAGTTCGCTGC 
GCGGCTGTTGGGGGCCACCTGTCTTTTCGCTTGTGTCCCTCTTTCTAGTGTCGCGC 
TCGAGTCCCGACGGGCCGCTCCAAGCCTCGACATGTCGTACAACTACGTGGTAAC 
GGCCCAGAAGCCCACCGCCGTGAACGGCTGCGTGACCGGACACTTTACTTCGGC 
CGAAGACTTAAACCTGTTGATTGCCAAAAACACGAGATTAGAGATCTATGTGGTC 

30 ACCGCCGAGGGGCTTCGGCCCGTCAAAGAGGTGGGCATGTATGGGAAGATTGCG 
GTCATGGAGCTTTTCAGGCCCAAGGGGGAGAGCAAGGACCTGCTGTTTATCTTGA 
CAGCGAAGTACAATGCCTGCATCCTGGAGTATAAACAGAGTGGCGAGAGCATTG 
ACATCATTACGCGAGCCCATGGCAATGTCCAGGACCGCATTGGCCGCCCCTCAGA 
; GACCGGCATTATTGGCATCATTGACCCTGAGiGGGGGAiGArTGGCCTGCGTCTC 

35 TATGATGGCCTTTTCAAGGTTATTCCACTAGATCGCGATAATAAAGAACTCAAGG 
CCTTCAACATCCGCCTGGAGGAGCTGCATGTCATTGATGTCAAGTTCCTATATGG 
TTGCCAAGCACCTACTATTTGCTTTGTCTACCAGGACCCTCAGGGGCGGCACGTA 
AAAACCTATGAGGTGTCTCTCCGAGAAAAGGAATTCAATAAGGGCCCTTGGAAA 
CAGGAAAATGTCGAAGCTGAAGCTTCCATGGTGATCGCAGTCCCAGAGCCCTTTG 

40 GGGGGGCCATCATCATTGGACAGGAGTCAATCACCTATCACAATGGTGACAAAT 
ACCTGGCTATTGCCCCTCCTATCATCAAGCAAAGCACGATTGTGTGCCACAATCG 
AGTGGACCCTAATGGCTCAAGATACCTGCTGGGAGACATGGAAGGCCGGCTCTT 
CATGCTGCTTTTGGAGAAGGAGGAACAGATGGATGGCACCGTCACTCTCAAGGA 
TCTCCGTGTAGAACTCCTTGGAGAGACCTCTATTGCTGAGTGCTTGACATACCTT 

45 GATAATGGTGTTGTGTTTGTCGGGTCTCGCCTGGGTGACTCCCAGCTTGTGAAGC 
TCAACGTTGACAGTAATGAACAAGGCTCCTATGTAGTGGCCATGGAAACCTTTAC 
CAACTTAGGACCCATTGTCGATATGTGCGTGGTGGACCTGGAGAGGCAGGGGCA 
GGGGCAGCTGGTCACTTGCTCTGGGGCTTTCAAGGAAGGTTCTTTGCGGATCATC 
CGGAATGGAATTGGAATCCACGAGCATGCCAGCATTGACTTACCAGGCATCAAA 
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GGATTATGGCCACTGCGGTCTGACCCTAATCGTGAGACTGATGACACTTTGGTGC 
TCTCTTTTGTGGGCCAGACAAGAGTTCTCATGTTAAATGGAGAGGAGGTAGAAG 
AAACCGAACTGATGGGTTTCGTGGATGATCAGCAGACTTTCTTCTGTGGCAACGT 
.GGCTCATCAGCAGCTTATCCAGATCACTTCAGCATCGGTGAGGTTGGTCTCTCAA 
5 GAACCCAAAGCTCTGGTCAGTGAATGGAAGGAGCCTCAGGCCAAGAACATCAGT 
GTGGCCTCCTGCAATAGCAGCCAGGTGGTGGTGGCTGTAGGCAGGGCCCTCTACT 
ATCTGCAGATCCATCCTCAGGAGCTCCGGCAGATCAGCCACACAGAGATGGAAC 
ATGAAGTGGCTTGCTTGGACATCACCCCATTAGGAGACAGCAATGGACTGTCCCC 
TCTTTGTGCCATTGGCCTCTGGACGGACATCTCGGCTCGTATCTTGAAGTTGCCCT 

1 0 CTTTTGAACTACTGCACAAGGAGATGCTGGGTGGAGAGATCATTCCTCGCTCCAT 
CCTGATGACCACCTTTGAGAGTAGCCATTACCTCCTTTGTGCCTTGGGAGATGGA 
GCGCTTTTCTACTTTGGGCTCAACATTGAGACAGGTCTGTTGAGCGACCGTAAGA 
AGGTGACTTTGGGCACCCAGCCCACCGTATTGAGGACTTTTCGTTCTCTTTCTACC 
ACCAACGTCTTTGCTTGTTCTGACCGCCCCACTGTCATCTATAGCAGCAACCACA 

1 5 AATTGGTCTTCTCAAATGTCAACCTCAAGGAAGTGAACTACATGTGTCCCCTCAA 
TTCAGATGGCTATCCTGACAGCCTGGCGCTGGCCAACAATAGCACCCTCACCATT 
GGCACCATCGATGAGATCCAGAAGCTGCACATTCGCACAGTTCCCCTCTATGAGT 
CTCCAAGGAAGATCTGCTACCAGGAAGTGTCCCAGTGTTTCGGGGTCCTCTCCAG 
CCGCATTGAAGTCCAAGACACGAGTGGGGGGCACGACAGCCTTGAGGCCCAGCG 

20 CTAGCACCCAGGCTCTGTCCAGCAGTGTAAGCTCCAGCAAGCTGTTCTCCAGCAG 
CACTGCTCCTCATGAGACCTCCTTTGGAGAAGAGGTGGAGGTGCACAACCTACTT 

.. . : . . ATCATTGACGAACAGACCTTTGAAGTGGTTCATGCCG ACGAGTTTCTGCAGAATG 
AATATGCCGTCAGTGTGGTTTCGTGOAAGCTGGGCA^AGAGCCCAAGACTTACTT. 
CATTGTGGGCAGAGC A\TGGTGTATCCTGAAGAGGCAGAGCCCAAGCAGGGTCG 

25 CATTGTGGTCTTTCAGTATTCGGATGGAAAACTACAGACTGTGGCTGAAAAGGAA 
GTGAAAGGGGCCGTGTACTCTATGGTGGAATTTAACGGGAAGCTGTTAGCCAGC 
ATCAATAGCACGGTGCGGCTCTATGAGTGGACAACAGAGAAGGAGCTGCGCACT 
GAGTGCAACCACTACAACAACATCATGGCCCTCTACCTGAAGACCAAGGGCGAC 
TTCATCCTGGTGGGCGACCTTATGCGCTCAGTGCTGCTGCTTGCCTACAAGCCCA 

3 0 TGGAAGGAAACTTTGAAGAGATTGCTCGAGACTTTAATCCCAACTGGATGAGTG 
CTGTGGAAATCTTGGATGATGACAATTTTCTGGGGGCTGAAAATGCCTTTAACTT 
GTTTGTGTGTCAAAAGGATAGCGCTGCCACCACTGACGAGGAGCGGCAGCACCT 
,. CCAGGAGGTTGGTCTTTTGCACCTGGGCGAGTTTGTCAATGTCTTTTGCCACGGCT 

**"■ CTCTGGTAATGCAGAATCrGGGTGAGAClTCCACCCCCACACAAGGCTCGGTGCT 

3 5 CTTCGGCACGGTCAACGGCATGATAGGGCTGGTGACCTCACTGTCAGAGAGCTG 
GTACAACCTCCTGCTGGACATGCAGAATCGACTCAATAAAGTCATCAAAAGTGT 
GGGGAAGATCGAGCACTCCTTCTGGAGATCCTTTCACACCGAGCGGAAGACAGA 
ACCAGCCACAGGTTTCATCGACGGTGACTTGATTGAGAGTTTCCTGGATATTAGC 
CGCCCCAAGATGCAGGAGGTGGTGGCAAACCTACAGTATGACGATGGCAGCGGT 

40 ATGAAGCGAGAGGCCACTGCAGACGACCTCATCAAGGTTGTGGAGGAGCTAACT 
CGGATCCATTAGCCAAGGGCAGGGGGCCCCTTTGCTGACCCTCCCCAAAGGCTTT 
GCCCTGCTGCCCTCCCCCTCCTCTCCACCATCGTCTTCTTGGCCATGGGAGGCCTT 
TCCCTAAGCCAGCTGCCCCCAGAGCCACAGTTCCCCTATGTGGAAGTGGGGCGG 
GCTTCATAGAGACTTGGGAATGAGCTGAAGGTGAAACATTTTCTCCCTGGATTTT 

45 TACCAGTCTCACATGATTCCAGCCATCACCTTAGACCACCAAGCCTTGATTGGTG 
TTGCCAGTTGTCCTCCTTCCGGGGAAGGATTTTGCAGTTCTTTGGCTGAAAGGAA 
GCTGTGCGTGGTNTNTGTGTGTATGTNTGTGTGTGTATGTGTATCTCACACTCATG 
CATTGTCCTCTTTTTATTTAGATTGGCAGTGTAGGGAGTTGTGGGTAGTGGGGAA 
GAGGGTTAGGAGGGTTTCATTGTCTGTGAAGTGAGACCTTCCTTTTACTTTTCTTC 
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TATTGCCTCTGAGAGCATCAGGCCTAGAGGCCTGACTGCCAAGCCATGGGTAGCC 
TGGGTGTAAAACCTGGAGATGGTGGATGATCCCCACGCCACAGCCCTTTTGTCTC 
TGCAAACTGCCTTCTTCGGAAAGAAGAAGGTGGGAGGATGTGAATTGTTAGTTTC 
TGAGTTTTACCAAATAAAGTAGAATATAAGAAGAAAGGTAAAAAAA 

5 

SEQIDNO: 331 

>2742 BLOOD 334388.1 D14660 g285944 Human mRNA for KIAA0104 gene, complete 
cds.O 

ACGTGAGCTAGCTGGCATGGCGGCCTGCATTGCAGCGGGGCACTGGGCTGCAAT 

10 GGGCCTAGGCCGGAGTTTCCAAGCCGCCAGGACTCTGCTCCCCCCGCCGGCCTCT ■ 
ATCGCCTGCAGGGTCCACGCGGGGCCTGTCCGGCAGCAGAGCACTGGGCCTTCC 
GAGCCCGGTGCGTTCCAACCGCCGCCGAAACCGGTCATCGTGGACAAGCACCGC 
CCCGTGGAACCGGAACGCAGGTTCTTGAGTCCTGAATTCATTCCTCGAAGGGGAA 
GAACAGATCCTCTGAAATTTCAAATAGAAAGAAAAGATATGTTAGAAAGGAGAA 

1 5 AAGTACTCCACATTCCAGAGTTCTATGTTGGAAGTATTCTTCGTGTTACTACAGCT 
GACCCATATGCCAGTGGAAAAATCAGCCAGTTTCTGGGGATTTGCATTCAGAGAT 
CAGGAAGAGGACTTGGAGCTACTTTCATCCTTAGGAATGTTATCGAAGGACAAG 
GTGTCGAGATTTGCTTTGAACTTTATAATCCTCGGGTCCAGGAGATTCAGGTGGT 
CAAATTAGAGAAACGGCTGGATGATAGCTTGCTATACTTACGAGATGCCCTTCCT 

20 GAATATAGCACTTTTGATGTGAATATGAAGCCAGTAGTACAAGAGCCTAACCAA 
AAAGTTCCTGTTAATGAGCTGAAAGTAAAAATGAAGCCTAAGCCCTGGTCTAAA 
CGCTGGGAACGT.CCAAATTTTAATATTAAAGG AATCAGATTTGATCT.TTGTTTAA . 
... CTGAACAGCAAAXGAAA'GAAGGTGAGAAGTGGAATCAGCGATGGCTTGAATOTG ■ 
ATATGATGAGGGAATATGATAGTTCAAAAATTGAAGCTGCAATATGGAAGGAAA 

25 TTGAAGCGTCGAAAAGGTCTTGATTCTGAGAATGAATTTGGTTAGTTGGAGAAGA 
TACATTGGCTCTAAGAGGATATATTTTGAGACCAATTTAATTTCATTTATAAGAA 
CATAGTAATTAAGTGAACTAAGCATTCATTGTTTTATTAATACTTTTTTTCTAAAA 
TAAAACTTGTACACCAGTTTATTACTCTAAAAAGAGAATTACACATGCCAAATGG 
ACCAATGTCCATTTGCTTATTGGAGGCAAAGCTACAATAGAAGTCAGAGCATCAC 

30 CAGAATGGTCTTTAATGAGCATGGAACCTGAGCAAAGGGAATAGGTGGGATGAA 
TTTTTTTTTTAATTGTGAAACAATTCATAAGCACAATATGAT1TACAGAATAATAA 
ACATTCATGTACCCACTATCAGGTTAAGAAATAGAACATTTATTAATATGTAGGA 
, ATGTTAAGAAATAAAACATTTAATAAGATCTCAGAAGACTCCAGTAAATCTGCA 
ATTGTATCTCTClCG'illlTAAATGTAAATATCATCTTGACTTGTTAATTATTCCCT 

35 TGCATTTCTTTTAGTTTACTGCCAACACATATATTCTTCAACAATATATTTAATTTT 
GAAAAACCTGAAAAAAAAAACCTGTTAGCAAGTATAAAGGGGCAGTATTACTAT 
TATTGGATGAAGGCTTCAAGGGAAACGTTACAGTCTTTGGGCCCTAGAGGGGCTT 
CAGCTTCCTCTGAGAGTTTACAGGGGGCCAATTTTTGAGGCAAATTCATGGGCTA 
AGGTTTATGGAGTGGAGTTCTTGCCAAAACAGGAAAGGGCTCACCAACAAGGGT 

40 GATCTGGNGCAGGGGTTTATTACTGGGGGATACCTGGGATTGTTCGCAAGAAATT 
GGTGGGTTAGGAGGGGAAAGTAAAC 

SEQ ID NO: 332 

>2772 BLOOD 344645.4 AF026086 g2655140 Human peroxisome biogenesis disorder 
45 protein 1 (PEX1) mRNA, complete cds. 0 

CCGGGTCCCGGGTCCTTTGCGGCGCTAGGGTGGGCGAACCCAGAGCGACGCTCC 
GGGACGATGTGGGGCAGCGATCGCCTGGCGGGTGCTGGGGGAGGCGGGGCGGC 
AGTGACTGTGGCCTTCACCAACGCTCGCGACTGCTTCCTCCACCTGCCGCGGCGT 
CTCGTGGCCCAGCTGCATCTGCTGCAGAATCAAGCTATAGAAGTGGTCTGGAGTC 
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accagcctgcattcttgagctgggtggaaggcaggcattttagtgatcaaggtga 
aaatgtggctgaaattaacagacaagttggtcaaaaacttggactctcaaatgg 
gggacaggtatttctcaagccatgttcccatgtggtatcttgtcaacaagttgag 
gtggaacccctctcagcagatgattgggagatactggagctgcatgctgtttccc 
5 ttgaacaacatcttctagatcaaattcgaatagtttttccaaaagccatttttcct 
gtttgggttgatcaacaaacgtacatatttatccaaattgttgcactaataccag 
ctgcctcttatggaaggctggaaactgacaccaaactccttattcagccaaagac 
acgccgagccaaagagaatacattttcaaaagctgatgctgaatataaaaaact 
tcatagttatggaagagaccagaaaggaatgatgaaagaacttcaaaccaagca 

1 0 acttcagtcaaatactgtgggaatcactgaatctaatgaaaacgagtcagagat 
tccagttgactcatcatcagtagcaagtttatggactatgataggaagcattttt 
tcctttcaatctgagaagaaacaagagacatcttggggtttaactgaaatcaatg 
cattcaaaaatatgcagtcaaaggttgttcctctagacaatattttcagagtatg 
caaatctcaacctcctagtatatataacgcgtcagcaacctctgtttttcataaa 

1 5 cactgtgccattcatgtatttccatgggaccaggaatattttgatgtagagccca 
gctttactgtgacatatggaaagctagttaagctactttctccaaagcaacagca 
aagtaaaacaaaacaaaatgtgttatcacctgaaaaagagaagcagatgtcaga 
gccactagatgaaaaaaaaattaggtcagatcataatgaagaagatgagaaggc 
ctgtgtgctacaagtagtctggaatggacttgaagaattgaacaatgccatcaa 

20 atataccaaaaatgtagaagttctccatcttgggaaagtctggattccagatgac 
ctgaggaagagactaaatatagaaatgcatgccgtagtcaggataactccagtg 
.. gaagttagccctaaaattccaagatctgtaaagttac aacctagag ag aatttag , ; 
■ votaaagagataagtgaagaagacataaaaactc .. 
; ■ agtgt actagc acc atgcttcctrtggt aat atc agagg aag aattt attaaggt > 

25 ggaaactaaagatggactgaaggaattttctctgagtatagttcattgttgggaa:. 
aaagaaaaagataaaaatatttttctgttgagtcccaatttgctgcagaagacta 
caatacaagtccttctagatcctatggtaaaagaagaaaacagtgaggaaatfg 
actttattcttccttttttaaagctgagctcttrgggaggagtgaattccttaggc 
gtatcctccttggagcacatcactcacagcctcctgggacgccctttgtctcggc 

30 agctgatgtctcttgttgcaggacttaggaatggagctcttttactcacaggagg 
aaagggaagtggaaaatcaactttagccaaagcaatctgtaaagaagcatttga 
caaactggatgcccatgtggagagagttgactgtaaagctttacgaggaaaaag 
gcitgaaaacaxacaaaaaaccctagaggtggctttctcagaggcagtgtggat . 
' = gcagcgatctgrtgtcctgctggatgaccttgacctcattgctggactgcctgctg 

35 tcccggaacatgagcacagtcctgatgcggtgcagagccagcggcttgctcatg 
ctttgaatgatatgataaaagagtttatctccatgggaagtttggttgcactgat 
tgccacaagtcagtctcagcaatctctacatcctttacttgtttctgctcaaggag 
ttcacatatttcagtgcgtccaacacattcagcctcctaatcaggaacaaagatg 
tgaaattctgtgtaatgtaataaaaaataaattggactgtgatataaacaagttc 

40 accgatcttgacctgcagcatgtagctaaagaaactggagggtttgtggctaga 
gattttacagtacttgtggatcgagccatacattctcgactctctcgtcagagtat 
atccaccagagaaaaattagttttaacaacattggacttccaaaaggctctccgc 
ggatttcttcctgcgtctttgcgaagtgtcaacctgcataaacctagagacctgg 
gttgggacaagattggtgggttacatgaagttaggcagatactcatggatactat 

45 ccagttacctgccaagtatccagaattatttgcaaacttgcccatacgacaaaga 
acaggaatactgttgtatggtccgcctggaacaggaaaaaccttactagctggg 
gtaattgcacgagagagtagaatgaattttataagtgtcaaggggccagagtta 
ctcagcaaatacattggagcaagtgaacaagctgttcgggatatttttattagag 
cacaggctgcaaagccctgcattcttttctttgatgaatttgaatccattgctcct 
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CGGCGGGGTCATGATAATACAGGAGTTACAGACCGAGTAGTTAACCAGTTGCTG 
ACTCAGTTGGATGGAGTAGAAGGCTTACAGGGTGTTTATGTATTGGCTGCTACTA 
GTCGCCCTGACTTGATTGACCCTGCCCTGCTTAGGCCTGGTCGACTAGATAAATG 
TGTATACTGTCCTCCTCCTGATCAGGTGTCACGTCTTGAAATTTTAAATGTCCTCA 
5 GTGACTCTCTACCTCTGGCAGATGATGTTGACCTTCAGCATGTAGCATCAGTAAC 
TGACTCCTTTACTGGAGCTGATCTGAAAGCTTTACTTTACAATGCCCAATTGGAG 
GCCTTACATGGAATGCTGCTCTCGAGTGGACTCCAGGATGGAAGTTCCAGCTCTG 
ATAGTGACCTAAGTCTGTCTTCAATGGTCTTTCTTAACCATAGCAGTGGCTCTGAC 
GATTCAGCTGGAGATGGAGAATGTGGCTTAGATCAGTCCCTTGTTTCTTTAGAGA 

10 TGTCCGAGATCCTTCCAGATGAATCAAAATTCAATATGTACCGGCTCTACTTTGG 
AAGCTCTTATGAATCAGAACTTGGAAATGGAACCTCTTCTGATTTGAAGCTCACA 
TTGTCTCTCTGCACCAAGCTCCATGACTCAGGATTTGCCTGGAGTTCCTGGGAAA 
GACCAGTTGTTTTCACAGCCTCCAGTGTTAAGGACAGCTTCACAAGAGGGTTGCC 
AAGAACTTACACAAGAACAAAGAGATCAACTGAGGGCAGATATCAGTATTATCA 

1 5 AAGGCAGATACCGGAGCCAAAGTGGAGAGGACGAATCCATGAACCAACCAGGA 
CCAATCAAAACCAGACTGGCTATTAGTCAGTCACATTTAATGACTGCACTTGGTC 
ACACAAGACCATCCATTAGTGAAGATGACTGGAAGAATTTTGCTGAGCTATATG 
AAAGCTTTCAAAATCCAAAGAGGAGAAAAAATCAAAGTGGAACAATGTTTCGAC 
CTGGACAGAAAGTAACTTTAGCATAAAATATACTTCTTTTTGATTTGGTTCTGTTA 

20 AGTTTTTTGATGGCTTTTCCATATGTTGTAACAGGAAAAAAATGGTGTCTATGAA 
TTTCTTCTTAATTTAACAAATTTGGTTAATTTATAAAATCACAGATTGGTAAATGC 
:,TATAACTATGTAATGATCAGGA.CT 




25 ATGTAA1TAAATTTAAATTTCTTGGAATTCCCAGTTGTATATTCATCACCTTTGTA 
GCATTTGACAAATTTTATGCTTAGCAGCTTCTTCACTGTTTTGAAATAAAATATCC 
TATTACCTACTG 



SEQ ID NO: 333 

30 >2812 BLOOD 1091854.1 X53416 g28242 Human mRNA for actin-binding protein 
(filamin) (ABP-280). 0 

GCGCCTGGCGCGGGCGCGGGCGCGAAGGCGATCCGGGCGCCACCCCGCGGTCAT 
. COGTCA CCGGTGGGTCTCAGGAACAGCAGCGCAACCTCTGCTCCCTGCCTCGCCT 

' y ' s ''-'XCCGCGCGCGTAGGl'GCCrGCGACTTTAATTAAAGGGCCGTCCCCT 

35 TGCAGCACCGCCCCCCCGGCTTCTCGCGCCTCAAAATGAGTAGCTCCCACTCTCG 
GGCGGGCCAGAGCGCAGCAGGGCGCGGCTCCGGGCGGCGGCGTCGACACGCGG 
GACGCCGAGATGCCGGCCACCGAGAAGGACCTGGCGGAGGACGCGCCGTGGAA 
GAAGATCCAGCAGAACACTTTCACGCGCTGGTGCAACGAGCACCTGAAGTGCGT 
GAGCAAGCGCATCGCCAACCTGCAGACGGACCTGAGCGACGGGCTGCGGCTTAT 

40 CGCGCTGTTGGAGGTGCTCAGCCAGAAGAAGATGCACCGCAAGCACAACCAGCG 
GCCCACTTTCCGCCAAATGCAGCTTGAGAACGTGTCGGTGGCGCTCGAGTTCCTG 
GACCGCGAGAGCATCAAACTGGTGTCCATCGACAGCAAGGCCATCGTGGACGGG 
AACCTGAAGCTGATCCTGGGCCTCATCTGGACCCTGATCCTGCACTACTCCATCT 
CCATGCCCATGTGNNNNNNNNNNNNNNNNN^ 

45 AAGCAGAGGCTCCTGGGCTGGATCCAGAACAAGCTGCCGCAGCTGCCCATCACC 
AACTTCAGCCGGGACTGGCAGAGCGGCCGGGCCCTGGGCGCCCTGGTGGACAGC 
TGTGCCCCGGGCCTGTGTCCTGACTGGGACTCTTGGGACGCCAGCAAGCCCGTTA 
CCAATGCGCGAGAGGCCATGCAGCAGGCGGATGACTGGCTGGGCATCCCCCAGG 
TGATCACCCCCGAGGAGATTGTGGACCCCAACGTGGACGAGCACTCTGTCATGA 
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CCTACCTGTCCCAGTTCCCCAAGGCCAAGCTGAAGCCAGGGGCTCCCTTGCGCCC 
CAAACTGAACCCGAAGAAAGCCCGTGCCTACGGGCCAGGCATCGAGCCCACAGG 
CAACATGGTGAAGAAGCGGGCAGAGTTCACTGTGGAGACCAGAAGTGCTGGCCA 
GGGAGAGGTGCTGGTGTACGTGGAGGACCCGGCCGGACACCAGGAGGAGGCAA 
5 AAGTGACCGCCAATAACGACAAGAACCGCACCTTCTCCGTCTGGTACGTCCCCGA 
GGTGACGGGGACTCATAAGGTTACTGTGCTCTTTGCTGGCCAGCACATCGCCAAG 
AGCCCCTTCGAGGTGTACGTGGATAAGTCACAGGGTGACGCCAGCAAAGTGACA 
GCCCAAGGTCCCGGCCTGGAGCCCAGTGGCAACATCGCCAACAAGACCACCTAC 
TTTGAGATCTTTACGGCAGGAGCTGGCACGGGCGAGGTCGAGGTTGTGATCCAG 

1 0 GACCCCATGGGACAGAAGGGCACGGTAGAGCCTCAGCTGGAGGCCCGGGGCGA 
CAGCACATACCGCTGCAGCTACCAGCCCACCATGGAGGGCGTCCACACCGTGCA 
CGTCACGTTTGCCGGCGTGCCCATCCCTCGCAGCCCCTACACTGTCACTGTTGGC 
CAAGCCTGTAACCCGAGTGCCTGCCGGGCGGTTGGCCGGGGCCTCCAGCCCAAG 
GGTGTGCGGGTGAAGGAGACAGCTGACTTCAAGGTGTACACAAAGGGCGCTGGC 

1 5 AGTGGGGAGCTGAAGGTCACCGTGAAGGGCCCCAAGGGAGAGGAGCGCGTGAA 
GCAGAAGGACCTGGGGGATGGCGTGTATGGCTTCGAGTATTACCCCATGGTCCCT 
GGAACCTATATCGTCACCATCACGTGGGGTGGTCAGAACATCGGGCGCAGTCCCT 
TCGAAGTGAAGGTGGGCACCGAGTGTGGCAATCAGAAGGTACGGGCCTGGGGCC 
CTGGGCTGGAGGGCGGCGTCGTTGGCAAGTCAGCAGACTTTGTGGTGGAGGCTA 

20 TCGGGGACGACGTGGGCACGCTGGGCTTCTCGGTGGAAGGGCCATCGCAGGCTA 
AGATCGAATGTGACGACAAGGGCGACGGCTCCTGTGATGTGCGCTACTGGCCGC 
.- ■ . . . ; . AGGAGGCTGGCGAGTATGCCGTTCACGTGCTGTGCAACAGCGAAGACATCCGCC . 
■ TGAGGGGGTTCATGGCTGACATGGGTGACGCGCCCCAGGAGTTCGAGGGAGACAG 
'. GGTGAAGGCACGTGGGCGTGGATTGGAGAAGAGAGGTGTGGCCGTCAACAAGCC ' 

25 AGCAGAGTTCACAGTGGATGCCAAGCACGGTGGCAAGGCCCCACTTCGGGTCCA 
AGTCCAGGACAATGAAGGCTGCCCTGTGGAGGCGTTGGTCAAGGACAACGGCAA 
TGGCACTTACAGCTGCTCCTACGTGCCCAGGAAGCCGGTGAAGCACACAGCCAT 
GGTGTCCTGGGGAGGCGTCAGCATCCCCAACAGCCCCTTCAGGGTGAATGTGGG 
AGCTGGCAGCCACCCCAACAAGGTCAAAGTATACGGCCCCGGAGTAGCCAAGAC 

30 AGGGCTCAAGGCCCACGAGCCCACCTACTTCACTGTGGACTGCGCCGAGGCTGG 
CCAGGGGGACGTCAGCATCGGCATCAAGTGTGCCCCTGGAGTGGTAGGCCCCGC 
CGAAGCTGACATCGACTTCGACATCATCCGCAATGACAATGACACCTTCACGGTC 

. ■ , . , AAGTACACGCCCCGGGGGGCTGGCAGCTACACCATTATGGTCCTCTTTGCTGACC 

AGGCCACGCCCACCAGCCCCATCCGAGTCAAGGTGGAGCCCTCTCATGACGCCA 

35 TAAGGTGAAGGCCGAGGGCCCTGGCCTCAGTCGCACTGGTGTCGAGCTTGGCAA 
GCCCACCCACTTCACAGTAAATGCCAAAGCTGCTGGCAAAGGCAAGCTGGACGT 
CCAGTTCTCAGGACTCACCAAGGGGGATGCAGTGCGAGATGTGGACATCATCGA 
CCACCATGACAACACCTACACAGTCAAGTACACGCCTGTCCAGCAGGGTCCAGT 
AGGCGTCAATGTCACTTATGGAGGGGATCCCATCCCTAAGAGCCCTTTCTCAGTG 

40 GCAGTATCTCCAAGCCTGGACCTCAGCAAGATCAAGGTGTCTGGCCTGGGAGAG 
AAGGTGGACGTTGGCAAAGACCAGGAGTTCACAGTCAAATCAAAGGGTGCTGGT 
GGTCAAGGCAAAGTGGCATCCAAGATTGTGGGCCCCTCGGGTGCAGCGGTGCCC 
TGCAAGGTGGAGCCAGGCCTGGGGGCTGACAACAGTGTGGTGCGCTTCCTGCCC 
CGTGAGGAAGGGCCCTATGAGGTGGAGGTGACCTATGACGGCGTGCCGTGCCTG 

45 GCAGCCCTTTCTCTGGAAGCTGTGGCCCCCACCAAGCCTAGCAAGGTGAAGGCGT 
TTGGGCCGGGGCTGCAGGGAGGCAGTGCGGGCTCCCCCGCCCGCTTCACCATCG 
ACACCAAGGGCGCCGGCACAGGTGGCCTGGGCCTGACGGTGGAGGGCCCCTGTG 
AGGCGCAGCTCGAGTGCTTGGACAATGGGGATGGCACATGTTCCGTGTCCTACGT 
GCCCACCGAGCCCGGGGACTACAACATCAACATCCTCTTCGCTGACACCCACATC 
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CCTGGCTCCCCATTCAAGGCCCACGTGGTTCCCTGCTTTGACGCATCCAAAGTCA 
AGTGCTCAGGCCCCGGGCTGGAGCGGGCCACCGCTGGGGAGGTGGGCCAATTCC 
AAGTGGACTGCTCGAGCGCGGGCAGCGCGGAGCTGACCATTGAGATCTGCTCGG 
AGGCGGGGCTTCCGGCCGAGGTGTACATCCAGGACCACGGTGATGGCACGCACA 
5 CCATTACCTACATTCCCCTCTGCCCCGGGGCCTACACCGTCACCATCAAGTACGG 
CGGCCAGCCCGTGCCCAACTTCCCCAGCAAGCTGCAGGTGGAACCTGCGGTGGA 
CACTTCCGGTGTCCAGTGCTATGGGCCTGGTATTGAGGGCCAGGGTGTCTTCCGT 
GAGGCCACCACTGAGTTCAGTGTGGACGCCCGGGCTCTGACACAGACCGGAGGG 
CCGCACGTCAAGGCCCGTGTGGCCAACCCCTCAGGCAACCTGACGGAGACCTAC 

1 0 GTTCAGGACCGTGGCGATGGCATGTACAAAGTGGAGTACACGCCTTACGAGGAG 
GGACTGCACTCCGTGGACGTGACCTATGACGGCAGTCCCGTGCCCAGCAGCCCCT 
TCCAGGTGCCCGTGACCGAGGGCTGCGACCCCTCCCGGGTGCGTGTCCACGGGCC 
AGGCATCCAAAGTGGCACCACCAACAAGCCCAACAAGTTCACTGTGGAGACCAG 
GGGAGCTGGCACGGGGCGGCCTGGGCCTGGCTGTAGAGGGCCCCTCCGAGGCCA 

1 5 AGATGTCCTGCATGGATAACAAGGACGGCAGCTGCTCGGTCGAGTACATCCCTTA 
TGAGGCTGGCACCTACAGCCTCAACGTCACCTATGGTGGCCATCAAGTGCCAGGC 
AGTCCTTTCAAGGTCCCTGTGCATGATGTGACAGATGCGTCCAAGGTCAAGTGCT 
CTGGGGCCCGGCCTGAGCCCAGGCATGGTTCGTGCCAACCTCCCTCAGTCCTTCC 
AGGTGGACACAAGCAAGGCTGGTGTGGCCCCATTGCAGGTCAAAGTGCAAGGGC 

20 CCAAAGGCCTGGTGGAGCCAGTGGACGTGGTAGACAACGCTGATGGCACCCAGA 
CCGTCAATTATGTGCCCAGCCGAGAAGGGCCCTACAGCATCTCAGTACTGTATGG 

.' ' AGATGAAGAGGTAGGGCGGAGGCCCTTGAAGGTCAAGGTGCTGGGTACTCATG A 

; : i & TGCCAGGAAGGTGAAGGCCAGTGGCCCCGGGCTGAAGAGGAGTGGGGTGCGTGC V 
V. :v i'GAGGCTGCCCGTGGAGTTCACCATCGATGGAAAGGACGCGGGGGAGGGCGTGGT 

25 GGCTGTCCAGATCACGGATCCCGAAGGGAAGCCGAAGAAGACACACATCCAAGA 
CAACCATGACGGCACGTATACAGTGGCCTACGTGCCAGACGTGACAGGTCGCTA 
CACCATCCTCATCAAGTACGGTGGTGACGAGATCCCCTTCTCCCCGTACCGCGTG 
CGTGCCGTGCCCACCGGGGACGCCAGCAAGTGCACTGTCACAGTGTCAATCGGA 
GGTCACGGGCTAGGTGCTGGCATCGGCCCCACCATTCAGATTGGGGAGGAGACG 

30 GTGATCACTGTGGACACTAAGGCGGCAGGCAAAGGCAAAGTGACGTGCACCGTG 
TGCACGCCTGATGGCTCAGAGGTGGATGTGGACGTGGTGGAGAATGAGGACGGC 
ACTTTCGACATCTTCTACACGGCCCCCCAGCCGGGCAAATACGTCATCTGTGTGC 
GCTTTGGTGGCGAGCACGTGCCCAACAGCCCCTTCCAAGTGACGGCTGTGGCTGG 
GGACCAGCCCTCGGTGCAGCCCCCTCTACGGTCTGAGCAGGTGGCCCCACAGTAC 

35 ACCTACGCCCAGGGCGGCCAGCAGACTTGGGCCCCGGAGAGGCCCCTGGTGGGT 
GTCAATGGGCTGGATGTGACCAGCCTGAGGCCCTTTGACCTTGTCATCCCCTTCA 
CCATCAAGAAGGGCGAGATCACAGGGGAGGTTCGGATGCCCTCAGGCAAGGTGG 
CGCAGCCCACCATCACTGACAACAAAGACGGCACCGTGACCGTGCGGTATGCAC 
CCAGCGAGGCTGGCCTGCACGAGATGGACATCCGCTATGACAACATGCACATCC 

40 CAGGAAGCCCCTTGCAGTTCTATGTGGATTACGTCAACTGTGGCCATGTCACTGC 
CTATGGGCCTGGCCTCACCCATGGAGTAGTGAACAAGCCTGCCACCTTCACCGTC 
AACACCAAGGATGCAGGAGAGGGGGGCCTGTCTCTGGCCATTGAGGGCCCGTCC 
AAAGCAGAAATCAGCTGCACTGACAACCAGGATGGGACATGCAGCGTGTCCTAC 
CTGCCTGTGCTGCCGGGGGACTACAGCATTCTAGTCAAGTACAATGAACAGCAC 

45 GTCCCAGGCAGCCCCTTCACTGCTCGGGTCACAGGTGACGACTCCATGCGTATGT 
CCCACCTAAAGGTCGGCTCTGCTGCCGACATCCCCATCAACATCTCAGAGACGGA 
TCTCAGCCTGCTGACGGCCACTGTGGTCCCGCCCTCGGGCCGGGAGGAGCCCTGT 
TTGCTGAAGCGGCTGCGTAATGGCCACGTGGGGATTTCATTCGTGCCCAAGGAGA 
CGGGGGAGCACCTGGTGCATGTGAAGAAAAATGGCCAGCACGTGGCCAGCAGCC 
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CCATCCCGGTGGTGATCAGCCAGTCGGAAATTGGGGATGCCAGTCGTGTTCGGGT 
CTCTGGTCAGGGCCTTCACGAAGGCCACACCTTTGAGCCTGCAGAGTTTATCATT 
GATACCCGCGATGCAGGCTATGGTGGGCTCAGCCTGTCCATTGAGGGCCCCAGC 
AAGGTGGACATCAACACAGAGGACCTGGAGGACGGGACGTGCAGGGTCACCTAC 
5 TGCCCCACAGAGCCAGGCAACTACATCATCAACATCAAGTTTGCCGACCAGCAC 
GTGCCTGGCAGCCCCTTCTCTGTGAAGGTGACAGGCGAGGGCCGGGTGAAAGAG 
AGCATCACCCGCAGGCGTCGGGCTCCTTCAGTGGCCAACGTTGGTAGTCATTGTG 
ACCTCAGCCTGAAAATCCCTGAAATTAGCATCCAGGATATGACAGCCCAGGTGA 
CCAGCCCATCGGGCAAGACCCATGAGGCCGAGATCGTGGAAGGGGAGAACCAC 

1 0 ACCTACTGCATCCGCTTTGTTCCCGCTGAGATGGGCACACACACAGTCAGCGTGA 
AGTACAAGGGCCAGCACGTGCCTGGGAGCCCCTTCCAGTTCACCGTGGGGCCCCT 
AGGGGAAGGGGGAGCCCACAAGGTCCGAGCTGGGGGCCCTGGCCTGGAGAGAG 
CTGAAGCTGGAGTGCCAGCCGAATTCAGTATCTGGACCCGGGAAGCTGGTGCTG 
GAGGCCTGGCCATTGCTGTCGAGGGCCCCAGCAAGGCTGAGATCTCTTTTGAGGA 

1 5 CCGCAAGGACGGCTCCTGTGGTGTGGCTTATGTGGTCCAGGAGCCAGGTGACTAC 
GAAGTCTCAGTCAAGTTCAACGAGGAACACATTCCCGACAGCCCCTTCGTGGTGC 
CTGTGGCTrCTCCGTCTGGCGACGCCCGCCGCCTCACTGTTTCTAGCCTTCAGGAG 
TCAGGGCTAAAGGTCAACCAGCCAGCCTCTTTTGCAGTCAGCCTGAACGGGGCC 
AAGGGGGCGATCGATGCCAAGGTGCACAGCCCCTCAGGAGCCCTGGAGGAGTGC 

20 TATGTCACAGAAATTGACCAAGATAAGTATGCTGTGCGCTTCATCCCTCGGGAGA 
ATGGCGTTTACCTGATTGACGTCAAGTTCAACGGCACCCACATCCCTGGAAGCCC 
*._>: CTTCAAGATCCGAGTTGGGGAGCCTGGGGATGGAGGGGAGGCAGGCFFGGTGTC 
•A . s . TGCTTAGGGAGCAGGTGTGGAAGGCGGTGTCAGAGGGAACCGAGCTGAGTTCGT. 
•'^r- CGTGAACACGAGCAATGCGGGAGCTGGTGGCCTGTGGGTGACCATTGAGGGCGC 

25 CTCCAAGGTGAAGATGGATTGCCAGGAGTGCCCTGAGGGCTACCGCGTCACCTA 
TACCCCCATGGCACCTGGCAGCTACCTCATCTCCATCAAGTACGGCGGGCCCTAC 
CACATTGGGGGCAGCCCCTTCAAGGCCAAAGTCACAGGCCCCCGTCTCGTCAGC 
AACCACAGCCTCCACGAGACATCATCAGTGTTTGTAGACTCTCTGACCAAGGCCA 
CCTGTGCCCCCCAGCATGGGGCCCCGGGTCCTGGGCCTGCTGACGCCAGCAAGGT 

30 GGTGGCCAAGGGCCTGGGGCTGAGCAAGGCCTACGTAGGCCAGAAGAGCAGCTT 
CACAGTAGACTGCAGCAAAGCAGGCAACAACATGCTGCTGGTGGGGGTTCATGG 
CCCAAGGACCCCCTGCGAGGAGATCCTGGTGAAGCACGTGGGCAGCCGGCTCTA 
CAGCGTGTCCTAGCTGCTCAAGGACAAGGGGGAGTAGACACTGGTGGTCAAATG 
GGGGGACGAGCACATCCCAGGC AGCCCCTACCGGGTTG1GGTGCCCTGAGTCTG 

35 GGGCCCGTGCCAGCCGGCAGCCCCCAAGCCTGCCCCGCTACCCAAGCAGCCCCG 
CCCTCTTCCCCTCAACCCCGGCCCAGGCCGCCCTGGCCGCCCGCCTGTCACTGCA 
GCCGCCCCTGCCCTGTGCCGTGCTGCGCTCACCTGCCTCCCCAGCCAGCCGCTGA 
CCTCTCGGCTTTCACTTGGGCAGAGGGAGCCATTTGGTGGCGCTGCTTGTCTTCTT 
TGGTTCTGGGAGGGGTGAGGGATGGGGGTCCTGTACACAACCACCCACTAGTTCT 

40 CTTCTCCAGCCAAGAGGAATAAAGTTTTGCTTCCATTCTCAAAA 

SEQIDNO:334 

>2827 BLOOD 006880.13 U87278 g4099426 Human splicing factor SRp30c gene, exon 2. 0 
GGGCGACGGGCGCATCTACGTGGGGAACCTTCCGACCGACGTGCGCGAGAAGGA 
45 CTTGGAGGACCTGTTCTACAAGTACGGCCGCATCCGCGAGATCGAGCTCAAGAA 
CAGGCACGGCCTCGTGCCCTTCGCCTTCGTGCGCTTCGAGGACCCCCGAGATGCA 
GAGGATGCTATTTATGGAAGAAATGGTTATGATTATGGCCAGTGTCGGCTTCGTG 
TGGAGTTCCCCAGGACTTATGGAGGTCGGGGTGGGTGGCCCCGTGGTGGGAGGA 
ATGGGCCTCCrACAAGAAGATCTGATTTCCGAGTTCTTGTTTCAGGTATGTTCCTT 
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TCAAACAGAATGAGATGATACATGTAAAATACTTAACACAGACTCTGTGTTCCAA 
GAAATGATAGCTGTTATTCTTCAGTGCATGGGACACGGGGGCITTCTTTTCAATA 
GCCTGTGTGAAGCCTTGCCCTGGATTGCCAATGAGGAAAGTATCCTGCAAATGAA 
ATTGCGCTGGGAGTGCAGCCTTGGAAGAACATAACCATATTTCTTGTAAAGGAGT 
5 TTTCTAGTGGTGAGAAGGAAAGATGATGGGAAAACTTGAGCTACAATTCTAAAG 
ATGCTTCTTTTGGAATATACTTGGCATCAGACATGGTAGAAAGGCATTCAAGGAG 
CCAGATTTGAACAACTTACCCAGCCTTGGATCCTGAAGAAGATCAGATTTTGTGG 
TGGTTTTAGAATTAAATATTTTTTAAAACCCCGTAACTTAAGAGTCTTAGAGATTT 
TATTGGAAAGTATAGACTATTTCTGTCTAGTGTTTATAAGTGATGAAATGCTAAA 

1 0 CTGGGAGGTTTATCTATCTTCAAAAT ATTAACACACTGGAAAGACCTGGGGCCTT 
CTGCATATTGCATGGGAGTTTTAGGGCCCTGGTGGAATGAAATAAATCGAGGAG 
CCTGGCACCTTTTTAAGATGTGAATGTCACACAATCACAGCATACTCCCATGTGC 
TTAAGAGTGATACTCTCAGTATCTGCCTATCTTGTGTCCCTTTGTAATTTTTTAAC 
CCCAGAACTCTATTCCCTCCTTCAGGATGTCATACATTATCTTTTTTTCTCTCCATG 

1 5 CTGCTCTGAAATCCTGCTTAGAAAACTATTAGGAAATGGCTGCAGTCCTGAGCTG 
TGAGCGGTAAACACAGCCTTTGAGAGCAGGAGCACATTTCCCTTTCATGACATCA 
GGTAGGGTTGTATGACTCCCGACTAGTTTTAGCATCTGAGTCTTACCTTCCCCCCC 
ACTGTATTGAAGAATGTTGGTGATCTTTTAAGAGGTACTCTGTATAGTTTGTCATT 
CATACCTACAAGAAAACAAACTTTAGATTTTTTGTTGTTGTGTTGTTACCTTCAGC 

20 TACTCTTTGGTTATTTCATGTCTGGTTTCAAAATTCCCATGTCCTGTGAAACCCTG 
TCAAGCAATAAATAATTGGTACTGTTAAATTTCATAATGGAAAAAATTGGAACTC 

V .. ^AAAGIATTAGGAGTTTGGCATTGATITTAAAGGACAAAGAAAGAGGCTATGAAT 

\1FG1GAAAGATACTAAACCTGTAATGGGATGGAGX1CTTGGTGTGTTGAAAAGGCG ■■ 
• ■■■'< -TG<jTGTGTGGAAGATGAACTf AAAACCAGCTTGTCy\AAGTGGTTCATTTACCACA > 

25 CATACTTCAGTGCTCTTTTCTGATTTCATGTGCCTTATCAAGGTTTATGATTTGGG 
GACCCTCAGGATTTAAGTGATCATGGAGAAAGGACCATAGGTATTGCTGGCTCTT 
AACAGGGCAGTTAACATAGCTGAAGGATGTGGGCTTTCTTATGTTCTCCATGCCT 
AGGACTTCCTCCGTCAGGCAGCTGGCAGGACCTGAAGGATCACATGCGAGAAGC 
TGGGGATGTCTGTTATGCTGATGTGCAGAAGGATGGAGTGGGGATGGTCGAGTA 

3 0 TCTC AGAAAAGAAGACATGGAATATGCCCTGCGTAAACTGGATGACACCAAATT 
CCGCTCTCATGAGGGTGAAACTTCCTACATCCGAGTTTATCCTGAGAGAAGCACC 
AGCTATGGCTACTCACGGTCTCGGTCTGGGTCAAGGGGCCGTGACTCTCCATACC 
AAAGCAGGGGTTCCCCACACTACTTCTCTCCTTTCAGGCCCTACTGAGACAGGTG 
" ATGGGAATTTTTTCTTTAITTTTTAGGTTAAC^^ 

35 ACATTCCAGATTGAGGATTTAGTGTCTTAGGAAATTTT^ 

AAGNAGAAAAAAACTACATAATTTCTACCAGGGCCATATTAGCAGTGAAACATT 
TTAAACTGCAGAAATTGTGGTTTGGGTTCAGAAACAAGTTGTATATTTTTCACCC 
CTGATTATGGGAAAAAAATCAGTTCTGTCTTGGTGGGTTGCTCTACTATGGAGAT 
CAACAGTTACTGTGACTGAGTCGGCCCATTCTGTTTAGAAATATATTTTAAATGTT 

40 TAGTGTTTCCTCGCTTTCCAAGTTACATTTTATCTTGAGCAGATTTAAAACGAGAT 
TAGCTGTAATAGGACTCCAGGATGTGGGCAGATGTCTACTTGTCAAAGGGAGAA 
TCCAAATACAAC 

SEQ ID NO: 335 

45 >2846 BLOOD 407165.16 AF048693 g3 17041 6 Human transcription factor forkhead-like 7 
(FKHL7) gene, complete cds. 0 

GGCTACCCGGGCCAGCAGCAGAACTTCCACTCGGTGCGGGAGATGTTCGAGTCA 
CAGAGGATCGGCTTGAACAACTCTCCAGTGAACGGGAATAGTAGCTGTCAAATG 
GCCTTCCCTTCCAGCCAGTCTCTGTACCGCACGTCCGGAGCTTTCGTCTACGACTG 
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TAGCAAGTTTTGACACACCCTCAAAGCCGAACTAAATCGAACCCCAAAGCAGGA 
AAAGCTAAAGGAACCCATCAAGGCAAAATCGAAACTAAAAAAAAAAAATCCAA 
TTAAAAAAAACCCCTGAGAATATTCACCACACCAGCGAACAGAATATCCCTCCA 
AAAATTCAGCTCACCAGCACCAGCACGAAGAAAACTCTATTTTCTTAACCGATTA 
5 ATTCAGAGCCACCTCCACTTTGCCTTGTCTAAATAAACAAACCCGTAAACTGTTT 
TATACAGAGACAGCAAAATCTTGGTTTATTAAAGGACAGTGTTACTCCAGATAAC 
ACGTAAGTTTCTTCTTGCTTTTCAGAGACCTGCTTTCCCCTCCTCCCGTCTCCCCTC 
TCTTGCCTTCTTCCTTGCCTCTCACCTGTAAGATATTATTTTATCCTATGTTGAAGG 
GAGGGGGAAAGTCCCCGTTTATGAAAGTCGCTTTCTTTTTATTCATGGACTTGTTT 

10 TAAAATGTAAATTGCAACATAGTAATTTATTTTTAATTTGTAGTTGGATGTCGTGG 
ACCAAACGCCAGAAAGTGTTCCCAAAACCTGACGTTAAATTGCCTGAAACTTTAA 
ATTGTGCITrTTTTCTCATTATAAAAAGGGAAACTGTATTAATCTTATTCTATCCT 
CTTTTCTTTCTTTTTGTTGAACATATTCATTGTTTGTTTATTAATAAATTACCATTC 
AGTTTGAATGAGACCTATATGTCTGGATACTTTAATAGAGCTTTAATTATTACGA 

1 5 AAAAAGATTTCAGAGATAAAACACTAGAAGTTACCTATTCTCCACCTAAATCTCT 
GAAAAATGGAGAAACCCTCTGACTAGTCCATGTCAAATTTTACTAAAAGTCTTTT 
TGTTTAGATTTATTTTCCTGCAGCATCTTCTGCAAAATGTACTATATAGTCAGCTT 
GCTTTGAGGCTAGTAAAAAGATATTTTTCTAAACAGATTGGAGTTGGCATATAAA 
CAAATACGTTTTCTCACTAATGACAGTCCATGATTCGGAAATTTTAAGCCCATGA 

20 ATCAGCCGCGGTCTTACCACGGTGATGCCTGTGTGCCGAGAGATGGGACTGTGCG 
GCCAGATATGCACAGAT AAATATTTGGCTTGTGTATTCCATATAAAATTGCAGTG 

• • , CATATTATACATCCCTGTGAGCCAGATGGTGA ATAGATATTWCCTATTATTTCAG 

vTGGTTTATAAAAGGAAAAATAAACGAGT^lTTAAATGTATGTAlATAATTCTCCC 
• : GGATTTACAATCGTTCATGTATTACATAGAAGGATTGGTTTTTTAAAAATATACTG 
25 CGGGTTGGAAAGGGATATTTAATCTTTGAGAAACTATTTTAGAAAATATGTTTGT 
AGAACAATTATTTTTGAAAAAGATTTAAAGCAATAACAAGAAGGAAGGCGAGAG 
GAGCAGAACATTTTGGTCTAGGGTGGTTTCTTTTTAAACCATTTTTTCTTGTTAAT 
TTACAGTTAAACCTAGGGGACAATCCGGATTGGCCCTCCCCCTTTTGTAAATAAC 
CCAGGAAATGTAATAAATTCATTATCTTAGGGTGATCTGCCCTGCCAATCAGACT 
30 TTGGGGAGATGGCGATTTGATTACAGACGTTCGGGGGGGTGGGGGGCTTGCAGT 
TTGTTTTGGAGATAATACAGTTTCCTGCTATCTGCCGCTCCTATCTAGAGGCAACA 
CTTAAGCAGTAATTGCTGTTGCTTGTTGTCAAAATTTGATCATTGTTAAAGGATTG 

• CTGCAAATAAATACACTTTAATTTCAGTCCAAAAAAAAANAAAAAAAGGGC 

35 SEQ ID NO: 336 

>2898 BLOOD 257782.19 D49738 g736703 Human cytoskeleton associated protein (CG22) 
mRNA, complete cds. 0 

TTTTTTCTGGGTTTCTAGTGAATTTAATGCATGAGTCTCAAAAATCAATGGCAAA 
GGAAAAAATGAATAAAATTAAAATGGGGTCAGGAGAAAAGGGCCATGGGCACA 

40 CACAGGAGGGGCAGTCAGTGGCTGAGCTAGGAGCTGAAGCAGGGGAATTCCTTA 
GGTGTCATATCTCGTCCAACCCGTAGTCCTCCTCCGGGAAGTCCCCCACCGTCAC 
GACTGCTGGCTTGACAAAGGCGCCATACTTGGCCTGGCATTCGAAGTAGCGTTTC 
CCATTCACACTGCCATCATTTTTCCCCAGTGGCTCATCATAGCGGACACCAATCC 
AGTAGCCAGGCTTGAAATCTGTGAGACCTACATACATGACGGTGCCCCGGCGAG 

45 GGGATTGTCCCGCCGCCCGCACCTCACAGCGGCTGCCCACGGGGATGGAGCTGG 
CCTGGGCCTTCTCCTCGGCCAGGCGCTGGGCGGCCTCGGCCTCCTGCTGAGCCCG 
CTCCTCCTCGTTGTACCGGCCGAGCTTGCTGCGCTTCAGGAAAGAGCGGACCGTG 
TCTTGCCTCTGGTCGTAGGCTTCTTGTGAGATCGTGTACTTCTCCACCCGGGACAC 
GTCCTCATACTCACCAAGGCGGGCGCCACTGTGGTCAATGACGTGGATGCGGCA 
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GCCGTCATCTACAGGGTAGGAGCCCAGGAGCGCATCCTCTTGATCCAGCTTGCTG 
TAGAACTTGTCGTCAACTCCATACAGCTCCAGTTCCATGCAGGAAGCAGGGCTGC 
CCACCAGCAACTCCAGTTTACACTTGAACTCAGCGATGGTGAGGCTGCGGCTGTA 
TCGCTTCTCGGAGCGGAAGGTGTTGAGGGAGCTGCTGATGAAAACGGTCACCGT 
5 GGGTGCCGACACCCCCGTCACCTCCATCTTGCCGCGCCCTGCGGATGCCTGCAGC 
GCAGGTCCAGCCGCCTCACACCCGCTCCGCAGCCGCCGCC 

SEQ ID NO: 337 

>2901 BLOOD GB_AA504617 gi|2240777|gb|AA504617|AA504617 aa63b04.sl 
1 0 NCI_CGAP_GCB 1 Homo sapiens cDNA clone MAGE:825583 3' similar to TR:G642094 
G642094 AUTO ANTIGEN P542 ;, mRNA sequence [Homo sapiens] 
GCTGGGATGCGTTGGGGGAGGAGGCGCCTGCTGCCAGCTTTCCTCTGGTACCCGC 
TGTGGGGGTGGCATCCAGGGTTGGGTGCCCGGC1TGACAGGTACGTTAGTTTTGA 
CACGCCGGACCAAAGGGACTGTGACCCGGGGTCGCTTCACAGGGACCGCCCTGG 
1 5 GCACTGGCACGGGCGACAGACGGCCCCGGTAGTCGAAGAGCCTGTCGTAGA 

>2912 BLOOD 1 162375.1 U09202 g852427 Human ornithine decarboxylase antizyme (Oaz) 
mRNA, complete cds. 0 

GTGCTGAGTGGCGGCACTCTACATCGAGATCCCGGGCGGCGGCTGCCCGAGGGG 
AGCAAGGACAGCTTTGCAGTTCTCCTGGAGTTCGCTGAGGAGCAGCTGCGAGCC 
20 GACCATGTCTTCATTTGCTTCCACAAGAACCGCGATGACAGAGCCGCCTTGCTCC 
GAACCTTCAGCTTTTTGGGCTTTGAGATTGTGAGACCGGGGCATCCCCTTGTCCC 

• GAAGAGACCCGAGGGTTGGTTCATGGGCTAGACGTTCGAGAG : • 

SEQ ID NO: 338 >: r <•..• •^'Xw& J - '•' ' ' . '• 

25 >2917 BLOOD 358853.44 Z19554"g37851 Human vimentin gene. 0 

GAGGGCGCCCCCACCCCACCCGCCCACCCTCCCCGCTTCTCGCTAGGTCCCGATT 
GGCTGGCGCGCTCCGCGGCTGGGATGGCAGTGGGAGGGGACCCTCTTTCCTAAC 
GGGGTTATAAAAACAGCGCCCTCGGCGGGGTCCAGTCCTCTGCCACTCTCGCTCC 
GAGGTCCCCGCGCCAGAGACGCAGCCGCGCTCCCACCACCCACACCCACCGCGC 

30 CCTGCGTTCGCCTCTTCTCCGGGAGCCAGTCCCGCGCCACCGCCGCCGCCCAGGC 
CATCGCCACCCTCCGCAGCCATGTTCCACCAGGTCCGTGTCCTCGTCCTCCTACCG 
CAGGATGTTCGGCGGCCCGGGCACCGCGAGCCGGCCGAGCTCCAGCCGGAGCTA 
- CGTGACTACGTCCACCGGCACCTACAGGGTGGGGAGGGCGCTGCGCCCCAGCACC 
* AGCCGCAGCCTCTACGCGTCGrCCGGGGGCGGCGTGTATGCCACGCGCTCCTCTG 

35 CCGTGCGCCTGCGGAGCAGCGTGCCCGGGGTGCGGCTCCTGCAGGACTCGGTGG 
ACTTCTCGCTGGCCGACGCCATCAACACCGAGTTCAAGAACACCCGCACCAACG 
AGAAGGTGGAGCTGCAGGAGCTGAATGACCGCTTCGCCAACTACATCGACAAGG 
TGCGCTTCCTGGAGCAGCAGAATAAGATCCTGCTGGCCGAGCTCGAGCAGCTCA 
AGGGCCAAGGCAAGTCGCGCCTGGGGGACCTCTACGAGGAGGAGATGCGGGAG 

40 CTGCGCCGGCAGGTGGACCAGCTAACCAACGACAAAGCCCGCGTCGAGGTGGAG 
CGCGACAACCTGGCCGAGGACATCATGCGCCTCCGGGAGAAATTGCAGGAGGAG 
ATGCTTCAGAGAGAGGAAGCCGAAAACACCCTGCAATCTTTCAGACAGGATGTT 
GACAATGCGTCTCTGGCACGTCTTGACCTTGAACGCAAAGTGGAATCTTTGCAAG 
AAGAGATTGCCTTTTTGAAGAAACTCCACGAAGAGGAAATCCAGGAGCTGCAGG 

45 CTCAGATTCAGGAACAGCATGTCCAAATCGATGTGGATGTTTCCAAGCCTGACCT 
CACGGCTGCCCTGCGTGACGTACGTCAGCAATATGAAAGTGTGGCTGCCAAGAA 
CCTGCAGGAGGCAGAAGAATGGTACAAATCCAAGTTTGCTGACCTCTCTGAGGC 
TGCCAACCGGAACAATGACGCCCTGCGCCAGGCAAAGCAGGAGTCCACTGAGTA 
CCGGAGACAGGTGCAGTCCCTCACCTGTGAAGTGGATGCCCTTAAAGGAACCAA 
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TGAGTCCCTGGAACGCCAGATGCGTGAAATGGAAGAGAACTTTGCCGTTGAAGC 
TGCTAACTACCAAGACACTATTGGCCGCCTGCAGGATGAGATTCAGAATATGAA 
GGAGGAAATGGCTCGTCACCTTCGTGAATACCAAGACCTGCTCAATGTTAAGATG 
GCCCTTGACATTGAGATTGCCACCTACAGGAAGCTGCTGGAAGGCGAGGAGAGC 
5 AGGATTTCTCTGCCTCTTCCAAACTTTTCCTCCCTGAACCTGAGGGAAACTAATCT 
GGATTCACTCCCTCTGGTTGATACCCACTCAAAAAGGACACTTCTGATTAAGACG 
GTTGAAACTAGAGATGGACAGGTTATCAACGAAACTTCTCAGCATCACGATGAC 
CTTGAATAAAAATTGCACACACTCAGTGCAGCAATATATTACCAGCAAGAATAA 
AAAAGAAATCCATATCTTAAAGAAACAGCTTTCAAGTGCCTTTCTGCAGTTTTTC 
1 0 AGGAGCGCAAGATAGATTTGGAATAGGAATAAGCTCTAGTTCTTAACAACCGAC 
ACTCCTACAAGATTTAGAAAAAAGTTTACAACATAATCTAGTTTACAGAAAAATC 




TTTCCAGCAAGTATCCAACCAACTTGGTTCTGCTTCAATAAATCTTTGGAAAAAC 
AAAGCAGTTTTAATAGTATTCAAAATACCTTTTAAAAAGTATTCTAGCACAAGAT 

1 5 TTTTCTGTAAACTAGATTATGTTGTAAACTTTTTTCTAAATCTTGTAGGAGTGTCG 
GTTGTTAAGAACTAGAGCTTATTCCTATTCCAAATCTATCTTGCGCTCCTGAAAA 
ACTGCAGAAAGGCACTTGAAAGCTGTTTCTTTAAGATATGGAT1TCTTTTTTACCT 
TGCTGGTAATATATTGCTGCACTGAGTGTGTGCAATTTTTATTCAAGGTCATCGTG 
ATGCTGAGAAGTTTCGTTGATAACCTGTCCATCTCTAGTTTCAACCGTCTTAATCA 

20 GAAGTGTCCTTTTTGAGTGGGTATCAACCAGAGGGAGTGAATCCAGATTAGTTTC 
CCTCAGGTTCAGGGAGGAAAAGTTTGGAAGAGGCAGAGAAATCCTGCTCTCCTC 
GCGTTCCAGGTGCTAAGTAGCAAGACACTATTGGGCGCCTGCAGGATGAGA1TCA 
GAATATGAAGGAGGAAATGGGTCGTGACGTTCGTGAATAGGAAGAGCTGCTCAA 
TGTTAAGATGGCCCTTGAGATTGAGAITGCCACCTACAGGAAGCTGCTGGAAGGC 

25 GAGGAGAGCAGGATTTCTCTGCCTCTTCCAAACTTTTCCTCCCTGAACGTGAGGG 
AAACTAATCTGGGATTCACTCCCCTCTGGTTGATACCCACTCAAAAAGGACACTT 
CTGATTAAGACGGTTGAAACTAGAGATGGACAGGTTATCAACGAAACTTCTCAG 
CATCACGATGACCTTGAATAAAAATTGCACACACTCAGTGCAGCAATATATTACC 
AGCAAGAATAAAAAAGAAATTCATATCTTAAAGAAACAGCTTTCAAGTGCCTTT 

30 CTGCAGTTTTTCAGGAGCGCAAGATAGATTTGGAATAGGAATAAGCTCTAGTTCT 
TAACAACCGACACTCCTACAAGATTTAGAAAAAAGTTTACAACATAATCTAGTTT 
ACAGAAAAATCTTGTGCTAGAATACTTTTTAAAAGGTATTTTGAATACCATTAAA 
- ACTGCTTTTTTTTTTCCAGCAAGTATGCAACCAACT^ 
TTTGGAAAAACTCAAAAA ' "-■ 



SEQIDNO: 339 

>2925 BLOOD 235943.40 J05581 gl88869 Human polymorphic epithelial mucin (PEM) 
mRNA, complete cds. 0 

CGCTCCACCTCTCAAGCAGCCAGCGCCTGCCTGAATCTGTTCTGCCCCCTCCCCA 
40 CCCATTTCACCACCACCATGACACCGGGCACCCAGTCTCCTTTCTTCCTGCTGCTG 
CTCCTCACAGTGCTTACAGTTGTTACAGGTTCTGGTCATGCAAGCTCTACCCCAG 
GTGGAGAAAAGGAGACTTCGGCTACCCAGAGAAGTTCAGTGCCCAGCTCTACTG 
AGAAGAATGCTGTGAGTATGACCAGCAGCGTACTCTCCAGCCACAGCCCCGGTT 
CAGGCTCCTCCACCACTCAGGGACAGGATGTCACTCTGGCCCCGGCCACGGAAC 
45 CAGCTTCAGGTTCAGCTGCCACCTGGGGACAGGATGTCACCTCGGTCCCAGTCAC 
CAGGCCAGCCCTGGGCTCCACCACCCCGCCAGCCCACGATGTCACCTCAGCCCCG 
GACAACAAGCCAGCCCCGGGCTCCACCGCCCCCCCAGCCCACGGTGTCACCTCG 
GCCCCGGACACCAGGCCGGCCCCGGGCTCCACCGCCCCCCCAGCCCATGGTGTC 
ACCTCGGCCCCGGACAACAGGCCCGCCTTGGGCTCCACCGCCCCTCCAGTCCACA 
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ATGTCACCTCGGCCTCAGGCTCTGCATCAGGCTCAGCTTCTACTCTGGTGCACAA 
CGGCACCTCTGCCAGGGCTACCACAACCCCAGCCAGCAAGAGCACTCCATTCTCA 
ATTCCCAGCCACCACTCTGATACTCCTACCACCCTTGCCAGCCATAGCACCAAGA 
CTGATGCCAGTAGCACTCACCATAGCACGGTACCTCCTCTCACCTCCTCCAATCA 
5 CAGCACTTCTCCCCAGTTGTCTACTGGGGTCTCTTTCTTTTTCCTGTCTTTTCACAT 
TTCAAACCTCCAGTTTAATTCCTCTCTGGAAGATCCCAGCACCGACTACTACCAA 
GAGCTGCAGAGAGACATTTCTGAAATGTTTTTGCAGATTTATAAACAAGGGGGTT 
TTCTGGGCCTCTCCAATATTAAGTTCAGGCCAGGATCTGTGGTGGTACAATTGAC 
TCTGGCCTTCCGAGAAGGTACCATCAATGTCCACGACGTGGAGACACAGTTCAAT 

1 0 CAGTATAAAACGGAAGCAGCCTCTCGATATAACCTGACGATCTCAGACGTCAGC 
GTGAGTGATGTGCCATTTCCTTTCTCTGCCCAGTCTGGGGCTGGGGTGCCAGGCT 
GGGGCATCGCGCTGCTGGTGCTGGTCTGTGTTCTGGTTGCGCTGGCCATTGTCTAT 
CTCATTGCCTTGGCTGTCTGTCAGTGCCGCCGAAAGAACTACGGGCAGCTGGACA 
TCTTTCCAGCCCGGGATACCTACCATCCTATGAGCGAGTACCCCACCTACCACAC 

1 5 CCATGGGCGCTATGTGCCCCCTAGCAGTACCGATCGTAGCCCCTATGAGAAGGTT 
TCTGCAGGTAATGGTGGCAGCAGCCTCTCTTACACAAACCCAGCAGTGGCAGCC 
ACTTCTGCCAACTTGTAGGGGCACGTCGCCCGCTGAGCTGAGTGGCCAGCCAGTG 
CCATTCCACTCCACTCAGGTTCTTCAGGGCCAGAGCCCCTGCACCCTGTTTGGGC 
TGGTGAGCTGGGAGTTCAGGTGGGCTGCTCACAGCCTCCTTCAGAGGCCCCACCA 

20 ATTTCTCGGACACTTCTCAGTGTGTGGAAGCTCATGTGGGCCCCTGAGGGCTCAT 
GCCTGGGAAGTGTTGTGGTGGGGGCTCCCAGGAGGACTGGCCCAGAGAGCCCTG 
• "AGATAGCGGGGATCGTGAACTGGACTGAA:TAAAACGTGGTCTCCCACTGCGCCA. ■-. 
AAAAAATTAAAAA> : ••. ••" • . ' ■• • ■ \- ■■■■ ■■■ ■ , : 

25 SEQ ID NO: 340 ; . 

>2948 BLOOD 331753.1 AB002311 g2224566 Human mRNA forKIAA0313 gene, 
complete cds. 0 

GTCCTACGTAGATAACAGCTTCCGCCAGGCGGTGATGAAGAATCCCCCCGAAAG 
GACCCCCCAGGATCTGGAAATAGTATATTCCTATTTACATGGTATGGAAGCCTTA 

30 TCAAACTTGAGGGAGCATCAACTTAGGTTAATGTGTGAAACTGTGAGATATGAG 
AGACACGAAGCAAATGAAGTTTTATACTACCCTGATGATATTGGGACCTGCTGGT 
ATATCCTTCTTTCTGGTTCCGTGTTCATCAAGGAATCCATGTTTCTTCCAAGAAGC 
AGTTTTGGCAAGCGTTCTGGAGGAAGTTTTAGGCGTGGCTGTGAATGCATTGTTT 
TAGAGGCTfCTGAAATGATIG'rGGTGGACTATATGGATGAAAATGAAGAATATTT 

35 TCAGCGGCAAGCTTCCCATAGACAGTCTCGAAGGAGATTTAGAAAAATCAACCA 
GAAAGGTGAAAGACAAACAATTATTGACACTGTGGATCCTTATCCCATGGGCAA 
ACCTCCTTTGCCTAGAGGCTATCACACGGAATGCACTAAATCTCAGCTTCCTGCA 
GATTTCACAAAACTGCATCTTACTGACAGTCTCCACCCACAGGTGACCCACGTTT 
CTTCTAGCCATTCAGGATGTAGTATCACTAGTGATTCTGGGAGCAGCAGTCTTTC 

40 TGATATCTACCAGGCCACAGAAAGCGAGGCTGGTGATATGGACCTGAGTGGGTT 
GCCAGAAACAGCAGTGGATTCCGAAGACGACGACGATGAAGAAGACATTGAGA 
GAGCATCAGATCCTCTGATGAGCAGGGACATTGTGAGAGACTGCCTAGAGAAGG 
ACCCAATTGACCGGACAGATGATGACATTGAACAACTCTTGGAATTTATGCACCA 
GTTGCCTGCTTTTGCCAATATGACAATGTCAGTGAGGCGAGAACTCTGTGCTGTG 

45 ATGGTGTTCGCAGTGGTGGAAAGAGCAGGGACCATAGTGTTAAATGATGGTGAA 
GAGCTGGACTCCTGGTCAGTGATTCTCAATGGATCTGTGGAAGTGACTTATCCAG 
ATGGAAAAGCAGAAATACTGTGCATGGGAAATAGTTTTGGTGTCTCTCCTACCAT 
GGACAAAGAATACATGAAAGGAGTGATGAGAACAAAGGTGGATGACTGCCAGT 
TTGTCTGCATAGCCCAGCAAGATTACTGCCGTATTCTCAATCAAGTAGAAAAGAA 
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CATGCAAAAAGTTGAAGAGGAAGGAGAGATTGTTATGGTGAAAGAACACCGAG 
AACTTGATCGAACTGGAACAAGAAAGGGACACATTGTCATCAAGGGTACCTCAG 
AAAGGTTAACAATGCATTTGGTGGAAGAGCATTCAGTAGTAGATCCAACATTCAT 
AGAAGACTTTCTGTTGACCTATAGGACTTTTCTTTCTAGCCCAATGGAAGTGGGC 
5 AAAAAGTTATTGGAGTGGTTTAATGACCCGAGCCTCAGGGATAAGGTTACACGG 
GTAGTATTATTGTGGGTAAATAATCACTTCAATGACTTTGAAGGAGATCCTGCAA 
TGACTCGATTTTTAGAAGAATTTGAAAACAATCTGGAAAGAGAGAAAATGGGTG 
GACACCTAAGGCTGTTGAATATCGCGTGTGCTGCTAAAGCAAAAAGAAGATTGA 
TGACGTTAACAAAACCATCCCGAGAAGCTCCTTTGCCTTTTATCTTACTTGGAGG 

1 0 CTCTGAGAAGGGATTTGGAATCTTTGTTGACAGTGTAGATTCAGGTAGCAAAGCA 
ACTGAAGCAGGCTTGAAACGGGGGGATCAGATATTAGAAGTAAATGGCCAAAAC 
TTTGAAAACATTCAGCTGTCAAAAGCTATGGAAATTCTTAGAAATAACACACATT 
TATCTATCACTGTGAAAACCAATTTATTTGTATTTAAAGAACTTCTAACAAGATT 
GTCAGAAGAGAAAAGAAATGGTGCCCCCCACCTTCCTAAAATTGGTGACATTAA 

1 5 AAAGGCCAGTCGCTACTCCATTCCAGATCTTGCTGTAGATGTAGAAGAGGTGATA 
GGACTTGAAAAAGTGAACAAAAAAAGTAAAGCCAACACTGTGGGAGGAAGGAA 
CAAGCTGAAAAAGATACTCGACAAGACTCGGATCAGTATCTTGCCACAGAAACC 
ATACAATGATATTGGGATTGGTCAGTCTCAAGATGACAGCATAGTAGGATTAAG 
GCAGACAAAGCACATCCCAACTGCATTGCCTGTCAGTGGAACCTTATCATCCAGT 

20 AATCCTGATTTATTGCAGTCACATCATCGCATTTTAGACTTCAGTGCTACTCCTGA 
CTTGCCAGATCAAGTGCTAAGGGTTTTTAAGGCTGATCAGCAAAGCCGCTACATC 
• 'ATGATGAGTAAGGACACTACAGCAAAGGAAGTGGTCATTCAGGCTA'rCAGGGAG . 
■ TTTGCTGTTACTGCCACGGCGGATCAATATTCACTATGTGAGGTCTCTGTGAGACG : 
.TGAGGGAGTAATCAAACAAAGAAGACTTCCAGATCAGCTTTCCAAAGTTGCAGA 

25 CAGAATACAACTGAGTGGAAGGTATTATCTGAAAAACAACATGGAAACAGAAAC 
TCTTTGTTCAGATGAAGATGCTCAGGAGTTGTTGAGAGAGAGTCAAATTTCCCTC 
CTTCAGCTCAGCACTGTGGAAGTTGCAACACAGCTCTCTATGCGAAATTTTGAAC 
TCTTTCGCAACATTGAACCTACTGAATATATAGATGATTTATTTAAACTCAGATC 
AAAAACCAGCTGTGCCAACCTGAAGAGATTTGAAGAAGTCATTAACCAGGAAAC 

30 ATTTTGGGTAGCATCTGAAATTCTCAGAGAAACAAACCAGCTGAAGAGGATGAA 
GATCATTAAGCATTTCATCAAGATAGCACTGCACTGTAGGGAATGCAAGAATTTT 
AACTCAATGTTTGCAATCATCAGTGGCCTAAACCTGGCACCAGTGGCAAGACTGC 
GAACGACCTGGGAGAAAClirGCCAATAAATACGAAAAACTATTTCAAGATCTCC 
AAGACCTGTTTGATCCTTCGaGAAACATGGCAAAATATCGTAATGTTCTCAATAG 

35 TCAAAATCTACAACCTCCCATAATCCCTCTATTCCCAGTTATCAAAAAGGATCTC 
ACCTTCCTTCACGAAGGAAATGACTCAAAAGTAGACGGGCTGGTCAATTTTGAG 
AAGCTAAGGATGATTGCAAAAGAAATTCGTCACGTTGGCCGAATGGCTTCAGTG 
AACATGGACCCTGCCCTCATGTTCAGGACTCGGAAGAAGAAATGGCGGAGTTTG 
GGGTCTCTCAGCCAGGGTAGTACAAATGCAACAGTGCTAGATGTTGCTCAGACA 

40 GGTGGTCATAAAAAGCGGGTACGTCGTAGTTCCTTTCTCAATGCCAAAAAGCTTT 
ATGAAGATGCCCAAATGGCTCGAAAAGTGAAGCAGTACCTTTCCAATTTGGAGC 
TAGAAATGGACGAGGAGAGTCTTCAGACATTATCTCTGCAGTGTGAGCCAGCAA 
CCAACACATTGCCTAAGAATCCTGGTGACAAAAAGCCTGTCAAATCCGAGACCT 
CTCCAGTAGCTCCAAGGGCAGGGTCACAACAGAAAGCTCAGTCCCTGCCACAGC 

45 CCCAGCAGCAGCCACCACCAGCACATAAAATCAACCAGGGACTACAGGTTCCCG 
CCGTGTCCCTTTATCCTTCACGGAAGAAAGTGCCCGTAAAGGATCTCCCACCTTT 
TGGCATAAACTCTCCACAAGCTTTAAAAAAAATTCTTTCTTTGTCTGAAGAAGGA 
AGTrTGGAACGTCACAAGAAACAGGCTGAAGATACAATATCAAATGCATCTTCG 
CAGCTTTCTTCTCCTCCTACTTCTCCACAGAGTTCTCCAAGGAAAGGCTATACTTT 
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GGCTCCCAGTGGTACTGTGGATAATTTTTCAGATTCTGGTCACAGTGAAATTTCTT 
CACGATCCAGTATTGTTAGCAATTCGTCTTTTGACTCAGTGCCAGTCTCACTGCAC 
GATGAGAGGCGCCAGAGGCATTCTGTCAGCATCGTGGAAACAAACCTAGGGATG 
GGCAGGATGGAGAGGCGGACCATGATTGAACCTGATCAGTATAGCTTGGGGTCC 
5 TATGCACCAATGTCCGAGGGCCGAGGCTTATATGCTACAGCTACAGTAATTTCTT 
CTCCAAGCACAGAGGAACTTTCCCAGGATCAGGGGGATCGCGCGTCACTTGATG 
CTGCTGACAGTGGCCGTGGGAGCTGGACGTCATGCTCAAGTGGCTCCCATGATAA 
TATACAGACGATCCAGCACCAGAGAAGCTGGGAGACTCTTCCATTCGGGCATAC 
TCACTTTGATTATTCAGGGGATCCTGCAGGTTTATGGGCATCAAGCAGCCATATG 

1 0 GACCAAATTATGTTTTCTGATCATAGC ACAAAGTATAACAGGCAAAATCAAAGT 
AGAGAGAGCCTTGAACAAGCCCAGTCCCGAGCAAGCTGGGCGTCTTCCACAGGT 
TACTGGGGAGAAGACTCAGAAGGTGACACAGGCACAATAAAGCGGAGGGGTGG 
AAAGGATGTTTCCATTGAAGCCGAAAGCAGTAGCCTAACGTCTGTGACTACGGA 
AGAAACCAAGCCTGTCCCCATGCCTGCCCACATAGCTGTGGCATCAAGTACTACA 

1 5 AAGGGGCTCATTGCACGAAAGGAGGGC AGGTATCGAGAGCCCCCGCCCACCCCT 
CCCGGCTACATTGGAATTCCCATTACTGACTTTCCAGAAGGGCACTCCCATCCAG 
CCAGGAAACCGCCGGACTACAACGTGGCCCTTCAGAGATCGCGGATGGTCGCAC 
GATCCTCCGACACAGCTGGGCCTTCATCCGTACAGCAGCCACATGGGCATCCCAC 
CAGCAGCAGGCCTGTGAACAAACCTGCAGTGGCATAAACCGAACGAGTCTGACC 

20 CGCGCCTCGCCCCCTATCAGTCCCAAGGGTTTTCCACCGAGGAGGATGAAGATGA 
ACAAGTTTCTGCTGTTTGAGGCACAGACTTTTCTGGAAGCAGAGCGAGCCACCTG 
AAAGGAGAGCACAAGAAGAGGTGCTG AGCATTGG AGCCTTGGAACTeAGATTCT 
.. .GAGGACGGTGGAGCAGTTTGGGTCCTTCCCTGCCTTAAAAGCAGCATGGGGCTTG 
. . ' ■ TTGTCCGCTTCTTGCTTTCCGCTTTGG ATGTG AAATACTGTG AAGAAATTGCCCTG 

25 GCACTTTTCAGACTTTGTTGCTTGAAATGCACAGTGCAGCAATCTTCGAGCTCCC 
ACTGTTGCTGCCTGCCACATCACACAGTATCATTCCAAATTCCAAGATCATCACA 

TTCCTTTTAGATTTCAATCCAGTCCTAGCACTTGATCTCATTGGGATAATGAGAAA 
AGCTAGCCATTGAACTACTTGGGGCCTTTAACCCACCAAGGAAGACAAAGAAAA 

30 ACAATGAAATCCTTTGAGTACAGTGCTTGTCCACTTGTTTACAATGTCCTCCTTTT 
AAAAAAAAAAATGAGTTTAAAGATTTTGTTCAGAGAGTAAATATATATCCATTTA 
ATGATTACAGTATTATTTTAAACCTTAAGTAGGGTTGCCAGCCTGGTTTCTGAAA 
AACCAAATATGCCGGACAGGGTGTGGCCAGACCAAGAAGACGGGAAGACCTGG 
CTTGTGACCCTGGCTTCCCATGTCCT'I'CTGGTCTCACCCGCGAAGTGCCCTATCCT 

35 GGAAGTATGAAATGTTAGCCAATTAATACCAAGACACCTCATCTGCTCCTTCCCC 
AGTGGATGGGGTTCTTCTGTAAAACTGTTTGCACATGGCCAGGGGAGGGAACTA 
GGACCCTTGTGTCCTGTCTGAGCCTTATGGAGGCAGGACGGTGTCATTGGCGGAT 
GTGTCCTGCTCCATTGAGATGGATGGCAAACCCCATTTTTAAGTTATATTTCTTTG 
ATTTTTGTTAATTTAGAGGTGTAGGTTTTGTTTTTTGTTTT^ 

40 AGAAACATTTATAACTGGATAGCATTGCAGTGAAAGCAGCTTGGGATGTTGGAG 
CTAATGCCAGCTGTTTATACTGCTCTTTCAAGACAGCCTCCCTTTATTGAATTGGC 
ATTAGGGAATAAACAAGCCTTTAAACGTGATAAAAGATCAAAAACCTGGTTAGA 
CATGCCAGCCTTTGCAAGGCAGGTTAGTCACCAAAGACTAACCTCCAAGTGGCTT 
TATGGACGCTGCATATAGAGAAGGCCTAAGTGTAGCAACCATCTGCTCACAGCT 

45 GCTATTAACCCTATAATGACTGAAATGACCCCTCCACTCTATTTTTGTGTTGTTTT 
GCACAGACTCCGGAAAAGTGAAGGCTGCCAATCTGAGTAGTACTCAAATGTGAG 
GAACTGCTGGTCTTGGATTTTTTTTCCATTAAATTCAGCTGATCATATTGATCAGT 
AGATAAACGTAAATAGCTTCAAATTTTAAAAGTGGAATTGCAGTGTTTTTTCACT 
GTATCAAACAATGTCAGTGCmATTTAATAATTCTCTTCTGTATCATGGCATTTG 
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TCTACTTGCTTATTACATTGTCAATTATGCATTTGTAATTTTACATGTAATATGCA 
TTATTTGCCAGTTTTATTATATAGGCTATGGACCTCATGTGCATATAGAAAGACA 
GAAATCTAGCTCTACCACAAGTTGCACAAATGTTATCTAAGCATTAAGTAATTGT 
AGAACATAGGACTGCTAATCTCAGTTCGCTCTGTGATGTCAAGTGCAGAATGTAC 
5 AATTAACTGGTGATTTCCTCATACTTTTGATACTACTTGTACCTGTATGTCTTTTA 
GAAAGACATTGGTGGAGTCTGTATCCCTTTTGTATTTTTAATACAATAATTGTACA 
TATTGGTTATATTTTTGTTGAAGATGGTAGAAATGTACTATGTTTATGCTTCTACA 
TCCAGTTTGTACAAGCTGGAAAATAAATAAATATAACATAAAGCCTTGCCTAT 

10 SEQK)NO:341 

>2957 BLOOD 425165.31 AF005898 g2209237 Human Na,K-ATPase beta-3 subunit 
pseudogene, complete sequence. 0 

CTCGAGTACTCCCCGTAACGAGGAGGTGTTCTCGGCCGTCCCACCCTTCACTGCC 
GTCTCCGGGCTGCGCCGCCGGAGCCGGGACGCGCCTCCGCAGCCCTCGCCGGCTC 

1 5 CATCCCCGCGGCCGCAGCTCCTCTCGCCGTCCGCGCGCACACCATGACGAAGAAC 
GAGAAGAAGTCCCTCAACCAGAGCCTGGCCGAGTGGAAGCTCTTCATCTACAAC 
CCGACCACCGGAGAATTCCTGGGGCGCACCGCCAAGAGCTGGGGTTTGATCTTG 
CTCTTCTACCTAGTTTTTTATGGGTTCCTGGCTGCACTCTTCTCATTCACGATGTG 
GGTTATGCTTCAGACTCTCAACGATGAGGTTCCAAAATACCGTGACCAGATTCCT 

20 AGCCCAGGACTCATGGTTTTTCCAAAACCAGTGACCGCATTGGAATATACATTCA 
GTAGGTCTGATCCAACTTCGTATGCAGGGTACATTGAAGACCTTAAGAAGTTTCT 

■•^ 

, ; v.; ; . 

■■■!: ■ • TTCAAGCATGCAGTGGTATGAATGATCCTGAT'lTTGGCTATTGTCAAGGAAAGCC ( 
: 25 TTGTATTCTTGTGAAAATGAACAGAATAArrGGATTAAAGCCTGAAGGAGTGCCA 
AGGATAGATTGTGTTTCAAAGAATGAAGATATACCAAATGTAGCAGTTTATCCTC 
ATAATGGAATGATAGACTTAAAATATTTCCCATATTATGGGAAAAAACTGCATGT 
TGGGTATCTACAGCCATTGGTTGCTGTTCAGGTCAGCTTTGCTCCTAACAACACT 
GGGAAAGAAGTAACAGTTGAGTGCAAGATTGATGGATCAGCCAACCTAAAAAGT 
30 CAGGATGATCGTGACAAGTTTTTGGGACGAGTTATGTTCAAAATCACAGCACGTG 
CATAGTATGAGTAGGATATCTCCACAGAGTAAATGTTGTGTTGTCTGTCTTCATTT 
TGTAACAGCTGGACCTTCCATTCTAGAATTATGAGACCACCTTGGAGAAAGGTGT 
GTGGTACATGACATTGGGTTACATCATAACGTGCTTCCAGATCAIAGTGTTCAGT 
GTCCTCTGAAGTAACTGCCTGTTGCCTCTGCTGCCCTTTGAACCAGTGTACAGTCG 
3 5 CC AGATAGGGACCGGTGAACACCTGATTCC AAAC ATGTAGGATGGGGGTCTTGT 
CCTCTTTTTATGTGGTTTAATTGCCAAGTGTCTAAAGCTTAATATGCCGTGCTATG 
TAAATATTTTATGGATATAACAACTGTCATATTTTGATGTCAACAGAGTTTTAGG 
GATAAAATGGTACCCGGCCAACATCAAGTGACTTTATAGCTGCAAGAAATGTGG 
TATGTGGAGAAGTTCTGTATGTGAGCTTCCGTTATCTACCTGGCCCCTGTAGGAA 
40 TTCGAGTTTGAGACCCCCTACTGCATACGAACTCTGGGAATCCTACAAATTCTAC 
AGGCAGCTGTGGACTGGGAATCTCAGAACCAAA 

SEQ ID NO: 342 

>2959 BLOOD 977665.8 U76421 g2039299 Human dsRNA adenosine deaminase 
45 DRADA2b (DRADA2b) mRNA, complete cds. 0 

GAGCCCTGGGCGGGGCGGCTGTTGGGGGGAATGGGTTCGGGGTGCCCTGGGCAG 
GGGGCTACTGGGGGGCGGCTGTGAGGAGGAGTTGGGTTCAGGGAGCCCTGGGCG 
GGGTGGCTGTCAGGGGGAACTGGGTTCCGGGAGCCCTGGGCCGGGGCAGGGGGC 
GGCTGTAGGAAGGAACTGGTTTCGGGGAGCCCTGGGCGGGGCGGCTGTGGGGAG 
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GAAGGTGACGTGCAGGGGACCAGAGGCTCTGCACTGCTCCTAGGACAGCTCATC 
TGTAATCAGAAAAAAAATAAACAAAATACAGAACGCTGACTCCTCCGTGAGACA 
GATCGGGGACCTrAGCACTTTAATCCCTCCCTTCTGAGCGCTCGGTGTGCACTTTT 
AGACTATAGCTGTTTCATTGACGTGTCACTCTCCATCCAGTGTCCTTGATGTGGCT 
5 TTTAGAGACTTAGCAGAAAATTCGACACAAGCAGGAACTTGATTTTTTAAGAAA 
AAATATTACATTTTGAGGACATTTTGACAAGTAGGGGAAGAGAGGGCTTCTGTTG 
TTTTGTTTTGTTTTGTTTTGTTAACTAAACCTGAAGTATTAATTCCACAAAGACAC 
TGTCCCTCAGGACCACTCAGGTACAGCTCTGCCAGGGACAGAGTCCTGCTAGTGG 
GAGGTCTCAGGTGGGGCGGTGTGTTCTGTGCCATGAGGCAGCGACAGGTCCAGA 

10 TGGATGTCGTCACCACCTTCCTCAGCTCTCATCACCTGGTCGTACGCCAGGCCCA 
CCTCTTCCCAGCAAGGGACGCCAAAGAACTGCAGTTTTTATTCTGAGTCTTAATT 
TAACTTTTCATCATCTTTTCCTATTTTGGAGAATTTTTTGTAATTAAAAGCAATTA 
TTTTAAAATGTGCAAGCCAGTATCTCACAAGGCATGGATTTCTGTGGAATTTATT 
TTTATTCAAATAACCATATTTATCTCCAGGCTGTGGAATCGCCACTTTCTTTGTGA 

1 5 AGACAGTGTCTCTCCTTGTAATCTCACACAGGTACACTGAGG AGGGGACGGCTCC 
GTCTTCACATTGTGCACAGATCTGAGGATGGGATTAGCGAAGCTGTGGAGACTGC 
ACATCCGGACCTGCCCATGTCTCAAAACAAACACATGTACAGTGGCTCTTTTTCC 
TTCTCAAACACTTTACCCCAGAAGCAGGTGGTCTGCCCCAGGCATAAAGAAGGA 
AAATTGGCCATCTTTCCCACCTCTAAATTCTGTAAAATTATAGACTTGCTCAAAA 

20 GATTCCTTTTGATCATCCCCACGCTGTGTAAGTGGAAAGGGCATTGTGTTCCGTG 
TGTGTCCAGTTTACAGCGTCTCTGCCCCCTAGCGTGTTTTGTGACAATCTCCCTGG 
. , GTGAGGAGTGGGTGCACCCAGCCCCGAGGCCAGTGGTTGCTCGGGGCCXETCGGT. • 
; :GTGAGTTCTAGTGTTCACTTGATGCCGGGGAA;TAGAA.rTAGAG AAAACTGTGAGC . 
• TGGGGGGTTGCAGGGACTGGTGGAGGTGGATGGGAGGTCGGACTGGACCATGAC 

25 TTAGTTGTAAGGGTGTGTCGGCTTTTTCAGTCTCATGTGAAAATCCTCCTGTCTCT 
GGCAGCACTGTCTGCACTTTCTTGTTTACTGTTTGAAGGGACGAGTACCAAGCCA 
CAAGAACACTTCTTTTGGCCACAGCATAAGCTGATGGTATGTAAGGAACCGATG 
GGCCATTAAACATGAACTGAACGGTTAAAAGCACAGTCTATGGAACGCTAATGG 
AGTCAGCCCCTAAAGCTGTTTGCTTTTTCAGGCTTTGGATTACATGCTTTTAATTT 

30 GATTTTAGAATCTGGACACTTTCTATGAATGTAATTCGGCTGAGAAACATGTTGC 
TGAGATGCAATCCTCAGTGTTCTCTGTATGTAAATCTGTGTATACAGCACACGTT 
ACAACTGCATGAGCTTCCTCTCGCACAAGACCAGCTGGAACTGAGCATGAGACG 
CTGTCAAATACAGACAAAGGATTTGAGATGTTCTCAATAAAAAGAAAA.TGXTTC 
ACT •'■ ' 

35 

SEQ ID NO: 343 

>2971 BLOOD 198145.6 U51205 gl 730283 Human COP9 homolog (HCOP9) mRNA, 
complete cds. 0 

CGGGCGCGACGCCTGTAGGGACAGTCTGGGGTTTGGCTGTCCGGACGGTGCAGC 
40 GGCGAGGCCGGCCGCGAAGATGCCAGTGGCGGTGATGGCGGAAAGCGCCTTTAG 
TTTCAAAAAGTTGCTGGATCAGTGCGAGAACCAGGAGCTCGAGGCCCCTGGAGG 
AATTGCTACACCCCCAGTGTATGGTCAGCTTCTAGCTTTATATTTGCTCCATAATG 
ACATGAATAATGCAAGATATCTTTGGAAAAGAATACCACCTGCTATAAAATCTGC 
AAATTCTGAACTTGGGGGAATTTGGTCAGTAGGACAAAGAATCTGGCAGAGAGA 
45 TTTCCCTGGGATCTATACAACCATCAACGCTCACCAGTGGTCTGAGACGGTCCAG 
CCAATTATGGAAGCACTTAGAGATGCAACAAGGAGACGCGCCTTTGCCCTGGTCT 
CTCAAGCGTATACTTCAATCATCGCCGATGATTITGCAGCCTTTGTTGGACTTCCT 
GTAGAAGAGGCTGTGAAAGGCATATTAGAACAAGGATGGCAAGCTGATTCCACC 
ACAAGAATGGTTCTGCCCAGAAAGCCAGTTGCAGGGGCCCTGGATGTTTCCTTTA 
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ACAAGTTTATTCCCTTATCAGAGCCTGCTCCAGTTCCCCCAATACCCAATGAACA 
GCAGTTAGCCAGACTGACGGATTATGTGGCTTTCCTTGAAAACTGATTTATCACT 
CTGAGTTCAAGATTCATCTTCAGAATCCTGTATACTGACAAACGTAGAAATGTAA 
AGTTTGTATTTTCAATTTATTGGATGGCTTAAGCACCTCAGCATTCCTTACTATGT 
5 GATAAAATACATATAGAATATAAGATATACTATATACATTTTGTCCATAAACGTT 
ATGCTGAATAGTTGTTGAAACAGTTCTCATTTTGTAGTATTTAATAATCTGGATGG 
AGCCTGTCAGTATTACAGTTAGTTTTCTAGTGACTCATAAAATAAGATTTCCTGTT 
TCATGTAGAATAGTGTTTGTCAACTGTCTTTTCTCTGTCCCAGCACATGCCGTACT 
CTTATATGTACCATTGGTTGATAATTATAATGATTCATTTGGACTTGAAGAAAGA 

1 0 TTGTCCCCAGGCACAGTATCTGAATCACTGGGGATTATGATTCACCCTCTTTGGA 
GAACATGCTCTCTTTTCACCCCCCACCTCCTGAGAGCCACTAATGTAAGATACAG 
AAACATAGCTGAGGAACAAATAGACCATTTCCATACTAAACCAGTTTGTTAACTT 
TAGATTTTTTCCAATAGTGTGAGTATATCCATTGCTGGCAGTGGAGGGCTTGCCA 
TGAAAATGCAACTTATTTAAGACATTTATGAGACATATTAACTTGTGCTGTCGCC 

1 5 TTTTAGAAGGAGAAACTTAAGTGTGGAATGCATTATATGGGCAAAGAAGCTATG 
AAGATACATGATACACTTTGTACAACTATCCTGCAGCCCATTGGTTGCTTATATTT 
ATCGCTTGGCTCAAGTTCTGCCCTTTGGAGAAATACTGAGCAAGTCTTTCATTCTC 
TGTGTGACAGCCCTCTGAATATTTGAAGTTGTTTGTTGTAACTTAAGGTTATAACA 
GCCCTTAGTTCATTTACTCTGCATTTGTTCAATAAATATTTAACTGAATTCTTCAA 

20 TTATTrCATCTAAGATAGTTTCTGGAAATTTCACTCTCGATCTTTCTGTGGACACA 
ATCTATTTTGTCATTGTGTCTATATGAATCTCTTAAGTAGAAATGAGTTGTATGGT 
:-.GAATGTGTGTAG^^ -V . . , , ,■■ 

SEQIDNO:344 .- •: v. \ - "^r* ■ ■ 

25 >2986 BLOOD Hs.75260 gril|UG|Hs#S269695 H.sapiens mitogen inducible gene mig-2, 
complete CDS /cds=(0,2164) /gb=Z24725 /gi=505032 /ug=Hs.75260 /len=3270 
CAAAAAGTGTGTGGAAAGGTGGATTGAGGGAGCGGGACCCCCGCGGGACCCGA 
GGGGGCGGCAGGCGGGGAACGGGGAGTCAGCCCGCGCTGTGTCTCGGGGCCGGC 
CGGCAGGAAGGAGCCATGGCTCTGGACGGGATAAGGATGCCAGATGGCTGCTAC 

30 GCGGACGGGACGTGGGAACTGAGTGTCCATGTGACGGACCTGAACCGCGATATC 
ACCCTGAGAGTGACCGGCGAGGTGCACATTGGAGGCGTGATGCTTAAGCTGGTG 
GAGAAACTCGATGTAAAAAAAGATTGGTCTGACCATGCTCTCTGGTGGGAAAAG 
• ... . .AAGAGAACTTGGCTTCTGAAGACACATTGGACCTTAGATAA.GTATGGTATTCAGG 

CAGATGCTAAGCTTCAGTTCACCCCTCAGCACAAACTGCTCGGCCTGCAGCrrCC 

35 CAACATGAAGTATGTGAAGGTGAAAGTGAATTTCTCTGATAGAGTCTTCAAAGCT 
GTTTCTGACATCTGTAAGACTTTTAATATCAGACACCCCGAAGAACTTTCTCTCTT 
AAAGAAACCCAGAGATCCAACAAAGAAAAAAAAGAAGAAGCTAGATGACCAGT 
CTGAAGATGAGGCACTTGAATTAGAGGGGCCTCTTATCACTCCTGGATCAGGAA 
GTATATATTCAAGCCCAGGACTGTATAGTAAAACAATGACCCCCACTTATGATGC 

40 TCATGATGGAAGCCCCTTGTCACCAACTTCTGCTTGGTTTGGTGACAGTGCTTTGT 
CAGAAGGCAATCCTGGTATACTTGCTGTCAGTCAACCAATCACGTCACCAGAAAT 
CTTGGCAAAAATGTTCAAGCCTCAAGCTCTTCTTGATAAAGCAAAAATCAACCAA 
GGATGGCTTGATTCCTCAAGATCTCTCATGGAACAAGA\TGTGAAGGAAAATGAG 

45 TGCAATCAGAATCAATCAGCTTTATGAGCAGGCCAAATGGGCCATTCTCCTGGAA 
GAGATTGAATGCACAGAAGAAGAAATGATGATGTTTGCAGCCCTGCAGTATCAT 
ATCAATAAGCTGTCAATCATGACATCAGAGAATCATTTGAACAACAGTGACAAA 
GAAGTTGATGAAGTTGATGCTGCCCTTTCAGACCTGGAGATTACTCTGGAAGGGG 
GTAAAACGTCAACAATTTTGGGTGACATTACTTCCATTCCTGAACTTGCTGACTA 
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CATTAAAGTTTTCAAGCCAAAAAAGCTGACTCTGAAAGGTTACAAACAATATTG 
GTGCACCTTCAAAGACACATCCATTTCTTGTTATAAGAGCAAAGAAGAATCCAGT 
GGCACACCAGCTCATCAGATGAACCTCAGGGGATGTGAAGTTACCCCAGATGTA 
AACATTTCAGGCCAAAAATTTAACATTAAACTCCTGATTCCAGTTGCAGAAGGCA 
5 TGAATGAAATCTGGCTTCGTTGTGACAATGAAAAACAGTATGCACACTGGATGG 
CAGCCTGCAGATTAGCCTCCAAAGGCAAGACCATGGCGGACAGTTCTTACAACTT 
AGAAGTTCAGAATATTCTTTCCTTTCTGAAGATGCAGCATTTAAACCCAGATCCT 
CAGTTAATACCAGAGCAGATCACGACTGATATAACTCCTGAATGTTTGGTGTCTC 
CCCGCTATCTAAAAAAGTATAAGAACAAGCAGATAACAGCGAGAATCTTGGAGG 

1 0 CCCATCAGAATGTAGCTCAGATGAGTCTAATTGAAGCCAAGATGAGATTTATTCA 
AGCTTGGCAGTCACTACCTGAATTTGGCATCACTCACTTCATTGCAAGGTTCCAA 
GGGGGCAAAAAAGAAGAACTTATTGGAATTGCATACAACAGACTGATTCGGATG 
GATGCCAGCACTGGAGATGCAATTAAAACATGGCGTTTCAGCAACATGAAACAG 
TGGAATGTCAACTGGGAAATCAAAATGGTCACCGTAGAGTTTGCAGATGAAGTA 

1 5 CGATTGTCCTTCATTTGTACTGAAGTAGATTGCAAAGTGGTTCATGAATTCATTG 
GTGGCTACATATTTCTCTCAACACGTGCAAAAGACCAAAACGAGAGTTTAGATG 
AAGAGATGTTCTACAAACTTACCAGTGGTTGGGTGTGAATAGAAATACTGTTTAA 
TGAAACTCCACGGCCATAACAATATTTAACTTTAAAAGCTGTTTGT1ATATGCTG 
CTTAATAAAGTAAGCTTGAAATTTATCATTTTATCATGAAAACTTCTTTGCCTTAC 

20 CAGACCAGTTAATATGTGCACTAAACAAGCACGACTATTAATCTATCATGTTATG 
ATATAATAAACTTGAATTTGGCACACATTCCTTAGGGCCATGAATTGAAAACTGA 
. :. . VAATAGTGGGGAAATCAGGAAGAAACCATCAGTGATTTACTGATTTAAGCTAGCC 
. •■ AAACTGTA^vGAAACAAGCCATGTATTTTAAAGCTATCCAGGGCTTAACCTATATG 
AACTCTATTTA.TCATGTCTAATGGATGTGATTTAATGTATGTTTAATTTGATATCA 

25 TGTTTTAAAATATCCTACTTCTGGTAGCCATTTAATTCCTCCCCCTACCCCCAAAT 
AAATCAGGCATGCAGGAGGCCTGATATTTAGTAATGTCATTGTGTTTGACCTTGA 
AGGAAAATGCTATTAGTCCGTCGTGCTTNATTTGTTTTTGTCCTTGAATAAGCATG 
TTATGTATATNGTCTCGTGTTTTTATTTTTACACCATATTGTATTACACTTTTAGTA 
TTCACCAGCATAANCACTGTCTGCCTAAAATATGCAACTCTTTGCATTACAATAT 

30 GAAGTAAAGTTCTATGAAGTATGCATTTTGTGTAACTAATGTAAAAACACAAATT 
TTATAAAATTGTACAGTTTTTTAAAAACTACTCACAACTAGCAGATGGCTTAAAT 
GTAGCAATCTCTGCGTTAATTAAATGCCTTTAAGAGATATAATTAACGTGCAGTT 

• TTAATATCTACTAAATTAAGAATGACTTCATTATGATCATGATTTGCCACAATGTC 

• CTTAACTCTAATGCCTGGACTGGCCATGTTCTAGTCTGTTGCGCTGTTACAATCTG 
35 TATTGGTGCTAGTCAGAAAATTCCTAGCTCACATAGCCCAAAAGGGTGCGAGGG 

AGAGGTGGATTACCAGTATTGTTCAATAATCCATGGTTCAAAGACTGTATAAATG 
CATTTTATTTTAAATAAAAGCAAAACTTTTATTTAAA 

SEQIDNO:345 

40 >2992 BLOOD 1 329299.6 AF053944 g328891 5 Human aortic carboxypeptidase-like protein 
ACLP mRNA, complete cds. 0 

GAGGACTATGAGGACTGTGAGTAGGGTCCTGCCAGCCCCACCTGGGTCGGACCC 
CTGGCCTGGGGGATGTGCCAATGGGCCCATCCCAGCCTTGGGCCCCACTCTGAGC 
CAGCCTCCCCCTCAGTTGAGTACATTCGGCGCCAGAAGCAACCCAGGCCACCCCC 
45 AAGCAGAAGGAGGAGGCCCGAGCGGGTCTGGCCAGACCCCCCTGAGGAGAAGG 
CCCCGGCCCCAGCCCCGGAGGAGAGGATTGAGCCTCCTGTGAAGCCTCTGCTGCC 
CCCGCTGCCCCCTGACTATGGTGATGGTTACGTGATCCCCAACTACGATGACATG 
GACTATTACTTTGGGCCTCCTCCGCCCCAGAAGCCCGATGCTGAGCGCCAGACGG 
ACGAAGAGAAGGAGGAGCTGAAGAAACCCAAAAAGGAGGACAGCAGCCCCAAG 
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GAGGAGACCGACAAGTGGGCAGTGGAGAAGGGCAAGGACCACAAAGAGCCCCG 
AAAGGGCGAGGAGTTGGAGGAGGAGTGGACGCCTACGGAGAAAGTCAAGTGTC 
CCCCCATTGGGATGGAGTCACACCGTATTGAGGACAACCAGATCCGAGCCTCCTC 
CATGCTGCGCCACGGCCTGGGGGCACAGCGCGGCCGGCTCAACATGCAGACCGG 
5 TGCCACTGAGGACGACTACTATGATGGTGCGTGGTGTGCCGAGGACGATGCCAG 
GACCCAGTGGATAGAGGTGGACACCAGGAGGACTACCCGGTTCACAGGCGTCAT 
CACCCAGGGCAGAGACTCCAGCATCCATGACGATTTTGTGACCACCTTCTTCGTG 
GGCTTCAGCAATGACAGCCAGACATGGGTGATGTACACCAACGGCTATGAGGAA 
ATGACCTTTCATGGGAACGTGGACAAGGACACACCCGTGCTGAGTGAGCTCCCA 

1 0 GAGCCGGTGGTGGCTCGTTTCATCCGCATCTACCCACTCACCTGGAATGGCAGCC 
TGTGCATGCGCCTGGAGGTGCTGGGGTGCTCTGTGGCCCCTGTCTACAGCTACTA 
CGCACAGAATGAGGTGGTGGCCACCGATGACCTGGATTTCCGGCACCACAGCTA 
CAAGGACATGCGCCAGCTCATGAAGGTGGTGAACGAGGAGTGCCCCACCATCAC 
CCGCACTTACAGCCTGGGCAAGAGCTCACGAGGCCTCAAGATCTATGCCATGGA 

1 5 GATCTCAGACAACCCTGGGGAGCATGAACTGGGGGAGCCCGAGTTCCGCTACAC 
TGCTGGGATCCATGGCAACGAGGTGCTGGGCCGAGAGCTGTTGCTGCTGCTCATG 
CAGTACCTGTGCCGAGAGTACCGCGATGGGAACCCACGTGTGCGCACGCTGGTG 
CAGGACACACGCATCCACCTGGTGCCCTCACTGAACCCTGATGGCTACGAGGTG 
GCAGCGCAGATGGGCTCAGAGTTTGGGAACTGGGCGCTGGGACTGTGGACTGAG 

20 GAGGGCTTTGACATCTTTGAAGATTTCCCGGATCTCAACTCTGTGCTCTGGGGAG 
CTGAGGAGAGGAAATGGGTCCCCTACCGGGTCCCCAACAATAACTTGCCCATCC 

. ' CTGAACGCTAGGTTTCGCGAGATGCCACGGTATCCACGGAGGTCCGGGCCATCAT 




25 CTGGCCGCAGCCATGGCAGCAGCCCGGGGGGAGGATGAGGACGAGGTCTCCGAG 
GCCCAGGAGACTCCAGACCACGCCATCTTCCGGTGGCTTGCCATCTCCTTCGCCT 
CCGCACACCTCACCTTGACCGAGCCCTACCGCGGAGGCTGCCAAGCCCAGGACT 
ACACCGGCGGCATGGGCATCGTCAACGGGGCCAAGTGGAACCCCCGGACCGGGA 
CTATCAATGACTTCAGTTACCTGCATACCAACTGCCTGGAGCTCTCCTTCTACCTG 

3 0 GGCTGTGAC AAGTTCCCTCATGAGAGTGAGCTGCCCCGCGAGTGGGAGAACAAC 
AAGGAGGCGCTGCTCACCTTCATGGAGCAGGTGCACCGTGGCATTAAGGGGGTG 
GTGACGGACGAGCAAGGCATCCCCATTGCCAACGCCACCATCTCTGTGAGTGGC 
ATTAA TCACGGCGTGAAGACAGCCAGTGGTGGTGA'fTACTGGCGA ATCITGAA G 
GCGGG rGAGTACCGCGTGACAGCCCACGCGGAGGGCTACACCCCGAGCGGGAAG 

3 5 ACCTGCAATGTTGACTATGACATCGGGGCCACTCAGTGCAACTTCATCCTGGCTC 
GCTCCAACTGGAAGCGCATCCGGGAGATCATGGCCATGAACGGGAACCGGCCTA 
TCCCACACATAGACCCATCGCGCCCTATGACCCCCCAACAGCGACGCCTGCAGCA 
GCGACGCCTACAACACCGCCTGCGGCTTCGGGCACAGATGCGGCTGCGGCGCCT 
CAACGCCACCACCACCCTAGGCCCCCACACTGTGCCTCCCACGCTGCCCCCTGCC 

40 CCTGCCACCACCCTGAGCACTACCATAGAGCCCTGGGGCCTCATACCGCCAACCA 
CCGCTGGCTGGGAGGAGTCGGAGACTGAGACCTACACAGAGGTGGTGACAGAGT 
TTGGGACCGAGGTGGAGCCCGAGTTTGGGACCAAGGTGGAGCCCGAGTTTGAGA 
CCCAGTTGGAGCCTGAGTTTGAGACCCAGCTGGAACCCGAGTTTGAGGAAGAGG 
AGGAGGAGGAGAAAGAGGAGGAGATAGCCACTGGCCAGGCATTCCCCTTCACA 

45 ACAGTAGAGACCTACACAGTGAACTTTGGGGACTTCTGAGATCAGCGTCCTACCA 
AGACCCCAGCCCAACTCAAGCTACAGCAGCAGCACTTCCCAAGCCTGCTGACCA 
CAGTCACATCACCCATCAGCACATGGAAGGCCCCTGGTATGGACACTGAAAGGA 
AGGGCTGGTCCTGCCCCTTTGAGGGGGTGCAAACATGACTGGGACCTAAGAGCC 
AGAGGCTGTGTAGAGGCTCCTGCTCCACCTGCCAGTCTCGTAAGAGATGGGGTTG 
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CTGCAGTGTTGGAGTAGGGGCAGAGGGAGGGAGCCAAGGTCACTCCAATAAAAC 
AAGCTCATGGCAAAAAAAAAA 

SEQIDNO:346 

5 >3030 BLOOD GB_AA486221 gi|2216437|gb|AA486221 |AA486221 ab35e07.sl Stratagene 
HeLa cell s3 937216 Homo sapiens cDNA clone MAGE:842820 3', mRNA sequence 
[Homo sapiens] 

CTTTATTGGGAAACGTAAGACTTGGGTACATCAAATAAAACCAATTTCTGGGGGA 
AAAAATCAAAACCCA 
10 CAATAAAAAAAAAGTTAACACTGTCTGGGCCACAGCAGAACCCAAAGAACATAT 
TCGTATAAT 

SEQ ID NO: 347 

>3033 BLOOD 371542.10 M93056 gl88621 Human mononcyte/neutrophil elastase inhibitor 
1 5 mRNA sequence. 0 

ctcacttctgcttgcacttaggcgacctcgggagctcggactcctacgcagtcac 
cgggaagggccgccgccccgcccgcggctgctggcccgggtgacacttccgcct 
gctataagagcagcggccctcggtgcctccttcctgacctcgcacccagctcgga 
gcccggagcgtgcctcgggcggcctgtcggttttcaccatggagcagctgagctc 

20 agcaaacacccgcttcgccttggacctgttgcctggcgttgagtgagaacaatcc 
ggctggaaacatcttcatctctcccttcagcatttcatctgctatggccatggttt 
. trgtggggacgagaggtaacaggggagcaoagctgtccaagactttgcatttgaa 

. ;■; •:■ gacggttg aagaggttcatl'gaag a^cg agagtctgaatgctgatatcaac aaa 
cgtgg agcgtgttatattctgaaacti'gctaatagatt atatggagagaaaagtt 

25 . acaatttccttcctgagttcttggtttcgactcagaaaacatatggtgctgacctg 
gccagtgtggattttcagcatgcctctgaagatgcaaggaagaccataaaccag 
tgggtcaaaggacagacagaaggaaaaattccggaactgttggcttcgggcatg 
gttgataacatgaccaaacttgtgctagtaaatgccatctatttcaagggaaact 
ggaaggataaattcatgaaagaagccacgacgaatgcaccattcagattgaata 

30 agaaagacagaaaaactgtgaaaatgatgtatcagaagaaaaaatttgcatatg 
gctacatcgaggaccttaagtgccgtgtgctggaactgccttaccaaggcgagg 
agctcagcatggtcatcctgctgccggatgacattgaggacgagtccacgggcct 
gaagaagattgaggaacagttgactttggaaaagttggatgagtggactaaacc 
"" tgagaatctcgatttcattgaagttaatgtcagcttggccaggttcaaactggaa 

35 gagagttacactctcaactccgacctcgcccgcctaggtgtgcaggatctcttta 
acagtagcaaggctgatctgtctggcatgtcaggagccagagatatttttatatc 
aaaaattgtccacaagtcatttgtggaagtgaatgaagagggaacagaggcggc 
agctgccacagcaggcatcgcaactttctgcatgttgatgcccgaagaaaatttc 
actgccgaccatccattccttttctttattcggcataattcctcaggtagcatcct 

40 attcttggggagattttcttccccttagaagaaagagactgtagcaatacaaaaa 
tcaagcttagtgctttattacctgagtttttaatagagccaatatgtcttatatct 
ttaccaXtaaaaccactgttcagaaaaaaaaa 

SEQ ID NO: 348 

45 >3050 BLOOD 243794.24 Y00345 g35569 Human mRNA for polyA binding protein. 0 

ccttctccccggcggttagtgctgagagtgcggagtgtgtgctccgggctcggaa 
cacacatttarrattaaaaaatccaaaaaaaatctaaaaaaatcttttaaaaaac 
cccaaaaaaatttacaaaaaatccgcgtctcccccgccggagacttttatttttt 
ttcttcctcttttataaaataacccggtgaagcagccgagaccgacccgcccgcc 
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CGCGGCCCCGCAGCAGCTCCAAGAAGGAACCAAGAGACCGAGGCCTTCCCGCTG 
CCCGGACCCGACACCGCCACCCTCGCTCCCCGCCGGCAGCCGGCAGCCAGCGGC 
AGTGGATCGACCCCGTTCTGCGGCCGTTGAGTAGTTTTCAATTCCGGTTGATTTTT 
GTCCCTCTGCGCTTGCTCCCCGCTCCCCTCCCCCCGGCTCCGGCCCCCAGCCCCGG 
5 CACTCGCTCTCCTCCTCTCACGGAAAGGTCGCGGCCTGTAGAACTCGCCAGCCGT 
GCCGAGATGAACCCCAGTGCCCCCAGCTACCCCATGGCCTCGCTCTACGTGGGGG 
ACCTCCACCCCGACGTGACCGAGGCGATGCTCTACGAGAAGTTCAGCCCGGCCG 
GGCCCATCCTCTCCATCCGGGTCTGCAGGGACATGATCACCCGCCGCTCCTTGGG 
CTACGCGTATGTGAACTTCCAGCAGCCGGCGGACGCGGAGCGTGCTTTGGACAC 

10 CATGAATTTTGATGTTATAAAGGGCAAGCCAGTACGCATCATGTGGTCTCAGCGT 
GATCCATCACTTCGCAAAAGTGGAGTAGGCAACATATTCATTAAAAATCTGGAC 
AAATCCATTGATAATAAAGCACTGTATGATACATTTTCTGCTTTTGGTAACATCCT 
TTCATGTAAGGTGGTTTGTGATGAAAATGGTTCCAAGGGCTATGGATTTGTACAC 
TTTGAGACGCAGGAAGCAGCTGAAAGAGCTATTGAAAAAATGAATGGAATGCTC 

1 5 CTAAATGATCGCAAAGTATTTGTTGGACGATTTAAGTCTCGTAAAGAACGAGAA 
GCTGAACTTGGAGCTAGGGCAAAAGAATTCACCAATGTTTACATCAAGAATTTTG 
GAGAAGACATGGATGATGAGCGCCTTAAGGATCTCTTTGGCAAGTTTGGGCCTGC 
CTTAAGTGTGAAAGTAATGACTGATGAAAGTGGAAAATCCAAAGGATTTGGATT 
TGTAAGCTTTGAAAGGCATGAAGATGCACAGAAAGCTGTGGATGAGATGAACGG 

20 AAAGGAGCTCAATGGAAAACAAATTTATGTTGGTCGAGCTCAGAAAAAGGTGGA 
ACGGCAGACGGAACTTAAGCGCAAATTTGAACAGATGAAACAAGATAGGATCAC 
:CAGATACCAGGGTGTTAATGTTTATGTGAAAAATCTTGATGATGGTATTGATGAT- 
• -i- GAACGTCrTGCGGAAAGAGOTFTTCTGCATlTGGTACAATCAGTAGTGeAAAGGTTA : 
TGATGGAGGGTGGTGGCAGGAAAGGGTTTGGTTTTGTATGTTTCTGCTCGGCAGA 

25 AGAAGCCACTAAAGCAGTTACAGAAATGAACGGTAGAATTGTGGCCACAAAGCC 
ATTGTATGTAGCTTTAGCTCAGCGCAAAGAAGAGCGCCAGGCTCACCTCACTAAC 
CAGTATATGCAGAGAATGGCAAGTGTACGAGCTGTTCCCAACCCTGTAATCAACC 
CCTACCAGCCAGCACCTCCTTCAGGTTACTTCATGGCAGCTATCCCACAGACTCA 
GAACCGTGCTGCATACTATCCTCCTAGCCAAATTGCTCAACTAAGACCAAGTCCT 

30 CGCTGGACTGCTCAGGGTGCCAGACCTCATCCATTCCAAAATATGCCCGGTGCTA 
TCCGCCCAGCTGCTCCTAGACCACCATTTAGTACTATGAGACCAGCTTCTTCACA 
GGTTCCACGAGTCATGTCAACACAGCGTGTTGCTAACACATCAACACAGACAAT 
GGGTCCACGTCCTGCAGCTGCAGCCGCTGCAGCTACTCCTGCTGTCCGCACCGTT „ 
" CCACAGTATAAATATGCTGCAGGAGTTCGCAATCCTCAGGAACATCriAATGCAC 

35 AGCCACAAGTTACAATGCAACAGCCTGCTGTTCATGTACAAGGTCAGGAACCTTT 
GACTGCTTCCATGTTGGCATCTGCCCCTCCTCAAGAGCAAAAGCAAATGTTGGGT 
GAACGGCTGTTTCCTCTTATTCAAGCCATGCACCCTACTCTTGCTGGTAAAATCAC 
TGGCATGTTGTTGGAGATTGATAATTCAGAACTTCTTCATATGCTCGAGTCTCCA 
GAGTCACTCCGTTCTAAGGTTGATGAAGCTGTAGCTGTACTACAAGCCCACCAAG 

40 CTAAAGAGGCTGCCCAGAAAGCAGTTAACAGTGCCACCGGTGTTCCAACTGTTTA 
AAATTGATCAGGGACCATGAAAAGAAACTTGTGCTTCACCGAAGAAAAATATCT 
AAACATCGAAAAACTTAAATATTATGGAAAAAAAACATTGCAAAATATAAAATA 
AATAAAAAAAGGAAAGGAAACTTTGAACCTTATGTACCGAGCAAATGCCAGGTC 
TAGCAAACATAATGCTAGTCCTAGATTACTTATTGATTTAAAAACAAAAAAACAC 

45 AAAAAAATAGTAAAATATAAAAACAAATTAATGTrTTATAGACCCTGGGAAAAA 
GAATTTTCAGCAAAGTACAAAAAT1TAAAGCATTCCTTTCTTTAATTTTGTAATTC 
TTTACTGTGGAATAGCTCAGAATGTCAGTTCTGTTTTAAGTAACAGAATTGATAA 
CTGAGCAAGGAAACGTAATTTGGATTATAAAATTCTTGCTTTAATAAAAATTCCT 
TAAACAGTGCACGGATTTGCTTTTTTTCAAAGTCTTTATAATTGCCATGCATAAAT 
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AGGTAATATCTTAATGGTGCTGAGCCGACATAAGAATCTTTTATGAAAAATGTAC 
TGTTAAGTTCAGGGGGTCTATTGGTTTTATGTAAAAGGCACAAGACAATTCCTGT 
AGTGCATTTTATGAGTTAAGGTTTCCATACGGATTATTGAAACAATTTGTTACAT 
GTATTTGTTACATGATCTTAATATTTCATGTACAAGACTGACACCCATCCACTTTT 
5 GAAGATAAGCCAGTTTAT 

SEQ ID NO: 349 

>3052 BLOOD 988653.1 X52541 g31129 Human mRNA for early growth response protein 
1 (hEGRl). 0 

1 0 GAGATCCCAGCGCTGCAGAACTTGGGGAGCCGCCGCCGCC ATCCGCCGCCGCAG 
CCAGCTTCCTGCCGCCGCAGGACCGGCCCCTGCCCCAGCCTCCGCAGCCGCGGCG 
CGTCCACGCCCGCCCGCGCCCAGGGCGAGTCGGGGTCGCCGCCTGCACGCTTCTC 
AGTGTTCCCCGCGCCCCGCATGTAACCCGGCCAGGCCCCCGCAACTGTGTCCCCT 
GCAGCTCCAGCCCCGGGCTGCACCCCCCCGCCCCGACACCAGCTCTCCAGCCTGC 

1 5 TCGTCCAGGATGGCCGCGGCCAAGGCCGAGATGCAGCTGATGTCCCCGCTGCAG 
ATCTCTGACCCGTTCGGATCCTTTCCTCACTCGCCCACCATGGACAACTACCCTAA 
GCTGGAGGAGATGATGCTGCTGAGCAACGGGGCTCCCCAGTTCCTCGGCGCCGC 
CGGGGCCCCAGAGGGCAGCGGCAGCAACAGCAGCAGCAGCAGCAGCGGGGGCG 
GTGGAGGCGGCGGGGGCGGCAGCAACAGCAGCAGCAGCAGCAGCACCTTCAAC 

20 CCTCAGGCGGACACGGGCGAGCAGCCCTACGAGCACCTGACCGCAGAGTCTTTT 
CCTGACATCTCTCTGAACAACGAGAAGGTGCTGGTGGAGACCAGTTACCCCAGC 
< i .;eAAACCACTCGACTGGGCCCGA^GAeCTATACTGGCCGCTTTTCCGTGGAGCCTG ■ 
GAGGGAACAGTGGCAAGAGGTTGTGGCCCGAGCCCCTCTTGAGGTTGGTGAGTGG •: 
• CCTAGTGAGCATGAGCAAGGCACCGGCCTCCTCGTCCTCAGCACCATGTCCAGCG ■ 

25 )-GCCTCCTCCGCCTCCGCCTCCCAGAGCCCACCCCTGAGCTGCGCAGTGCCATCCA 
ACGACAGCAGTCCCATTTACTCAGCGGCACCCACCTTCCCCACGCCGAACACTGA 
CATTTTCCCTGAGCCACAAAGCCAGGCCTTCCCGGGCTCGGCAGGGACAGCGCTC 
CAGTACCCGCCTCCTGCCTACCCTGCCGCCAAGGGTGGCTTCCAGGTTCCCATGA 
TCCCCGACTACCTGTTTCCACAGCAGCAGGGGGATCTGGGCCTGGGCACCCCAGA 

30 CCAGAAGCCCTTCCAGGGCCTGGAGAGCCGCACCCAGCAGCCTTCGCTAACCCCT 
CTGTCTACTATTAAGGCCTTTGCCACTCAGTCGGGCTCCCAGGACCTGAAGGCCC 
TCAATACCAGCTACCAGTCCCAGCTCATCAAACCCAGCCGCATGCGCAAGTACCC 
CAACCG.GGGGAGGAAGACGCCCCCCCACGAACGCCCTTACGCTTGCCCAGTGGA 
" " ' GTCCTGTGATCGGGGCTTCTCCCGCTCCGACGAGCTCACCCGCCACATCCGCATC 

35 CACACAGGCCAGAAGCCCTTCCAGTGCCGCATCTGCATGCGCAACTTCAGCCGCA 
GCGACCACCTCACCACCCACATCCGCACCCACACAGGCGAAAAGCCCTTCGCCT 
GCGACATCTGTGGAAGAAAGTTTGCCAGGAGCGATGAACGCAAGAGGCATACCA 
AGATCCACTTGCGGCAGAAGGACAAGAAAGCAGACAAAAGTGTTGTGGCCTCTT 
CGGCCACCTCCTCTCTCTCTTCCTACCCGTCCCCGGTTGCTACCTCTTACCCGTCC 

40 CCGGTTACTACCTCTTATCCATCCCCGGCCACCACCTCATACCCATCCCCTGTGCC 
CACCTCCTTCTCCTCTCCCGGCTCCTCGACCTACCCATCCCCTGTGCACAGTGGCT 
TCCCCTCCCCGTCGGTGGCCACCACGTACTCCTCTGTTCCCCCTGCTTTCCCGGCC 
CAGGTCAGCAGCTTCCCTTCCTCAGCTGTCACCAACTCCTTCAGCGCCTCCACAG 
GGCTTTCGGACATGACAGCAACCTTTTCTCCCAGGACAATTGAAATTTGCTAAAG 

45 GGAAAGGGGAAAGAAAGGGAAAAGGGAGAAAAAGAAACACAAGAGACTTAAA 
GGACAGGAGGAGGAGATGGCCATAGGAGAGGAGGGTTCCTCTTAGGTCAGATGG 
AGGTTCTCAGAGCCAAGTCCTCCCTCTCTACTGGAGTGGAAGGTCTATTGGCCAA 
CAATCCTTTCTGCCCACTTCCCCTTCCCCAATTACTATTCCCTTTGACTTCAGCTGC 
CTGAAACAGCCATGTCCAAGTTCTTCACCTCTATCCAAAGAACTTGATTTGCATG 
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GATTTTGGATAAATCATTTCAGTATCATCTCCATCATATGCCTGACCCCTTGCTCC 
CTTCAATGCTAGAAAATCGAGTTGGCAAAATGGGGTTTGGGCCCCTCAGAGCCCT 

gccctgcacccttgtacagtgtctgtgccatggatttcgtttttcttggggtactc 
ttgatgtgaagataatttgcatattctattgtattatttggagttaggtcctcact 

5 tgggggaaaaccacaaaaggaaaagccaagcaaaccaatggtgatcctctattt 
tgtgatgatgctgtgacaataagtttgaacctttttttttgaaacagcagtccca 
gtattctcagagcatgtgtcagagtgttgttccgttaacctttttgtaaatactgc 
ttgaccgtactctcacatgtggcaaaatatggtttggtttttct^ 
tgaaagtgttttttcttcgtccttttggtttaaaaagtttcacgtcttggtgccttt 

10 tgtgtgatgcgccttgctgatggcttgacatgtgcaattgtgagggacatgctca 
cctctagccttaaggggggcagggagtgatgatttgggggaggctttgggagca 
aaataaggaagagggctgagctgagcttcggttctccagaatgtaa.gaaaacaa 
aatctaaaacaaaatctgaactctcaaaagtctattt1tttaactgaaaatgtaa 
atttataaatatattcaggagttggaatgttgtagttacctactgagtaggcggc 

1 5 gatttttgtatgttatgaacatgcagttcattattttgtggttctattttactttgt 
acttgtgtttgcttaaacaaagtgactgtttggcttataaacacattgaatgcgc 
tttattgcccatgggatatgtggtgtatatccttccaaaaaattaaaacgaaaat 
aaagtagctgcgattgggtatgtgtttcctgggttaggggaaggactctgcccta 
ttgagggctgtgaggttttctgaagacttggcctttagagatacaaggatcctcc 

20 agccagagtcaggcccactgtgtgaaactggagttcgttatttatgaggactgag 
tatgggnnnnnnnnnn^^ 

• • . 5 v'.KMN>MbnSfNNN]SIN^ 
' v . - • • , ., NNNNNN^INNNl^^ 

NNNNNlSnSTNN^ : = 

25 TTGATAATGGGCCTGTTCCTCTTCAGTGTGTTGGGCTGAAGCTTTACCTTGGTTAG 
CTAAAGCCAAGAAAGGCAAGAGTTAGGGCTGGGACATGTGTGGCCAAAGGCAGT 
GTTACTCTCCTGGCATCAAATGTTGGGCCAGTCCCGTCCCCCACCTCTACTCAGG 
GTTGGAAAACCCATGATCTTGGGAATCCCTGCCATGTGCAGTTAGAGGAGGTAA 
GAAGTAGGCACAAGGCCTTTAGGGGAACAGTAACAATGCTGGGGCCGACTCAGC 
30 CTCTCCCTCCCATTCCCCAGGTCCCCAGCAACTTGAGGGCATCAAAGAAGCCTAG 
ACGAGGTAAAGGCCAGTTCTCAAGCCAAGAATCCTTCCAGGAAGAAATTCTTATT 
ACTTGCCAGCTGGAACTGCCATCCTTGGCAGCTTCGTGGGACAAAGGATAGAGT 
GGGCAGAAGCCTGGCCTGGTGTCTAAAGJTCGCATCCGGGCCAAATCTGTTCCCA 
' ; TTGTGTAGGAGGCCTGAGGTTGTAGGTTCTlTrGGGCC 

35 

SEQ ID NO: 350 

>3057 BLOOD 346395.5 AF187016 g6601393 Human myosin regulatory light chain 
interacting protein MIR niRNA, complete cds. 0 

CGCCACCGCGGAGGACAGGTGCAGCTGGCGGGCAGCGGGTGAGGGGGTGGCGG 
40 GGACGCGAGTGGCGGCCGCGGGGCCCCGGACAAGGGTCCGCAGAGCTGCAGCCT 
TCGAGGGCCAGCCCTCTCCGAGTCCGGGGCTGGGTCCCACCAGTGACAAGGCGG 
CAGCCCCGCGCACACCAAAGAGAAGGCGGCTGTGGCGGCAGCGGCAGCCCCAGC 
CATGCTGTGTTATGTGACGAGGCCGGACGCGGTGCTGATGGAGGTGGAGGTGGA 
GGCGAAAGCCAACGGCGAGGACTGCCTCAACCAGGTGTGCAGGCGACTGGGAAT 
45 CATAGAAGTTGACTATTTTGGACTGCAGTTTACGGGTAGCAAAGGTGAAAGTTTA 
TGGCTAAACCTGAGAAACCGGATCTCCCAGCAGATGGATGGGCTAGCCCCTTAC 
AGGCTTAAACTTAGAGTCAAGTTCTTCGTGGAGCCTCATCTCATCTTACAGGAGC 
AGACTAGGCATATCTTTTTCTTGCACATCAAGGAGGCCCTCTTGGCAGGCCACCT 
CTTGTGTTCCCCAGAGCAGGCAGTGGAACTCAGTGCCCTCCTGGCCCAGACCAAG 
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TTTGGAGACTACAACCAGAACACTGCCAAGTATAACTATGAGGAGCTCTGTGCC 
AAGGAGCTCTCCTCTGCCACCTTGAACAGCATTGTTGCAAAACATAAGGAGTTGG 
AGGGGACCAGCCAGGCTTCAGCTGAATACCAAGTTTTGCAGATTGTGTCGGCAAT 
GGAAAACTATGGCATAGAATGGCATTCTGTGCGGGATAGCGAAGGGCAGAAACT 
5 GCTCATTGGGGTTGGACCTGAAGGAATCTCAATTTGTAAAGATGACTTTAGCCCA 
ATTAATAGGATAGCTTATCCTGTGGTGCAGATGGCCACCCAGTCAGGAAAGAAT 
GTATATTTGACGGTCACCAAGGAATCTGGGAACAGCATCGTGCTCTTGTTTAAAA 
TGATCAGCACCAGGGCGGCCAGCGGGCTCTACCGAGCGATAACAGAGACGCACG 
CATTCTACAGGTGTGACACAGTGACCAGCGCCGTGATGATGCAGTATAGCCGTG 

1 0 ACTTGAAGGGCCACTTGGCATCTCTGTTTCTGAATGAAAACATTAACCTTGGC AA 
GAAATATGTCTTTGATATTAAAAGAACATCAAAGGAGGTGTATGACCATGCCAG 
GAGGGCTCTGTACAATGCTGGCGTTGTGGACCTCGTTTCAAGAAGCAACCAGAG 
CCCTTCACACTCGCCTCTGAAGTCCTCAGAAAGCAGCATGAACTGCAGCAGCTGC 
GAGGGCCTCAGCTGCCAGCAGACCCGGGTGCTGCAGGAGAAGCTACGCAAGCTG 

1 5 AAGGAAGCCATGCTGTGCATGGTGTGCTGCGAGG AGGAGATCAACTCCACCTTC 
TGTCCCTGTGGCCACACTGTGTGCTGTGAGAGCTGCGCCGCCCAGCTACAGTCAT 
GTCCCGTCTGCAGGTCGCGTGTGGAGCATGTCCAGCACGTCTATCTGCCAACGCA 
CACCAGTCTTCTCAATCTGACTGTAATCTAATCTGTTGTGCTTTTGTTGGACTTGG 
CATGTTTCCATGAACTGCACTATTATAAACTATTAAAATGATAGATTGTGGAGAA 

20 AGTAATTATTCCAACACCCATCTGCCATGCGATGTTAAAAAAAAAAAAAAGGAA 
GAAAAATAACACAGCTACTCCTCACTGCAAAAACATATCCATGCGTAGAATCAA 

■ GAAGTGCAGTCATGGGACCAGGAGGAGGTOTGGGACGCAGACACATTGGTTGGA 
- :- v. ,rCGTTGATTTTrTTTATGATCTAGTAAAGGAATAGGTA,AAGTCTTT 

AGTGGGAACATAGGCAAAAAGrrGGGTAGGTTTTAGGAAATGATGTFGTAAGTCT 

25 CCTTAATGTATCCTGAGGTAAGTTTGCTACTGGCAGCAGATTTTGTAAGAATTAC 
TTTTAAGAATTTCATTCTTTTTGTATGGTCATGGAGCT 

AAAGTCTTTTGTAAATTGTTGTCGTTTTAATGTCATTTCTGTCTTTATAACTTGATC 

AAGAATGATTGGAAGGCAAACAGGTTTACAAATCAATTCTGTGACTTTTAAAAA 

GTTGACAATGTTGTCAGATTTAAACCAGTGTGGCTAGTAAAAAGCAGCTCACTCA 

30 ATGTGGGTGGCTCCCTATTCCTTTACGCTCCCCCTATCCCTACCCCACAAGCCTTT 
CGATTATAAAATACTACCAATCTTGTTATAAGATTACTGTGGAGTAGTCAAGTAC 
TCCCCGGGCCTTCTGAGCTGGTGGAATATTTTATTTCAGACTGAAAACAGAGAGC 
ACTCTCCTTGGGAAGGGAAAGCGGAGCTTGCTGAGTGAGAGATGG AGCOTCAXG 
1 GTGTACAACTGAGGGTAGTTAACTCATCACTTCTCCCAAGGACTGGATCGGAGCT 

35 TCACCCACTGGTGTTGCTTTGCTTGAACTGTTCAAGCCTTTTATAGCCTTACCATA 
AGTATITAGATATGGTGTCCTTTTCTGTTTTTGGGGGGGGAGTTTTGTTGTGTTTT 
TTTAAAGTAAGTGCTTAAGTATTAACTTTGGGTTGTCCCCTCTGTATGTTTCGAAG 
GGGTTITGGTTCTTITrGCTTCTGTrTrCTTAAACATGTTTTCCACTCCCACTTGGG 
CATTTTGGAAGCTGGTCAGCTAGCAGGTTTTCTGGGATGTCGGGAGACCTAGATG 

40 ACCTTATCGGGTGCAATACTAGCTAAGGTAAAGCTAGAAACCTACACTGTCACTT 
TACTGAGATTTCTGAGTATACTTTTCATATTGCCTTAATGTAGCAGTAATGTGTTT 
ATGCATTTGTTTCTTTGCACAGACATTTTGTCAAATATTAAAACTCTACTTTTI^ 
TGGCACATATTAGCATATAAGCCTrTATTCCAAGAGGTATTTATTITTTCACTTGT 
AAAAAAATAATGTTTCCACGTAAAGAACTCTGTTATATCCTAGAGGACTCTGTCT 

45 TTTATATTCGGGATAATAAAGACTTTAAAGC 

SEQIDNO: 351 

>3072 BLOOD 1327030.1 U26162 g829622 Human myosin regulatory light chain mRNA, 
complete cds. 0 
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CGGAGCTACCAAAGGAGTGGGGGACGAGGGCCGGGCTGCGGGCGACCGCCGCA 
GCGCAGGCCGCGATATCGCAGCGGATCGGAGCAGGCCGGAGGGGCAATTAAGA 
CCCCGGCCGTGTGCGTCCGGCCTCAGCAGCCCCGCCGCTCGGCGGACACGCAGA 
CCCCGCCGGCCCGGGCGCGAACACTCAGCGCACCCCCGTTCCACTTGGTCCCGCC 
5 GCGCCTTCCGGTGCGCCTTCCGGTGCGCCTTCCGCTCCGCCCCTTCAGGCAGGAA 
GTGTCGGCGCCGCCACTGTCCGGCCACAGCCTAACGCTCTTCGCTGTCGTTTGTG 
GTCTCGCGCAGGGCGGCCCCGGTTCTGGTGTTTGGCGTCGGAATTAAACAACCAC 
CATGTCGAGCAAAAAGGCAAAGACCAAGACCACCAAGAAGCGCCCTCAGCGTGC 
AACATCCAATGTGTTTGCCATGTTTGACCAGTCACAGATTCAGGAGTTCAAAGAG 

1 0 GCCTTCAACATGATTGATCAGAACAGAGATGGCTTCATCGACAAGGAAGATTTG 
CATGATATGCTTGCTTCTCTAGGGAAGAATCCCACTGATGCATACCTTGATGCCA 
TGATGAATGAGGCCCCAGGGCCCATCAATTTCACCATGTTCCTGACCATGTTTGG 
TGAGAAGTTAAATGGCACAGATCCTGAAGATGTCATCAGAAACGCCTTTGCTTGC 
TTTGATGAAGAAGCAACAGGCACCATTCAGGAAGATTACCTAAGAGAGCTGCTG 

1 5 ACAACCATGGGGGATCGGTTTACAGATGAGGAAGTGGATGAGCTGTACAGAGAA 
GCACCTATTGACAAAAAGGGGAATTTCAATTACATCGAGTTCACACGCATCCTGA 
AACATGGAGCCAAAGACAAAGATGACTGAAAGAACTTTAGCTAAAATCTTCCAG 
TTACATTGTCTTACTCTCTTTTACTTCTCAGACACTTCCCCCACCCTCATAGAACC 
TGTTGCATGCAACTTAGTTTCACAGCTTTGCCTCTTCTTTTTGATGTATTTATTCCA 

20 GACCTTTCTGCCACTTAGCACTTGTATAATCAGACTGGAAATGGGGATGAGGGTG 
TAAATTGTATTGAAAAAGATCGCGAATAAAAATCAACAAATGTGAAAGCCCAGA 
.. 1 AAAATATATTCGTATTTCTGGTTTTGCTGGAmTTAGATTTlTATATAATAAA/iA 
.' .• TGTTATTTTGAAATAAAGATTATGGTGACSrGAAATGC - / * • . '. 

25 SEQ ID NO: 352 ' c 

>3210 BLOOD 1095563.3 D00762 g220027 Human mRNA for proteasome subunit HC8. 0 
TTTGCGGCATCCTGTGGTATAGGGGAAGCGCTCCGGGCCTGGAATCCCTACGCGT 
CCCTTTGGGTTTAGCACGATGAGCTCAATCGGCACTGGGTATGACCTGTCAGCCT 
CTACATTCTCTCCTGACGGAAGAGTTTTTCAAGTTGAATATGCTATGAAGGCTGT 

30 GGAAAATAGTAGTACAGCTATTGGAATCAGATGCAAAGATGGTGTTGTCTTTGG 
GGTAGAAAAATTAGTCCTTTCTAAACTTTATGAAGAAGGTTCCAACAAAAGACTT 
TTTAATGTTGATCGGCATGTTGGAATGGCAGTAGCAGGTTTGTTGGCAGATGCTC 
GTTCTTTAGGAGACATAGCAAGAGAAGAAGCTTCCAACTTCAGATCTAACTTTGG 
^CTACA^CATTCCACTAAAACATCTTGCAGACAGAGTGGCCATGTATGTGCATGCA 

35 TATACACTCTACAGTGCTGTTAGACCTTTTGGCTGCAGTTTCATGTTAGGGTCTTA 
CAGTGTGAATGACGGTGCGCAACTCTACATGATTGACCCATCAGGTGTTTCATAC 
GGTTATTGGGGCTGTGCCATCGGCAAAGCCAGGCAAGCTGCAAAGACGGAAATA 
GAGAAGCTTCAGATGAAAGAAATGACCTGCCGTGATATCGTTAAAGAAGTTGCA 
AAAATAATTTACATAGTACATGACGAAGTTAAGGATAAAGCTTTTGAACTAGAA 

40 CTCAGCTGGGTTGGTGAATTAACTAATGGAAGACATGAAATTGTTCCAAAAGAT 
ATAAGAGAAGAAGCAGAGAAATATGCTAAGGAATCTCTGAAGGAAGAAGATGA 
ATCAGATGATGATAATATGTAACATTTACTCCAGCATCTATTGTATTTTAAATTTC 
TACTCCAGTCCAATGTAACTATTTAGCCCTGGATTATACATACTGTCCAATTTTCA 
TTAAATTTTTGTCTTAC 

45 

SEQ ID NO: 353 

>3230 BLOOD 480496.45 L38616 g603444 Human brain and reproductive organ-expressed 
protein (BRE) gene, complete cds. 0 



276 



WO 02/074979 



PCT/US02/08456 



GCGCGCTCGGGTACCTGTACCCCACGTAGTCGCCGGTTACCGATCGGACTAAGTT 
CCAGAAGCAAGAGATAAAGTAATAATGGGTACTGTGGGGAAAAACACAGAAGA 
ACAATTCGGTAATATAGTGGTGATTTACAAGTCAAGTTAAAATGTCCCCAGAAGT 
GGCCTTGAACCGAATATCTCCAATGCTCTCCCCTTTCATATCTAGCGTGGTCCGG 
5 AATGGAAAAGTGGGACTGGATGCTACAAACTGTTTGAGGATAACTGACTTAAAA 
TCTGGCTGCACATCATTGACTCCTGGGCCCAACTGTGACCGATTTAAACTGCACA 
TACCATATGCTGGAGAGACATTAAAGTGGGATATCATTTTCAATGCCCAATACCC 
AGAACTGCCTCCCGATTTTATCTTTGGAGAAGATGCTGAATTCCTGCCAGACCCC 
TCAGCTTTGCAGAATCTTGCCTCCTGGAATCCTTCAAATCCTGAATGTCTCTTACT 

10 TGTGGTGAAGGAACTTGTGCAACAATATCACCAATTCCAATGTAGCCGCCTCCGG 
GAGAGCTCCCGCCTCATGTTTGAATACCAGACATTACTGGAGGAGCCACAGTATG 
GAGAGAACATGGAAATTTATGCTGGGAAAAAAAACAACTGGACTGGTGAATTTT 
CAGCTCGTTTCCTTTTGAAGCTGCCCGTAGATTTCAGCAATATCCCCACATACCTT 
CTCAAGGATGTAAATGAAGACCCTGGAGAAGATGTGGCCCTCCTCTCTGTTAGTT 

1 5 TTGAGGACACTGAAGCCACCCAGGTGTACCCCAAGCTGTACTTGTCACCTCGAAT 
TGAGCATGCACTTGGAGGCTCCTCAGCTCTTCATATCCCAGCTTTTCCAGGAGGA 
GGATGTCTCATTGATTACGTTCCTCAAGTATGCCACCTGCTCACCAACAAGGTGC 
AGTACGTGATTCAAGGGTATCACAAAAGAAGAGAGTATATTGCTGCTTTTCTCAG 
TCACTTTGGCACAGGTGTCGTGGAATATGATGCAGAAGGCTTTACAAAACTCACT 

20 CTGCTGCTGATGTGGAAAGATTTTTGTTTTCTTGTACACATTGACCTGCCTCTGTT 
TTTCCCTCGAGACCAGCCAACTCTCACATTTCAGTCCGTTTATCACTTTACCAACA 
V ?:> .'. •• iGTGGAGAGCTTTACTGCCAGGCCGAAAAAAATTATCCGTACAGCGGCAGATGGG • 
ATGGAAATGAAATGGGGAAAAGAGGA^^GGGTTATTTCA^AAACGTTTGTGCCTC. 
AGTTCCAGGAGGCAGGATTTGCCAATGGAAAGCTCTAGGAAACACCAGTCTTGA 

25 GAGGTGGCCAGCCAGACTGCCTGTCCACATGCGTGTCAGCACATACAGCCGCTTG 
CTGGAAGCCGCCTGGAATGTCTTCACGGCAGCGTTTTGCTCACACAGCAGCTTTT 
GCACGCCCCAGGCAGCCCCGACTGCTGAAATCCAACTTGAGCTGGCTGGTGGTCC 
CTGGATCCTAGAGCCCTTCACTTCGGGTTACTCCCTCTTTCTTGCCTCTATTTCTTA 
GTTGGAAGAAATAAACTCACAAATTATGGTGCAGTAATTTTCCGGGGAAAGTAA 

30 AGCCTCAGGAATGCCCACGCCTTTCTTCCAAAGCCTTTGTCTCTGAGACCTCTTAA 
GTTCTAAGATTAAATGCCCCTCGCTGTTCTTCCTCTG 

SEQ ID NO: 354 

'" >3242 BLOOD 201279.14 U3740S g37O2074 Human phosphoprotein CtBP mRNA, 
35 complete cds. 0 

TGCACCCTGAGCTCAATGGGGCTGCCTATAGGTACCCGCNCCACGCCCCTTCTCC 
TGGCCAAACCGTCAAGCCCGAGGCGGATAGAGACCACGCCAGTGACCAGTTGTA 
GCCCGGGAGGAGCTCTCCAGCCTCGGCGCCTGGGCAGAGGGCCCGGAAACCCTC 
GGACCAGAGTGTGTGGAGGAGGCATCTGTGTGGTGGCCCTGGCACTGCAGAGAC 

40 TGGTCCGGGCTGTCAGGAGGCGGGAGGGGGCAGCGCTGGGCCTCGTGTCGCTTG 
TCGTCGTCCGTCCTGTGGGCGCTCTGCCCTGTGTCCTTCGCGTTCCTCGTTAAGCA 
GAAGAAGTCAGTAGTTATTCTCCCATGAACGTTCTTGTCTGTGTACAGTTTTTAGA 
ACATTACAAAGGATCTGTTTGCTTAGCTGTCAACAAAAAGAAAACCTGAAGGAG 
CATITGGAAGTCAATTTGAGGNNNNNNNNNNNNNNN^ 

45 GGAACGTGCCCCAGAATGAGGCAGTTGGCAAACTTCTCAGGACAATGAATCCTC 
CCGTTTTTCTTTTATGCCACACAGTGCATTGTTTTTTCTACCTGCTTGTCT^ 
TAGAATAATTTAGAAAAACAAAACAAAGGCTGTTTTTCCTAATTTTGGCAGAACC 
CCCC 
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SEQIDNO: 355 

>3284 BLOOD Hs.6453 gnl|UG|Hs#S377401 Human inositol 1,3,4-trisphosphate 5/6-kinase 
mRNA, complete cds /cds=(l 18,1362) /gb=U51336 /gi=1322037 /ug=Hs.6453 /len=3049 
CCCGCGGGCAGGGGCGGCGAGTGCGCGGGCCGCCGCCCTTCTCGGCGGGCAGCG 
5 CGCGAGGACCAGGCCGAGGAGGAAGTGGCGGCGGCGGCGGCGGGCTCCCCGCC 
CGAGGAGGAAGATGCAGACCTTTCTGAAAGGGAAGAGAGTTGGCTACTGGCTGA 
GCGAGAAGAAAATCAAGAAGCTGAATTTCCAGGCTTTCGCCGAGCTGTGCAGGA 
AGCGAGGGATGGAGGTTGTGCAGCTGAACCTTAGCCGGCCGATCGAGGAGCAGG 
GCCCCCTGGACGTCATCATCCACAAGCTGACTGACGTCATCCTTGAAGCCGACCA 

1 0 GAATGATAGCCAGTCCCTGG AGCTGGTGCACAGGTTCCAGGAGTACATCGATGC 
CCACCCTGAGACCATCGTCCTGGACCCGCTCCCTGCCATCAGAACCCTGCTTGAC 
CGCTCCAAGTCCTATGAGCTCATCCGGAAGATTGAGGCCTACATGGAAGACGAC 
AGGATCTGCTCGCCACCCTTCATGGAGCTCACGAGCCTGTGCGGGGATGACACCA 
TGCGGCTGCTGGAGAAGAACGGCTTGACTTTCCCATTCATTTGCAAAACCAGAGT 

1 5 GGCTCATGGCACC AACTCTCACGAGATGGCTATCGTGTTCAACCAGGAGGGCCTG 
AACGCCATCCAGCCACCCTGCGTGGTCCAGAATTTCATCAACCACAACGCCGTCC 
TGTACAAGGTGTTCGTGGTTGGCGAGTCCTACACCGTGGTCCAGAGGCCCTCACT 
CAAGAACTTCTCCGCAGGCACATCAGACCGTGAGTCCATCTTCTTCAACAGCCAC 
AACGTGTCAAAGCCGGAGTCGTCATCGGTCCTGACGGAGCTGGACAAGATCGAG 

20 GGCGTGTTCGAGCGGCCGAGCGACGAGGTCATCCGGGAGCTCTCCCGGGCCCTG 
CGGCAGGCACTGGGCGTGTCACTCTTCGGCATCGACATCATCATCAACAACCAGA 
• Y.<: . ■ •vCAGGGGAGCACGGCGTCATTGAGATGAATGGCTTGCGAGGGTACGAGGGCGTGA 
. ; ., • GCGAGTTGTTCACAGAGCTGG-EGAACCACATCGGGACTGTCCTGCAGGGCCAGAG- 
■ CACAGCCATGGCAGGCACAGGGGACGTGGCGCTGGTGAGGCACAGCAAGCTTCT 

25 GGCCGAGCCGGCGGGCGGCCTGGTGGGCGAGCGGACATGCAACGCCAGCCCGGG 
CTGCTGCGGCAGCATGATGGGCCAGGACGCGCCCTGGAAAGCTGAGGCCGACGC 
GGGCGGCACCGCCAAGCTGCCGCACCAGAGACTCGGCTGCAACGCCGGCGTGTC 
TCCCAGCTTCCAGCAGCATTGTGTGGCCTCCCTGGCCACCAAGGCCTCCTCCCAG 
TAGCCACGGAGCCGGGACCCAGAGGGCAGCGCAGGCGCAGGAGCACACCCGCT 

30 GGGCCAGCAGCTCCCAACGGCGATGCTACTACTAAGAATCCCCAGTGATCTGATT 
CTTCTGTTTTTTAATTTTTAACCTGATTTTCTGATGTCATGATCTAAATGAGGGGT 
AGAAGAGAGTACCAGGTGGTCCACCGTTGGGGAGCGGGGCCGTCCGCCTGCTCT 
CTACTGTGCAGACCTCCTAACTGAGTTTAGACACGCTTGTGTTGCAACACTAGGT 
- CTGGATGGGAGGTGAGGGGGGTGCGTATACTGCCATGCGAGTGTCTGTGCACAT 

35 CCCTGTCTGTTGTCTCCATGGCCACTGTGGACTGGGACCCTTGAAGCCTGCCCAT 
GTGGGTGTGGGAGGCTGATCAGTGCGTGTGAGAGTGGCTTCCCTTCTGCCTGACT 
CCCCACTCCCTGACCTGCCCCTTCCTTGTTrTTCCTCCTACTGGTCTCCACCAAGG 
CTTTGTTAGCCCCCACCCTGCCTGGTGTGCAGCTAACCCCTCCCTCCCCACAGCCA 
GAGGAGGCCACAGACCCCTCAGGGAGTTCCGCGCTGGGGTCTGGGCTGTGCTCC 

40 CTCACTAAAGGGAAGGAAAGGAAGCTGGGCGTCCTCCGGGCCCCCCAACACACG 
TCCCATTTAGCCCTGCACAGCGGTCTCCTTCCCCTAAGCCAGCACTGCTGCTCCCT 
GGAGCCGGGAAGGAGGCTGCCTGGCTGGAGGCCGAGCCGATGGGCCTGTGCTGA 
GGATTTGTGGTGTGATTTGGGCAAATCATTCCAGGTCTTTGGGCCTCCACCCCCTC 
GTCTCTAGTGGACATTTGAGATCAGAGAGCACCACAGGGCTGGCTTTGTGCCCTA 

45 ACCCCTGGGATGCAGCCTGCCTTTCCATAAAGTCACCTAGGTGAGGATAGGCGCG 
GGAGCCTCGGCATGACACCATGGAGATCGGGGCCCTCTTCCCAGTGGGTTCACTC 
CTTTTCACACCTGCTGGGTCCCTCCTCGCCCAGCAGGCCTGGTCCACCTCTCATTG 
CAAGCCCGCAAGCAGTGAGCCGAGTAAGGTGCTTAGTGTGAGCCACCCGCCCCC 
CATAGCTTCTGCACACCTCAGACTCACCCCATCACCTTGGCAGCAAAGCACTGCT 
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CTGCCGTCTGACCCCTGATCCAGGCAGCAGCCCCCTCCGCAGAGAAAAGGGTTG 
GGGAGAAGCCTCTGCAGTCCTGGAAGATGTGGGGTGCTGGGTGAGAGGCATCAG 
CCCCCACAAGTATGTTTTTGTGTCTTAAGATAGCAGTTTACTTTGAAAAAGTGAA 
AAAGGCTTCCGGGCTGTCCTCTGCCCAGTGAGATGGAGGACGCTAGAGAAAGTG 
5 CTGAGTGTCCCGAGAGAGGCCCCCGAGCCAGTGCATGGAGGTCTTCGGCCTGGC 
TCAGCTGGGCTGCAGGATGCCCACTTTGAGGAGGGAGGCACAGGGCTTGGGCGA 
GGGGCAGAGGCCATCAGAACTGCCCGGCTTTTTTGGAAACTGAGGACCCAACAA 
CTAACCACGTTTACACGACTTGAGTTTTGAACCCCGATTAATGTCTGTACGTCAC 
CTTTCCTAGTTCTGACCCTGAGCCCTGGGGAACAGGAAAGCGTGGCTGGCCTCTT 
10 GCACTGCTTTGTCTCCAAAATAAACTACTGAAATCAAACCGCATTTC 

SEQ ID NO: 356 

>3325 BLOOD 434815.28 X13916 g34338 Human mRNA for LDL-receptor related protein. 
0 

1 5 CAGCGGTGCGAGCTCCAGGCCCATGCACTGAGGAGGCGGAAACAAGGGGAGCC 
CCCAGAGCTCCATCAAGCCCCCTCCAAAGGCTCCCCTACCCGGTCCACGCCCCCC 
ACCCCCCCTCCCCGCCTCCTCCCAATTGTGCATTTTTGCAGCCGGAGGCGGCTCC 
GAGATGGGGCTGTGAGCTTCGCCCGGGGAGGGGGAAAGAGCAGCGAGAGTGAA 
GCGGGGGGTGGGTGAAGGGTTTGGATTTCGGGGCAGGGGGCGCACCCCCGTCAG 

20 CAGGCCCTCCCCAAGGGGCTCGGAACTCTACCTCTTCACCCACGCCCCTGGTGCG 
CTTTGCCGAAGGAAAGAATAAGAACAGAGAAGGAGGAGGGGGAAAGGAGGAAA 
. > AGGGGGACCCCGCAACTGGGGGGGGTGAAGGAGAGAAGIAGCAGGACGAGAGG. 

■ GGAAGGGGCTGGTGCTTGG ATCAGGCC AC AGC ATGGTGACCGCGCCGTTGGTCGT 
■l-. .GCTGGTGCGCGTGCTGTCAGCTCTGGTCGCGGCGGCTATCGACGCGGCTAAGAGT/ 

25 TGCAGCCCCAAGCAGTTTGCCTGCAGAGATCAAATAACCTGTATCTCAAAGGGCT 
GGCGGTGCGACGGTGAGAGGGACTGCCCAGACGGATCTGACGAGGCCCCTGAGA 
TTTGTCCACAGAGTAAGGCCCAGCGATGCCAGCCAAACGAGCATAACTGCCTGG 
GTACTGAGCTGTGTGTTCCCATGTCCCGCCTCTGCAATGGGGTCCAGGACTGCAT 
GGACGGCTCAGATGAGGGGCCCCACTGCCGAGAGCTCCAAGGCAACTGCTCTCG 

30 CCTGGGCTGCCAGCACCATTGTGTCCCCACACTCGATGGGCCCACCTGCTACTGC 
AACAGCAGCTTTCAGCTTCAGGCAGATGGCAAGACCTGCAAAGATTTTGATGAG 
TGCTCAGTGTACGGCACCTGCAGCCAGCTATGCACCAACACAGACGGCTCCTTCA 

■ - TATGTGGCTGTGTTGA AGG ATACCT.CCTGCAGCCGGATAACCGCTCCTGCAAGGC 

CAAGAACGAGCGAGTAGACCGGCCGCCTGTGCTGTTGATAGCCAACTCCCAGAA 
35 CATCTTGGCCACGTACCTGAGTGGGGCCCAGGTGTCTACCATCACACCTACGAGC 
ACGCGGCAGACCACAGCCATGGACTTCAGCTATGCCAACGAGACCGTATGCTGG 
GTGCATGTTGGGGACAGTGCTGCTCAGACGCAGCTCAAGTGTGCCCGCATGCCTG 
GCCTAAAGGGCTTCGTGGATGAGCACACCATCAACATCTCCCTCAGTCTGCACCA 
CGTGGAACAGATGGCCATCGACTGGCTGACAGGCAACTTCTACTTTGTGGATGAC 
40 ATCGATGATAGGATCTTTGTCTGCAACAGAAATGGGGACACATGTGTCACATTGC 
TAGACCTGGAACTCTACAACCCCAAGGGCATTGCCCTGGACCCTGCCATGGGGA 
AGGTGTTTTTCACTGACTATGGGCAGATCCCAAAGGTGGAACGCTGTGACATGGA 
TGGGCAGAACCGCACCAAGCTCGTCGACAGCAAGATTGTGTTTCCTCATGGCATC 
ACGCTGGACCTGGTCAGCCGCCTTGTCTACTGGGCAGATGCCTATCTGGACTATA 
45 TTGAAGTGGTGGACTATGAGGGCAAGGGCCGCCAGACCATCATCCAGGGCATCC 
TGATTGAGCACCTGTACGGCCTGACTGTGTTTGAGAATTATCTCTATGCCACCAA 
CTCGGACAATGCCAATGCCCAGCAGAAGACGAGTGTGATCCGTGTGAACCGCTT 
TAACAGCACCGAGTACCAGGTTGTCACCCGGGTGGACAAGGGTGGTGCCCTCCA 
CATCTACCACCAGAGGCGTCAGCCCCGAGTGAGGAGCCATGCCTGTGAAAACGA 
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CCAGTATGGGAAGCCGGGTGGCTGCTCTGACATCTGCCTGCTGGCCAACAGCCAC 
AAGGCGCGGACCTGCCGCTGCCGTTCCGGCTTCAGCCTGGGCAGTGACGGGAAG 
TCATGCAAGAAGCCGGAGCATGAGCTGTTCCTCGTGTATGGCAAGGGCCGGCCA 
GGCATCATCCGGGGCATGGATATGGGGGCCAAGGTCCCGGATGAGCACATGATC 
5 CCCATTGAAAACCTCATGAACCCCCGAGCCCTGGACTTCCACGCTGAGACCGGCT 
TCATCTACTTTGCCGACACCACCAGCTACCTCATTGGCCGCCAGAAGATTGATGG 
CACTGAGCGGGAGACCATCCTGAAGGACGGCATCCACAATGTGGAGGGTGTGGC 
CGTGGACTGGATGGGAGACAATCTGTACTGGACGGACGATGGGCCCAAAAAGAC 
AATCAGCGTGGCCAGGCTGGAGAAAGCTGCTCAGACCCGCAAGACTTTAATCGA 

1 0 GGGCAAAATGACAC ACCCCAGGGCTATTGTGGTGGATCCACTCAATGGGTGG AT 
GTACTGGACAGACTGGGAGGAGGACCCCAAGGACAGTCGGCGTGGGCGGCTGG 
AGAGGGCGTGGATGGATGGCTCACACCGAGACATCTTTGTCACCTCCAAGACAG 
TGCTTTGGCCCAATGGGCTAAGCCTGGACATCCCGGCTGGGCGCCTCTACTGGGT 
GGATGCCTTCTACGACCGCATCGAGACGATACTGCTCAATGGCACAGACCGGAA 

1 5 GATTGTGTATGAAGGTCCTGAGCTGAACCACGCCTTTGGCCTGTGTCACCATGGC 
AACTACCTCTTCTGGACTGAGTATCGGAGTGGCAGTGTCTACCGCTTGGAACGGG 
GTGTAGGAGGCGCACCCCCCACTGTGACCCTTCTGCGCAGTGAGCGGCCCCCCAT 
CTTTGAGATCCGAATGTATGATGCCCAGCAGCAGCAAGTTGGCACCAACAAATG 
CCGGGTGAACAATGGCGGCTGCAGCAGCCTGTGCTTGGCCACCCCTGGGAGCCG 

20 CCAGTGCGCCTGTGCTGAGGACCAGGTGTTGGACGCAGACGGCGTCACTTGCTTG 
GCGAACCCATCCTACGTGCCTCCACCCCAGTGCCAGCCAGGCGAGTTTGCCTGTG 
v • GCAAGAGCOGCTGCATGGAGGAGCGCTGGAAGTGTGACGGAGACAAGGATTGGC 

:n. >:1XjGAGAAGAGTGATGAGGCGGGAGGCCTGHX>CGATCAGCACACCTGCCCGTCGGA- 
. CCGATTCAAGTGCGAGAACAACCGGTGCATCCCCAACCGCTGGCTCTGCGACGG 
• 25 GGACAATGACTGTGGGAACAGTGAAGATGAGTCCAATGCCACTTGTTCAGCCCG 
CACCTGCCCCCCCAACCAGTTCTCCTGTGCCAGTGGCCGCTGCATCCCCATCTCCT 
GGACGTGTGATCTGGATGACGACTGTGGGGACCGCTCTGATGAGTCTGCTTCGTG 
TGCCTATCCCACCTGCTTCCCCCTGACTCAGTTTACCTGCAACAATGGCAGATGT 
ATCAACATCAACTGGAGATGCGACAATGACAATGACTGTGGGGACAACAGTGAC 

30 GAAGCCGGCTGCAGCCACTCCTGTTCTAGCACCCAGTTCAAGTGCAACAGCGGG 
CGTTGCATCCCCGAGCACTGGACCTGCGATGGGGACAATGACTGCGGAGACTAC 
AGTGATGAGACACACGCCAACTGCACCAACCAGGCCACGAGGCCCCCTGGTGGC 
TGCCACACTGATGAGTTCCAGTGCCGGCTGGATGGACTATGCATCCCCCTGCGGT 

ggcgctgcgatggggagactgagtgcatggactccagcgatgagaagagctgtg 
3 5 agggagtg acccacgtctgcgatcccagtgtcaagtttggctgcaaggactcag 
ctcggtgcatcagcaaagcgtgggtgtgtgatggcgacaatgactgtgaggata 
actcggacgaggagaactgcgagtccctggcctgcaggccaccctcgcaccctt 
gtgccaacaacacctcagtctgcctgccccctgacaagctgtgtgatggcaacga 
cgactgtggcgacggctcagatgagggcgagctctgcgaccagtgctctctgaa 
40 taacggtggctgcagccacaactgctcagtggcacctggcgaaggcattgtgtgt 
tcctgccctctgggcatggagctggggcccgacaaccacacctgccagatccag 
agctactgtgccaagcatctcaaatgcagccaaaagtgcgaccagaacaagttc 
agcgtgaagtgctcctgctacgagggctgggtcctggaacctgacggcgagagc 
tgccgcagcctggaccccttcaagccgttcatcattttctccaaccgccatgaaa 
45 tccggcgcatcgatcttcacaaaggagactacagcgtcctggtgcccggcctgcg 
caacaccatcgccctggacttccacctcagccagagcgccctctactggaccgac 
gtggtggaggacaagatctaccgcgggaagctgctggacaacggagccctgact 
agtttcgaggtggtgattcagtatggcctggccacacccgagggcctggctgtag 
actggattgcaggcaacatctactgggtggagagtaacctggatcagatcgagg 
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TGGCCAAGCTGGATGGGACCCTCCGGACCACCCTGCTGGCCGGTGACATTGAGC 
ACCCAAGGGCAATCGCACTGGATCCCCGGGATGGGATCCTGTTTTGGACAGACT 
GGGATGCCAGCCTGCCCCGCATTGAGGCAGCCTCCATGAGTGGGGCTGGGCGCC 
GCACCGTGCACCGGGAGACCGGCTCTGGGGGCTGGCCCAACGGGCTCACCGTGG 
5 ACTACCTGGAGAAGCGCATCCTTTGGATTGACGCCAGGTCAGATGCCATTTACTC 
AGCCCGTTACGACGGCTCTGGCCACATGGAGGTGCTTCGGGGACACGAGTTCCTG 
TCGCACCCGTTTGCAGTGACGCTGTACGGGGGGGAGGTCTACTGGACTGACTGGC 
GAACAAACACACTGGCTAAGGCCAACAAGTGGACCGGCCACAATGTCACCGTGG 
TACAGAGGACCAACACCCAGCCCTTTGACCTGCAGGTGTACCACCCCTCCCGCCA 

1 0 GCCCATGGCTCCCAATCCCTGTGAGGCCAATGGGGGCCAGGGCCCCTGCTCCCAC 
CTGTGTCTCATCAACTACAACCGGACCGTGTCCTGCGCCTGCCCCCACCTCATGA 
AGCTCCACAAGGACAACACCACCTGCTATGAGTTTAAGAAGTTCCTGCTGTACGC 
ACGTCAGATGGAGATCCGAGGTGTGGACCTGGATGCTCCCTACTACAACTACATC 
ATCTCCTTCACGGTGCCCGACATCGACAACGTCACAGTGCTAGACTACGATGCCC 

1 5 GCGAGCAGCGTGTGTACTGGTCTGACGTGCGGACACAGGCCATCAAGCGGGCCT 
TCATCAACGGCACAGGCGTGGAGACAGTCGTCTCTGCAGACTTGCCAAATGCCC 
ACGGGCTGGCTGTGGACTGGGTCTCCCGAAACCTGTTCTGGACAAGCTATGACAC 
CAATAAGAAGCAGATCAATGTGGCCCGGCTGGATGGCTCCTTCAAGAACGCAGT 
GGTGCAGGGCCTGGAGCAGCCCCATGGCCTTGTCGTCCACCCTCTGCGTGGGAAG 

20 CTCTACTGGACCGATGGTGACAACATCAGCATGGCCAACATGGCATGGCAGCAA 
TCGCACCCTGCTCTTCAGTGGCCAGAAGGGCCCCGTGGGCCTGGCTATTGACTTC 
. COTGA^\AGCAAACTCTACTGGATCAGCTCCGGGAACCATACCATCA AGCGCTGC 
•f- •■. i ^^/ AAGGTGGATGGGAGTGGGGTGGAGGTGATCGATGCGATGCGGAGCGAGGTGGGG, . 
{ ■ AAGGCCACCGCCCTGGCCATCATGGGGGACAAGCTGTGGTGGGGTGATCAGGTG 

'25 1 TCGGAAAAGATGGGCACATGCAGCAAGGCTGACGGCTCGGGCTCCGTGGTCCTT 
CGGAACAGCACCACCCTGGTGATGCACATGAAGGTCTATGACGAGAGCATCCAG 
CTGGACCATAAGGGCACCAACCCCTGCAGTGTCAACAACGGTGACTGCTCCCAG 
CTCTGCCTGCCCACGTCAGAGACGACCCGCTCCTGCATGTGCACAGCCGGCTATA 
GCCTCCGGAGTGGCCAGCAGGCCTGCGAGGGCGTAGGTTCCTTTCTCCTGTACTC 

30 TGTGCATGAGGGAATCAGGGGAATTCCCCTGGATCCCAATGACAAGTCAGATGC 
CCTGGTCCCAGTGTCCGGGACCTCGCTGGCTGTCGGCATCGACTTCCACGCTGAA 
AATGACACCATCTACTGGGTGGACATGGGCCTGAGCACGATCAGCCGGGCCAAG 
. CGGGACCAGACGTGGCGTGAAGACGTGGTGACCAATGGCATTGGCCGTGTGGAG 
' " ' ' GGCATTGCAGTGGACTGGATCGCAGGCAACATCTACTGGACAGACCAGGGClTr •" " 

35 GATGTCATCGAGGTCGCCCGGCTCAATGGCTCCTTCCGCTACGTGGTGATCTCCC 
AGGGTCTAGACAAGCCCCGGGCCATCACCGTCCACCCGGAGAAAGGGTACTTGT 
TCTGGACTGAGTGGGGTCAGTATCCGCGTATTGAGCGGTCTCGGCTAGATGGCAC 
GGAGCGTGTGGTGCTGGTCAACGTCAGCATCAGCTGGCCCAACGGCATCTCAGT 
GGACTACCAGGATGGGAAGCTGTACTGGTGCGATGCACGGACAGACAAGATTGA 

40 ACGGATCGACCTGGAGACAGGTGAGAACCGCGAGGTGGTTCTGTCCAGCAACAA 
CATGGACATGTTTTCAGTGTCTGTGTTTGAGGATTTCATCTACTGGAGTGACAGG 
ACTCATGCCAACGGCTCTATCAAGCGCGGGAGCAAAGACAATGCCACAGACTCC 
GTGCCCCTGCGAACCGGCATCGGCGTCCAGCTTAAAGACATCAAAGTCTTCAACC 
GGGACCGGCAGAAAGGCACCAACGTGTGCGCGGTGGCCAATGGCGGGTGCCAGC 

45 AGCTGTGCCTGTACCGGGGCCGTGGGCAGCGGGCCTGCGCCTGTGCCCACGGGA 
TGCTGGCTGAAGACGGAGCATCGTGCCGCGAGTATGCCGGCTACCTGCTCTACTC 
AGAGCGCACCATTCTCAAGAGTATCCACCTGTCGGATGAGCGCAACCTCAATGC 
GCCCGTGCAGCCCTTCGAGGACCCTGAGCACATGAAGAACGTCATCGCCCTGGC 
CTTTGACTACCGGGCAGGCACCTCTCCGGGCACCCCCAATCGCATCTTCTTCAGC 



281 



WO 02/074979 



PCT/US02/08456 



GACATCCACTTTGGGAACATCCAACAGATCAACGACGATGGCTCCAGGAGGATC 
ACCATTGTGGAAAACGTGGGCTCCGTGGAAGGCCTGGCCTATCACCGTGGCTGG 
GACACTCTCTATTGGACAAGCTACACGACATCCACCATCACGCGCCACACAGTGG 
ACCAGACCCGCCCAGGGGCCTTCGAGCGTGAGACCGTCATCACTATGTCTGGAG 
5 ATGACCACCCACGGGCCTTCGTTTTGGACGAGTGCCAGAACCTCATGTTCTGGAC 
CAACTGGAATGAGCAGCATCCCAGCATCATGCGGGCGGCGCTCTCGGGAGCCAA 
TGTCCTGACCCTTATCGAGAAGGACATCCGTACCCCCAATGGCCTGGCCATCGAC 
CACCGTGCCGAGAAGCTCTACTTCTCTGACGCCACCCTGGACAAGATCGAGCGGT 
GCGAGTATGACGGCTCCCACCGCTATGTGATCCTAAAGTCAGAGCCTGTCCACCC 

1 0 CTTCGGGCTGGCCGTGTATGGGGAGCACATTTTCTGGACTGACTGGGTGCGGCGG 
GCAGTGCAGCGGGCCAACAAGCACGTGGGCAGCAACATGAAGCTGCTGCGCGTG 
GACATCCCCCAGCAGCCCATGGGCATCATCGCCGTGGCCAACGACACCAACAGC 
TGTGAACTCTCTCCATGCCGAATCAACAACGGTGGCTGCCAGGACCTGTGTCTGC 
TCACTCACCAGGGCCATGTCAACTGCTCATGCCGAGGGGGCCGAATCCTCCAGG 

1 5 ATGACCTCACCTGCCGAGCGGTGAATTCCTCTTGCCGAGCACAAGATGAGTTTGA 
GTGTGCCAATGGCGAGTGCATCAACTTCAGCCTGACCTGCGACGGCGTCCCCCAC 
TGCAAGGACAAGTCCGATGAGAAGCCATCCTACTGCAACTCCCGCCGCTGCAAG 
AAGACTTTCCGGCAGTGCAGCAATGGGCGCTGTGTGTCCAACATGCTGTGGTGCA 
ACGGGGCCGACGACTGTGGGGATGGCTCTGACGAGATCCCTTGCAACAAGACAG 

20 CCTGTGGTGTGGGCGAGTTCCGCTGCCGGGACGGGACCTGCATCGGGAACTCCA 
GCCGCTGCAACCAGTTTGTGGATTGTGAGGACGCCTCAGATGAGATGAACTGCA 
GTGCCACCGACTGGAGCAGCTACTTCCGGGTGGGGGTGAAGGGCGTGCT.GTFGCA :•' 
•< ■■' a . •, * GCGGTGCGAGGGGACCTGAGTCTGCTACGCAGGGAGGTGGGTGTGTGATGGGGGG Y - 
.-tV- AATGAGTGTGGGGACTACAGTGATGAGGGGGACTGGGGAGGTGTGAAACGCGGG 

25 AGATGCCCTCTGAATTACTTCGCCTGCCCTAGTGGGGGCTGCATCCCCATGAGCT 
GGACGTGTGACAAAGAGGATGACTGTGAACATGGCGAGGACGAGACCCACTGCA 
ACAAGTTCTGCTCAGAGGCCCAGTTTGAGTGCCAGAACCATCGCTGCATCTCCAA 
GCAGTGGCTGTGTGACGGCAGCGATGACTGTGGGGATGGCTCAGACGAGGCTGC 
TCACTGTGAAGGCAAGACGTGCGGCCCCTCCTCCTTCTCCTGCCCTGGCACCCAC 

30 GTGTGCGTCCCCGAGCGCTGGCTCTGTGACGGTGACAAAGACTGTGCTGATGGTG 
CAGACGAGAGCATCGCAGCTGGTTGCTTGTACAACAGCACTTGTGACGACCGTG 
AGTTCATGTGCCAGAACCGCCAGTGCATCCCCAAGCACTTCGTGTGTGACCACGA 

..; -;..GGGTGACTGTGCAGATGGCTCTGATGAGTCCCCCGAGTGTGAGTACCCGAGCTGC 

GGCCCCAGTGAGrrCCGCTGTGCCAATGGGCGCTGTCTGAGClCCCGCCAG'IGGG 

35 AGTGTGATGGCGAGAATGACTGCCACGACCAGAGTGACGAGGCTCCCAAGAACC 
CACACTGCACCAGCCCAGAGCACAAGTGCAATGCCTCGTCACAGTTCCTGTGCAG 
CAGTGGGCGCTGTGTGGCTGAGGCACTGCTCTGCAACGGCCAGGATGACTGTGG 
CGACAGCTCGGACGAGCGTGGCTGCCACATCAATGAGTGTCTCAGCCGCAAGCT 
CAGTGGCTGCAGCCAGGACTGTGAGGACCTCAAGATCGGCTTCAAGTGCCGCTG 

40 TCGCCCTGGCTTCCGGCTGAAGGACGACGGCCGGACGTGTGCTGATGTGGACGA 
GTGCAGCACCACCTTCCCCTGCAGCCAGCGCTGCATCAACACCCATGGCAGCTAT 
AAGTGTCTGTGTGTGGAGGGCTATGCACCCCGCGGCGGCGACCCCCACAGCTGC 
AAGGCTGTGACTGACGAGGAACCGTTTCTGATCTTCGCCAACCGGTACTACCTGC 
GCAAGCTCAACCTGGACGGGTCCAACTACACGTTACTTAAGCAGGGCCTGAACA 

45 ACGCCGTTGCCTTGGATTTTGACTACCGAGAGCAGATGATCTACTGGACAGATGT 
GACCACCCAGGGCAGCATGATCCGAAGGATGCACCTTAACGGGAGCAATGTGCA 
GGTCCTACACCGTACAGGCCTCAGCAACCCCGATGGGCTGGCTGTGGACTGGGT 
GGGTGGCAACCTGTACTGGTGCGACAAAGGCCGGGACACCATCGAGGTGTCCAA 
GCTCAATGGGGCCTATCGGACGGTGCTGGTCAGCTCTGGCCTCCGTGAGCCCAGG 
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GCTCTGGTGGTGGATGTGCAGAATGGGTACCTGTACTGGACAGACTGGGGTGAC 
CATTCACTGATCGGCCGCATCGGCATGGATGGGTCCAGCCGCAGCGTCATCGTGG 
ACACCAAGATCACATGGCCCAATGGCCTGACGCTGGACTATGTCACTGAGCGCA 
TCTACTGGGCCGACGCCCGCGAGGACTACATTGAATTTGCCAGCCTGGATGGCTC 
5 CAATCGCCACGTTGTGCTGAGCCAGGACATCCCGCACATCTTTGCACTGACCCTG 
TTTGAGGACTACGTCTACTGGACCGACTGGGAAACAAAGTCCATTAACCGAGCC 
CACAAGACCACGGGCACCAACAAAACGCTCCTCATCAGCACGCTGCACCGGCCC 
ATGGACCTGCATGTCTTCCATGCCCTGCGCCAGCCAGACGTGCCCAATCACCCCT 
GCAAGGTCAACAATGGTGGCTGCAGCAACCTGTGCCTGCTGTCCCCCGGGGGAG 

1 0 GGCACAAATGTGCCTGCCCCACCAACTTCTACCTGGGCAGCGATGGGCGCACCTG 
TGTGTCCAACTGCACGGCTAGCCAGTTTGTATGCAAGAACGACAAGTGCATCCCC 
TTCTGGTGGAAGTGTGACACCGAGGACGACTGCGGGGACCACTCAGACGAGCCC 
CCGGACTGCCCTGAGTTCAAGTGCCGGCCCGGACAGTTCCAGTGCTCCACAGGTA 
TCTGCACAAACCCTGCCTTCATCTGCGATGGCGACAATGACTGCCAGGACAACAG 

1 5 TGACGAGGCCAACTGTGACATCCACGTCTGCTTGCCCAGTCAGTTCAAATGCACC 
AACACCAACCGCTGTATTCCCGGCATCTTCCGCTGCAATGGGCAGGACAACTGCG 
GAGATGGGGAGGATGAGAGGGACTGCCCCGAGGTGACCTGCGCCCCCAACCAGT 
TCCAGTGCTCCATTACCAAACGGTGCATCCCCCGGGTCTGGGTCTGCGACCGGGA 
CAATGACTGTGTGGATGGCAGTGATGAGCCCGCCAACTGCACCCAGATGACCTG 

20 TGGTGTGGACGAGTTCCGCTGCAAGGATTCGGGCCGCTGCATCCCAGCGCGTTGG 

AAGTGTGACGGAGAGGATGACTGTGGGGATGGCTCGGATGAGCCCAAGGAAGA 
.-; :GTGTGATGAACGCACCTGTGAGGCATACCAGTTCGGCTGGA/\GAAGAAGCGGTG . 
. v.GGTGGCCGGCGGCTGGGAGTGGGAGTAGGAGA/vCGATTGGGGTGAGAAGTCCGA 
', • • TGAAGAGAGCTGCACCGGTCGGCGCTGGTGCGAGAGTGAGTTCTCCTGTGCCAAC 

25 GGCCGCTGCATCGCGGGGGGCTGGAAATGCGATGGAGACCACGACTGCGCGGAC 
GGCTCGGACGAGAAAGACTGCACCCCCCGCTGTGACATGGACCAGTTCCAGTGC 
AAGAGCGGCCACTGCATCCCCCTGCGCTGGCGCTGTGACGCAGACGCCGACTGC 
ATGGACGGCAGCGACGAGGAGGCCTGCGGCACTGGCGTGCGGACCTGCCCCCTG 
GACGAGTTCCAGTGCAACAACACCTTGTGCAAGCCGCTGGCCTGGAAGTGCGAT 

30 GGCGAGGATGACTGTGGGGACAACTCAGATGAGAACCCCGAGGAGTGTGCCCGG 
TTCGTGTGCCCTCCCAACCGGCCCTTCCGTTGCAAGAATGACCGCGTCTGTCTGT 
GGATCGGGCGCCAATGCGATGGCACGGACAACTGTGGGGATGGGACTGATGAAG 
AGGACTGTGAGCCCCCCACAGCCCACACCAGGGAGXGCAAAGAGAAGAAGGAGT 
TTCTGTGCCGGAACCAGCGCTGCCTCTCCTCGTGCCTGCGGTGCAACATGTTCGAT 

35 GACTGCGGGGACGGCTCTGACGAGGAGGACTGCAGCATCGACCCCAAGCTGACC 
AGCTGCGCCACCAATGCCAGCATCTGTGGGGACGAGGCACGCTGCGTGCGCACC 
GAGAAAGCGGCCTACTGTGCCTGCCGCTCGGGCTTCCACACCGTGCCCGGCCAGC 
CCGGATGCCAAGACATCAACGAGTGCCTGCGCTTCGGCACCTGCTCCCAGCTCTG 
CAACAACACCAAGGGCGGCCACCTCTGCAGCTGCGCTCGGAACTTCATGAAGAC 

40 GCACAACACCTGCAAGGCCGAAGGCTCTGAGTACCAGGTCCTGTACATCGCTGA 
TGACAATGAGATCCGCAGCCTGTTCCCCGGCCACCCCCATTCGGCTTACGAGCAG 
GCATTCCAGGGTGACGAGAGTGTCCGCATTGATGCTATGGATGTCCATGTCAAGG 
CTGGCCGTGTCTATTGGACCAACTGGCACACGGGCACCATCTCCTACCGCAGCCT 
GCCACCTGCTGCGCCTCCTACCACTTCCAACCGCCACCGGCGACAGATTGACCGG 

45 GGTGTCACCCACCTCAACATTTCAGGGCTGAAGATGCCCAGAGGCATCGCCATCG 
ACTGGGTGGCCGGAAACGTGTACTGGACCGACTCGGGCCGAGATGTGATTGAGG 
TGGCGCAGATGAAGGGCGAGAACCGCAAGACGCTCATCTCGGGCATGATTGACG 
AGCCCCACGCCATTGTGGTGGACCCACTGAGGGGGACCATGTACTGGTCAGACT 
GGGGCAACCACCCCAAGATTGAGACGGCAGCGATGGATGGGACGCTTCGGGAGA 
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CACTGGTGCAGGACAACATTCAGTGGCCCACAGGCCTGGCCGTGGATTATCACA 
ATGAGCGGCTGTACTGGGCAGACGCCAAGCTTTCAGTCATCGGCAGCATCCGGCT 
CAATGGCACGGACCCCATTGTGGCTGCTGACAGCAAACGAGGCCTAAGTCACCC 
CTTCAGCATCGACGTCTTTGAGGATTACATCTATGGTGTCACCTACATCAATAAT 
5 CGTGTCTTCAAGATCCATAAGTTTGGCCACAGCCCCTTGGTCAACCTGACAGGGG 
GCCTGAGCCACGCCTCTGACGTGGTCCTTTACCATCAGCACAAGCAGCCCGAAGT 
GACCAACCCATGTGACCGCAAGAAATGCGAGTGGCTCTGCCTGCTGAGCCCCAG 
TGGGCCTGTCTGCACCTGTCCCAATGGGAAGCGGCTGGACAACGGCACATGCGT 
GCCTGTGCCCTCTCCAACGCCCCCCCCAGATGCTCCCCGGCCTGGAACCTGTAAC 

1 0 CTGCAGTGCTTCAACGGTGGCAGCTGTTTCCTC AATGCACGGAGGCAGCCC AAGT 
GCCGCTGCCAACCCCGCTACACGGGTGACAAGTGTGAACTGGACCAGTGCTGGG 
AGCACTGTCGCAATGGGGGCACCTGTGCTGCCTCCCCCTCTGGCATGCCCACGTG 
CCGGTGCCCCACGGGCTTCACGGGCCCCAAATGCACCCAGCAGGTGTGTGCGGG 
CTACTGTGCCAACAACAGCACCTGCACTGTCAACCAGGGCAACCAGCCCCAGTG 

1 5 CCGATGCCTACCCGGCTTCCTGGGCGACCGCTGCCAGTACCGGCAGTGCTCTGGC 
TACTGTGAGAACTTTGGCACATGCCAGATGGCTGCTGATGGCTCCCGACAATGCC 
GCTGCACTGCCTACTTTGAGGGATCGAGGTGTGAGGTGAACAAGTGCAGCCGCT 
GTCTCGAAGGGGCCTGTGTGGTCAACAAGCAGAGTGGGGATGTCACCTGCAACT 
GCACGGATGGCCGGGTGGCCCCCAGCTGTCTGACCTGCGTCGGCCACTGCAGCA 

20 ATGGCGGCTCCTGTACCATGAACAGCAAAATGATGCCTGAGTGCCAGTGCCCAC 
CCCACATGACAGGGCCCCGGTGTGAGGAGCACGTCTTCAGCCAGCAGCAGCCAG 

-.■ :.: ; GAeATATAGCCTGCATGGTAATGGCTCTGCTGTTGTGCTGGTGCTGGTIGTGGTGG . 

\ ' ■ v^,:GCGGAGTGGTATTCTGGTATAAGCGGCGAGTGGAAGGGGCTAAGGGCTTCGAGC 
• : Vv.AGCAACGGATGACGAACGGGGCGATGAACGTGGAGATTGGAAACCCCACCTACA 

25 AGATGTACGAAGGCGGAGAGCCTGATGATGTGGGAGGCCTACTGGACGCTGACT 
TTGCCCTGGACCCTGACAAGCCCACCAACTTCACCAACCCCGTGTATGCCACACT 
CTACATGGGGGGCCATGGCAGTCGCCACTCCCTGGCCAGCACGGACGAGAAGCG 
AGAACTCCTGGGCCGGGGCCCTGAGGACGAGATAGGGGACCCCTTGGCATAGGG 
CCCTGCCCCGTCGGACTGCCCCCAGAAAGCCTCCTGCCCCCTGCCGGTGAAGTCC 

3 0 TTCAGTGAGCCCCTCCCC AGCCAGCCCTTCCCTGGCCCCGCCGGATGTATAAATG 
TAAAAATGAAGGAATTACATTTTATATGTGAGCGAGCAAGCCGGCAAGCGAGCA 
CAGTATTATTTCTCCATCCCCTCCCTGCCTGCTCCTTGGCACCCCCATGCTGCCTT 
CAGGGAGACAGGCAGGGAGGGCTTGGGGCTGCA.GCTCCTAGCCTCCCACGAGAA 
: CGCACCCCACTGGGAGAGCTGGTGGTGCAGCC1TGGGCTGCCTGTATAAGACACT 

3 5 TTGCCAAGGCTCTCCCCTCTCGCCCCATCCCTGCTTGCCCGCTCCC ACAGCTTCCT 
GAGGGCTAATTCTGGGAAGGGAGAGTTCTTTGCTGCCCCTGTCTGGAAGACGTGG 
CTCTGGGTGAGGTAGGCGGGAAAGGATGGAGTGTTTTAGTTCTTGGGGGAGGCC 
ACCCCAAACCCCAGCCCCAACTCCAGGGGCACCTATGAGATGGCCATGCTCAAC 
CCCCCTCCCAGACAGGCCCTCCCTGTCTCCAGGGCCCCCACCGAGGTTCCCAGGG 

40 CTGGAGACTTCCTCTGGTAAACATTCCTCCAGCCTCCCCTCCCCTGGGGACGCCA 
AGGAGGTGGGCCACACCCAGGAAGGGAAAGCGGGCAGCCCCGTTTTGGGGACGT 
GAACGTTTTAATAATTTTTGCTGAATTCCTTTACAACTAAATAACACAGATATTGT 
TATAAATAAATTGTAAAAAAA 

45 SEQIDNO:357 

>3404 BLOOD 235992.7 D87969 gl694636 Human mRNA for CMP-sialic acid transporter, 
complete cds. 0 

CTTTCTTACAAATAAAGTTTATTGCTGAATTTCCCCATTAACATTATAGAAAACAC 
TGAAATTTCACAAATTATTGAGAGCCCAACAGTTAAACATACITTATTTAAAAAA 
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GTACAAAAGTGACATTAGAAATTTTTTTGAAGAAATGTGTATCATCTAACAGCAA 
AGAAATATGAACCAGATAATGAATGGCACAAATATAGCACTAAAGGGGTACTCA 
CTAAAGGGGTACTCAGTCACCACCCAGAAATTGTCCGAGTTATGAAATAGATTCA 
TTTTGAGAAGTTACACATTCAGTTTGTTTATGAACTAGCCTGTCTTGTTTCTGCCT 
5 CTTGTAAGAAAAGAGCTAGGTCTTTATGCTGCTAGGACAAAATACTGTACATGAA 
TTGGAGAATAAGGAGGGGTCATCCTTCTCCCCGGTACCGGAACAAGAGAACAGT 
TAGTACAGAAATGGCTTTGGCACTTTAACCCTTAGACATTGTCCCAAACCTTGTT 
ACTTGAGTATTGTAGCCTCACCATGATTTTTTTTAACACCGTATCATCTCCATACT 
TTTTATTTACAAATTATATATACACACAATAATACAATTCCTTCATTCTAAAACAA 
1 0 TAGTAGACCCCAAACAGGTCTACATTAAGTTTCTGTATTAGCAGTTCACTCAGAT 
AGCTTCGTTTGTTTGTTGTTGTTTCCACATAACCGCACTGATCATGCCATACAGTT 
AATTTTTATTTGTTTATGCTACCTTCTGAGATTGACTTAAGGCTCTAGTTTAATGC 
AAAT 

15 SEQlDNO:358 

>3406 BLOOD 198773.4 U91932 gl923269 Human AP-3 complex sigma3A subunit 
mRNA, complete cds. 0 

GGGGCGGGTGGGGAAGGATCGCAGGCGAGATTACGAGGCGAGGCTCGCGCGCC 
CGCCCCCGCCCTGGCCCCCAGTGGCCCACCCGGTCCGGCCCGGCACAGCCATGAT 

20 CAAGGCGATCCTAATCTTCAACAACCACGGGAAGCCGCGGCTCTCCAAGTTCTAC 
CAGCCCTACAGTGAAGATACACAACAGCAAATCATCAGGGAGACTTTCCATTTG 
. : .^GTATCTAAGAGAGATGAAAATGa^GTAAl-TTGCTAGA^GGAGGATTATTAATTG, 

' tGAGGATCTGACAAGAAACTGA^TTATAGACATTATGGAACGTTATATTTTGTCTT : 
GTGTGTGGATTGTTCAGAAAGTGAACTTGGCATTTTAGATCrAATTCAAGTATI : TG 

25 TGGAAAC ATTAGAC AAATGTTTTGAAAATGTCTGTGAGCTGGATTTGATTTTCC A 
TGTAGACAAGGTTCACAATATTCTTGCAGAAATGGTGATGGGGGGAATGGTATT 
GGAGACAAATATGAATGAGATTGTTACACAAATTGATGCACAAAATAAGCTGGA 
AAAATCTGAGGCTGGCTTAGCAGGAGCTCCAGCCCGTGCTGTATCAGCTGTAAA 
GAATATGAATCTTCCTGAGATCCCAAGAAATATTAACATTGGTGACATCAGTATA 

30 AAAGTGCCAAACCTGCCCTCTTTTAAATAAAAATGTAAAAAGGCCACTCCCAGGT 
AAAATCCAGGGGGAAGAGTCATCTAAGTTTACCATGCAGTTGTTTACCAAAAAT 
AGAGGAGGAGAGTCTTAACTTTTGCTCTTGGATTTAAGTCAAGGTACTGTATAGA 
.- AGTTGTGTAAAATCAGTATGAAAGTTGAATGTTGCTGTTCTTGCTCAGTGATTTTA 
AAGAAATTGAGTAGTTCCTATGTG^^ 

35 TGCCCACCTACGGCATGCCTCTATGTATTGGCTACTACAGTGTTTTAAAAAGTGTT 
TCAGATATTTCTCTAATTATGTACAACCTAAAATGTTGGTGTTTTGTATGGATCAC 
AAGTGCAGCATTCCTTAATTCCTTCTGCTATATGTCACACAGTTGTTATTTGGAGA 
ACCAAGTATGTATTGCATGAAAACATTATGACTTTTTTCTCTTAGTTTAAATAAAC 
TCCAAGGTAACTGGACTTCTAAAGCACCTTTCTGTTTGCCTGATATCTACTTTAGC 

40 AATAATTTTTTTTACAACCCTCTGACTCAACAAAGTAAATAAAAGTATATTTTATC 
ACTAAAAAAAAAAAAAAAGGG 

SEQ ID NO: 359 

>3533 BLOOD 287871.2 U89505 g2078528 Human Hlark mRNA, complete cds. 0 
45 GCCGCCGCCATTTTAGCGTTTTGTCAGAAGCGTCCGCGCCGCGAGGAGGAGGCCC 
TGCTGGTTTCTGTGCGGGCTCTTGTCAGGATGGTGAAGCTGTTCATCGGAAACCT 
GCCCCGGGAGGCTACAGAGCAGGAGATTCGCTCACTCTTCGAGCAGTATGGGAA 
GGTGCTGGAATGTGACATCATTAAGAATTACGGGCTTTGTGCACATAGAAGACA 
AGACGGCAGCTGAGGATGCCATACGCAACCTGCACCATTACAAGCTTCATGGGG 
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TGAACATCAACGTGGAAGCCAGCAAGAATAAGAGCAAAACCTCAACAAAGTTGC 
ATGTGGGCAACATCAGTCCCACCTGCACCAATAAGGAGCTTCGAGCCAAGTTTG 
AGGAGTATGGTCCGGTCATCGAATGTGACATCGTGAAAGATTATGCCTTCGTACA 
CATGGAGCGGGCAGAGGATGCAGTGGAGGCCATCAGGGGCCTTGATAACACAGA 
5 GTTTCAAGGCAAACGAATGCACGTGCAGTTGTCCACCAGCCGGCTTAGGACTGC 
GCCCGGGATGGGAGACCAGAGCGGCTGCTATCGGTGCGGGAAAGAGGGGCACT 
GGTCCAAAGAGTGTCCGATAGATCGTTCAGGCCGCGTGGCAGACTTGACCGAGC 
AATATAATGAGCAATACGGAGCAGTGCGTACGCCTTACACCATGAGCTATGGGG 
ATTCATTGTATTACAACAACGCGTACGGAGCGCTCGATGCCTACTACAAGCGCTG 

10 CCGTGCTGCCCGGTCCTATGAGGCAGTGGCAGCTGCAGCTGCCTCCGTGTATAAT 
TACGCAGAGCAGACCCTGTCCCAGCTGCCACAAGTCCAGAATACAGCCATGGCC 
AGTCACCTCACCTCCACCTCTCTCGATCCCTACGATAGACACCTGTTGCCGACCTC 
AGGAGCTGCTGCCACAGCTGCTGCTGCAGCAGCAGCCGGCTGCTGCTGTTACTGC 
AGCTTCCACTTCATATTACGGGCGGGATCGGAGCCCCCTGCGTCGCGCTACAGCC 

1 5 CCAGTCCCCACTGTTGGAGAGGGCTACGGTTACGGGCATGAGAGTGAGTTGTCCC 
AAGCTTCAGCAGCCGCGCGGAATTCTCTGTACGACATGGCCCGGTATGAGCGGG 
AGCAGTATGCCGATCGGGCGCGGTACTCAGCCTTTTAAAGCTTGAGGTGGGATGT 
GTGTGGGCTGAAATTCCGAGCTGCGGTTGTGCATGAGAATACACCCTTCGTGGTA 
CCCCATCTCCGGGACGTTCTCGGCTCTGTGCGTTCAGTCCCTCAGGAACCGTGGA 

20 CCTTAATTTACCTTGCTAAGTTCAGACCTTCTCTTCCTTTCCTTTCCTTTCCTCTCC 
TGCCCATTTTCCTGTTCTTCTGTCCTTCAATACTTCTGTAGCTTCCCATTCATGTTC 
TGTTCTGCCAGGAGGCeTGATTGTGTGCAGAAACTGTGGTGGGGGGTGTGGTGTC 
TGGTGCGTGGGTCCTGGGTGGTGGGGGTGTTGGATTTGGGAATGACCTTGGTGAGA 
GTCTCACTGCTCCAGGGTCTCTTTTTGGTGC/vAAGGCTAGACCTATAGAGTTGGA.:.. 

25 TCACTTTnTTCTTTCCGGTGAAATAAATGGTTTTTCAACTTAGGGTATGTGTGCT 
TTGCGAGACTTCTTGCTTGGGCTTGTT 

SEQ ID NO: 360 

>3584 BLOOD 978017.7 AF178532 g6851265 Human aspartyl protease (ASP21) mRNA, 
30 complete cds. 0 

AGCCTTAATCTGGACTGCAGAGAGTATAACGCAGACAAGGCCATCGTGGACAAC 
CTGCAGGGGGACTCTGGCCGCGGCTACTACCTGGAGATGCTGATCGGGACCCCC 
CCGCAGAAGCTACAGATTGTGG1TGAGACTGGAAGCAGTAACTTTGCCGTGGCAG 
GAACCCGGCACtCCTAGAtAGAGACGTACTTTGACAGAGAGAGGTCTAGCACAT 

35 ACCGCTCCAAGGGCTTTGACGTCACAGTGAAGTACACACAAGGAAGCTGGACGG 
GCTTCGTTGGGGAAGACCTCGTCACCATCCCCAAAGGCTTCAATACTTCTTTTCTT 
GTCAACATTGCCACTATTTTTGAATCAGAGAATTTCTTTTTGCCTGGGATTAAATG 
GAATGGAATACTTGGCCTAGCTTATGCCACACTTGCCAAGCCATCAAGTTCTCTG 
GAGACCTTCTTCGACTCCCTGGTGACACAAGCAAACATCCCCAACGTTTTCTCCA 

40 TGCAGATGTGTGGAGCCGGCTTGCCCGTTGCTGGATCTGGGACCAACGGAGGTA 
GTCTTGTCTTGGGTGGAATTGAACCAAGTTTGTATAAAGGAGACATCTGGTATAC 
CCCTATTAAGGAAGAGTGGTACTACCAGATAGAAATTCTGAAATTGGAAATTGG 
AGGCCAAAGCCTTAATCTGGACTGCAGAGAGTATAACGCAGACAAGGCCATCGT 
GGACAGTGGCACCACGCTGCTGCGCCTGCCCCAGAAGGTGTTTGATGCGGTGGT 

45 GGAAGCTGTGGCCCGCGCATCTCTGATTCCAGAATTCTCTGATGGTTTCTGGACT 
GGGTCCCAGCTGGCGTGCTGGACGAATTCGGAAACACCTTGGTCTTACTTCCCTA 
AAATCTCCATCTACCTGAGAGACGAGAACTCCAGCAGGTCATTCCGTATCACAAT 
CCTGCCTCAGCTTTACATTCAGCCCATGATGGGGGCCGGCCTGAATTATGAATGT 
TACCGATTCGGCATTTCCCCATCCACAAATGCGCTGGTGATCGGTGCCACGGTGA 
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TGGAGGGCTTCTACGTCATCTTCGACAGAGCCCAGAAGAGGGTGGGCTTCGCAG 
CGAGCCCCTGTGCAGAAATTGCAGGTGCTGCAGTGTCTGAAATTTCCGGGCCTTT 
CTCAACAGAGGATGTAGCCAGCAACTGTGTCCCCGCTCAGTCTTTGAGCGAGCCC 
ATTTTGTGGATTGTGTCCTATGCGCTCATGAGCGTCTGTGGAGCCATCCTCCTTGT 
5 CTTAATCGTCCTGCTGCTGCTGCCGTTCCGGTGTCAGCGTCGCCCCCGTGACCCTG 
AGGTCGTCAATGATGAGTCCTCTCTGGTCAGACATCGCTGGAAATGAATAGCCAG 
GCCTGACCTCAAGCAACCATGAACTCAGCTATTAAGAAAATCACATTTCCAGGGC 
AGCAGCCGGGATCGATGGTGGCGCTTTCTCCTGTGCCCACCCGTCTTCAATCTCT 
GTTCTGCTCCCAGATGCCTTCTAGATTCACTGTCTTTTGATTCTTGATTTTCAAGCT 

1 0 TTCAAATCCTCCCTACTTCCAAGAAAAATAATTAAAAAAAAAACTTCATTCTAAA 
CCAAAACAGAGTGGATTGGGCTGCAGGCTCTATGGGGTTTGTTATGCCAAAGTGT 
CTACATGTGCCACCAACATAAAACAAAACCAAGCCTTGGCTCGTTCTCTTCTCTC 
TTCAATCTCTGGAAAAATAAGTACATATAGTTGATAACCCCTCTTAGCTTACAGG 
AAGCTTTTTGTATTAATTGCCTTTGAGGTTATTTTCCGCCAGACCTCAACCTGGGT 

1 5 CAAAGTGGTACAGGAAGGCTTGCAGTATGATGGCAGGAGAATCAGCCTGGGGCC 
TGGGGATGTAACCAAGCTGTACCCTTGAGACCTGGAACCAGAGCCACAGGCCCC 
TTTTGTGGGTTTCTCTGTGCTCTGAATGGGAGCCAGAATTCACTAGGAGGTCATC 
AACCGATGGTCCTCACAAGCCTCTTCTGAAGATGGAAGGCCTTTTGCCCGTTGAG 
GTAGAGGGGAAGGA\ATCTCCTCTTTTGTACCCAATACTTATGTTGTATTGTTGG 

20 TGCGAAAGTAAAAACACTACCTCTTTTGAGACTTTGCCCAGGGTCCTGTGCCTGG 
ATGGGGGTGCAGGCAGCCTTGACCACGGCTGTTCCCCTCACCCAAAAGAATTATC 
. . ATGCCAACAGCGAAGACCGAACAGGTGCTGAAGTGTGCATCAAGCAGGAAGAGT . 
TGTATCGGCAAGGTGGGCACTATCAGATATGCTTACTCTTGCTTAAAATTAATAAA' 
ICATGrnTGATGAGAAAAAAGTATTGTATTTCACTAGCTTAGTTGTCTGTTTTTG 

25. " CAAATCTTGTCTGGAAGTAGGTTGGCTATTACCCTGTTGGGAAACAGGGAAATGG 
CCTGATGCCCCTATTTCTGACCAGCTGTCAGGGAAGGAAGATGCCAGATGTGCAG 
AAGACACAAGGTAACGTCTACTTATTCCCGTGCTTCGA 

SEQ ID NO: 361 

30 >3598 BLOOD 440860.23 AF044321 g3170263 Human cytochrome c oxidase assembly 
protein COX 11 (COX11) mRNA, complete cds. 0 

ACTGCAACTTAATATTTCTATTTAGAACACAGAAAATGAAAATATTTAGAATAAG 
.. TTGTAGATTTGATGACAAATAAATCACTATTAAAACAATTTAATAGNNNNNNNNN 
~mi^NNNl^GGTTTGTTi€CAGAAGAACTTTTGATGTCAG^ 

35 CACCTGTACATTTTAACATTCATGGACTTGTAATGGTGATGCTTTGGCTAACAGC 
CTAGTAGATGTATTTTATTTCAATTTTATGATACTACAGTTTCAAAGTAATTATTC 
AGAACTCTGAATATAAAATAGCCCTAAACCTTAAAGGACAAATCAAATTTGAAA 
TAAGAATTTAAATCTTTGGACAAGCTGTTAGGGCTTAGTGACTCCTCTTCTACTTT 
GAGCTTTTAAAATACTGACTATTCATAATGAAGGAAAATAGCAACCAACTCTTTT 

40 AGACACAATAAACATGGTTAGAAGTTCTGGCCTATGACTTGAAACAAATAACCC 
TGAGCATACATTTTTGAAAAACATTGTCAGATTCATTGCTGTAAGTNTGAAGAGT 
TAATAATCTGGAAGGGAATTATGGAATTAAGCTGAACCCATGCCTGCATATTTAA 
AAAACAAAGCGGCTTATTTTAATAGTATCAAACTCTTCAGTATGGTATTGAATAG 
TCAGTCATATATTCTAGCTAGGCATATGAGTTTCTTATGATAAAAGCTGAACTTG 

45 TTCTCTCAAGTTTAAGTGAAAAAAATTAGTTGAGAAAAAATAATTATTTAAAATA 
TAAGCCTTCATATTATTGTACAATATTTCTCCTTTGAGAAGATAGGATATATGATT 
TTCCCAAAAATCACAACTTTGAAGGAAGACTTAGTTGCTGACTTCAATTATATCC 
TGGAACTGGCAACTTGTGCCCITCCrTTGCTTCAAAAAAAGTGTAAGAAAGAGTG 
ATAAGATCAACTTTAATCATTCTTGGATCTTCAGCAAATTCAGGATCAATGTAGA 
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AAAACACTGGCATATCTACTTCCTCTTGGGGATTAAGCCTTTGTTCTTCAAAACA 
GAAGCACTGGAAATTATAGAAAGATTTTAATAACATTTCTATTCTCGTATTACAT 
AACAGAAACTATACAGTTCTTTTATCTTAGCATTCCAGTACACTTCGTGATTTTAA 
TAAGCATACTATTAAATACACAGTTCTGTGATAAATTAAGAGCATCTTTTCATCT 
5 CAATGAGTTCTGCTTTAAGGATGAAGAACAAATTCTAATCTTAAAAGCAGATATC 
CATTTGGTTTGGTTCTCAATCTCTGCATAGCAGGTATAGATAGTGAAGAAAAATA 
GCTTGATGTTTAGAAGAAATTCGTTTTCAGAAATCACAAGATCTACTAAAACACT 
AAGTTTCATACTAAACCGTTTCATGTATCTTTATCATATTCTGTAAAGTTTACACT 
TTGATGTACCTGTATTTTATTGAAATACTGTCCAGCTTCAAATGGAACAATATTGT 
10 ATGTAGAAATTCCAATTACTGGTTTGTCAGTAGGATTCTTAGCTCTGTAAAACGC 
CAGTGCAGTCTCTCCTGGCACCACATATATTTCTGTTTGCTGAGGTCTAAAGTTCC 
ACTGGAGACTTGCATGCACATCTGCATTAAAGCTAATTTTAATGATTCGATCTTT 
AACAGGCACCATGTTTTCAATCTTGTCTGAGGCATGACCTGC 

15 SEQK)NO:362 

>3627 BLOOD 198840.10 L08850 g437364 Human AD amyloid mRNA, complete cds. 0 
GAGGAGGACTAGGAGGAGGAGGACGGCGACGACCAGAAGGGGCCCAAGAGAG 
GGGGCGAGCGACCGAGCGCCGCGACGCGGAAGTGAGGTGCGTGCGGGCTGCAG 
CGCAGACCCCGGCCCGGCCCCTCCGAGAGCGTCCTGGGCGCTCCCTCACGCCTTG 

20 GCCTTCAAGCCTTCTGCCTTTCCACCCTCGTGAGCGGAGAACTGGGAGTGGCCAT 
TCGACGACAGTGTGGTGTAAAGGAATTCATTAGCCATGGATGTATTCATGAAAG 
:■: •'. . -i. -XjAGTTTGAAAGGCCAAGGAGGGAGTTGTGGCTGOTGCTGAGAAAACCAAACAGG 
v.- ■ . GSGTGGGAGAAGCAGCAGGAAAGAGAAAAGAGGGTGTTGTCTATGTAGGGTCGA 
-:■<,: •AAAGCAAGGAGGGAGTGGTGGATGGTGTGGCAACAGTGGCTGAGAAGAGGAAA 

25 GAGCAAGTGACAAATGTTGGAGGAGCAGTGGTGACGGGTGTGACAGCAGTAGCC 
CAGAAGACAGTGGAGGGAGCAGGGAGCATTGCAGCAGCCACTGGCTTTGTCAAA 
AAGGACCAGTTGGGCAAGAATGAAGAAGGAGCCCCACAGGAAGGAATTCTGGA 
AGATATGCCTGTGGATCCTGACAATGAGGCTTATGAAATGCCTTCTGAGGAAGG 
GTATCAAGACTACGAACCTGAAGCCTAAGAAATATCTTTGCTCCCAGTTTCTTGA 

30 GATCTGCTGACAGATGTTCCATCCTGTACAAGTGCTCAGTTCCAATGTGCCCAGT 
CATGACATTTCTCAAAGTTTTTACAGTGTATCTCGAAGTCTTCCATCAGCAGTGAT 
TGAAGTATCTGTACCTGCCCCCACTCAGCATTTCGGTGCTTCCCTTTCACTGAAGT 
GAATACATGGTAGCAGGGTCTTTGTGTGCTGTGGATTTTGTGGCTTCAATCTACG 
ATGTTAAAACAAATTAAAAAGAeCTAAGTGACTACCACTTATTTCTAA 

35 CTATTTTTTTGTTGCTGTTGTTCAGAAGTTGTTAGTGATTTGCTATCATATATTATA 
AGATTTTTAGGTGTCTTTTAATGATACTGTCTAAGAATAATGACGTATTGTGAAA 
TTTGTTAATATATATAATACTTAAAAATATGTGAGCATGAAACTATGCACCTATA 
AATACTAAATATGAAATTTTACCATTTTGCGATGTGTTTTATTCACTTGTGTTTGT 
ATATAAATGGTGAGAATTAAAATAAAACGTTATCTCATTGCAAAAATATTTTATT 

40 TTTATCCCATCTCACTTTAATAATAAAAATCATGCTTATAAGCAACATGAATTAA 
GAACTGACACAAAGGACAAAAATATAAAGTTATTAATAGCCATTTGAAGAAGGA 
GGAATTTTAGAAGAGGTAGAGAAAATGGAACATTAACCCTACACTCGGAATTCC 
CTGAAGCAACACTGCCAGAAGTGTGTTTTGGTATGCACTGGTTCCTTA 

45 SEQIDNO:363 

>3650 BLOOD 1 102321.2 D15057 g493244 Human mRNA forDAD-1, complete cds. 0 
CGCAAACAGCACATCCGGTGTGGTCGACGGGTCCTCCAAGAGTTTGGGGCGCGG 
ACCGGAGTACCTTGCGTGCAGTTATGTCGGCGTCGGTAGTGTCTGTCATTTCGCG 
GTTCTTAGAAGAGTACTTGAGCTCCACTCCGCAGCGTCTGAAGTTGCTGGACGCG 
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TACCTGCTGTATATACTGCTGACCGGGGCGCTGCAGTTCGGTTACTGTCTCCTCGT 
GGGGACCTTCCCCTTCAACTCTTTTCTCTCGGGCTTCATCrCTTGTGTGGGGAGTT 
TCATCCTAGCGGTTTGCCTGAGAATACAGATCAACCCACAGAACAAAGCGGATTT 
CCAAGGCATCTCCCCAGAGCGAGCCTTTGCTGATTTTCTCTTTGCCAGCACCATCC 
5 TGCACCTTGTTGTCATGAACTTTGTTGGCTGAATCATTCTCATTTACTTAATTGAG 
GAGTAGGAGACTAAAAGAATGTTCACTCTTTGAATTTCCTGGATAAGAGTTCTGG 
AGATGGCAGCTTATTGGACACATGGATTTTCTTCAGATTTGCACTTACTGCTAGCT 
CTGCTTTTTATGCAGGAGAAAAGCCCAGAGTTCACTGTGTGTCAGAACAACTTTC 
TAACAAACATTTATTAATCCAGCCTCTGCCTTTCATTAAATGTAACCTTTTGCCTT 
10 CCAAATTAAAGAACTCCATGCCACTCCTCAAAAA 

SEQ ID NO: 364 

>3715 BLOOD 1100675.3 U21 128 g699576 Human lumican mRNA, complete cds. 0 
CATATCTCTCTCCCATTCCATAGGGAATGAGCTGGGCTGTCCTTTCTCCCCACGTT 

1 5 CACCTGCACTTCGTTAGAGAGCAGTGTTCACATGCCACACCACAAGATCCCCACA 
ATGACATAACTCCATTCAGAGACTGGCGTGACTGGGCTGGGTCTCCCCACCCCCC 
CCTTCAGCTCTTGTATCACTCAGAATCTGGCAGCCAGTTCCGTCCTGACAGAGTT 
CACAGCATATATTGGTGGATTCTTGTCCATAGTGCATCTGCTTTAAGAATTAACG 
AAAGCAGTGTCAAGACAGTAAGGATTCAAACCATTTGCCAAAAATGAGTCTAAG 

20 TGCATTTACTCTCTTCCTGGCATTGATTGGTGGTACCAGTGGCCAGTACTATGATT 
ATGATTTTCCCCTATCAATTTATGGGCAATCATCACCAAACTGTGCACCAGAATG 
.\ \ v '< !:^AACT<3GGCTGAAAGGTAGGGAAGTGCCAXGTACTGTGATGAGCTGAAATTGAAA • 
:a>*. ■ '.. ^A;©TGTAGCAi\TGGTGeGTCGTGGAATCAAGTATCTITACCTTAGGAATAAOGAGA 
V • • \e 'JSTGAGCATATTGATGAAAAGGCCTITGAGAATGTAACTGATCTGGAGTGGGTCAT- 

25 i TCTAGATCACAACCTTCTAGAAAACTCCAAGATAAAAGGGAGAGTTTTCTCTAAA 
TTGAAACAACTGAAGAAGCTGCATATAAACCACAACAACCTGACAGAGTCTGTG 
GGCCCACTTCCCAAATCTCTGGAGGATCTGCAGCTTACTCATAACAAGATCACAA 
AGCTGGGCTCTTTTGAAGGATTGGTAAACCTGACCTTCATCCATCTCCAGCACAA 
TCGGCTGAAAGAGGATGCTGTTTCAGCTGCTTTTAAAGGTCTTAAATCACTCGAA 

30 TACCTTGACTTGAGCTTCAATCAGATAGCCAGACTGCCTTCTGGTCTCCCTGTCTC 
TCTTCTAACTCTCTACTTAGACAACAATAAGATCAGCAACATCCCTGATGAGTAT 
TTCAAGCGTTTTAATGCATTGCAGTATCTGCGTTTATCTCACAACGAACTGGCTG 
ATA GTGGA ATAGGTGGAAATTCTTTCAATGTGTCATCCCTGGTTGAGCTGGATCT 
. a . GTCCTAlAAt;AAGCrfAAAAACATACCAACTGTCAATGAAAACCITGAAAACTAT 

35 TACCTGGAGGTCAATCAACTTGAGAAGTTTGACATAAAGAGCTTCTGCAAGATCC 
TGGGGCCATTATCCTACTCCAAGATCAAGCATTTGCGTTTGGATGGCAATCGCAT 
CTCAGAAACCAGTCTTCCACCGGATATGTATGAATGTCTACGTGTTGCTAACGAA 
GTCACTCTTAATTAATATCTGTATCCTGGAACAATATTTTATGGTTATGTTTTTCT 
GTGTGTCAGTTTTCATAGTATCCATATTTTATTACTGTTTATTACTTCCATGAATTT 

40 TAAAATCTGAGGGAAATGTTTTGTAAACATTTATTTTTTTTAAAGAAAAGATGA^ 
AGGCAGGCCTATTTCATCACAAGAACACACACATATACACGAATAGACATCAAA 
CTCAATGCTTTATTTGTAAATTTAGTGTTTTTTTATTTCTACTGTCAAATGATGTGC 
AAAACCTTTTACTGGTTGCATGGAAATCAGCCAAGTTTTATAATCCTTAAATCTT 
AATGTTCCTCAAAGCTTGGATTAAATACATATGGATGTTACTCTCTTGCACCAAA 

45 TTATCTTGATACATTCAAATTTGTCTGGTTAAAAAATAGGTGGTAGATATTGAGG 
CCAAGAATATTGCAAAATACATGAAGCTTCATGCACTTAAAGAAGTATTTTTAGA 
ATAAGAATTTGCATACTTACCTAGTGAAACTTTTCTAGAATTATTTTTCACTCT 
GTCATGTATGTTTCTCTTTGATTATTTGCATGTTATGTTTAATAAGCTACTAGCAA 
AATAAAACATAGCAAATGGCATCACTGTGTTTGACTTCTTGTGAAATTTCTGTAC 
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TTTGTATATAAAATACATAAAACAATAGATTAGAAATCAAAAGATATCTCTGGCC 
TGCAATATTTTACTGATGTGAACATAGGATTTTCCACTAAATAATTTGTCTACTTC 
TAGCATTCACTTACAAAGAGTTCTTAAAAACACCTATAATAGGTACTTAGATTTC 
ACAACTTACTTAGATATTTGTCATTATTCCCATTCCTGGTGTTTTTACTGGTTCAT 
5 ATACAATGGTATTCTATTAGATAAGAAGCTGCTATGTGATCTCAGCACTCACTCC 
TTGGTTGTCAAGAAATGGTGGATAACTCACAGGATTAAAAATGAATGAATATAA 
AATTTTCTGAAATAGATATTTAAAAAATCATTTTAGCTTGAAGCCAATATGTCTG 
GATCATAGGTTTTGAGTTCATAATCCAGTAATAACAGCTTTCAGCTTTCTATGAGT 
ATATACAATTCTATACAATGATAAATACTCTGCATATAATTTATAAAAATAACrr 

1 0 CTGTT1TACCTAGTTAACAATAAAACCTATGTGTGGAGCCAAATGTTATGCAGAC 
AAAGGTCTGCTCATCCCATACCAGTGTATATATAGTCAAATATGTGTCTAGTACA 
AATAAAATGTATCTCTAAGGCATAAAATGTTTTAACACACCACTTTTAGTGAACT 
CTATCTTATGGTACAGCGGCCTTTCATCAAAGGATCATCATTGAGACTGAGTTGA 
CTGGCAGATATGTGCGATGGATATTACATTAGGTACAATGTGTATTTTTGATTTTC 

1 5 ATGAGTTTTCTACATTAAGGTAAATTCCTTAGAGTGTGATAGCAGCCTCAGTTTA 
TTTGTTGGTTTAAACTTGAAATCTACTTTTTCTCGATAAAACTATAATGTAGATGA 
ATTG 

SEQ ID NO: 365 

20 >3743 BLOOD 1328438.3 U35451 gl 177844 Human heterochromatin protein p25 mRNA, 
complete cds. 0 

v y^gggagcggcgggcagggcagactgcgagggtcltrtgttcggct.gaggggaggg^ 
■ i\gcgttgggcgggggagtgcggtagggcgci;tcagtgagggagggcacfg-ggggg ■■ 
; acccggottgctgggttcgtgggcgccactccccgaggcgacccgacgcgaggcg 
25 ccagtagcgcagcaccgattcctctcggggctcttgggcgctgctctgagcagcg 
tcaccctttacaccagaaagctggcgggcactatggggaaaaaacaaaacaaga 
agaaagtggaggaggtgctagaagaggaggaagaggaatatgtggtggaaaaa 
gttctcgaccgtcgagtggtaaagggcaaagtggagtacctcctaaagtggaag 
ggattctcagatgaggacaacacatgggagccagaagagaacctggattgcccc 
30 gacctcattgctgagtttctgcagtcacagaaaacagcacatgagacagataaa 
tcagagggaggcaagcgcaaagctgattctgattctgaagataagggagaggag 
agcaaaccaaagaagaagaaagaagagtcagaaaagccacgaggctttgctcg 
. aggittggagccggagcggattattggagctacagactccagtggagagctcat 
, - gttcctgatgaaatggaaaaactctgatgaggctgacctggtccctgccaagga 
35 agccaatgtcaagtgcccacaggttgtcatatccttctatgaggaaaggctgacg 

TGGCATTCCTACCCCTCGGAGGATGATGACAAAAAAGATGACAAGAACTAACGC 
TCCTGAGTACCAGCCCCTGTCACATCTGACTGTGGGTTTCAAGTGGGAAGGGAAG 
GAGTTCTACTTGTCTTGACACCATAGAGGTGGCTTGAGAAGATGTCCTTTGAAGA 
GCCAGTATAGTTTCTGTGCCCTGCAGCAGCCCAAGTGCTTTAAAGCCGTTTCAAG 

40 CTGTATAGTTTGCACACCCATCCCAGTGGAGGGGAAAGGGGATAAGTGTTTCAA 
GGCAACCTTTTCTGCACTTTGCTGCGAAAAGCAAAGGGCCTTCTATGAAGGACAA 
AACTTGCAGAATTGGGTGTGTGGGAGAGCAAAAAAATACTGTAGATCTTCAAAG 
AGCATCTCCACAACCCACAGCCTTCTTCCCAATAGTGTTAACTCTGCATTTTTACA 
GCGTAGCATGTGTGTAGTTTTTGGCTATTACTGGTGTATTATTTGGGGGAGGGAG 

45 GGATGGGGAGGGGAGAAAGGGAGATGGGTAGCATCATTTTGATTAACATTTGGG 
GCCTGATAGGGGAAATGGTGAAGCAATGGAAAAGAACAGACAACTAATGATTTG 
CTTCTATGTCCAGAATATTTTACCTTTAAAAAAATGTCATTGGCACCATAAATAA 
GGACTGTGAGAGACTGTTTAAAAGCTGTGAAAGTCTGAAACCTATAAGCCAAGG 
TGTTCCCTGCCTAAACTTATTGCTGTTCCCACAAAGGACTAAGCCTGTTCATAAGT 
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TACCAAAGTTGCCATTTTGGAGATGGAAATTGACGAGGAGGGAAGGTCTTTTATT 
GGAGAGTATACAGTACAAGCAGATCATTCTGCCTTAGAGGTGCTAATTCCCGAA 
ATTAGAAGACCCTTTCTTTTCCAGTAACGAAGTTATAAATATCAGCTTGTTCATCC 
AAGCCACTGGCTGAGGTGTTAGGAAGAGGAAGAGGGTGGTAGAGGAGGTAAGA 
5 CAGTAGGGAAAGACAAGGGCCCATGCTCTTAGTGGGGAAAACTCTTGGAGCCGT 
TTACTTTGAGCTTTGAACACTGAAACCATTGTTGGCAGGGTTCAGTCACTGACAG 
CACAAGTTTCACTGAATTGATCCAAGAGTTTAGTGATTTCAAAAGCCTTGGTCTC 
AGGAGAAGATTAAACTTTCATATTGGGCAGTGGTTCACTTTAAAACACACACATA 
CACACACAAAACAATTTTTTAAGAAATCCTAATAAGTAACATACCCAAAATGCTC 

1 0 TGTCTTGAGTCATGAGAACCATCAGTTCTTGATATTGTCTAGACTTGCATCTAGA 
GCTACGTTGTAAAATTCTTTTAGGCATGTGTTAGATTTCTGTGTAAACTTTGTTTA 
AATGTAAACTTCATACTACATTGTCAGTTTTTGTCTTAATAAAACTATAGATTTAT 
AATCCCTGATTTCTGTCTTAAGTCTTACCAGGAACCCTTCTTGCCTTATAGGTTCA 
GCCTGTTGGAAATGGCTTCCTCACTTGA\TGGTTTTATTTCTTGAACACTGTAGGC 

1 5 TTGAAAATCTAGTGCCTGGCCTGAATCTTTAAGTGGTCAC 

SEQ ID NO: 366 

>3747 BLOOD 233301.19 M81934 gl80172 Human cdc25B mRNA, complete cds. 0 

gccagctgtgccggcgtttgttggctgccctgcgcccggccctccagccagcctt 

20 ctgccggccccgccgcgatggaggtgccccagccggagcccgcgccaggctcgg 
ctctcagtccagcaggcgtgtgcggtggcgcccagcgtccgggccacctcccggg 
. gctcctggtggg atgtcatggcgtcctggggtecccggtgcggggggcgggtteg • 
t.ggggggtcaggaccgtcacgcagagcatggaggaggtcgccgggctggggagcg . 
gcagcggcgtgacgcacctatcggtgtgtggagggggatccgaatggtcggtgtg 

25 gtctgaatcctccgaatcttctgatgcaggtctctgcatggattcccccagcccta 
tggacccccacatggcggagcagacgtttgaacaggccatccaggcagccagcc 
ggatcattcgaaacgagcagtttgccatcagacgcttccagtctatgccggtgag 
gctgctgggccacagccccgtgcttcggaacatcaccaactcccaggcgcccgac 
ggccggaggaagagcgaggcgggcagtggagctgccagcagctctggggaaga 

30 caaggagaatgatggatttgtcttcaagatgccatggaagcccacacatcccag 
ctccacccatgctctggcagagtgggccagccgcagggaagcctttgcccagag 
acccagctcggcccccgacctgatgtgtctcagtcctgaccggaagatggaagtg 
- . ... . gaggagctcagccccctgggcctaggtcgcttctctctgacccctgcagaggggg • - - - 
,- atactgaggaagatgatggatttgtggacatcctagagagtgacttaaaggAtG 

35 atgatgcagttcccccaggcatggagagtctcattagtgccccactggtcaagac 
cttggaaaaggaagaggaaaaggacctcgtcatgtacagcaagtgccagcggct 
cttccgctctccgtccatgccctgcagcgtgatccggcccatcctcaagaggctg 
gagcggccccaggacagggacacgcccgtgcagaataagcggaggcggagcgt 
gacccctcctgaggagcagcaggaggctgaggaacctaaagcccgcgtcctccg 

40 ctcaaaatcactgtgtcacgatgagatcgagaacctcctggacagtgaccaccg 
agagctgattggagattactctaaggccttcctcctacagacagtagacggaaa 
gcaccaagacctcaagtacatctcaccagaaacgatggtggccctattgacggg 
caagttcagcaacatcgtggataagtttgtgattgtagactgcagatacccctat 
gaatatgaaggcgggcacatcaagactgcggtgaacttgcccctggaacgcgac 

45 gccgagagcttcctactgaagagccccatcgcgccctgtagcctggacaagaga 
gtcatcctcattttccactgtgaattctcatctgagcgtgggccccgcatgtgccg 
tttcatcagggaacgagaccgtgctgtcaacgactaccccagcctctactaccct 
gagatgtatatcctgaaaggcggctacaaggagttcttccctcagcacccgaact 
tctgtgaaccccaggactaccggcccatgaaccacgaggccttcaaggatgagc 
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TAAAGACCTTCCGCCTCAAGACTCGCAGCTGGGCTGGGGAGCGGAGCCGGCGGG 
AGCTCTGTAGCCGGCTGCAGGACCAGTGAGGGGCCTGCGCCAGTCCTGCTACCTC 
CCTTGCCTTTCGAGGCCTGAAGCCAGCTGCCCTATGGGCCTGCCGGGCTGAGGGC 
CTGCTGGAGGCCTCAGGTGCTGTCCATGGGAAAGATGGTGTGGGTGTCCTGCCTG 
5 TCTGCCCCAGCCCAGATTCCCCTGTGTCATCCCATCATTTTCCATATCCTGGTGCC 
CCCCACCCCTGGAAGAGCCCAGTCTGTTGAGTTAGTTAAGTTGGGTTAATACCAG 
CTTAAAGGCAGTATTTTGTGTCCTCCAGGAGCTTCTTGTTTCCTTGTTAGGGTTAA 
CCCTTCATCTTCCTGTGTCCTGAAACGCTCCTTTGTGTGTGTGTCAGCTGAGGCTG 
GGGGAGAGCCGTGGTCCCTGAGGATGGGTCAGAGCTAAACTCCTTCCTGGCCTG 

10 AGAGTCAGCTCTCTGCCCTGTGTACTTCCCGGGCCAGGGCTGCCCCTAATCTCTG 
TAGGAACCGTGGTATGTCTGCCATGTTGCCCCTTTCTCTTTTCCCCTTTCCTGTCCC 
ACCATACGAGCACCTCCAGCCTGAACAGAAGCTCTTACTCTTTCCTATTTCAGTG 
TTACCTGTGTGCTTGGTCTGTTTGACTTTACGCCCATCTCAGGACACTTCCGTAGA 
CTGTTTAGGTTCCCCTGTCAAATATCAGTTACCCACTCGGTCCCAGTTTTGTTGCC 

1 5 CCAGAAAGGGATGTTATTATCCTTGGGGGCTCCCAGGGCAAGGGTTAAGGCCTG 
AATCATGAGCCTGCTGGAAGCCCAGCCCCTACTGCTGTGAACCCTGGGGCCTGAC 
TGCTCAGAACTTGCTGCTGTCTTGTTGCGGATGGGATGGAAGGTTGGATGGATGG 
GTGGATGGCCGTGGATGGCCGTGGATGCGCAGTGCCTTGCATACCCAAACCAGG 
TGGGAGCGTTTTGTTGAGCATGACAGCCTGCAGCAGGAATATATGTGTGCCTATT 

20 TGTGTGGACAAAAATATTTACACTTAGGGTTTGGAGCTATTCAAGAGGAAATGTC 
ACAGAAGCAGCTAAACCAAGGACTGAGCACCCTCTGGATTCTGAATCTCAAGAT 
•GGGGG^AGGGGTGTGCITTGAAGGGCCTGGTGAGTGATCTGITAGGGGCTTGGT.TC 
V.-'. AAlAAAiGCACTGAGCAAGTTGAGAAAGGv • A,- •• . • . ■ M.>.-V:jv 

25 SEQ ID NO: 367 V V . 

>3750 BLOOD 898939.8 U05875 g463549 Human clone pSKl interferon gamma receptor 
accessory factor- 1 (AF-1) mRNA, complete cds. 0 

GCGGGCCCTGCGCGCCCTGCGCTCGCCATGGCGGTTTGGGCGGCGACGTGAGCG 
GCTCCGCGGACCCCGAGCGGGGCCCCGGCCGCGACCTGAGCCGCCGCCGAGCGC 

30 CCGGGGCCATGCGACCGACGCTGCTGTGGTCGCTGCTGCTGCTGCTCGGAGTCTT 
CGCCGCCGCCGCCGCGGCCCCGCCAGACCCTCTTTCCCAGCTGCCCGCTCCTCAG 
CACCCGAAGATTCGCCTGTACAACGCAGAGCAGGTCCTGAGTTGGGAGCCAGTG 
."• GCCCrGAGCAATAGCACGAGGCCTGTTGTCTACCAAGTGCAGTTTAAATACACCG 
" AC AGTAAATGGTTCACGGCCGACATCATGTCC ATAGGGGTGAATTGTACAC AGA 

35 TCACAGCAACAGAGTGTGACTTCACTGCCGCCAGTCCCTCAGCAGGCTTCCCAAT 
GGATTTCAATGTCACTCTACGCCTTCGAGCTGAGCTGGGAGCACTCCATTCTGCC 
TGGGTGACAATGCCTTGGTTTCAACACTATCGGAATGTGACTGTCGGGCCTCCAG 
AAAACATTGAGGTGACCCCAGGAGAAGGCTCCCTCATCATCAGGTTCTCCTCTCC 
CTTTGACATCGCTGATACCTCCACGGCCTTTTTTTGTTATTATGTCCATTACTGGG 

40 AAAAAGGAGGAATCCAACAGGTCAAAGGCCCTTTCAGAAGCAACTCCATTTCAT 
TGGATAACTTAAAACCCTCCAGAGTGTACTGTTTACAAGTCCAGGCACAACTGCT 
TTGGAACAAAAGTAACATCTITAGAGTCGGGCATTTAAGCAACATATCTTGCTAC 
GAAACAATGGCAGATGCCTCCACTGAGCTTCAGCAAGTCATCCTGATCTCCGTGG 
GAACATTTTCGTTGCTGTCGGTGCTGGCAGGAGCCTGTTTCTTCCTGGTCCTGAAA 

45 TATAGAGGCCTGATTAAATACTGGTTTCACACTCCACCAAGCATCCCATTACAGA 
TAGAAGAGTATTTAAAAGACCCAACTCAGCCCATCTTAGAGGCCTTGGACAAGG 
ACAGCTCACCAAAGGATGACGTCTGGGACTCTGTGTCCATTATCTCGTTTCCGGA 
AAAGGAGCAAGAAGATGTTCTCCAAACGCTTTGAACCAAAGCATGGGCCTAGCC 
CACTGGCTCCCTGGAAGAGATCAAGCCATCGGAGCTGCTAGAGTTCTGTCTGGAC 
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TTTCCAGAGACCAGTATTCCCTTTTGCTGCCTCTAAAAGGCCTGTCCCTGCAGAC 
ATGAGAGACAGCAGGTCTCATGGGGGTGACAAGCTTTTTTTTTTTTTCTTAAAGA 
ATTTTCAAAATCAAATTCCAGAATGATTTTACGGAGATATCCCAGGAAAATTAAG 
GCTTCTCTTAAACACTAAAAAGGCATGTAATTGCTTGTTAGCAAAATGGATATGA 
5 CACATCTCTGATACTTTTTTCATTATTGGTTGGGCTGAGCAGTCAGAAGACCTGGT 
CGTCGTCTTGACTTTGGCAAATGAGCCGGAGCCCCTTGGGCAGGTCACACAACCT 
GTCCCAGCGAGGGACACTGAGTGGCCCTTCATGTACATCCATGGTGTGCTGGCTT 
AAAATGTAATTAATCTTGTAAATATACTCCTAGTAATTTAAGATTTTGTTTTTAAA 
CTGGAAATAAAAGATTGTATAGTGCATGTTTTTTAAAGTCTATGTGAAGTGTTTT 
1 0 CTITATTGTAGCCTATITrCTGCAGAGTTTCAGCTTTCTAAAATTACTCAATCTAA 
ACTTGTTTTTTCTTAAATAACACCTGCTAGAGCTACTGAGGCCTCATGGGAACTC 
AGCAAACACTTCCTATGGATGTCACTTGATCCTCCCAAAGTGCTGGGATTAC 

SEQ ID NO: 368 

15 >3770 BLOOD 475174.21 S67970 g460902 ZNF75=KRAB zinc finger [Human, lung 
fibroblast, mRNA, 1563 nt]. 0 

TAGGAAACAGAAATTTTCCCTGGCTATTTTCTACCCACAGCTGTCATGATCAACA 
GATGTTAGCCCTTTCTGAGCAGAAAAGAATCAAACACTGGAAGATGGCATCTAA 
ACTCATCCTGCCTGAGTCCCTGGTGAGCTGTTATTTCTGGCTTTTTACAGGTGACT 

20 TGACTGTGGCCTTGCCTCTGCTTGTCCCTATTGCCTAGGACTCATAGTGTCCAGCA 
GGTGCTTTGAGGCATTTTAGCCCCAGTTATTCTCTAGGCAACTAGGCTTGGCACA 
i. : : < 1-GTGGGAACTGGGCACCTCCCAGGTG 

: GTGCC r rTCTGACraTTTCCGGTAAATGTTGTACTGTTCACATCTTGAGGAGCTGGC 
.GTACCATGTAATTC AGAAATGGGTGGTAGGAGAGCTTCTGAAGTGGC AAGTACT 

25 AAACTATAGCCCATTCTCTTCTTTAGAGTTTGTTGACATTTGAAGATGTGGCTGTG 
TATTTTTCTGAGGAAGAGTGGCAATTATTGAATCCTCTTGAGAAGACTCTCTACA 
ATGATGTAATGCAGGATATCTATGAGACTGTCATCTCTCTAGGGTTAAAGCTAAA 
AAATGACACTGGAAATGATCATCCTATATCTGTTTCTACATCAGAAATACAAACA 
TCAGGATGCGAAGTATCAAAAAAGACCAGAATGAAAATTGCCCAGAAAACAATG 

30 GGCAGGGAAAATCCTGGTGATACACACAGTGTACAGAAATGGCATCGAGCTTTT 
CCAAGGAAGAAAAGAAAGAAACCTGCAACTTGTAAACAAGAGCTTCCAAAACTT 
ATGGATCTTCATGGGAAAGGCCCCACAGGGGAGAAACCTTTTAAGTGTCAGGAA 
TGTGGGAAAAGCTTCAGAGTTAGCTCTGATCTTATTAAACAGCACAGAATTCACA. 
CTGGAGAGAAACCCTATAAATGTCAACAATGTGACAGGAGGTTTAGATGGAGTT 

35 CAGATCTTAATAAGCACTTCATGACCCATCAAGGAATAAAACCATATAGATGCTC 
ATGGTGTGGGAAAAGCTTTAGTCATAACACAAATCTACACACACACCAAAGAAT 
TCACACAGGAGAGAAGCCCTTTAAATGTGATGAATGTGGAAAAAGATTCATTCA 
GAACTCCCACCTTATTAAACACCAGAGAACTCACACAGGTGAGCAGCCTTATAC 
ATGTAGCTTATGCAAGAGAAACTTTAGTAGGCGATCGAGCCTTCTTAGACACCAG 

40 AAACTCCACAGAAGAAGGGAAGCATGTCTAGTGTCTCCAAACTGAGGAAAGTTA 
CCATGTAGAGCTTGACTTTAGAAGTGGTGAAAGAATACAAAATTATGAGGCACC 
CAATGATAGGAATCTGTGATTAATAAAACATTTGGGAAGGGTACATGTTACACTT 
CACAAAAAGGAATCTAAGCTGTCTGTTTTATTCAGCATTGCATCTTCTGTGCCTA 
GCACAAGAGTTGATACATAAGGAGTACTTTATAAATAAAAAAATGAAAGTGTAG 

45 TGATGAGATTCCTTTAGCTATCTATCTATATGTATATATCTGGTTATTCAAAGCTT 
CCCCACCCCCAGTCATCTAAATTTTTCAGGTATCAAGTGCTCAACAGACATATGA 
TAGTCAAGGCTCTTAGTCTCATTTTTTACTCTTTGTCAAGAGAAATGGAAAATAA 
GAGTACTTGGGCCCTCTTAAGGGAGCTCAGAGAGAATTACTAAATTAGGGACAG 
TTTCAATAGTTATCATTCTATCTACATGAACAATCAAGACCAGGACTCAGGGAAC 
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TTTACTCTGTAACAGAAAGAGAGGATTCAGTGTTTGCCCTGGGAGAATTGTCCCA 
TTCTTGTTGCTTCTCTCCTGAGTACCCACTACCACAATGTCTTCTGTCAAGGAATT 
ACAAGTAGCAAGGGAAGGTCTGAATGTAAGGACAGGCCTAGGGACCTTGCAAGC 
ACTTGATATCTCTCCTCTTGCTGACTTTGTCAACATAGACATATAGTGAAATGATG 
5 AGGGAGGCAGTCTTGGCCCTCATCCAGGTATCTGGTTTTTTTTTGTAGAAAGCAC 
AGATAAGTGGTAAATGGTCTTTTTCTGACTTTCATTATGTGGACTGGATGGAGGC 
TTTCAAACTGGTGCCATACTGCTGCAGGACCTAAAGGGAGCCCCATCTTTATGGC 
TGATCAACTACAACCCTATATGCCTGAATACTCTGCAAGAAGGCCTGGAGATTTT 
GCAAAACTGATTTATTGAGAATGGCAAGGAGAGCCTTGTGAACTTTTAGCTTTGG 

1 0 TGCACAGCTGATACCAGGAGGGAACATCCTGAAGTGTCAGAGAAAAGTAAGGCA 
TATGGCTCACAGTGATGATGCCAGTCAGAGCCAGGCCAGATGGAAATTGTTTTCT 
GATGTTACTGGTTTTCTTTTCCCTATTAGCCAAAGTGACTATCTCTTAAGAGAAGA 
TAATGTGACGTCAAGGGAAGTTGGAAGGCATGGATTTATATCTATGTCAGATCCT 
GGTTTATAATGTTGGCCAAGGCTTATTTATATATGTTTATTTAGTATTCCATAAAA 

1 5 TTGTACTTCGTAATGAAAATGACAC ATTTTATCTTAAATTTAGACAATAAACAAA 
ACTTTGTTACCAAATC 

SEQIDNO:369 

>3787 BLOOD 256010.6 X63679 g37264 Human niRNA for TRAMP protein. 0 

20 GGCGGCTGCGTACTGGCTGTGGGATGGGAAGTGAAGCCCCAGCGAGCGGCTGCA 
GCGGGGCCGTGAGGAGCAGCCAGCGGGAGGCGGCGGCGAGTCGGTGAGCAGCT 
:'■<:. i i rGGGAAGAGCAGAACGGGGGGGGAGGAGGTGCAGGCGCGGGCGGCGGCCCCAGC . 
i.- : •,.; .=. ATGGCGATTCGGAAGAAAACjGAGGAAGAGCGGCGCAGTGGTGAGGGACGAATTG • 
'.. ■•„ GTCCTGCAGAATGACGGGGAGATCGTCTCCTGTGTGGCGATGGTCTTCCTGCTGG . 

25 GGCTCATGTTTGAGATAAGGGCAAAAGCTTCTATCATTTTTGTTACTCTTCAGTAC 
AATGTCACCCTCCCAGCAACAGAAGAACAAGCTACTGAATCAGTGTCCCTTTATT 
ACTATGGCATCAAAGATTTGGCTACTGTTTTCTTCTACATGCTAGTGGCGATAATT 
ATTCATGCCGTAATTCAAGAGTATATGTTGGATAAAATTAACAGGCGAATGCACT 
TCTCCAAAACAAAACACAGCAAGTTTAATGAATCTGGTCAGCTTAGTGCGTTCTA 

30 CCT1TTTGCCTGTGTTTGGGGCACATTCATTCTCATCTCTGAAAACTACATCTCAG 
ACCCAACTATCTTATGGAGGGCTTATCCCCATAACCTGATGACATTTCAAATGAA 
GTTTTTCTACATATCACAGCTGGCTTACTGGCTTCATGCTTTTCCTGAACTCTACT 
TCCAGAAAACCAAAAAAGAAGATATTCCTCGTCAGCTTGTCXAGATTGGTGTTTA 
GCTGlTCCACATTGCTGGAGCTlACCTrn'GAAGTTGAATC 

35 TTCTGGTGCTACATTATTTTGTTGAATTTCm 

TTAGCAATGAAAAGTATCAGAAAGGATTTTCTCTGTGGGCAGTTCTTTTTGTTTTG 
GGAAGACTTCTGACTTTAATTCTTTCAGTAACTAAAGGCAGATCTTCTAAAAAAG 
GAACAGAAAATGGTGTGAATGGAACATTAACTTCAAATGTAGCAGACTCTCCCC 
GGAATAAAAAAGAGAAATCTTCATAATGAATTATAAACTAATTGATTAATGTCCC 

40 CAAAGAAATCTGCTTTCTACTATATCTTTCAGCATTAGAGATTTTTCTGTTCTTGA 
AAATACAGTCTGTGCTCTTTGATTTTTGCTATTGTACGGTTTCATGCATTTTTT^ 
AGGGCATTTGAGGGGAGGATTATTGCTATGAATGAAAAAAATATTTTAGCTTAG 
ACTAAGCTACCrGGCTTCAAAATAGTTTAGGGACCACCACCATATTTTATTTTGTT 
TTTATTTTTGAACATTTTTCTAATGATTTGGAGAGAAAACTAT^ 

45 ACATATCAGTGATACAATTTCTTGCTGTCACCAATTTTTTATAATAGCAGAGTGG 
CCTGTTCTAAGAAGGCCATATTTTTTAAGTTATCTTTCAGGGTAACATGGAAATA 
CTATAAAGTTGGATGTCAAACTTTAATATGTTTTCAGTGTTCTCTAATTTTTTGGA 
ATTTTTGTAGACITTACACCTGGAAAAAAAGATTTGTAAAATCACCGGAACAATT 
GTGTGCTTTATTTTATAGGTAGTGGTTATTAGTATTACATCCCCATTTTAAAAACA 
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AAAACATAATAATGGTTACAACACGTGGAGTTTTACTAACATACATATTAAATCA 
AAGTATATTCTTAAAAGTACTTGTGAAGTAAAATCTTTCTTGTGCATTTTCAATAC 
TTGTAAACTGGAAATCAGAAAATATTTACTATGAACAGGAAAATCTGACATATA 
GCCCTTTTTGATATGTTTATTAATAATGATTCTTAATGGGGCTCATAATAAGTTTA 
5 ATATGCACAGCATCTTAGAAAAGTTTAACCTGCAAACACTTTTAAAACATAATGC 
CTACTTGATTTATATCTATAAAAAGACTGACAGGTAATTATATTTGGAAAACATT 
TAATGCACTAACTTTAAAGAAATTGAAAATTCAGGTGGATAAATAGTCTTACAAA 
AGACAATGTGCTTTATGTTATACCTATAGCTTTGGTCCCATCTTTAATTGAGAAAC 
ATTTATCTGTATAAAACATATTTTTGGATAAATATATATATATATATTTGTATTGC 

1 0 TACAGAAAGGCTCTAAAAAGCATTTGAGGAAAATATTTGGTTCCCTTTTCTATAA 
TCATCCTTTAAGATTCTTATAGCTACATTTGGTTTATTCATCATATTTACAGTATA 
TATATTGTTCTTTTCAGTGTTCACATCTTGTTCCCCATTTCTCACTTGTGTCACCAG 
CTGTTTGTGCCATTTTTAGTGTAAAAGTTGCAGACCTATTAGATCTGCAGTTTAAG 
TTGCCATGCTGCTAGGAAATTGTCCTTTTTCTTTCTAGCTGTTAACCTACTTCCTG 

1 5 GAAAAAGTAGTAGCTCTCTGTAGCATTATGGAGTTTCAGTGGAACCAAATTTTTG 
CCATTAAAAACTGGCATTATACTGAACTATACATTGAGAAATCAATCAAAATAA 
AAATTTTTACITrCACAAGTTGTATCCTGGATGTTTCTGTCATTGTTGGTGATTAG 
GCTATTTTGGTATATAACCTCATTAAAATGTACCATATTTAAAACACTTCATAGA 
CATTCAGAATAACCCTTTTCAAAATTGTGTTCTGCAAATAAACAGATTTGTTCCA 

20 CAGAAAA 

SEQ.IDNO:370 • M-'M i,-"'-. m i ;■ ■ ■■»•■• •. ... •■ • . : 

>379.0BEOOD.Hs//6252-^|UG|Hs#S4668 

/cds=(484,1767)/gb=X61950./gi#2883127ug^Hs'.76252./len=4105 >.-s-. 

25 GAATTCGCGGCCGGCTCTTGCGGTCCCAGAGTGGAGTGGAAGGTCTGGAGCTTTG 
GGAGGAGACGGGGAGGACAGACTGGAGGCGTGTTCCTCCGGAGTTTTCTTTTTCG 
TGCGAGCCCTCGCGCGCGCGTACAGTCATCCCGCTGGTCTGACGATTGTGGAGAG 
GCGGTGGAGAGGCTTCATCCATCCCACCCGGTCGTCGCCGGGGATTGGGGTCCCA 
GCGACACCTCCCCGGGAGAAGCAGTGCCCAGGAAGTTTTCTGAAGCCGGGGAAG 

30 CTGTGCAGCCGAAGCCGCCGCCGCGCCGGAGCCCGGGACACCGGCCACCCTCCG 
CGCCACCCACCCTCGCTTTCTCCGGCTTCCTCTGGCCCAGGCGCCGCGCGGACCC 
GGCAGCTGTCTGCGCACGCCGAGCTCCACGGTGAAAAAAAAAGTGAAGGTGTAA 
AAGCAGCACAAGTGCAATAAGAGATATTTCCTCAAATTTGeCTGAAGATGGAAA 
CCCTTTGCCTC AGGGCATCCTTTTGGCTGGCACrGG'i IGGA i GTGTAATC AGTGAT 

35 AATCCTGAGAGATACAGCACAAATCTAAGCAATCATGTGGATGATTTCACCACTT 
TTCGTGGCACAGAGCTCAGCTTCCTGGTTACCACTCATCAACCCACTAATTTGGT 
CCTACCCAGCAATGGCTCAATGCACAACTATTGCCCACAGCAGACTAAAATTACT 
TCAGCTTTCAAATACATTAACACTGTGATATCTTGTACTATTTTCATCGTGGGAAT 
GGTGGGGAATGCAACTCTGCTCAGGATCATTTACCAGAACAAATGTATGAGGAA 

40 TGGCCCCAACGCGCTGATAGCCAGTCTTGCCCTTGGAGACCTTATCTATGTGGTC 
ATTGATCTCCCTATCAATGTATTTAAGCTGCTGGCTGGGCGCTGGCCTTTTGATCA 
CAATGACTTTGGCGTATTTCTTTGCAAGCTGTTCCCCTTTTTGCAGAAGTCCTCGG 
TGGGGATCACCGTCCTCAACCTCTGCGCTCTTAGTGTTGACAGGTACAGAGCAGT 
TGCCTCCTGGAGTCGTGTTCAGGGAATTGGGATTCCTTTGGTAACTGCCATTGAA 

45 ATTGTCTCCATCTGGATCCTGTCCTTTATCCTGGCCATTCCTGAAGCGATTGGCTT 
CGTCATGGTACCCTTTGAATATAGGGGTGAACAGCATAAAACCTGTATGCTCAAT 
GCCACATCAAAATTCATGGAGTTCTACCAAGATGTAAAGGACTGGTGGCTCTTCG 
GGTTCTATTTCTGTATGCCCTTGGTGTGCACTGCGATCTTCTACACCCTCATGACT 
TGTGAGATGTTGAACAGAAGGAATGGCAGCTTGAGAATTGCCCTCAGTGAACAT 
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CITAAGCAGCGTCGAGAAGTGGCAAAAACAGTTTTCTGCTTGGTTGTAATTTTT^ 
CTCTTTGCTGGTTCCCTCTTCACTTAAGCCGTATATTGAAGAAAACTGTGTATAAC 
GAAATGGACAAGAACCGATGTGAATTACTTAGTTTCTTACTGCTCATGGATTACA 
TCGGTATTAACTTGGCAACCATGAATTCATGTATAAACCCCATAGCTCTGTATTTT 
5 GTGAGCAAGAAATTTAAAAATTGTTTCCAGTCATGCCTCTGCTGCTGCTGTTACC 
AGTCCAAAAGTCTGATGACCTCGGTCCCCATGAACGGAACAAGCATCCAGTGGA 
AGAACCACGATCAAAACAACCACAACACAGACCGGAGCAGCCATAAGGACAGC 
ATGAACTGACCACCCTTAGAAGCACTCCTCGGTACTCCCATAATCCTCTCGGAGA 
AAAAAATCACAAGGCAACTGTGACTCCGGGAATCTCTTCTCTGATCCTTCTTCCT 

1 0 TAATTCACTCCCACACCCAAGAAGAAATGCTTTCCAAAACCGCAAGGTAGACTG 
GTTTATCCACCCACAACATCTACGAATCGTACTTCTTTAATTGATCTAATTTACAT 
ATTCTGCGTGTTGTATTCAGCACTAAAAAATGGTGGGAGCTGGGGGAGAATGAA 
GACTGTTAAATGAAACCAGAAGGATATTTACTACTTTTGCATGAAAATAGAGCTT 
TCAAGTACATGGCTAGCTTTTATGGCAGTTCTGGTGAATGTTCAATGGGAACTGG 

1 5 TCACCATGAAACTTTAGAGATTAACGACAAGATTTTCT^ 

TTTGTCCTTCAGCCAAACACAATATGGGCTCAGGTCACTTTTATTTGAAATGTCAT 
TTGGTGCCAGTATTTITTAACTGCATAATAGCCTAACATGATTATTTGAACTTATT 
TACACATAGTTTGAAAAAAAAAAGACAAAAATAGTATTCAGGTGAGCAATTAGA 

20 CAAATACTACAGGCCCTTAAAGCACAGTCTGATGACACATTTGGCAGTTTAATAG 
ATGTTACTCAAAGAATTTTTTAAGAACTGTATTTTATTTTTTAAATGGTGTTTTAT 

. . - TACAAGGGACCTTGAAGATGTTTTGTATG'rTAA^iTTCAAAAGTAATGCTTCAATG I 
•■: AGATAGTTCTTOirTGAGAAGTOC >■ 
ATGAATGTCAAGTAGCAAAATGTTAATGTATGTGTCATTTAACTCTGCGTGAGAG. ; 

25 TTTCAGTGCACTGTATATAGAAGTCTAAAACACACCTAAGAGAAAAAGATCGAA 
TTTTTCAGATGATTCGGAAATTTTCATTCAGGTATTTGTAATAGTGACATATATAT 
GTATATACATATCACCTCCTATTCTCTTAATTTTTGTTAAAATGTTAACTGGCAGT 
AAGTCTTTTTTGATCATTCCCTTTTCCATATAGGAAACATAATTTTGAAGTGGCCA 
GATGAGTTTATCATGTCAGTGAAAAATAATTACCCACAAATGCCACCAGTAACTT 

30 AACGATTCTTCACTTCTTGGGGTTTTCAGTATGAACCTAACTCCCCACCCCAACAT 
CTCCCTCCCACATTGTCACCATTTCAAAGGGCCCACAGTGACTTTTGCTGGGCATT 
TTCCCAGATGTTTACAGACTGTGAGTACAGCAGAAAATCTTTTACTAGTGTGTGT 
GTGTATATATATAAACAATTGTAAATTTCTTTTAGCCCATTTTTGTAGACTGTCTC 
TGTGGAATATATTTGTGTGTGTGATATATGGA1 GTGTGTGATGGl ATGTATGGATT 

35 TAATCTAATCTAATAATTGTGCCCCGCAGTTGTGCCAAAGTGCATAGTCTGAGCT 
AAAATCTAGGTGATTGTTCATCATGACAACCTGCCTCAGTCCATTTTAACCTGTA 
GCAACCTTCTGCATTCATAAATCTTGTAATCATGTTACCATTACAAATGGGATAT 
AAGAGGCAGCGTGAAAGCAGATGAGCTGTGGACTAGCAATATAGGGTTTTGTTT 
GGTTGGTTGGTTTGATAAAGCAGTATTTGGGGTCATATTGTTTCCTGTGCTGGAG 

40 CAAAAGTCATTACACTTTGAAGTATTATATTGTTCTTATCCTCAATTCAATGTGGT 
GATGAAATTGCCAGGTTGTCTGATATTTCTTTCAGACTTCGCCAGACAGATTGCT 
GATAATAAATTAGGTAAGATAATTTGTTGGGCCATATTTTAGGACAGGTAAAATA 
ACATCAGGTTCCAGTTGCTTGAATTGCAAGGCTAAGAAGTACTGCCCTTTTGTGT 
GTTAGCAGTCAAATCTATTATTCCACTGGCGCATCATATGCAGTGATATATGCCT 

45 ATAATATAAGCCATAGGTTCACACCATTTTGTTTAGACAATTGTCTTTTTTTCAAG 
ATGCTTTGTTrCTTTCATATGAAAAAAATGCATTTTATAAATTCAGAAAGTCATA 
GATTTCTGAAGGCGTCAACGTGCATTTTATTTATGGACTGGTAAGTAACTGTGGT 
TTACTAGCAGGAATATTTCCAATTTCTACCrrTACTACATCTTTTCAACAAGTAAC 
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TTTGTAGAAATGAGCCAGAAGCCAAGGCCCTGAGTTGGCAGTGGCCCATAAGTG 
TAAAATAAAAGTTTACAGAAACCTT 

SEQIDNO:371 

5 >3890 BLOOD 474320.4 Ul 8423 g6241 85 Human spinal muscular atrophy gene product 
mRNA, complete cds. 0 

CGGGGCCCCACGCTGCGCACCCGCGGGTTTGCTATGGCGATGAGCAGCGGCGGC 
AGTGGTGGCGGCGTCCCGGAGCAGGAGGATTCCGTGCTGTTCCGGCGCGGCACA 
GGCCAGAGTGATGATTCTGACATTTGGGATGATACAGCACTGATAAAAGCATAT 

1 0 GATAAAGCTGTGGCTTCATTTAAGCATGCTCTAAAGAATGGTGACATTTGTG AAA 
CTTCGGGTAAACCAAAAACCACACCTAAAAGAAAACCTGCTAAGAAGAATAAAA 
GCCAAAAGAAGAATACTGCAGCTTCCTTACAACAGTGGAAAGTTGGGGACAAAT 
GTTCTGCCATTTGGTCAGAAGACGGTTGCATTTACCCAGCTACCATTGCTTCAATT 
GATTTTAAGAGAGAAACCTGTGTTGTGGTTTACACTGGATATGGAAATAGAGAG 

1 5 GAGCAAAATCTGTCCGATCTACTTTCCCCAATCTGTGAAGTAGCTAATAATATAG 
AACAGAATGCTCAAGAGAATGAAAATGAAAGCCAAGTTTCAACAGATGAAAGTG 
AGAACTCCAGGTCTCCTGGAAATAAATCAGATAACATCAAGCCCAAATCTGCTCC 
ATGGAACTCTTTTCTCCCTCCACCACCCCCCATGCCAGGGCCAAGACTGGGACCA 
GGAAAGCCAGGTCTAAAATTCAATGGCCCACCACCGCCACCGCCACCACCACCA 

20 CCCCACTTACTATCATGCTGGCTGCCTCCATTTCCTTCTGGACCACCAATAATTCC 
CCCACCACCTCCCATATGTCCAGATTCTCTTGATGATGCTGATGCTTTGGGAAGT 
. " :< . ..ATGTTAATTTCATGGTACATGAGTGGGTATGATACTGGCTATTAI ATGGGTTTTAG 
. v . , AGAAAATCAAAAAGAAGGAA:GG<E6GTGAGATrCCTTAAATTAAGGAGAAATO€T . : 
■rr< GGOATAGAGCAGCAGTAAATGACACCACTAAAGAAACGATCAGACAGATCTGGA 

25 ATGTGAAGCGTTATAGAAGATAACTGGCCTCATTTCTTCAAAATATCAAGTGTTG 
GGAAAGAAAAAAGGAAGTGGAATGGGTAACTCTTCTTGATTAAAAGTTATGTAA 
TAACCAAATGCAATGTGAAATATTTTACTGGACTCTATTTTGAAAAACCATCTGT 
AAAAGACTGAGGTGGGGGTGGGAGGCCAGCACGGTGGTGAGGCAGTTGAGAAA 
ATTTGAATGTGGATTAGATTTTGAATGATATTGGATAATTATTGGTAATTTTATGA 

30 GCTGTGAGAAGGGTGTTGTAGTTTATAAAAGACTGTCTTAATTTGCATACTTAAG 
CATTTAGGAATGAAGTGTTAGAGTGTCTTAAAATGTTTCAAATGGTTTAACAAAA 
TGTATGTGAGGCGTATGTGGCAAAATGTTACAGAATCTAACTGGTGGACATGGCT 
GTTCATTGTACTGTTTTTTTCTATCTTCTATATGTTTAAAAGTATATAATAAAAAT 
ATTTAATTTTTTTTTAAAAAAAAAAAA " 

35 

SEQ ID NO: 372 

>3951 BLOOD 344496.2 AF069765 g3243032 Human signal recognition particle 72 
(SRP72) mRNA, complete cds. 0 

TCAGACATCTAGTGAGTCGCAGAGCCAGGGAACTGACCACGGGCATTTTCACCC 
40 CATTACCCTTCCAGCTTATTGCCGACTGCTCCCGAAGGGAGCGAAAAGGACAGG 
CAAAGGGTTTCACCAAACCCTTTGTAATGGGAGATTCTTGCCTTCTTACCTTTCCT 
CACGTTTGCTTCTCTGCCAGAATGTCTTCCCGCACTTTCCCCAGAACCCAAGTTCT 
CCTAATCATCTTTCAAGATCCCTTTCCCTCAACCACAGATGAGCCGTGCCTATTTC 
TCCTTCAAATGACTCCCTATGGCTTCTAGTTGGTAGTCTTTTATTTACCACCTCAT 
45 AGTCCTTTTATTTATATCCCATAAATGATCGTCCGGCCCCGCACCGTGGGACCAG 
GACGCTGCCTCGACCATGGCGGTCTCCTGGAAACAGGCTGCTTTGAGCCGAAACT 
GGTGACCGTTTCCCAACCCCGTCCAGGAGTCCGACGCCTCTTTTCTCCAGGCCAA 
CTTCAAGTGAGGTGTATCAACTCTATCCGCACAAATTTCTTGCCACGAGAGCAGA 
AGATTATGATCTCTGATGCTGCCTTAGGGCTGAAGACACTCCCAACTCGGCGACG 
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CTTAGCAATCATCGACTTCCTCCTCCTCTTGGCTGCCTCGGAGATCCTGTTCCGGG 
GCAGAGGTCTCNCCGCCCCGCCCCTCGTCTCCTCCAAGATGGCGAGCGGCGGCA 
GCGGGGGGGTGTCAGTACCTGCGCTGTGGAGTGAAGTGAACCGGTATGGCCAGA 
ACGGCGACTTCACGCGCGCTCTCAAGACCGTCAATAAGATACTACAGATCAACA 
5 AAGATGACGTAACTGCCCTGCATTGTAAAGTGGTATGCCTTATCCAGAATGGAAG 
TTTCAAGGAAGCTTTGAATGTCATCAATACTCACACCAAAGTGTTAGCCAATAAC 
TCTCTCTCCTTTGAAAAGGCATATTGCGAGTACAGGCTGAACAGAATTGAGAATG 
CCTTGAAGACAATAGAAAGTGCCAACCAGCAGACAGACAAACTGAAGGAGCTTT 
ATGGACAAGTGTTATACCGTTTGGAACGCTATGATGAATGCTTAGCAGTGTATAG 

1 0 AGATCTCGTCCGAAACTCCCAAGATGATTATGATGAGGAGAGGAAAACAAACCT 
TTCAGCAGTTGTTGCAGCTCAAAGCAATTGGGAAAAAGTGGTTCCAGAGAACCT 
GGGGCCTCCAAGAAGGCACACATGAGCTGTGCTACAACACTGGCATGTGCACTG 
ATAGGCCAAGGCCAGCTGAACCAGGCCATGAAAATCCTACAAAAAGCTGAAGAT 
CTTTGCCGCCGTTCATTATCAGAAGACACTGATGGGACTGAGGAAGACCCACAG 

1 5 GCAGAACTGGCC ATCATTCATGGTCAGATGGCTTATATTCTGC AGCTTCAGGGTC 
GAACAGAGGAGGCTTTGCAACTTTACAATCAAATAATAAAACTAAAACCAACAG 
ATGTGGGATTACTAGCTGTAATTGCAAATAACATCATTACCATTAACAAGGACCA 
AAATGTCTTTGACTCCAAGAAGAAAGTGAAATTAACCAATGCGGAAGGAGTAGA 
GTTTAAGCTTTCCAAGAAACAACTACAAGCTATAGAATTTAACAAAGCTTTACTT 

20 GCTATGTACACAAACCAGGCTGAACAATGCCGCAAAATATCTGCCAGTTTACAGT 
CCCAAAGTCCCGAGCATCTCTTACCTGTGTTAATCCAAGCTGCCCAGCTCTGCCG 
• - ; -d IGAAAAGCAGG ACACAAAAGGAA!JAGAGGTGCTTC AGGAATTTTGAGATCAGCA . 
, .-: ' ■ » -:^ilGGAGAAAATGCAGGTGAA4TrAAGGTGAGCATGGGACAGTTGAAAArTTGTGA- •,. 
:• -.. •AGGTAATATTTGTAAAGGATGTCTAATATTGAGAAGCATAGAGGAGTTAAAGCA 

25 c TAAACCAGGCATGGTATCTGCATTAGTTACCATGrATAGCCATGAAGAAGATATT 
GATAGTGCCATTGAGGTCTTCACACAAGCTATCCAGTGGTATCAAAACCATCAGC 
CAAAATCTCCTGCTCATTTGTCCTTGATAAGAGAAGCTGCAAACTTCAAACTCAA 
ATATGGGCGGAAGAAGGAGGCAATTAGTGACCTACAACAGCTGTGGAAACAAA 
ATCCAAAAGATATTCACACCCTGGCACAGCTTATTTCTGCTTACTCACTTGTAGAT 

30 CCAGAGAAAGCCAAAGCTCTTAGTAAACACTTGCCATCGTCAGATAGTATGTCTC 
TAAAAGTAGATGTTGAGGCTCTTGAAAATTCTGCTGGTGCTACATACATTCGGAA 
GAAGGGTGGAAAAGTTACTGGAGATAGTCAACCAAAGGAACAAGGACAGGGAG 
ATTTGAAAAAGAAGAAAAAGA AAA AG A^GGGAAAATTGCCTAAGAATTATGAC 
CCAAAAGTTACeCCAGATCCAGAAAGA'lGGCTGCCAATGCGAGAACGTTCTTAC 

35 TACCGGGGAAGAAAGAAGGGTAAAAAGAAGGATCAGATTGGAAAAGGGACCCA 
GGGAGCAACTGCAGGAGCTTCATCTGAACTGGATGCCAGTAAAACTGTGAGCAG 
CCCACCCACCTCCCCAAGACCTGGCAGTGCTGCAACAGTATCTGCCTCTACAAGT 
AACATCATACCCCCAAGACACCAGAAACCTGCAGGGGCTCCAGCAACAAAAAAG 
AAACAGCAACAGAAAAAGAAGAAAGGTGGAAAAGGTGGCTGGTGATGAGAATA 

40 TTCTTGTTGCAGGCTGTTTTTAAACTAGTGTCAGTGACACTAGGAATATAATAAA 
GGTAACACAGCAAGAAGCACAGAACTACTCCCTCTTCATCTCCATATTTTCATAA 
TTTCTTGTGTTTCAAATAGGGAAACATCTTCCTCAAAGTCTGCCTAGTGAGATAC 
GGCCTACrGGTTGCCTCATAGCTTTGTACAGATTATGAGGACTGAAAATAATTGG 
GCATTTACCCATCTTGGTATCTGTTGTATCCTTTATCTGTGTGTGCTGATTTGATCT 

45 TTTTTCAGTTTCACATACCrTATCTAAGGTTTCCCAGGATTTAAACAGAAACTACT 
TCTATGATTTCAGCTGGAGTCTGAAGATACTTGTTTCTGTTCAAGTCCCACTTTAA 
ATTATGTCTTAGGAGACTGAAAGTGGAATCTTCTGAGCATTCCTAAATATCTGCT 
TAGAAATATCATGTGATAAAGAGGGACCTTCTTAATACACTGATGTTCTTCACTA 
AATGGATGGCCACAAGAAAAATAAAGTAAATGTCTTAAATAATTTAACCATAAA 
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TTTTCTGTCATGTGATACTGGAATATGGGATACTTTTCATGTTTATATATATNTAT 
ATATGTATATATATATACGATATATATATATATATAAACNTGAAATATATATATA 
TGGCTCCTTTGTGCCCCATGTCATTTTCAGATTATGGTAGCATGCTGATACAGCAC 
CATGAAAGAACTCAAGGAAAATATATCAATGTAAGAAGTTCACTCTTAGACCCA 
5 GTGTTCTGAGGTCACATGGGTTTGGACTGTCTCAATCAGAAAGATTAATGACTGT 
TATCAAGAACATGAACATTGGCTTCCTCCATAGAGAAGAAATCAGTATCTGAGTT 
GCATACCAGGCAGTATTAAAATCTAACAGGTCTGTTTGGCCCATTGATAGATACT 
CAAATGGTGTCTCCTTCTGGTTATGGATTTTGACCATTGATTACCTTTCTCAATGT 
AATGAAGTATTTTACAGTCAATTTGTGGTGTAAATGTTGCTCTTGTCTTTCCTTGC 

10 TTACAAACTACTTTCACATTGAACAGCTGTGAGACAGACATATTGAGATGCCTGC 
CCTTGTTAGTATTCATTTTATGCTGCCCAAGATATCATTTAATTTAGACTTAACAA 
GTATTTCCTTGTGATTATATTACTCTGTCCTTGTTAATAAAGTGCTGCTGTGTTTG 
ACTCTGAACATACTACCAAAACTTCTTCAAAGAGTTTTTTATGAAAGACTTTCCTC 
CTTTACAAGAAAGAAATGGGGTGCTGCCTTTCTGTTTAGTAAAAGCAGAATTTGC 

1 5 AGTGGCATCTAAAGAGATCTTTTTTAAATAAAAATTATGTATTGTGGCATAATCC 
TTTTTTTGAGCTCTACAGAGAACAGTCTTTTGGTAATAGTGGCAGGTATTTATTCC 
TTCTGAATATATACCCCATTATAGGAATAACTGTTACTTATTTAGGATTCCATCAT 
TGAAAATTTTGACCCAAGGCACAGCAGTGAAATTTATAGTTCTCAATTTAGTTGT 
CATTATTGACAGGCATTGGTATTATTAGTCATTGCTAAGCAACTAAAACTTCATC 

20 AGTTCAAATAAGTTTTAATTGTCAAATGAAGTATAAACACATGAACTTTCTAGAA 
ATATTTCCTCTTITGGATAGGTCTTTAACCAGTTCATATATATACTTTGTCAAATA 
• • ,TATGGA'IGTGTATGTGTACATTTATAAGAACGAGTATGGATACATGCATrGAGTG : 
..:v/;.3 , GGTAmTTTTAAAATAAAATATTTTAGCAGTG < • < iX.-J-'s .• • - -'VJU- V.- ' •• • 

25 SEQ ID NO: 373 

>3957 BLOOD 469133.9 U79258 gl 710211 Human clone 23732 mRNA, partial cds. 0 
AACCCTTCCGGTGGGCTAGGTACTGAGCGCGCGAGGTGAGGAGTTGTGCAGGGT 
TTGGGGAAAGGAAGGCTGGCTTGGCGAGAGGGCAGGTTTGCGGGCTTTCGCCCC 
CTTTTCCAAAGACCAACAAAGAGTCCTTCCCCAACTCCCAACTCAACCCCTTTTG 

30 GAACTATGTGTGGTGGTTGGGACCCTGTGGCGCATCCTTGTCGCTCGTGTCCTTCT 
CATGCCCGGCGACGCGTCTTTGTGGTAACGCCCTGCTGCCATCTCTTTTCTTCTCT 
ATGCGAGGATTTGGACTGGCAGTGAGAATAAGAGACAACGATTCACGTCTACTT 
TCTAGGATGAGXTCCATGTGCTCeATCTCGCGCGTCCCTGAGCATGTTGAATTTCC 
AAATCCTAAATAAGCCGGGCGGTGTAGTTTGTATTATGTTGCGTTTCTCTT^ 

35 TTTCCTCGCCCTTTCTCCATCATCCTTTAGGCTCTACAGAGTGAAGGTTTAAATCC 
AAGGTCATGGCAAAACATCTGAAGTTCATCGCCAGGACTGTGATGGTACAGGAA 
GGGAACGTGGAAAGCGCATACAGGACCCTAAACAGAATCCTCACTATGGATGGG 
CTCATTGAGGACATTAAGCATCGGCGGTATTATGAGAAGCCATGCCGCCGGCGA 
CAGAGGGAAAGCTATGAAAGGTGCCGGCGGATCTACAACATGGAAATGGCTCGC 

40 AAGATCAACTTCTTGATGCGAAAGAATCGGGCAGATCCGTGGCAGGGCTGCTGA 
GGCCTGTGGGTGGGACACCCAGTGCGAAACCCTCATCCAGTTTTCTCTCCATCTC 
TTTTCTTTGTACAATCCCATTTCCTATTACCATTCTCTGCAATAAACTCAAATCAC 
ATGTCTGCAAGAAGGCCTCCAAATATAGAAACAATCCCATTAGTCAGCAGTGGA 
CCCTGTCTTTTATTAAGTGAAAGAAGAAACTGAGTCTGAAAGTACTCTAGGAGTA 

45 GAATGGTATTTGCCAGGGACTGGAGGAGGGGGCAGTGATNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNN^^ 
NNNNNNNNNNNNN^ 
NNNNNNNNNhflW^ 

AAATTTTTTTAATGTAGTGAAATATGTCTACCATTTCCTACCCAATTTTTT^ 
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CCCCAAGCAAAATCTTACTGAGAAAGCATCTATTACTTTTTATTAAACTGTTCCAT 
GTTAGGTAGAGAGGAGAAGATGCATGTATGTATTTGGAATAAATTCTGCTTCTGA 
AAACACCTATCAACCT 

5 SEQ ID NO: 374 

>3976 BLOOD 228434.6 U66097 g5058996 Human cell-line THP-1 GTP cyclohydrolase I 
mKNA, complete cds. 0 

TGTGCTCTAAAGGTGATCTAAGCAGGTCGCGTACCTTCCTCAGGTGACTCCGGCC 
ACAGCCCATTGTCCGCGGCCACCGGCGGAGTTTAGCCGCAGACCTCGAAGCGCC 

1 0 CCGGGGTCCTTCCCGAACGGCAGCGGCTGCGGCGGGTCCATGGAGAAGGGCCCT 
GTGCGGGCACCGGCGGAGAAGCCGCGGGGCGCCAGGTGCAGCAATGGGTTCCCC 
GAGCGGGATCCGCCGCGGCCCGGGCCCAGCAGGCCGGCGGAGAAGCCCCCGCG 
GCCCGAGGCCAAGAGCGCGCAGCCCGCGGACGGCTGGAAGGGCGAGCGGCCCC 
GCAGCGAGGAGGATAACGAGCTGAACCTCCCTAACCTGGCAGCCGCCTACTCGT 

1 5 CCATCCTGAGCTCGCTGGGCGAGAACCCCCAGCGGCAAGGGCTGCTCAAGACGC 
CCTGGAGGGCGGCCTCGGCCATGCAGTTCTTCACCAAGGGCTACCAGGAGACCA 
TCTCAGATGTCCTAAACGATGCTATATTTGATGAAGATCATGATGAGATGGTGAT 
TGTGAAGGACATAGACATGTTTTCCATGTGTGAGCATCACTTGGTTCCATTTGTTG 
GAAAGGTCCATATTGGTTATCTTCCTAACAAGCAAGTCCTTGGCCTCAGCAAACT 

20 TGCGAGGATTGTAGAAATCTATAGTAGAAGACTACAAGTTCAGGAGCGCCTTAC 
AAAACAAATTGCTGTAGCAATCACGGAAGCCTTGCGGCCTGCTGGAGTCGGGGT 
..: , : V. AGTGGTTG AAGGAACACACATGTGTATGGTAATGeGAGGTGTACAGAA AATGAA 
A^AGCAAAAGTGTGACGAGCAGAA^G^TGGGTGTGTTGCGGGAGGATGSAAAGAG 
TCGGGAAGAGTTCCTGACTCTCATTAGGAGGTG AGCTTCATTC AGTGTGTGTGCG 

25 TTGGTTGCCGATCGTACTGCCAGTAGCATTGTCTGTCTGTCCGGTCTTGTTTGTAC 
ATTCCATTTTCAATTGTTACAGATGTGAACTTTATTCCTTGTCACTAATTATATTT 
AAAATTATTTCTAGGAAGTCAAATAAATATAATAAAGGGTTGAGCCCTCTACTTT 
CTTCTTGCCACCTTTTTGTGGCAATATTAAAGTGAACTGCTAATAGTGTAAGTAC 
GTGCACAAAACCACTGCCAGATAACCAGAGGGGCCTGGGAAGGGAGAAGAATT 

30 AGTGTATTTTTTTCAAATAGTACAGTAATTTGCCTCATAAGCATAGGAGCATTGG 
GAATGAGAGGGAACTGTGCCCAGTATACTGTTTTTTTTCTTCCTCCAATAAAAGT 
GGTGTAGTGCCGAAAGTGCTAAAATATTTAGTGCGGTATTGCTCTGTGAATTCAA 
GTTCAACAGACTTCAGTTTGGTGATGT.TTACTAAACCACCAGTGACATTTAAAAA 
TATATTTTTAGGAGTCGTAAlGirAGlCAGGAAGGGAAGGTGGTGGAATGTGTAT 

35 GTTTTTGATTTTACTGTGAGTTAAAAAGGCACATTTCTACCTTCTATTGTTTTTAA 
ATTCAAGAATAGGGAATTAGTTCCTGGTGTTGTTTACGAGTGTATTCTCGTGTCA 
ACATACAGGGATTTAGACATTTAACTCTCTGTGCCTTGATAAGAATATCATTTAG 
AGTGTAGATACTTTTGCCTTTTTAAAAAAGCCATTATTTTATGAGACTTAGTACTC 
ACACTGCAAATAACTAGTCAGCTCAGTTTTAACTTTATAGGTTTATTGAGTTTCCT 

40 TTGTGTGATCCATGTAGATGCCTCAAAATGTNNN^^ 

TTATAAGATATTTTTCTAAGTATTTCCAGAAACATTTGAGAGTGCCCATCATTTTC 
AGGTCTGCAGAACCATAGCTTCCACGCACCTGAACGAGCACAGAATGAACTGAC 
GGTGGAAGACATTATGAGCTGTGTCCAACGTTTTAACCAAAGCGTATCGTACCAA 
CGATCTGTGAAAATGCACTGGAAGCTTCTGGTCCCGGTTTCCTTTGTGGTCTATGT 

45 GGGTCTTGTCCTCATTGTAACTCCGTATAGATGGTATAGGTATTTTAATCCTGGAA 
GCTGTrGCCTTATTAATGATTATCTTAAAATTTCCTCCATGGGGCAGCGTGGGCC 
AAATTAAAACAAACAAAACCGCAACTCCTCCACAGAAACACAAACACAGTTATT 
CCATGAAGTTTAGTATTTGGTTGACATAGTGCTCTTCAAATTCATCCCATTACCCT 
AAAAGTAATAACTTTGATGCTTGCTTTAACTTTAGTCCCATCTCTGCCACTTTGAT 
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GCTATTTGGGTTATGATGGGGCAAGATGGCAGAGGTATTGGGTTTTTTTGTTTTTT 
TCCATTCCTCTCTACTTCTGTTTCCTAGCTTTTTCTTTCTGGAGTTTAAGTACAGTG 
ATGGTTGGCTTGAGTACCTTTTTAAATCTAGCCCAGTATAAACATTAGCCTGCTTA 
ATATTTAGACATTTATAGGTAGAATTCTGAGCACTCAACTCATGTTTGGCATTTTA 
5 AAGTAAAAACAAGTGTGACTTCGAGGACCAAAGAAATTGTCAGCTATACATTTA 
TCTTTATGAACTCATTTATATTCCTTTTTAATGACTCGTTGTTCTAACATTTCCTAG 
AAGTGTTCTTATAAAGGTCTAATGTATCCACAGGCTGTTGTCTTATTAGTAAATG 
CAAAGTAATGACTTTGTCTGTTTTACTCTAGTCTTTAGTACTTCAAAATTACCTTT 
TCATATCCATGATCTTGAGTCCATTTGGGGGATTTTTAAGAATTTGATGTATTTCA 
1 0 ATACACTGTTCAAAATTAAATTGTTTAATTTTATGTATGAGTATGTATGTTCCTGA 
AGTTGGTCCTATTTAAATTATTAAACTATTGTAACTrTG 

SEQ K> NO: 375 

>4133 BLOOD 331022.43 U20938 g!926407 Human lymphocyte dihydropyrimidine 
dehydrogenase mRNA, complete cds. 0 

GAAAATGTATCCAAGGAAACATTTTATCATTAAAAATTACCTTTAATTTTAATGC 
TGTTTCTAAGAAAATGTAGTTAGCTCCATAAAGTACAAATGAAGAAAGTCAAAA 
AATTATTTGCTATGGCAGGATAAGAAAGCCTAAAATTGAGTTTGTAGAACTTTAT 
TAAGTAAAATCCCCTTCGCTGAAATTGCTTATTTTTGGTGTTGGATAGAGGATAG 
GGAGAATATTTACTAACTAAATACCATTCACTACTCATGCGTGAGATGGGTGTAC 
AAACTCATCCTCTTTTAATGGCATTTCTCTTTAAACTATGTTCCTAACAAAATGAG 
ATGATAGGATAGATCCTGGTTAGCACTGTTTTGCTGTGCACATAGGGGCTCTGAC 
•TGG.TTITAATAGTCACGTTC^ 

AGTATGCAATGCTTGATTATTCAAGAATGAAAAATATAATGTTGATAATATATAT 
TAAGTGTGCCAAATCAGTTTGACTAGTCTCTGTTTTAGTGTTTATGTTTAAAAGAA 
ATATATTTTTTGTTATTATTAGATAATATTTTTGTATTTCTCTATTTTCATAATCAG 
TAAATAGTGTCATATAAACTCATTTATCTCCTCTTCATGGCATCTTCAATATGAAT 
CTATAAGTAGTAAATCAGAAAGTAACAATCTATGGCTTATTTCTATGACAAATTC 
AAGAGCTAGAAAAATAAAATGTTTCATTATGCACTTTTAGAAATGCATATTTGCC 
ACAAAACCTGTATTACTGAATAATATCAAATAAAATATCATAAAGCATTTT 

SEQ ID NO: 376 

>4152 BLOOD 399962*1 A.L137305.,g6SQ2770 Human mRNA; cDNA DKFZp434J197. 
(from clone DKFZp434j 197). 3e-09 
35 GCCTCGGTGTTCCCACCTAGGGGCGGGCAGCCAGGGGCACTTCCGCTGGCCCAA 
GTGATCTGCATGTGGCAGGGCTGCGCAGTGTGAGCGGCCAGTGGGCAGGATGAC 
GAGCCAGACCCCTCTGCCCCAGTCCCCCCGGCCCAGGCGGCCGACGATGTCTACT 
GTTGTGGAGCTGAACGTCGGGGGTGAGTTCCACACCACCACCCTGGGTACCCTGA 
GGAAGTTTCCGGGCTCAAAGCTGGCAGAGATGTTCTCTAGCTTAGCCAAGGCCTC 
40 CACGGACGCGGAGGGCCGCTTCTTCATCGACCGCCCCAGCACCTATTTCAGACCC 
ATCCTGGACTACCTGCGCACTGGGCAAGTGCCCACACAGCACATCCCTGAAGTGT 
ACCGTGAGGCTCAGTTCTACGAAATCAAGCCTTTGGTCAAGCTGCTGGAGGACAT 
GCCACAGATCTTTGGTGAGCATGGTGTCTCGGAAGCAGTTTTTGCTGCAAGTGCC 
GGGCTACAGCGAGAACCTGGAGCTCATGGTGCGCCTGGCACGTGCAGAAGCCAT 
45 AACAGCACGGAAGTCCAGCGTGCTTGTGTCCTGGTGGAAACTGAGGAGCAGGAT 
GCATATTATTCAGAGGTCCTGTGTTTTCTGCAGGATAAGAAGATGTTCAAGTCTG 
TTGTCAAGTTTGGGCCCTGGAAGGCGGTCCTAGACAACAGCGACCTCATGCACTG 
CCTGGAGATGGACATTAAGGCCCAGGGGTACAAGGTATTCTCCAAGTTCTACCTG 
ACGTACCCCACCAAAAGAAACGAATTCCATTTTAACATTTATTCATTCACCTTCA 
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CCTGGTGGTGATCCTCAGGAGCAGAGACTGTTATGAATTCTGGCGTGGCTTATGA 
AATTAAAAGTTGCCATCAAAGCCATTTTCTTTTAATTTCACAAACATCAGGCAAT 
TTCCAGGGTTGGTCTAGAGTCTTGCCACTAAATATTGATCACTCGTTTAAGGACTT 
TCCACTCCATTGCAACTGATGCCACTATATTTGCCTAGCAACTTGCAGCTACTTCC 
5 TTTTCAAAGCCTCATGTATCTCCCAGACCCTTCTCTTGAAGTCCAATAACAAGAC 
CAAGTAAGAATGTTTCAACAATGCGTTGGCAAGAGATGTGAGATGACAACAGGA 
ACATACAAGATACTGTGAATCTAGATGTTCTGACCTAAAGATGTAGTCTACATAG 
CCCCAGCTTGGGGTCCAATCCATCTGTCCCTGGCATGTGCCTTCATGTAGTAGGT 
GCTTTCCTGATCCCCTTTGCGAGATGCTGTGGGTGCTAACACCTCAGAGCTGTCCT 

10 CTTCTCTAGAGTGGAGGTTTTCAAAGTGCATCATCAGCATTACCTGTGAACTTGC 
TGGAAATACAAATCCTCAGGCCCCACCTCAGACCTACTGAATCAGAATCTCTGGG 
GGTTGGGCACAGCATTCTGATTTACCAAACCCTCCAAGTGATTTTGATGTATTCT 
AATTTTGAGACCATCTCTAGAAAAGAATTGCTACCTCTTGTATGGAGGTACAAAA 
GACTGACCTCTTACATCAAGGAACTTCCTTTCCCAGAGCTCCTCATGGAATCAAG 

1 5 CTGAAGTCAGTCTTCTTCTGAG AGCACATTCTTACTCAGTTTTTTTCCTCTGTCCT 
ACGCTGCTTCCCTCACTCCCCTTCTCCTAAGAGCACTCCATCAATAAACCACTTGC 
ACGAG 

SEQ ID NO: 377 

20 >4181 BLOOD 350387.28 Z271 13 g415387 Human gene for RNA polymerase II subunit 
14.4 kD. 0 

. V::.. GGGTTACGGeGCAGGCGCAAGATAAGCTAGGAGGCGCGCGAGTCGTAGTGTCGC ■ 
■>. , 'TGTTTGCGGGTCTGCGCGGGGGAGCGGGGGGGAGCGGGGTGGGTGAGGCGAGGG 
TGTCATGTCAGACAACGAGGAOAATTTTGATGGCG ACGACTTTGATG ATGTGG AG 

25 GAGGATGAAGGGCTAGATGACTTGGAGAATGCCGAAGAGGAAGGCCAGGAGAA 
TGTCGAGATCCTCCCCTCTGGGGAGCGACCGCAGGCCAACCAGAAGCGAATCAC 
CACACCATACATGACCAAGTACGAGCGAGCCCGCGTGCTGGGCACCCGAGCGCT 
CCAGATTGCGATGTGTGCCCCTGTGATGGTGGAGCTGGAGGGGGAGACAGATCC 
TCTGCTCATTGCCATGAAGGAACTCAAGGCCCGAAAGATCCCCATCATCATTCGC 

30 CGTTACCTGCCAGATGGGAGCTATGAAGACTGGGGGGTGGACGAGCTCATCATC 
ACCGACTGAGCTGGAGTCATCTTCCTGCCCTTGCCCCATGCCCAATTTTCATTCTC 
ACTTTATATGTGTAAATAATAAAATATTCAACTTTCCAAAAAAAAAAAAAAGGG 

SEQD>NO:37'8 

35 >4191 BLOOD Hs.171495 gnl|UG|Hs#S4798 Human hap mRNA encoding a DNA-binding 
hormone receptor /cds=(32 1,1 667) /gb=Y00291 /gi=32025 /ug=Hs.l71495 /len=2972 
CGGGGTAGGATCCGGAACCCATTCGGAAGGCTTTTTGCAAGCATTTACTTGGAAG 
GAGAACTTGGGATCTTTCTGGGAACCCCCCGCCCCGGCTGGATTGGCCGAGCAA 
GCCTGGAAAATGGTAAATGATCATTTGGATCAATTACAGGCTTTTAGCTGGCTTG 

40 TCTGTCATAATTCATGATTCGGGGCTGGGAAAAAGACCAACAGCCTACGTGCCA 
AAAAAGGGGCAGAGTTTGATGGAGTTGGGTGGACTTTTCTATGCCATTTGCCTCC 
ACACCTAGAGGATAAGCACTTTTGCAGACATTCAGTGCAAGGGAGATCATGTTTG 
ACTGTATGGATGTTCTGTCAGTGAGTCCTGGGCAAATCCTGGATTTCTACACTGC 
GAGTCCGTCTTCCTGCATGCTCCAGGAGAAAGCTCTCAAAGCATGCTTCAGTGGA 

45 TTGACCCAAACCGAATGGCAGCATCGGCACACTGCTCAATCAATTGAAACACAG 
AGCACCAGCTCTGAGGAACTCGTCCCAAGCCCCCCATCTCCACTTCCTCCCCCTC 
GAGTGTACAAACCCTGCTTCGTCTGCCAGGACAAATCATCAGGGTACCACTATGG 
GGTCAGCGCCTGTGAGGGATGTAAGGGCTTTTTCCGCAGAAGTATTCAGAAGAA 
TATGATTTACACTTGTCACCGAGATAAGAACTGTGTTATTAATAAAGTCACCAGG 
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AATCGATGCCAATACTGTCGACTCCAGAAGTGCTTTGAAGTGGGAATGTCCAAA 
GAATCTGTCAGGAATGACAGGAACAAGAAAAAGAAGGAGACTTCGAAGCAAGA 
ATGCACAGAGAGCTATGAAATGACAGCTGAGTTGGACGATCTCACAGAGAAGAT 
CCGAAAAGCTCACCAGGAAACTTTCCCTTCACTCTGCCAGCTGGCTAAATACACC 
5 ACGAATTCCAGTGCTGACCATCGAGTCCGACTGGACCTGGGCCTCTGGGACAAAT 
TCAGTGAACTGGCCACCAAGTGCATTATTAAGATCGTGGAGTTTGCTAAACGTCT 
GCCTGGTTTCACTGGCTTGACCATCGCAGACCAAATTACCCTGCTGAAGGCCGCC 
TGCCTGGACATCCTGATTCTTAGAATTTGCACCAGGTATACCCCAGAACAAGACA 
CCATGACTTTCTCAGACGGCCTTACCCTAAATCGAACTCAGATGCACAATGCTGG 

10 ATTTGGTCCTCTGACTGACCTTGTGTTCACCTTTGCCAACCAGCTCCTGCCTTTGG 
AAATGGATGACACAGAAACAGGCCTTCTCAGTGCCATCTGCTTAATCTGTGGAGA 
CCGCCAGGACCTTGAGGAACCGACAAAAGTAGATAAGCTACAAGAACCATTGCT 
GGAAGCACTAAAAATTTATATCAGAAAAAGACGACCCAGCAAGCCTCACATGTT 
TCCAAAGATCTTAATGAAAATCACAGATCTCCGTAGCATCAGTGCTAAAGGTGCA 

1 5 GAGCGTGTAATTACCTTGAAAATGGAAATTCCTGGATCAATGCCACCTCTC ATTC 
AAGAAATGATGGAGAATTCTGAAGGACATGAACCCTTGACCCCAAGTTCAAGTG 
GGAACACAGCAGAGCACAGTCCTAGCATCTCACCCAGCTCAGTGGAAAACAGTG 
GGGTCAGTCAGTCACCACTCGTGCAATAAGACATTTTCTAGCTACTTCAAACATT 
CCCCAGTACCTTCAGTTCCAGGATTTAAAATGCAAGAAAAAACATTTTTACTGCT 

20 GCTTAGTTTTTGGACTGAAAAGATAITAAAACTCAAGAAGGACCAAGAAGTTTTC 
ATATGTATCAATATATATACTCCTCACTGTGTAACTTACCTAGAAATACAAACTTT 

- :V TCCAATTTTAAAAAATCAGGCATTTGATGGAACCAGA AACTAGTTAAAAGCTTGT 
ATTTTCCTCTTTGAAGA6TCA.AGA TGCATGGCAAAGACCCAGTCAAAATGATTTA . 
CCCCTGGTTAAGTTTGTGAAGACTTTGTACATACAGAAGTATGGCTCTGTTGTTTC 

25 TATAGTGTATGTTTGGTGCTTTCCTTTTGTCTTGCATACTCAAAATAACCATGACA 
CCAAGGTTATGAAATAGACTACTGTACACGTCTACCTAGGTTCAAAAAGATAACT 
GTCTTGCTTTCATGGAATAGTCAAGACATCAAGGTAAGGAAACAGGACTATTGA 
CAGGACTATTGTACAGTATGACAAGATAAGGCTGAAGATATTCTACTTTAGTTAG 
TATGGAAGCTTGTCTTTGCTCTTTCTGATGCTCTCAAACTGCATCTTTTATTTCATG 

30 TTGCCCAGTAAAAGTATACAAATTCCCTGCACTAGCAGAAGAGAATTCTGTATCA 
GTGTAACTGCCAGTTCAGTTAATCAAATGTCATTTGTTCAATTGTTAATGTCACTT 
TAAATTAAAAGTGGTTTATTACTTGTTTAATGACATAACTACACAGTTAGTTAAA 
AAAMTTTTTTrACAGTAATGATAGCCTCCAAGGCAGAAACACTTTTCAGTGTTA 
''''KGTTTTTGTiTACTTGTTCACAAGCCATTAGGGAAATTTCATGGGATAATTAGCA 

35 GGCTGGTCTACCACTGGACCATGTAACTCTAGTGTCCTTCCTGATTCATGCCTGAT 

AAGAAACAGGCATAGAATCTGCCTCCTTTGACCTTGTTCAATCACTATGAAGCAG 
AGTGAAAGCTGTGGTAGAGTGGTTAACAGATACAAGTGTCAGTTTCTTAGTTCTC 
ATTTAAGCACTACTGGAATTTTTTTTTTTGATATATTAGCAAGTCTGTGATGTACT 
40 TTCACTGGCTCTGTTTGTACATTGAGATTGTTTGTTTAACAATGCTTTCTATGTTC 
ATATACTGTTTACCTTTITCCATGGACTCTCCTGGCAAAGAATAAAATATATTTAT 
TTT 

SEQ ID NO: 379 

45 >42 1 5 BLOOD 237648. 6 AF006305 g22 1 393 1 Human 26S proteasome regulatory subunit 
(SUG2) mRNA, complete cds. 0 

CATGGACAGGTCCAGGTACTCCTGGTTGGAGTCACAGGCCACGATGCGGTCCAG 

GTCTTCCACCAGCTGCTTGAAGGTGGGTCTCTGTGAGGGCACTGCATGCCAGCAG 

TCCCGCATCATCATGTACAGCTCGTTGGTGCAGTTACTGGGCTTCTCATCATGGC 
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GGACCCTAGAGATAAGGCGCTTCAGGACTACCGCAAGAAGTTGCTTGAACACAA 
GGAGATCGACGGCCGTCTTAAGGAGTTAAGGGAACAATTAAAAGAACTTACCAA 
GCAGTATGAAAAGTCTGAAAATGATCTGAAGGCCCTACAGAGTGTTGGGCAGAT 
CGTGGGTGAAGTGCTTAAACAGTTAACTGAAGAAAAATTCATTGTTAAAGCTACC 
5 AATGGACCAAGATATGTTGTGGGTTGTCGTCGACAGCTTGACAAAAGTAAGCTG 
AAGCCAGGAACAAGAGTTGCTTTGGATATGACTACACTAACTATCATGAGATATT 
TGCCGAGAGAGGTGGATCCACTGGTTTATAACATGTCTCATGAGGACCCTGGGA 
ATGTTTCTTATTCTGAGATTGGAGGGCTATCAGAACAGATCCGGGAATTAAGAGA 
GGTGATAGAATTACCTCTTACAAACCCAGAGTTATTTCAGCGTGTAGGAATAATA 

1 0 CCTCCAAAAGGCTGTTTGTTATATGGACCACCAGGTACGGGAAAAACACTCTTGG 
CACGAGCCGTTGCTAGCCAGCTGGACTGCAATTTCTTAAAGGTTGTATCTAGTTC 
TATTGTAGACAAGTACATTGGTGAAAGTGCTCGTTTGATCAGAGAAATGTTTAAT 
TATGCTAGAGATCATCAACCATGCATCATTTTTATGGATGAAATAGATGCTATTG 
GTGGTCGTCGGTTTTCTGAGGGTACTTCAGCTGACAGAGAGATTCAGAGAACGTT 

1 5 AATGGAGTTACTGAATC AAATGGATGGATTTGATACTCTGCATAGAGTTAAAATG 
ATCATGGCTACAAACAGACCAGATACACTGGATCCTGCTTTGCTGCGTCCAGGAA 
GATTAGATAGAAAAATACATATTGATTTGCCAAATGAACAAGCAAGATTAGACA 
TACTGAAAATCCATGCAGGTCCCATTACAAAGCATGGTGAAATAGATTATGAAG 
CAATTGTGAAGCTTTCGGATGGCTTTAATGGAGCAGATCTGAGAAATGTTTGTAC 

20 TGAAGCAGGTATGTTCGCAATTCGTGCTGATCATGATTTTGTAGTACAGGAAGAC 
TTCATGAAAGCAGTCAGAAAAGTGGCTGATTCTAAGAAGCTGGAGTCTAAATTG 
. GACTACAAACGTG.TGTAATTTACTGTAAGATTTTTGATGGCTGCATGACAGATGT:. : 
'/. TGGCTTA : ^GTAAAAA¥AAAGCTAAAGAAAATAA7'G'rATGTATTGGTAATGATGT ^ 
CATTAAAAGTA'IATGAA'rAAAAA'IAI'C'iAG'rAACArCATAAAAATI AGTAA'tTGA : ■ 

25 AG.TTTTAAGATACAGAAGAAATTTGTATGTTTGTTAAAGTTGCATTTATTGCAGC 
AAGTTACAAAGGGAAAGTGTTGAAGCTTTTCATATTTGCTGCGTGAGCATTTTGT 
AAAATATTGAAAGTGG1TTGAGATAGTGGTATAAGAAAGCATTTCTTATGACTTA 
TTTTGTATCArrrGTTTTCCTCATCTAAAAAGTTGAATAAAATCTGTTTGATTCAG 
TTCTCCTACAAAAAAAGTCATAAGAAATGCTTTCTTATACCACTATCTCAAACCA 

30 CTTTCAATATTTTACAAAATGCTCACGCAGCAAATATGAAAAGCTTCAACACTTT 
CCCTTTGTAACTTGCTGCAATAAATGCAACTTTAACAAACATACAAATTTCTTCTG 
TATCTTAAAAGTTGAATTACTAATTTTTA 

SEQ ID NO: 380' " 

35 >4222 BLOOD 1099671.1 X71901 g483524 Human ERF-1 mRNA 3' end. 0 

CGCGATCTAGAACCCAAACCTAACAGTATATATTTTATCATTTTCAAGGGAGTCA 
TGCTCCATTGCGGGCCCTTCGGTTTCGTGGCTCCCATGTCCCCCTCTCCACCTCCC 
GCCAAAACGGCGCAGCGTGACAAGCCATATGTTCCACTCCGGTGGGGGCGAGAG 
AGAAGCAACAATAAGTTAAAAGTGCCGCCTCCCTCCACCTCTTTACCTTCATTCT 

40 TACCAAAGTAACCTTTTTTCATTGTTCTAGAGTCTTGAGGTGTGTGTGGGGAGGA 
TGGAGGAGGAGGGAGGGTTGTGGCGCCGCCCAGAATTCGGAGCGCGCGTGGAA 
AGTAGTGAGTTGCTCGGTGGGCTTTTTCTGGGAGGAAGGGGCATTCAGGAAGGA 
TTAGGGTTTTCTTGACTAAAAAGTTTAAAGATTGGATGCGTGAAAAGAAACGGC 

45 GCGCCCCCCACCCGCCCACACCCGGAGAGCGCCGGCTGCAAAGCGAGCGCGAGT 
GTCGACGCGTGCGACGCACTAAATTGTGCCGCGCTCGCGCCCCGCCAGACCATGT 
CCTCCTGGGGAAAAAGTTTCCCTAGTCCCCCCAGCACCGCGCCCCACCCTACGCC 
CCGCTGGAAAAAAAACAGCAACATAAAATCCTAGGCTTGAACATTCTGTGCGTC 
CCAAATTTCTAATGTCCTCGGCCTGCCCGGTTTGCCGAAGGGAGCCGAGTGTCGA 
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AGAGAAGTCGGGTAAAGGTAAGTTGTGCAGACACTTGGGGAAGTTTCAAGGAGA 
CCGCCAGCTCAAGATGGAAACCGCGGCCCGGGCGCTAAGGACGGGCTTCAGCTC 
CCGCTGGCAAAAAGAGAAAGTCGAGCCCGCCTTCCTGCCCAACAAAAAACAACA 
ACATGACAACAAGAACCCCGGAGGGAGTGGAATGAGTGACGTCACAGCCGCGCT 
5 CTGAGGCTGACAAAGGAGGGGGCGCGCCCCTCCCGCTCTGCGCCCGCGCGGCCC 
CGGAGAGGGGGCGCCTGAAGCGCCGGGTAGGGAAGTCAGCCGACTTGAAACTTT 
TCCTCTTNNNNNNNN^ 

TTTTTTTTCCGCCTTCTTTTCTCGTCTCCCTCCCCCTTCTTC^ 

CTCCTCCCCCTGCCCCCCCTCCCCGCCTGACCGCATGGCTGATTCAACTCCAGTGT 

1 0 CAATCAACTTCTTTTTCCTCCTCTTCCTCATTTAAATAAGTTTAAAGCTCCTCCTCC 
CCCCGGCCCACCAAATCTGAACTTTATAAATTGGGCTTTGCGCGCCCCAGCCCGG 
AGTCAGAAAGGCGAGGGGCGCCGGGAACTGGCGTGTGGGACTCCAGACAGGAG 
AGGCTGCGCCTTCCCCGCACCGGGACCTTCGCGACACACCAGATCCTCGCCCCTG 
GCTCGCGCGAACGCACAGGATGACCACCACCCTCGTGTCTGCCACCATCTTCGAC 

1 5 TTGAGCGAAGTTTTATGCAAGGTAAAGGGGGGCGGAGCATTTGCTTTTCAAAAA 
GTCTTTTTCTTTTGCCTTAAGAAAGAACCCCCAAAAGTTTGGGTCTTGGAAGGCA 
ATGGGGAAAGTGGTGCAGCGAGATGATTCTTTTCTCCTCCGGCATTTCTCCCAAG 
TTTGAAGGAATTTGGCCCCGTCCTTCCCACCCTTTGAGTTTCAACAGTTGCTGGCG 
GGGATTACATGTGAATCTGGAGGCCAGGGTTTTGAGGGGCGAAGTTTGCCTGGC 

20 AGGGCAGCCCGGGGGCTTCGGGGGGAGGGCTGGGATTGGGACAAGTTTTGGGCG 
ATCCTGTTTTACGTAACGTGCTGCTGGATCCCAGGTTTGCTGGTCTGATCGGGTTC 
GCAGTCTGCGGGCTAGGTCTGGGGAGGGGGATTACCCACCCGTGGGGTTGGGAGT 

: :: . vGGGAGGTCGGTGGGGGAAGTGAGTGTGGGGACAATGTTTTGGTCGAGTGirTa , GGG.v 
GGGAGCTGGGGATATGGGAGGAAGAAAGGCCAAGTTGTGATTCAAAAAGATG'n' 

25 GCAGAACAAGTTTGCAGTGGGGCTTGAGTCCGCCCTAGCTCCGTTGGGCTTCTTC 
CCGCGATAGCCGATCGTGCAGCAAACTTTGGGGTGAAAGAGGCATTCAGGTTGA 
CCCGCTTACCTGTGTTGCCGAGGCATTGCGGCTCATCGATTGCGGGCGGGGTTGG 
GGGGGGAGGTGGCGACAAAATGCTGGCTTGAACTCGAGAGTCCCGCGAGTAAGG 
ATTTAATGGGGGCCTCCTTAAAACATGTTGCTTGTCAGCCAGTGTTGAAAAAGCA 

30 AGTTTTAAACTCGGAATGTTCCAGGACTGCGGTTTAAATGTACATAGCAAAAGTC 
TATGGATGTTGTTAAATTTCTTTCCAACCTCCCCCTCCCAATTTGAAAGGGTGAAG 
CTGCTGGGCTACTTTTTAATTGCTGAAGTGTTTTGCCTTCTCCAGCCAGGAGCTGG 

J, ..... ■GAAGCCTCTTTGCCCCTAGCATGGGGCTGCCCGGGGGTGGCTCCCCGAGCAGGTT . 

CCTCTTCCGGCCCATGTCCGAGTCCCCTCACATGTTTGACTCTCCCCCGAGCGCTG 

35 AGGATTCTCTCTCGGACCAGGAGGGCTACCTGAGCAGCTCCAGCAGCAGCCACA 
GTGGCTCAGACTCCCCGACCTTGGACAACTCAAGACGCCTGCCCATCTTCAGCAG 
ACTTTCCATCTCAGATGACTAAGCCAGGGTAGGGAGGGACCTCCTGCCTACTCCA 
GCCCCTACCCTGCACCCACATCCCATACCCTCTTCTCCCTACCCATCCCATTCCCC 
ACAGGCCCTACATTAACAAGGTTAAGCTCAACCCCTTTCCCCCAGCACCTCAGAA 

40 TGTGCCCTCCCTCTCCCCCTCATAACCCCACCTAACATAAGGACAAGTCAATTTG 
TCAGTAGCTTCTTCTGGCTTGAAACCCCCTCCCTGGGATTTTATAGCCCACTTACC 
ATGCATAACAGACAAGTCCCATATTTTGTCAGTAGATGCCTTTTTTTTTCCGGCTT 
AAGCCTTAAGTGCCAAATCACAAGAGAAAAAGCAGTAACAGTTTACAGAAGCAA 
CTTAGTGCCTTGTAATCTAACTTTGTCACTGTGACTACATTACCTCTTCAGCGCCA 

45 GAGGGCACCCGTGGGCCTCCCGGAGCCTCTGCCCATGGCGGGGTGGAGACCCGG 
AACCAGCAGCCCCCTCCACTGGCGACACAACTGCACCTTCCCTCATTTCAGTCTC 
CCGCACACTTATTCCTCCTCCCCTCTTCCCGGTGGCACCTCTCCACCTGTACCCGC 
CCCCGCCCCACCACCCCGGCCCCTTGGAAGAGTTGTTGCCAGACCAGGGTTTTGG 
GGGAAACCTGTCTTGACATTCAAAACCTTTTTCTTCCCGATCTGAACCCCTGTTGA 
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CTAATCTTGCCTGGGTTTGTGTAGGTCTGCAGGAAGGAAGGCTGAAAAAGCGGA 
CGAAGATTTTGACTTAAGTGGGACTTTGTGATTTAATTTTTC 
GGGAGGAAGGGGAAGCTAGATGGACTAGGAGAGACTTGATTTTGGTGCTAAAGT 
TCCCCAGTTCATATGTGACATCTTTTTAAAAAAAATAACAACAAAAAAAAAATG 
5 AGAGAAAAGCTAAAAAAAAAAAAGTAAGGGGTGAGCAGTTAATGGTATTCATTC 
CACATACAATATCTGTGTAAAACGATTTCCTGTAGAAGTAGCTTTAATGGTTTTT 
GCTCTAGAATACCGTAGGTCTATCCTTAGAGCACTCACGCCATGCTTTCTTCCCTG 
GGTTTTAAACTTCATATAACTTTCAGAAATTGGAGAGCAAAAATTTTGCTTGTCA 
CTGCACATCAATATAAAAAAGCTTATTTAACTTATCAAAACGTATTTATTGCCAA 

1 0 ACTATGCTTTTTTTTGTTAATTTTGTTCATATTTATCGGGATGACAAATCCATAGA 
ATATATTCTTTTATGTTAAATTATGATCTTCATATTAATCTTAAAATTTTGTGACG 
TGTCTTTTTCCTTTTTTTCCACAGTTTTAATATATTATTCTTCAACGACATTTm 
TAACTTTACACTTTTTTGGTTATTTTATTTTAAAAAAAATGAAAAATTAATTTAAA 
AAAATGCAAAAAACTGTTGGATTATTTATTTTAGAAATTCCCCCCTTTGTGTTGG 

1 5 ACTGC AAATTG AGTTTCTTTCTCTTTAGGCCTTTCAC AACTAGGACTGAGAATGTA 
TGTAAAAGTTCTGTGACAGTACAGAAGGAAAACAACTTTTTATGTATAGCTTCTA 
AAAGGGGAAAAAAAAAAAAAAGAGAAACCCTTTGACTTCCACGTGCCCATCTCA 
AGACATTCCACTCACAGATTTGAGGTTCTGGATTCCAGGTCTGGAGTTTTCCAAT 
GTTAATGTAAACAGAACTGGCACACACACATTAAGATGAATGTAATTATTATTCC 

20 TCTTGCTGGTCACTACCGTCGCTTTCTATTTCTCTTTCTTTGTGTGAATTTATTTAA 
. AAGAAAAAAAAACTTTTTGTAACGACTATTTGCAGTTTAAAAATCAATAAACCCC 
, . :;:;:-GTTTTTTCAAGAAAGAAAA;^ . ■: ' •. v ' -M : ••• V. -v . 

• :,r;.S12QlDNO:381 "... ■ ... . 

"25 i >4336 BLOOD 992306. 1 X5 1 52 1 g3 1 282 Human mRNAfor ezrin. 0 : 

CCATCTTTGTATATTTACATGCTTAGAGGGGTGAAAATTATTTTGGAAATTGAGT 
CTGAAGCACTCTCGCACACACAGTGATTCCCTCCTCCCGTCACTCCACGCAGCTG 
GCAGAGAGCACAGTGATCACCAGCGTGAGTGGTGGAGGAGGACACTTGGATATT 
TTTTTAGTTTTTTTTTTTTTGGCTTAACAGTTTTAGAATA 

30 TTATTAATGATCAGCTATATACTATTTATATACAAGTGATAATACAGATTTGTAA 
CATTAGTTTTAAAAAGGGAAAGTTTTGTTCTGTATATTTTGTTACCTTTTACAGAA 
TAAAAGAATTACATATGAAAAACCCTCTAAACCATGGCACTTGATGTGATGTGGC 
- ... AGGAGGGCAGTGGTGGAGCTGGACCTGCCTGCTGCAGTCACGTGTAAACAGGAT .. 
TATlATTAGTGTTTTATGCATGTAATGGACTATGCACACTTTTAATiTTGrCAGAT 

35 TCACACATGCCACTATGAGCTTTCAGACTCCAGCTGTGAAGAGACTCTGTTTGCT 
TGTGTTTGTTTGCAGTCTCTCTCTGCCATGGCCTTGGCAGGCTGCTGGAAGGCAG 
CTTGTGGAGGCCGTTGGTTCCGCCCACTCATTCCTTCTCGTGCACTGCTTTCTCCT 
TCACAGCTAAGATGCCATGTGCAGGTGGATTCCATGCCGCAGACATGAAATAAA 
AGCTTTG 

40 

SEQ ID NO: 382 

>4365 BLOOD 198264.2 D42039 g577290 Human mRNA for KIAA0081 gene, partial cds. 
0 

GGAGGCGGGGCCTCGGAAAGGCGGACAGGAAGGCGTGTGCAAGGCGGGGTCCG 
45 GCCCGCGCAGGTCGGGTAAGCGCGTCTAGGGCGCTGCGCGGCGCAGCGAAAATG 
GCGGCTTCCAGGTGGGCGCGCAAGGCCGTGGTCCTGCTTTGTGCCTCTGACCTGC 
TGCTGCTGCTGCTACTGCTACCACCGCCTGGGTCCTGCGCGGCCGAAGGCTCGCC 
CGGGGACGCCCGACGAGTCTACCCCACCTCCCCGGAAGAAGAAGAAGGATATTC 
GCGATTACAATGATGCAGACATGGCGCGTCTTCTGGAGCAATGGGAGAAAGATG 
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ATGACATTGAAGAAGGAGATCTTCCAGAGCACAAGAGACCTTCAGCACCTGTCG 
ACTTCTCAAAGATAGACCCAAGCAAGCCTGAAAGCATATTGAAAATGACGAAAA 
AAGGGAAGACTCTCATGATGTTTGTCACTGTATCAGGAAGCCCTACTGAGAAGG 
AGACAGAGGAAATTACGAGCCTCTGGCAGGGCAGCCTTTTCAATGCCAACTATG 
5 ACGTCCAGAGGTTCATTGTGGGATCAGACCGTGCTATCTTCATGCTTCGCGATGG 
GAGCTACGCCTGGGAGATCAAGGACTTTTTGGTCGGTCAAGACAGGTGTGCTGAT 
GTAACTCTGGAGGGCCAGGTGTACCCCGGCAAAGGAGGAGGAAGCAAAGAGAA 
AAATAAAACAAAGCAAGACAAGGGCAAAAAAAAGAAGGAAGGAGATCTGAAAT 
CTCGGTCTTCCAAGGAAGAAAATCGAGCTGGGAATAAAAGAGAAGACCTGTGAT 

1 0 GGGGCAGCAGTGACGCGCTGTGGGGGGACAGGTGGACGTGGAGAGCTCTTTGCC 
CAGCTCCTGGGGTGGGAGTGGTCTCAGGCAACTGCACACCGGATGACATTCTAGT 
GTCTTCTAGAAAGGGTCTGCCACATGACCAGTTTGTGGTCAAAGAATTACTGCTT 
AATAGGCTTCAAGTAAGAAGACAGATGTTTTCTAATTAATACTGGACACTGACAA 
ATTCATGTTTACTATAAAATCTCCTTACATGGAAATGTGACTGTGTTGCTTTTTCC 

1 5 CATTTACACTTGGTGAGTCATCAACTCTACTGAGATTCCACTCCCCTCCAAGCAC 
CTGCTGTGATTGGGTGGCCTGCTCTGATCAGATAGCAAATTCTGATCAGAGAAGA 
CTTTAAAACTCTTGACTfAATTGAGTAAACTCTTCATGCCATATACATCATTTTCA 
TTATGTTAAAGGTAAAATATGCTTTGTGAACTCAGATGTCTGTAGCCAGGAAGCC 
AGGGTGTGTAAATCCAAAATCTATGCAGGAAATGCGGAGAATAGAAAATATGTC 

20 ACTTGAAATCCTAAGTAGTTTTGAATTTCTTTGACTTGAATCTTACTCATCAGTAA 
GAGAACTCTTGGTGTCTGTCAGGTTTTATGTGGTCTGTAAAGTTAGGGGTTCTGTT 

f . TTGTrrCCTTATTTAGGAAAGAGTAGTGGTGGTGTGGAGGGGTTATATGTTCGATT 
TAATGTGACAGTfTTAJ\AGGATTTAAGTAGGGAATGAGAGTCCTTTGGAGAGTGT 
GACAGACGACTGAATAACCTCATTTGTTTCTAA^tCATlTr : rCTTTGAl'AAAGTGCG 

25 TAAATCTGTGCTTTCGTATAGAGTAACATGATGTGGTACTGTTGATGTCTGATTTT 
GCCGTTCATGTTAGAGCCTACTGTGAATAAGAGTTAGAACATTTATATACAGATG 
TCATTTCTAAGAACTAAAATTCTTTGGGAAAAACCCTCAATTGTGATTTTAATAA 
ATTAAAAGTAGCACATTACATGGTTAGAAAATGTCAGTGTTAAAGAATGGTACA 
AAGTGAAAAGTGTATCCCTCTCTTGCCGCCGGTGGTAGCTTGTCCCAGTGGAAGC 

30 TGCTGTTAACAATTTGTGCCCCCACATCCCCCTCCCTGCCCATCCACCAAAAAAA 
AGTACATTTACTTATGTAAATGTACTTATGGTGATGTATGTTTGTTTTGGCCTCAC 
AGCATCTGTTTCCCCTTAATTTGGTAGCTGCTCACATTTCCCTCGAAAGAACCACA 
CCCTCTGCATTGTCAGTTCTTTGCTTTGGATGGGACATTTGCCCTGCAGTGCCCCC 
ACCCTCCAGGCCATGCCCTCTCCAGGGTGAGGCGTGTGTGA iV TAGCGTACTAGG 

35 GTACTAGGCCCTGAAAGAGGCTTTTCTTGTTCCTCCTGCATCTTGAACCTGGAGC 
GGGAGCTGTTGTAGGCCCCGCCCTTGGAGAAGAGAACTGTCTGACAGTGGGGAG 
AGAGCGCCACACCCTGGTGGCATAAACGAGTCCCTGAATCATGCCGTGGCTGAA 
CCAAGCCCTGTCTGTGGGCTTTTTCTGTTGTACTCAGGGCAGTTTGATGGGGTTAC 
TGTCCTGCATAGCCATAATGGCCCAGTATAAAGCAGCTGTTTTGATGAGATAATT 

40 GCTTTAATTAAGCAAAAGGTAGCAAAGCTTTCACTCCGCCCTGTACCTTCTGTTTC 
CACTTAGGAGCCTTCCCATGTCAGAATGTGCAGATCTGTCTCATTGTTTCCTGTGC 
AGTGTGCCCCCACTTCACCCAGTAGTTTCTGTGTGTCTGTTATGTACTAGGTACTA 
CAAGGTGCCAGGACGGTGTAGATACAGCCTCTGCTATCGTAAAACTCAATGATTC 
GGTGGGGGAAGACAAATGTCAGTAATGTACAAAGTAAAATGGCAGCTGTTAGAA 

45 GTATGAAAGGGGCAGGGTAGGGGGAGGTAGAATCTTCCCTGACCAGGTTAAGAA 
AACCAGAGGCCTTCTCTGAGGGCAAGAGGAGGAGAGGAGAAATAGAGTAAGGC 
AGGCAGAGGAAACAGTCTGAGCTAAGACCCTGTGGCTAGAAGTGGCAGAGGGA 
GAGGCAGCAGGAAGGCCAGCGGGGAGGCTGGGGCCCAGTGCAGGCCCAGGTTG 
GAGGAGCGTAGCACATGGAGTTTGGTAGGAGTTTGGGACGCCCTGGTGGATCTT 
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AATTGTGATGGGGTGGGTGTGAAAGGCAGTCCAGGTTGCACTGGTTGCACAGGA 
GAAGTGATCAGAAGAGGACCCCAGCAGGTGTGAGCCGTGAGCAGAGGTGCTTCA 
GTAGTGCAGGCCATAGCTGAAGGTGTCCTACATCAGCAGGGTGATGGTGAGGTT 
TGAACCACTGTTTCACTGCATAGTCCCTGCTGATGGACACTTGAGTGTTCAGATTT 
5 TTTGCTGGTATATTCAGTGCTGCAGTGGACATTTTCATACAAAATATTTCGGTACA 
CTTTTGTTTATATCTGAAAGGTAAATTCCTAGCAGTAGAATTATTAGAGCAAACG 
GAATTTAACATTTTGGTGTGTATTGCCAAATTGCCCTCCCAAGTGGTTTAGTCAGC 
TTACCCTTGCCAACAATAGATCTATCCTTGCCAGCCTTGGGCATCACATTTACCA 
GTTl'AATAGATTGTAAAACCATATCTTAATTGGCTACCCTGAAGCCACCATACTG 
1 0 GAGAGGCTGCGTACAGTGTTTCACGTAGAGAGAGGGATACCCAGGAGGCCCACC 
TGCTCCAACCCCAGCTGCATGAGTCTTCCCAGCCCAGGCACAGACATGTGGATAA 
GATTTAAACATTTCCAGCCCCAGCCTTCAAGCAATCCTAGTTGACACTGAGGGGA 
GCCAACATAAGCTGAGCTGAGAAACAGTCTGCCCAGTCTGCAGATTCATGAGCA 
AAAGAAATGTTG 

15 

SEQDDNO: 383 

>4369 BLOOD Hs.77274 gnl|UG|Hs#S572505 H.sapiens uPA gene /cds=(H9,1414) 
/gb=X02419/gi=37601 /ug=Hs.77274/len=2344 

AGCACAGTCGGAGACCGCAGCCCGGAGCCCGGGCCAGGGTCCACCTGTCCCCGC 

20 AGCGCCGGCTCGCGCCCTCCTGCCGCAGCCACCGAGCCGCCGTCTAGCGCCCCGA 
CCTCGCCACCATGAGAGCCCTGCTGGCGCGCCTGCTTCTCTGCGTCCTGGTCGTG 

,•- •: \ AG€GAGTCCA AAGGCAGC AATGAAGTTCATCA AGTTCC ATCGAACTGTGACTGTC 
, , • 'TAAATGGAGGAACATGTGTGTGGAj^CAAGTACTT€TGGAACATTGAG^GGTGGAA'- .. 
* OTGGGGAAAGAAATTCGGAGGGGAGCAGTGTGAAATAGATAAGTGAAAAAGCTG 

25 CTATGAGGGGAATGGTCACTTTTACCGAGGAAAGGCCAGCACTGACACCATGGG 
CCGGCCCTGCCTGCCCTGGAACTCTGCCACTGTCCTTCAGCAAACGTACCATGCC 
CACAGATCTGATGCTCTTCAGCTGGGCCTGGGGAAACATAATTACTGCAGGAACC 
CAGACAACCGGAGGCGACCCTGGTGCTATGTGCAGGTGGGCCTAAAGCCGCTTG 
TCCAAGAGTGCATGGTGCATGACTGCGCAGATGGAAAAAAGCCCTCCTCTCCTCC 

30 AGAAGAATTAAAATTTCAGTGTGGCCAAAAGACTCTGAGGCCCCGCTTTAAGATT 
ATTGGGGGAGAATTCACCACCATCGAGAACCAGCCCTGGTTTGCGGCCATCTACA 
GGAGGCACCGGGGGGGCTCTGTCACCTACGTGTGTGGAGGCAGCCTCATGAGCC 
CTTGCTGGGTGATCAGCGCCACACACTGCTTCATTGATTAGCCAAAGAAGGAGGA 
CTACATGGTCTACCTGGGTCGCTCAAGGCTfAAGTCGAACACGGAAGGGGAGATG 

35 AAGTTTGAGGTGGAAAACCTCATCCTACACAAGGACTACAGCGCTGACACGCTT 
GCTCACCACAACGACATTGCCTTGCTGAAGATCCGTTCCAAGGAGGGCAGGTGT 
GCGCAGCCATCCCGGACTATACAGACCATCTGCCTGCCCTCGATGTATAACGATC 
CCCAGTTTGGCACAAGCTGTGAGATCACTGGCTTTGGAAAAGAGAATTCTACCGA 
CTATCTCTATCCGGAGCAGCTGAAAATGACTGTTGTGAAGCTGATTTCCCACCGG 

40 GAGTGTCAGCAGCCCCACTACTACGGCTCTGAAGTCACCACCAAAATGCTGTGTG 
CTGCTGACCCACAGTGGAAAACAGATTCCTGCCAGGGAGACTCAGGGGGACCCC 
TCGTCTGTTCCCTCCAAGGCCGCATGACTTTGACTGGAATTGTGAGCTGGGGCCG 
TGGATGTGCCCTGAAGGACAAGCCAGGCGTCTACACGAGAGTCTCACACTTCTTA 
CCCTGGATCCGCAGTCACACCAAGGAAGAGAATGGCCTGGCCCTCTGAGGGTCC 

45 CCAGGGAGGAAACGGGCACCACCCGCTTTCTTGCTGGTTGTCATTTTTGCAGTAG 
AGTCATCTCCATCAGCTGTAAGAAGAGACTGGGAAGATAGGCTCTGCACAGATG 
GATTTGCCTGTGCCACCCACCAGGGTGAACGACAATAGCTTTACCCTCAGGCATA 
GGCCTGGGTGCTGGCTGCCCAGACCCCTCTGGCCAGGATGGAGGGGTGGTCCTG 
ACTCAACATGTTACTGACCAGCAACTTGTCTTTTTCTGGACTGAAGCCTGCAGGA 
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GTTAAAAAGGGCAGGGCATCTCCTGTGCATGGGTGAAGGGAGAGCCAGCTCCCC 
CGACGGTGGGCATTTGTGAGGCCCATGGTTGAGAAATGAATAATTTCCCAATTAG 
GAAGTGTAACAGCTGAGGTCTCTTGAGGGAGCTTAGCCAATGTGGGAGCAGCGG 
TTTGGGGAGCAGAGACACTAACGACTTCAGGGCAGGGCTCTGATATTCCATGAA 
5 TGTATCAGGAAATATATATGTGTGTGTATGTTTGCACACTTGTGTGTGGGCTGTG 
AGTGTAAGTGTGAGTAAGAGCTGGTGTCTGATTGTTAAGTCTAAATATTTCCTTA 
AACTGTGTGGACTGTGATGCCACACAGAGTGGTCTTTCTGGAGAGGTTATAGGTC 
ACTCCTGGGGCCTCTTGGGTCCCCCACGTGACAGTGCCTGGGAATGTACTTATTC 
TGCAGCATGACCTGTGACCAGCACTGTCTCAGTTTCACTTTCACATAGATGTCCCT 
1 0 TTCTTGGCCAGTTATCCCTTCCTTTTAGCCTAGTTCATCCAATCCTCACTGGGTGG 
GGTGAGGACCACTCCTTACACTGAATATTTATATTTCACTATTTTTATTTATATTT 
TTGTAATTTTAAATAAAAGTGATCAATAAAATGTGATTTTTCTGA 

SEQ ED NO: 384 

1 5 >4373 BLOOD 347357. 1 M3081 8 gl 88902 Human interferon-induced cellular resistance 
mediator protein (MxB) mRNA, complete cds. 0 

GGGACAGGAGAGGAGCTGAATCCTGAGATTGTATCGCTAGGAGCCCCCAAAGTA 
CGATGACGGTCCTCGGGCCAGCATGGGGGTGCATTGGCACCATGTAAGGAAAGG 
GGCCCTCCCGTGGCACCGTTGGAGTGGGGCGGTGTGGGGTTGTTCGGAGAGAAA 

20 AGTTTCCCATGAGCTCTGTTTCAGCAAACGGCGATGACCACTTTCGTGGCAACTA 
AACAGTCTTGCCTTCCTGCACGTGGACATTTTTCTTCATGCATATTTCTCTTGCAA 
. < ,. ATGGTTCTATTGTTTGTATAACAGTATTTCAvF GAGCGGAG AAG AGTTGGAAGCAA 

•-. :^ ; ,mAAT.CTGTTCATGAGAAATAGOTGTeAaGAAGATCGGAGGTGGGAAGTAGCAG. 
. * AGAAAGCATCCCCGAGGTGTGAGAGGGAGACAGCAGATGTCTAAGGCCCACAAG 

25 CCTTGGCCCTACCGGAGGAGAAGTCAATTTTCTTCTCGAAAATACCTGAAAAAAG 
AAATGAATTCCTTCCAGCAACAGCCACCGCCATTCGGCACAGTGCCACCACAAAT 
GATGTTTCCTCCAAACTGGCAGGGGGCAGAGAAGGACGCTGCTTTCCTCGCCAA 
GGACTTCAACTTTCTCACTTTGAACAATCAGCCACCACCAGGAAACAGGAGCCA 
ACCAAGGGCAATGGGGCCCGAGAACAACCTGTACAGCCAGTACGAGCAGAAGG 

30 TGCGCCCCTGCATTGACCTCATCGACTCCCTGCGGGCTCTGGGTGTGGAGCAGGA 
CCTGGCCCTGCCAGCCATCGCCGTCATCGGGGACCAGAGCTCGGGCAAGAGCTC 
TGTGCTGGAGGCACTGTCAGGAGTCGCGCTTCCCAGAGGCAGCGGAATCGTAAC 
CAGGTGTCGGCTGGTGCTGAAACTGAAAAAGCAGGGCTGTGAGGCATGGGCCGG 
AAGGATCAGCTACCGGAACACCGAGCTAGAGCTTCAGAGACCCTGGCCAGGTGG 

3 5 AGAAAGAGATACACAAAGCCCAGAACGTCATGGCCGGGAATGGCCGGGGCATC 
AGCCATGAGCTCATCAGCCTGGAGATCACCTCCCCTGAGGTTCCAGACCTGACCA 
TCATTGACCTTCCCGGCATCACCAGGGTGGCTGTGGACAACCAGCCCCGAGACAT 
CGGACTGCAGATCAAGGCTCTCATCAAGAAGTACATCCAGAGGCAGCAGACGAT 
CAACTTGGTGGTGGTTCCCTGTAACGTGGACATTGCCACCACGGAGGCGCTGAGC 

40 ATGGCCCATGAGGTGGACCCGGAAGGGGACAGGACCATCGGTATCCTGACCAAA 
CCAGATCTAATGGACAGGGGCACTGAGAAAAGCGTCATGAATGTGGTGCGGAAC 
CTCACGTACCCCCTCAAGAAGGGCTACATGATTGTGAAGTGCCGGGGCCAGCAG 
GAGATCACAAACAGGGCTGAGCTTGGCAGAGGCAACCAAGAAAGAAATTACATT 
CTTTCAAACACATCCATATTTCAGAGTTCTCCTGGAGGAGGGGTCAGCCACGGTT 

45 CCCCGACTGGCAGAAAGACTTACCACTGAACTCATCATGCATATCCAAAAATCGC 
TCCCGTTGTTAGAAGGACAAATAAGGGAGAGCCACCAGAAGGCGACCGAGGAG 
CTGCGGCGTTGCGGGGCTGACATCCCCAGCCAGGAGGCCGACAAGATGTTCTTTC 
TAATTGAGAAAATCAAGATGTTTAATCAGGACATCGAAAAGTTAGTAGAAGGAG 
AAGAAGTTGTAAGGGAGAATGAGACCCGTTTATACAACAAAATCAGAGAGGATT 
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TTAAAAACTGGGTAGGCATACTTGCAACTAATACCCAAAAAGTTAAAAATATTAT 
CCACGAAGAAGTTGAAAAATATGAAAAGCAGTATCGAGGCAAGGAGCTTCTGGG 
ATTTGTCAACTACAAGACATTTGAGATCATCGTGCATCAGTACATCCAGCAGCTG 
GTGGAGCCCGCCCTTAGCATGCTCCAGAAAGCCATGGAAATTATCCAGCAAGCTT 
5 TCATTAACGTGGCCAAAAAACATTTTGGCGAATTTTTCAACCTTAACCAAACTGT 
TCAGAGCACGATTGAAGACATAAAAGTGAAACACACAGCAAAGGCAGAAAACA 
TGATCCAACTTCAGTTCAGAATGGAGCAGATGGTTTTTTGTCAAGATCAGATTTA 
CAGTGTTGTTCTGAAGAAAGTCCGAGAAGAGATTTTTAACCCTCTGGGGACGCCT 
TCACAGAATATGAAGTTGAACTCTCATTTTCCCAGTAATGAGTCTTCGGTTTCCTC 

1 0 CTTTACTGAAATAGGCATCCACCTGAATGCCTACTTCTTGGAAACCAGCAAACGT 
CTCGCCAACCAGATCCCATTTATAATTCAGTATTTTATGCTCCGAGAGAATGGTG 
ACTCCTTGCAGAAAGCCATGATGCAGATACTACAGGAAAAAAATCGCTATTCCT 
GGCTGCTTCAAGAGCAGAGTGAGACCGCTACCAAGAGAAGAATCCTTAAGGAGA 
GAATTTACCGGCTCACTCAGGCGCGACACGCACTCTGTCAATTCTCCAGCAAAGA 

15 GATCCACTGAAGGGCGGCGATGCCTGTGGTTGTTTTCTTGTGCGTACTCATTCATT 
CTAAGGGGAGTCGGTGCAGGATGCCGCTTCTGCTTTGGGGCCAAACTCTTCTGTC 
ACTATCAGTGTCCATCTCTACTGTACTCCCTCAGCATCAGAGCATGCATCAGGGG 
TCCACACAGGCTCAGCTCTCTCCACCACCCAGCTCTTCCCTGACCTTCACGAAGG 
GATGGCTCTCCAGTCCTTGGGTCCCGTAGCACACAGTTACAGTGTCCTAAGATAC 

20 TGCTATCATTCTTCGCTAATTTGTATTTGTATTCCCTTCCCCCTACAAGATTATGA 
GACCCCAGAGGGGGAAGGTCTGGGTCAAATTCTTCTTTTGTATGTCCAGTCTCCT 
>. ••■„ . GGACAGCACCTGCAGGATTGTAACTGCTTAA.TAAATGACATCTCACTGA\CGAAT ," 
: •', ■ iGAGTGGTGTGTA AGTGATGGAGATACCTGA.GGCTATTGGTCAAGCCCAGGCCTTG 
• GACATTTAGTGACTGTTAGCGGGTCCCTTTCAGATCGAGTGGCGATGCCCCGTGG. . 

25 TTCCCATGGTTCACTGTCATTGTGTTTCCCAGCCTCTCCACTCCCCCGCCAGAAAG 
GAGCCTGAGTGATTCTCTTTTCTTCTTGTTTCCCTGATTATGATGAGCTTCCATTGT 
TCTGTTAAGTCTTGAAGAGGAATTTAATAAAGCAAAGAAACTTTTTAAAAACGTA 
GC 

30 SEQ ID NO: 385 

>4374 BLOOD 231 109.2 AF1 33423 g6434899 Human tetraspanin TM4-A mRNA, complete 
cds. 0 

GACTGCNGCGGCTGCGCGGAGGAGCGAGGCACTTGGTGGGGTCGGGGCTGCGCG 
ACGGCGCAGGGGCTGCGGGGAGCGCCGCGCAGGCCGiGCAGTTCCTAGCGAGGA 

35 GGCGCCGCCGCCATTGCCGCTCTCTGCGGTGAGCGCAGCCCCGCTCTCCGGGCCG 
GGCCTTCGCGGGCCACCGGCGCCATGGGCCAGTGCGGCATCACCTCCTCCAAGA 
CCGTGCTGGTCTTTCTCAACCTCATCTTCTGGGGGGCAGCTGGCATTTTATGCTAT 
GTGGGAGCCTATGTCTTCATCACTTATGATGACTATGACCACTTCTTTGAAGATGT 
GTACACGCTCATCCCTGCTGTAGTGATCATAGCTGTAGGAGCCCTGCTTTTCATC 

40 ATTGGGCTAATTGGGCTGCTGTGCCACAATCCGGGAAAGTCGCTGTGGACTTGCC 
ACGTTTGTCATCATCCTGCTCTTGGTTTTTGTCACAGAAGTTGTTGTAGTGGTTTT 
GGGATATGTTTACAGAGCAAAGGTGGAAAATGAGGTTGATCGCAGCATTCAGAA 
AGTGTATAAGACCTACAATGGAACCAACCCTGATGCTGCTAGCCGGGCTATTGAT 
TATGTACAGAGACAGCTGCATTGTTGTGGAATTCACAACTACTCAGACTGGGAAA 

45 ATACAGATTGGTTCAAAGAAACCAAAAACCAGAGTGTCCCTCTTAGCTGCTGCA 
GAGAGACTGCCAGCAATTGTAATGGCAGCCTGGCCCACCCTTCCGACCTCTATGC 
TGAGGGGTGTGAGGCTCTAGTTGTGAAGAAGCTACAAGAAATCATGATGCATGT 
GATCTGGGCCGCACTGGCATTTGCAGCTATTCAGCTGCTGGGCATGCTGTGTGCT 
TGCATCGTGTTGTGCAGAAGGAGTAGAGATCCTGCTTACGAGCTCCTCATCACTG 
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GCGGAACCTATGCATAGTTGACAACTCAAGCCTGAGCTTTTTGGTCTTGTTCTGA 
TTTGGAAGGTGAATTGAGCAGGTCTGCTGCTGTTGGCCTCTGGAGTTCATTTAGT 
TAAAGCACATGTACACTGGTGTTGGACAGAGCAGCTTGGCTTTTCATGTGCCCAC 
CTACTTACCTACTACCTGCGACTTTCTTTTTCCTTGTTCTAGCTGACTCTTCATGCC 
5 CCTAAGATTTTAAGTACGATGGTGAACGTTCTAATTTCAGAACCAATTGCGAGTC 
ATGTAGTGTGGTAGAATTAAAGGAGGACACGAGCCTGCTTCTGTTACCTCCAAGT 
GGTAACAGGACTGATGCCGAAATGTCACCAGGTCCTTTCAGTCTTCACAGTGGAG 
AACTCTTGGCCAAAGGTTTTTGGGGGGAGGAGGAGGAAACCAGCTTTCTGGTTA 
AGGTTAACACCAGATGGTGCCCCTCA1TGGTGTCCTTTTAAAAAATATTTACTGT 

1 0 AGTCCAATAAGATAGCAGCTGTACAAAATGACTAAAATAGATTGTAGGATCATA 
TGGCGTATATCTTGGTTCATCTTCAAAATCAGAGACTGAGCTTTGAAACTAGTGG 
TTTTTAATCAAAGTTGGCTTTATAGGAGGAGTATAATGTATGCACTACTGTTTTAA 
AAGAATTAGTGTGAGTGTGTTTTTGTATGAATGAGCCCATTCATGGTAAGTCTTA 
AGCTTGTTGGAAATAATGTACCCATGTAGACTAGCAAAATAGTATGTAGATGTGA 

1 5 TCTCAGTTGTAAATAGAAAAATCTAATTCAATAAACTCTGTATCAGCCCCCAACA 
TATTATTTTTCATTATTTGGGGGATATTTCAGTTCCAGAGCAGCAGTATCATGTTT 
TCTTTGTTGGTGCTGTCTATAGTTCATCATGGTTTACGTGTGTTTTCGTTATAGCTG 
TTGCCAGATTCTAAAGGGCTTGATATTCAAAAAACCACAGATGCTTTCAGTCCAG 
TATATCCTAGAAATATAGAGCTCTACTTTGTGCAATGCACTGGGGATACAGTGGC 

20 GATACTGTCCTTGTCTTCAAGGAGTTCGGAGTCCTAGTATAGG 

. SEQIDNO:.386. ; -: ;:?,:,; o.^r . 

• c*4379 BLOOD 234480.1 2-X.76648 g531404.Human niKNA.for glutaredcxin. 0 v ... • : 
GCACITTATGCTTCCCCAGAGGTGACTAAACTCTGATCATTGCCAATGGGCAGGC ; 

25 AOTCCCCAAATGTCCAAGGACAACAAAGATACCCAGAGTGTCTTTCATAGCTACC ■ 
AATGATTAAATAGCAAGTATTGCATTCCTGGGCATTGCTAACTAGTGAAGTATAC 
CAGATGGAAATGTCTTCGAAGCTGTCCCTTTAAAACTCGAGCAAGCTACCAGGCA 
AACTCCGCCTCCAGGGAGGTTCCTTATTAAATAGGAGCCAACTGGCTGGGTCGGG 
GCTCAATACCCCAAGCAATACCTGCAACTGAGGATTCTTCCCGGGGAGACCGCA 

30 GCCCATCGGCATGGCTCAAGAGTTTGTGAACTGCAAAATCCAGCCTGGGAAGGT 
GGTTGTGTTCATCAAGCCCACCTGCCCCGTACTGCAGGAGGGCCCAAGAGATCCT 
CAGTCAATTGCCCATCAAACAAGGGCTTCTGGAATTTGTCGATATCACAGCCACC 
AACCACACTAACGAGATTCAAGATTATTTGCAACAGCTCACGGGAGCAAGAACG 
GTGCCTCGAGTGTTTATCGGTAAAGATTGTATAGGCGGATGCAGTGATCTAGTCT 

35 CTTTGCAACAGAGTGGGGAACTGCTGACGCGGCTAAAGCAGATTGGAGCTCTGC 
AGTAACCACAGATCTCATAGGAAATGTTCAACAATTCTGTGAAAGGTCACAGGA 
CCCAATTGGAGAAATCATATGAAAAGCATAGTTGGTCTTGGTGTCATATGGATCA 
GAGGCACAAGTGCAGAGGCTGTGGTCATGCGGAACACTCTGTTATTTAAGATGG 
CTATCCAGATAATCCTGAACACTGTGTATTTATTTTArrTAGACTACCAGCAAAG 

40 ATTAAAGCATGAAATGTAAAACATCTGATAAAACTTACAGCCCCCTACACCAAG 
AGTGTATCTGTGAAAGAGCrCCTACACTTTGAAAACTTAAGAATCCCTTATCATG 
AAGTTTGCCTGTTCTAGAATTGTAAGATTGTTAAITTCCTTCAATCTCTAGTGACA 
ACACITAATTrCTTTrCTAATAAAAAAAACCTATAGATGATTCAGTGATTTTTGTC 
CAATTCATTTGCATGTTCTCAAGACATTAAGGAATGTTATGCGAAATACACTAAC 

45 TTAAAACTGTGTTTATATTTGGCCCTGCCATTATAAATAAAGACACGTGCTGCTG 
TCACTCACTGAGTACAAATGGCTGATATAATTTTGAAGTTTCATATAAACATGA 
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SEQ ID NO: 387 

>4400 BLOOD 331689.1 1 L36870 g685175 Human MAP kinase kinase 4 (MKK4) mRNA, 
complete cds. 0 

CTCCCAACAATGGCGGCTCCGAGCCCGAGCGGCGGCGGCGGCTCCGGGGGCGGC 
5 AGCGGCAGCGGCACCCCCGGCCCCGTAGGGTCCCCGGCGCCAGGCCACCCGGCC 
GTCAGCAGCATGCAGGGTAAACGCAAAGCACTGAA.GTTGAATTTTGCAAATCCA 
CCTTTCAAATCTACAGCAAGGTTTACTCTGAATCCCAATCCTACAGGAGTTCAAA 
ACCCACACATAGAGAGACTGAGAACACACAGCATTGAGTCATCAGGAAAACTGA 
AGATCTCCCCTGAACAACACTGGGATTTCACTGCAGAGGACTTGAAAGACCTTGG 

1 0 AGAAATTGGACGAGGAGCTTATGGTTCTGTCAACAAAATGGTCCACAAACC AAG 
TGGGCAAATAATGGCAGTTAAAAGAATTCGGTCAACAGTGGATGAAAAAGAACA 
AAAACAACTTCTTATGGATTTGGATGTAGTAATGCGGAGTAGTGATTGCCCATAC 
ATTGTTCAGTTTTATGGTGCACTCTTCAGAGAGGGTGACTGTTGGATCTGTATGG 
AACTCATGTCTACCTCGTTTGATAAGTTTTACAAATATGTATATAGTGTATTAGAT 

1 5 GATGTTATTCCAGA AGAAATTTTAGGC AAAATCACTTTAGCAACTGTG AAAGCAC 
TAAACCACTTAAAAGAAAACTTGAAAATTATTCACAGAGATATCAAACCTTCCA 
ATATTCTTCTGGACAGAAGTGGAAATATTAAGCTCTGTGACTTCGGCATCAGTGG 
ACAGCTTGTGGACTCTATTGCCAAGACAAGAGATGCTGGCTGTAGGCCATACATG 
GCACCTGAAAGAATAGACCCAAGCGCATCACGACAAGGATATGATGTCCGCTCT 

20 GATGTCTGGAGTTTGGGGATCACATTGTATGAGTTGGCCACAGGCCGATTTCCTT 
ATCCAAAGTGGAATAGTGTATTTGATCAACTAACACAAGTCGTGAAAGGAGATC 
"CTCGGGAGCTGAGTAATTCTGAGGAAAGGGAATTCTCGCCGAGTTTCATCAACT1 

• -HXETCAAOT . 
■t TCTGAAACATGGCTTTATTTTGATGTATGAAGAACGTGCCGTTGAGGTGGCATGG 

25 OTATGTTTGTAAAATCCTGGATCAAATGCCAGCTACTCCCAGCTCTCCCATGTATGT 
CGATTGATATCGCTGCTACATCAGACTCTAGAAAAAAGGGCTGAGAGGAAGCAA 
GACGTAAAGAATTTTCATCCCGTATCACAGTGTTTTTATTGCTCGCCCAGACACC 
ATGTGCAATAAGATTGGTGTTCGTTTCCATCATGTCTGTATACTCCTGTCACCTAG 
AACGTGCATCCTTGTAATACCTGATTGATCACACAGTGTTAGTGCTGGTCAGAGA 

30 GACCTCATCCTGCTCTTTTGTGATGAACATATTCATGAAATGTGGAAGTCAGTAC 
GATCAAGTTGTTGACTGTGATTAGATCACATCTTAAATTCATTTCTAGACTCAAA 
ACCTGGAGATGCAGCTACTGGAATGGTGTTTTGTCAGACTTCCAAATCCTGGAAG 
GACACAGTGATGAATGTACTATGTCTGAACATAGAAACTCGGGCTTGAGTGAGA 
AGAGCTTGCACAGCCAACGAGACACAT TGCC iTCTGGAGCTGGGAGACAAAGGA 

35 GGAATTTACTTTCTTCACCAAGTGCAATAGATTACTGATGTGATATTCTGTTGCTT 
TACAGTTACAGTTGATGTTTGGGGATCGATGTGCTCAGCCAAATTTCCTGTTTGA 
AATATCATGTTAAATTAGAATGAATTTATCTTTACCAAAAACCATGTTGCGTTCA 
AAGAGGTGAACATTAAAATATAGAGACAGGACAGAATGTGTTCTTTTCTCCTTTA 
CCAGTCCTATTTTTCAATGGGAAGACTCAGGAGTCTGCCACTTGTCAAAGAAGGT 

40 GCTGATCCTAAGAATTTTTCATTCTCAGAATTCGGTGTGCTGCCAACTTGATGTTC 
CACCTGCCACAAACCACCAGGACTGAAAGAAGAAAACAGTACAGAAGGCAAAG 
TTTACAGATGTTTTTAATTCTAGTATTTTATCTGGAACAACTTGTAGCAGCTATAT 
ATTTCCCCTTGGTCCCAAGCCTGATACTTTAGCCATCATAACTCACTAACAGGGA 
GAAGTAGCTAGTAGCAATGTGCCTTGATTGATTAGATAAAGATTTCTAGTAGGCA 

45 GCAAAAGACCAAATCTCAGTTGTTTGCTTCTTGCCATCACTGGTCCAGGTCTTCA 
GTTTCCGAATCTCTTTCCCTTCCCCTGTGGTCTATTGTCGCTATGTGACTTGCGCTT 
AATCCAATATTTTGCCTTTTTTCTATATCAAAAAACCmACAGTTAGCAGGGATG 
TTCCTTACCAAGGATTTTTAGCCCCAAATCTCTCATATTCGCTAGTGTTTAAAAGG 
CTAAGAATAGTGGGGCCCAGCCGATGTGGTAGGTGATAAAGAGGCATCTTTTCT 
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agagacacattggaccagatgaggatccgaaacggcagcctttacgttcatcac 
ctgctagaacctctcgtagtccatcaccatttcttggcattggaattctactggaa 
aaaaatacaaaaagcaaaacaaaaccctcagcactgttacaagaggccatttaa 
gtatcttgtgcttcttcacttacccattagccaggttctcattaggttttgcttgg 

5 gcctccctggcactgaaccttaggctttgtatgacagtgaagcagcactgtgagt 
ggttcaagcacactggaatataaaacagtcatggcctgagatgcaggtgatgcc 
attacagaaccaaatcgtggcacgtattgctgtgtctcctctcagagtgacagtc 
ataaatactgtcaaacaataaagggagaatggtgctgtttaaagtcacatccct 
gtaaattgcagaattcaaaagtgattAtctctttgatctacttgcctcatttccct 

1 0 atcttctcccccacggtatcctaaactttagacttcccactgttctgaaaggag a 
cattgctctatgtctgccttcgaccacagcaagccatcatcctccattgctcccgg 
ggactcaagaggaatctgtttctctgctgtcaacttcccatctggctcagcatag 
ggtcactttgccattatgcaaatggagataaaagcaattctgactgtccaggagc 
taatctgaccgttctattgtgtggatgaccacataagaaggcaattttagtgtat 

1 5 taatcatagattattat aaactataaacttaagggcaaggagtttattacaatgt 
atctttattaaaacaaaagggtgtatagtgttcacaaactgtgaaaatagtgtaa 
gaactgtacattgtgagctctggttatttttctcttgtaccatagaaaaatgtata 
aaaattatcaaaaagctaatgtgcagggatattgccttatttgtctgtaaaaaat 
ggagctcagtaacataactgcttcttggagctttggaatattttatcctgtattct 

20 tgtttgaattcctcctctatttaagatatatacatggaatcgaagtgtttatgtaa 
tagttctatccttttgcctgcaggtcagttgtaataaatctaggatgtgatgatg 




25 SEQ ID NO: 388 

>4408 BLOOD gi|2046421|gb|AA393452.1)AA393452 zt71c01.rl Soares_testis_NHT Homo 
sapiens cDNA clone IMAGE:727776 5' similar to WP:D2045.8 CE00608 TNF- ALPHA 
INDUCED PROTEIN B12 ;, mRNA sequence 

CTCATTGTTTTGGACAGTCTCAAACAGCACTATTTCATTGACAGAGATGGACAGA 
30 TGTTCAGATATATCTTGAATTTTCTACGAACATCCAAACTCCTCATTCCTGATGAT 

TTCAAGGACTACACTTTGTTATATGAAGAGGCAAAATATTTTCAGCTTCAGCCCA 

TGTTGTTGGAGATGGAAAGATGGAAGCAGGACAGAGAAACTGGTCGATTTTCAA 

GGCCCTGTGAGTGCCTCGTCGTGCGTGTGGCCCCAGACCTCGGAGAAAGGATCA 

CGCTAAGCGGTGAGAAATCCTTGATAG^ 
35 TGATGTGTAACTCTGTCAATGCAGGCTGGAATCACGACTCGACGCACGTCATCAG 

GTTTCCACTAAATGGCTACTGTCACCTCAACTGAGTCCAGGTCCTCTAGAGGTTG 

CAGCANAGAGGATTTGAAATCGTGGGCT 

SEQ ID NO: 389 

40 >4409 BLOOD Hs. 1 97877 gnl|UG|Hs#S 1 969960 Homo sapiens cDNA FLJ20693 fis, clone 
KAIA2667 /cds=(83,l 195) /gb=AK000700 /gi=7020950 Aig=Hs.l97877 /len=3148 
AACTTCTCGGGAAGATGAGGCAGTTTGGCATCTGTGGCCGAGTTGCTGTTGCCGG 
GTGATAGTTGGAGCGGAGACTTAGCATAATGGCAGAACCTGTTTCTCCACTGAAG 
CACTTTGTGCTGGCTAAGAAGGCGATTACTGCAGTCTTTGACCAGTTACTGGAGT 

45 TTGTTACTGAAGGATCACATTTTGTTGAAGCAACATATAAGAATCCGGAACTTGA 
TCGAATAGCCACTGAAGATGATCTGGTAGAAATGCAAGGATATAAAGACAAGCT 
TTCCATCATTGGTGAGGTGCTATCTCGGAGACACATGAAGGTGGCATTTTTTGGC 
AGGACAAGCAGTGGGAAGAGCTCTGTTATCAATGCAATGTTGTGGGATAAAGTT 
CTCCCTAGTGGGATTGGCCATATAACCAATTGCTTCCTAAGTGTTGAAGGAACTG 
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ATGGAGATAAAGCCTATCTTATGACAGAAGGATCAGATGAAAAAAAGAGTGTGA 
AGACAGTTAATCAACTGGCCCATGCCCTTCACATGGACAAAGATTTGAAAGCTG 
GCTGTCTTGTACGTGTGTTTTGGCCAAAAGCAAAATGTGCCCTCTTGAGAGATGA 
CCTGGTGTTAGTAGACAGTCCAGGCACAGATGTCACTACAGAGCTGGATAGCTG 
5 GATTGATAAGTTTTGCCTAGATGCTGATGTCTTTGTTTTGGTCGCAAACTCTGAAT 
CAACACTAATGAATACGGAAAAACACTTTTTTCACAAGGTGAATGAGCGGCTTTC 
CAAGCCTAATATTTTCATTCTCAATAATCGTTGGGATGCCTCTGCATCAGAGCCA 
GAATATATGGAAGACGTACGCAGACAGCACATGGAAAGATGCCTGCATTTCTTG 
GTGGAGGAGCTCAAAGTTGTAAATGCTTTAGAAGCACAGAATCGTATCTTCTTTG 

1 0 TTTCAGCAAAGGAAGTTCTTAGTGCTAGAAAGCAAAAAGCACAGGGGATGCCAG 
AAAGTGGTGTGGCACTTGCTGAAGGATTTCATGCAAGATTACAGGAATTTCAGA 
ATTTTGAACAAATCTTTGAGGAGTGTATCTCGCAGTCAGCAGTGAAAACAAAGTT 
CGAACAGCACACTATCAGAGCTAAACAGATACTAGCTACTGTGAAAAACATAAT 
GGATTCAGTAAACCTGGCAGCTGAAGATAAAAGGTTTCATGTGCAATGACAGAT 

1 5 GAAATTTGTCGACTGTCTGTTTTGGTTGATGAATTTTGTTCAGAGTTTCATCCTAA 
TCCAGATGTATTAAAAATATATAAAAGTGAATTAAATAAGCACATAGAGGATGG 
TATGGGAAGAAATTTGGCTGATCGATGCACCGATGAAGTAAACGCCTTAGTGCTT 
CAGACCCAGCAAGAAATTATTGAAAATTTGAAGCCATTACTTCCAGCTGGTATAC 
AGGATAAACTACATACACTGATCCCTTGCAAGAAATTTGATCTCAGTTATAATCT 

20 AAATTACCACAAGTTATGTTCAGATTTTCAAGAGGATATTGTATTTCGTTTTTCCC 
TGGGCTGGTCTTCCCTTGTACATCGATTTTTGGGCCCTAGAAATGCTCAAAGGGT 

• -GGTGCTAGGATTATGAGAGCGTATCTTTCAGCTGCCTAGATGTTTAGCTTCTACTC 
: - : . iCGACTGCTCCTAGGACTGCAGGAACGCGAGATAATGCATGACAGGAAGAACTCAT? . 
. ■GATTACATTAGTAAGAGGATTGGCGTCCGTTACATCTAGAACTTCTATGGGCATC. • 

25 ATTATTGTTGGAGGAGTGATTTGGAAAACTATAGGCTGGAAACTCCTATCTGTTT 
CATTAACTATGTATGGAGCTTTGTATCTTTATGAAAGACTGAGCTGGACCACCCA 
TGCCAAGGAGCGAGCCTTTAAACAGCAGTTTGTAAACTATGCAACTGAAAAACT 
GAGGATGATTGTTAGCTCCACGAGTGCAAACTGCAGTCACCAAGTAAAACAACA 
AATAGCTACCACTTTTGCTCGCCTGTGCCAACAAGTTGATATTACTCAAAAACAG 

30 CTGGAAGAAGAAATTGCTAGATTACCCAAAGAAATAGATCAGTTGGAGAAAATA 
CAAAACAATTCAAAGCTCTTAAGAAATAAAGCTGTTCAACTTGAAAATGAGCTG 
GAGAATTTTACTAAGCAGTTTCTACCTTCAAGCAATGAAGAATCCTAACAATAGA 
GATTGCTTTGGTGACGATGATAGGAGGAAACGAAACTTGTAAGATTGGAACAGT 
TGTTATrTTTATGAAATTACTTIAAATATGAATI'GTACTAACTGTACCrAAATAGC 

3 5 AAAGCCCTGTGTAGATTCTGGTAATGATCTGTCTCAGGGTATGTGTATTTTTG AA 
GAGTGTTATGTCCTTAGTTTTAATTTTGAGTAAAGAAAAGGCTAAAATCATGAAT 
TAGTTACAAGCAACAGTACCAACTTATGTGACCCCTGAGGGGTGGGGCTGTGAG 
CTCTTAATTTGTTTTTGATTCTGAAAAACTCTGCTTCCTGGCATCCAGGAGTTAGA 
GATTGAGCCTTTCATCTTCTTTCTCAAAACTAGTTTTTGATGCTTTCTTTCATGGG 

40 AATAGTCACTTTTTTATTTAGTAAATCGCATTGCTGGAACCACCAAGGAGTGTGG 
AATGTCCTTGAGTGTATTATTTATGCAAGTCACAGTCACGTTGCCATCATGGCAG 
CTATGTGAAACACTAATAAATGTGTTTTTACTTrTTATrCCCGTTAAAACTGATGT 
AAAACAGGATAAAGGCTTGTTATAGTCACTTATAAGTATCTGGGTCTAAGTAATT 
TCCTTAGATGTTTCTAAAGAAACATTTTCAGCTTTGCTCCCATTATGATTCCAATA 

45 AGGAACGCTTTCCTAGTGCAATTTTAGGAGTAAAGTTTGAAGAGATAAAAATAG 
CCAAAGATAGGAGACGTCTGAATrTTGAATGATAAACAGTGATGTTTTAAAAAA 
GCTGTTGTTCTTCAGGAGGCATTTGCCTAGGATATTGCTGGATTATACCCCATTGG 
AGGCTTTTAATTTTATTTGTATGAATTTTC 
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TATTTTTTACCTTAATGAAAGATTTTGGGTTCAAATATCTTTCTATATTAAAAGCT 
GATTGAGTCTGTACATATGT 

SEQ ID NO: 390 

5 >4415 BLOOD 347990.5 D87465 gl665814 Human mRNA for KIAA0275 gene, complete 
cds. 0 

CGGACGCGTGGGAACGAAGCCACCCATTACGGTATGATGATGTCAAACGTGATG 
CTGATGCTACAGTTACAGCCCCTGCTGGCGCAGCCTCTCTGATTCTCTCTCCCTCT 
CCGCGTCCAGTGCTGGGCTTTTTCAGACAAGTGCATCTCCTAACCAGGTCACATT 
1 0 TCAGCCGCGACCCACTCTCCGCCAGTCACCGGAGGCAGACCGCGGGAGGAGAGC 
TGAGGACAGCCGCGTGCGCTTCGCCAGCAGCGGGGTGGGAGGAAGGACATTAAA 
ATACTGCAGAAGTCAAGACCCCCCCAGGTCGAACCCAGACCACGATGCGCGCCC 
CGGGCTGCGGGCGGCTGGTGCTGCCGCTGCTGCTCCTGGCCGCGGCAGCCCTGGC 
CGAAGGCGACGCCAAGGGGCTCAAGGAGGGCGAGACCCCCGGCAATTTCATGGA 
1 5 GGACGAGCAATGGCTGTCGTCCATCTCGCAGTACAGCGGCAAGATCAAGCACTG 
GAACCGCTTCCGAGACGAAGTGGAGGATGACTATATCAAGAGCTGGGAGGACAA 
TCAGCAAGGAGATGAAGCCCTGGATACCACCAAGGACCCCTGCCAGAAGGTGAA 
GTGCAGCCGCCACAAGGTGTGCATTGCCCAGGGCTACCAGCGGGCCATGTGCAT 
CAGTCGCAAGAAGCTGGAGCACAGGATCAAGCAGCCGACCGTGAAACTCCATGG 
20 AAACAAAGACTCCATCTGCAAGCCCTGCCACATGGCCCAGCTTGCCTCTGTCTGC 
GGCTCAGATGGCCACACTTACAGCTCTGTGTGTAAGCTGGAGCAACAGGCGTGC 
"• : : . GTGAGCAGCAAGCAGCTGGCGGTGCGAiTGGGAGGGGOGCTGCCCCTGCGCGAGG 
v ; •; iGAGGAGGGTGCCAGCTGCAGGGCCGATGGGAAACGAGAGACTTGGACGGGTCAG : 
• ■ GAGGTGGGTGACCTGGGAGATGGGCTGCGGGACTGGTTCCAGCTCCTTGATGAGA 
25 ACTCCAAGCAGAATGGCTCAGCCAGCAGTGTAGCCGGCCCGGCCAGCGGGCTGG 
ACAAGAGCCTGGGGGCCAGCTGCAAGGACTCCATTGGCTGGATGTTCTCCAAGC 
TGGACACCAGTGCTGACCTCTTCCTGGACCAGACGGAGCTGGCCGCCATCAACCT 
GGACAAGTACGAGGTCTGCATCCGTCCCTTCTTCAACTCCTGTGACACCTACAAG 
GATGGCCGGGTCTCTACTGCTGAGTGGTGCTTCTGCTTCTGGAGGGAGAAGCCCC 
30 CCTGCCTGGCAGAGCTGGAGCGCATCCAGATCCAGGAGGCCGCCAAGAAGAAGC 
CAGGCATCTTCATCCCGAGCTGCGACGAGGATGGCTACTACCGGAAGATGCAGT 
GTGACCAGAGCAGCGGTGACTGCTGGTGTGTGGACCAGCTGGGCCTGGAGCTGA 
CTGGCA.GGCGCACGGATGGGAGCCCCGACTGCGATGACATCGTGGGCTTCTCGG 
:<*»■ ^GGGACTTTGGAAuGGGTGTCGGCTGGGAGGATGAGGAGGAGAAGGAGACGGAG 
35 GAAGCAGGCGAGGAGGCCGAGGAGGAGGAGGGCGAGGCAGGCGAGGCTGACG 
ACGGGGGCTACATCTGGTAGACGCCCTCAGAAGCCGGCTGCCGGGGGGGGACTC 
AACAGCAGAGCTCTGAGCAGCAGCAGGCAACTTCGAGAACGGATCCAGAAATGC 
AGTCAGAAGGACCCTGCTCCACCTGGGGGGACTGGGAGTGTGAGTGTGCATGGC 
ATGTGTGTGGCACAGATGGCTGGGACGGGTGACAGTGTGAGTGCATGTGTGCAT 
40 GCATGTGTGTATGTGTAGTGTGTGTGTGGCATGCGCTGACAAATGTGTCCTTGAT 
CCACACTGCTCCTGGCAGAGTGAGTAACCCAAAGGCCCCTTCGGCCTCCTTGTAG 
CTGTTTTCTTTCCTTTTGTTGTTGGTTTTAAAATACATTCACACACAAATACAAAT 
TGACAGGTCAAAATCCATGAAATGAGATCCCCCAGCCGTGTCCTCCAGCCCAGCC 
CTGACCCCITGGTTTCTACCCTGGCTCCCCTTGGTTTCTACCCTGGCTCAACCGAC 
45 CCCTGTCTGCCCTTCTCCCTCCTGCTTCTGAGGTCAAGCTCTGGCCTGCGAGCCTG 
TCCCCATTGCAAAGGGGAGGGAGGGGCAGGGAGCTGTCTACCAGCTGAGGTCCT 
CCCAAAACTGGGCCGATGTGGTGTGACATCCCCACCAGCCTCAGATGAGACGGG 
CCAGGACGCCCAGCCACAGCAAGCCCTGTCCCTTTGCCGGATCCCCAAACACTAG 
AGAAGCTCTCCTAACCCAAGGCGGAGAATGAAGGTGGTGGCGGCAGAGGAGGA 
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GGGCAGCAGCTGAGAGGCCAGGGACAGGGTGCCTCGCCAAGCTGTCTGAGGTCT 
GTCCCAGGTGGCCCAGGTGGTGCAGGTAGAACAGGGTGAGGAGAGGGGGTCGG 
CTCAGCAGGAGGAGGCTGTGGCTGCAGAGCCTGGGGGAGCTTTTAGGTGTTGAG 
ATGGGGCAGCTCTGAATCCTAGACCCTGGAATAGCCTGTCCCTTTTCTCTGGGTC 
5 TCGTGGTGGAGCCATGATCTGGGCTGCTCTCTTGGGGACACTGGGTGGTGGTTAC 
ACAGTTGACCTCTGCCTGGCTCCCCCTTGGTGCAACTCCTGCCTCCATCCCCCTTG 
CTGGGGTCCCCTCATCCACTTGAGGGCGCCTGAGGGCCAGGAGCAGCAGGCAAG 
GAGCCTGGGTCTAGGCTAAGGGGGTGTGTGCCCACCTCCTCCCTGACCCTTAACA 
CTCCTGTCCTGCCCAGACCAACAGAGAGAGCTGTCCCTGAGACCCCGGAGAGAA 

10 GCAGCTGCCGAAAGCTGCAGCCTTTCCGCACTCTGAGACCATGATCTTCCTCCTG 
CCAGGGGAGAGCCACCCACAGGCCATGTCCAGCCCCACTTCCCTCAGCCCCCAG 
GGCTTCCTTCTGGCCCCTCTGAGGATTCCCTAGGGCTGCCCCGCAGAGGGGCTTC 
CCCAAGCTCTGTTTTGAAGCCTGCAATGTGGAAAAGTGAGAAGTCAGAGGGAAC 
AGGACAGGTGCAGCCGGGCTCTGAGGCCACACCTCACACCTCGCTGTTCCCCAAC 

1 5 ATCCCCTGAGCAGTGTGAGCTCATCTCACCAGATGAGAAGAGGCCCTGTGCATTT 
CTTTTGTTTGTTTGTTGCTGTTTTCCCCCACCCATCCAGTTCTCCTCAGCAAAGCA 
AATTCCTTAACACCTTTGGTGGAGAATTTCTTACCCAGACTTGGGGCTGTGATGC 
CCTTCAGTGCGTGGTGAGTGCAGCGTGTGTGCGTGTGCCTGTGTGTGAACCTGGG 
GGCCATCCTGGTGGCCTGGGAGCGTGAGGAGAGGCCCCCTGTGTGCTGGGTGAG 

20 TGGTGGGTGTGGGGTCAATGCAGTGAGGCTCTCTGGGTGAGGCTCCCAACCTGGC 
AGTCCCCAGCCTCCCAGCATCTGTGAGGGTCTGTTGGACTTTACAGAAGAGCCTC 
; ••• . ATGCCGTGTGCCCGTGACTCTGCGGTGGAATCAACATCTTCCGAGTCGTTGTTGGG 

• GGAAATAGCAGAGCCCCACrTAACTGGATAAACTGCTTCCCATTCCGCAGGGGAG , 
TTCTGATTGTTGAGGTGTGGCGTGGTTCCAGGTCCCCCAGTCCCGTC'TTTCTCGTG 

25 TCCTCTCTCTGTCCTTCACCTCCCCACTCCAGCCCCGGCTCAGTTCAGGGAAATGC 
TGTTCCATATCAGCCCTCTGCTCTCTGAGGCAGCCGCGCCTCTGACTCGGAGCTA 
CTTGAAACTTCTGCTCTTGCTAGGATTGGAGTCTACCTATCTCTTCCATTTGTCCC 
AGCTGGAG1TCTGGAACTTTCCTCCTCGGGGTGGGGGTGGGGGTTGTTAAGGATG 
CTGGGGGGCCTGGGGAAGGAAGGAGTTCAGAGGAAGGGTGTCCCCTGTCCTCTT 

30 GATGTCACCCTCCGCTCCTGGGACACGTGCTCTCTCTGTCTCTGGGTCTTCTGGCT 
GTGCACGTTTGTGTGTCCTTGTAAATATGTTTTAGGAAGAAAGCAAAAGGGACTG 
AACTAGCCTCTGGTAGGATTGCAGGGGTCCAGCCTTGCCTGTTTCCGAAGCCCCC 
ACACTGGCTTTGGGCCCACTGAGACTGGTCCCCTCAAAAGGTAGACAAAACAGC 
' AGCtCCCTGTGGAGC rGAAGGGCGGCCTCAAAGTGGCTTTTTGTTAGACAAGGTT 

35 AAGGTTTCCTCATGAGCAAGGTTGCAGATCGGTCCTTCCTCAGCTCCTTGATTTGT 
GACCTTGACCAAGGGGCCTGCCACCCAGCCCCTCCAGTGCCCTCTCCTCGATGCC 
TCGCTCCTTCCTGCCCCCACTCCCCTGGCTTAGGCAGGTAGGGGAATTAGGGCCA 
TGCTGGAAGAAGCTTAACCATGTGTTCAAAGAACGGTTTCTTGCTTGCTTGGTCC 
TGGAACTCCCCTTGGCTGCCCCAGGCCTCCTTGGCCCATGGGTGCTGGGGGAGGT 

40 GGATGTCAGATCTGGTAGGTTGCAGCAGAGAAAATAAATGTGCCTTGAGAGACC 
ACTCAGAGAGGGTCCAAGGGTGATGGAGAAGGAAGCATGGCCTGGGAGCTTGG 
AAGGGAGGGGTGGTGGGTGGCGGCATCTTGACTGCCCCCTGTTGTCCCCACACGT 
GGGGGGTGGTCACCCCCCTTCACTCCAGCCCGCCTGCCTTCAGCCTTCCATGAGC 
TTCACCTGCTTCCAACTTCACTTTGGAGGGGGTGGGGTCCGTTGGCATCAACACG 

45 GGGACCCTCTGCTTCACCAAAGCCCGAGCCCTCAGCCCCTGGGGAGAACAAATG 
GCTGAGCTTTGATACCTGGGGTCGTCGAGAGGCTGCGGGCTGGCGGCAGTCCCA 
GGGGAGAGACACCACAGAAGGAGACCCAGACATCCCGAGGAAGTTCCCAGCAG 
AGCAAACTGCTTTCCAGCCTGAAGCCTGCTTAAACTGTGTGATGTGCAATAACTG 
AGCTTAGAGTTAGGAATTGTGTTCAAGTGCTTGGATTTCCGTCTGTAGATTTAACT 
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GCTGAAATTGTATCTCTCAGTAATTTTAGATGTCTTTTAAAAAATTGAAAAACAA 
AGTGTTAGACTGTGTGCGTGTGCGTTGATGGGCACTCAAGAGTCCCGTGAGTCAT 
CCAGCCCTGCCTTTCCCCTGCGCCCCCATCCTCTCACGTCCCGCCCCGCCTCCACT 
TGGGGACCCTGCCTCGTGTCGTCTTTATCTGCCTATTACTCAGCCTAAGGAAACA 
5 AGTACACTCCACACATGCATAAAGGAAATCAAATGTTATTTTTAAGAAAATGGA 
AAATAAAAACTTTATAAACACCAAAAAAAAAATAAAGGGG 

SEQIDNO:391 

>4435 BLOOD Hs.278634 gnl|UG|Hs#S417730 Human mRNA for KIAA0146 gene, partial 

10 cds /cds=(0,2756) /gb=D63480 /gi=1469873 /ug=Hs.278634 /len=321 8 

CTCCCGGAGATGCCCCGCGGCAGCCGCGCTCGGGGCTCTAAGAGAAAAAGGAGT 
TGGAATACAGAATGCCCATCCTTTCCAGGAGAAAGACCACTGCAGGTCAGAAGA 
GCAGGTCTCAGGACAGCAGGGGCAGCTGCCTCTCTCTCTGAAGCATGGCTCAGGT 
GTGGAGAAGGGTTTCAGAACACTTCTGGGAATCCGTCATTAACAGCTGAAGAGA 

1 5 AGACGATTACAG AAAAGCACCTTGAATTATGCCCTAGACCCAAGCAAGAAACC A 
CCACATCTAAAAGCACCAGTGGGCTTACAGACATAACATGGAGCTCCAGTGGAA 
GTGATTTGTCGGATGAAGATAAGACACTTTCTCAGTTACAGAGAGATGAATTACA 
GTTTATCGACTGGGAGATTGACAGTGACAGGGCAGAGGCTAGTGACTGTGATGA 
ATTTGA\GATGACGAGGGTGCTGTGGAAATCTCAGACTGTGCTTCTTGTGCAAGT 

20 AATCAGTCTTTGACAAGTGATGAGAAGCTGTCGGAGCTTCCCAAGCCAAGTTCTA 
TAGAAATTTTAGAGTATTCATCAGATAGTGAAAAAGAAGATGATTTGGAAAATG 

r TGCTACTCATTGATTGAGAATCCCCTCACAAAlACGAeGTGGAGTXTGCATCGGA .'. 
v". - TGCAAGACAGATTATGGAGAGAGTGATAGATCCAAGGAGAAAATCAAGAGAGAC 
• CATTTTGCATACACGTCAGAAAGCCACAGCTAAGTTTGCCAGGAGTCCAGAAAAT. 

25 TCAGCAAAGAAGAAGCTTT3TAAGAGGTGGACTAGCAGAAAGACTAAATGGACTG 
CAGAATCGAGAGAGATCTGCTATTTCTTTGTGGAGACATCAATGTATTTCTTACC 
AAAAGACACTTTCAGGTAGAAAATCTGGTGTATTAACTGTGAAAATTTTAGAGCT 
GCATGAGGAATGTGCCATGCAAGTTGCCATGTGTGAGCAGTTATTGGGGTCACCA 
GCCACCAGCTCCTCCCAAAGTGTGGCTCCCAGGCCTGGAGCTGGCCTGAAAGTTC 

30 TCTTCACCAAGGAGACTGCAGGCTACCTCAGGGGCCGTCCCCAGGACACTGTCCG 
GATCTTCCCTCCCTGGCAAAAACTGATTATTCCAAGTGGAAGTTGCCCTGTTATTC 
TGAATACTTACTTTTGTGAGAAAGTTGTTGCCAAAGAAGATTCAGAAAAAACTTG 
TGAAGTGTACTGTCCGGACATACCCCTTCCAAGAAGAAGCATCTCTTTGGGCCAG 
Ai GTTTGTAATTAAGGGTCTAACAAATAATTCACCTGAAATCCAGGTTGf GTCTA 

35 GTGGTGTAGCCACTACAGGGACAGCCTGGACCCATGGGCACAAAGAAGCAAAAC 
AGCGCATCCCAACCAGCACTCCCCTGAGGGATTCTCTCCTGGATGTGGTGGAAAG 
CCAGGGAGCTGCCTCGTGGCCAGGAGCTGGAGTCCGAGTGGTGGTGCAAAGAGT 
GTATTCTCTTCCCAGCAGAGACAGCACCAGGGGTCAGCAGGGGGCCAGCTCAGG 
ACACACAGACCCAGCTGGAACTCGAGCCTGCCTTCTGGTACAAGATGCCTGTGG 

40 AATGTTCGGTGAAGTGCACTTGGAGTTCACCATGTCGAAGGCAAGACAGTTGGA 
AGGGAAGTCTTGCAGCCTGGTGGGAATGAAGGTTCTACAGAAAGTCACCAGAGG 
AAGGACAGCGGGGATTTTCAGTTTGATTGACACCCTGTGGCCCCCAGCGATACCT 
CTGAAAACACCTGGCCGCGACCAGCCCTGTGAAGAGATAAAAACTCATCTGCCT 
CCTCCAGCCTTGTGTTACATCCTCACAGCTCATCCAAATCTGGGACAAATTGATA 

45 TAATTGACGAAGACCCCATTTATAAGCTTTACCAGCCTCCAGTTACCCGCTGCTT 
AAGAGACATTCTCCAGATGAATGATCTTGGTACCCGTTGCAGTTTCTATGCCACG 
GTGATTTACCAAAAACCACAGCTGAAGAGTCTGCTGCTTCTGGAGCAAAGGGAG 
ATCTGGCTGCTAGTGACCGATGTCACTCTGCAAACGAAGGAGGAGAGAGACCCC 
AGGCTCCCCAAAACCCTGCTGGTCTATGTGGCCCCCTTGTGTGTGCTGGGCTCTG 
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AAGTCCTGGAGGCACTCGCTGGGGCTGCCCCTCACAGCCTCTTCTTCAAGGACGC 
TCTCCGTGACCAGGGTCGGATTGTTTGTGCTGAACGAACTGTCCTCTTGCTTCAG 
AAGCCCCTTTTGAGTGTGGTCTCTGGTGCAAGTTCCTGTGAGCTGCCTGGCCCGG 
TGATGCTCGACAGCCTGGACTCTGCAACACCTGTCAACTCCATCTGCAGTGTTCA 
5 AGGCACTGTGGTTGGCGTGGACGAGAGCACTGCTTTCTCATGGCCTGTGTGTGAC 
ATGTGTGGCAACGGGAGATTGGAACAGAGGCCGGAAGACAGAGGCGCCTTTTCC 
TGTGGGGACTGCTCCCGGGTGGTCACATCTCCTGTTCTCAAGAGGCACCTGCAGG 
TCTTCCTGGACTGCCGCTCAAGACCGCAGTGCAGAGTGAAGGTCAAGCTGTTGCA 
GCGCAGCATTTCCTCCCTGCTGAGGTTTGCCGCCGGTGAAGATGGGAGCTACGAA 

1 0 GTGAAGAGTGTCCTCGGAAAGGAAGTGGGGTTGTTAAATTGTTTTGTCCAGTCCG 
TAACCGCCCACCCGACCAGCTGCATTGGATTGGAGGAAATCGAGCTTCTGAGTGC 
AGGAGGGGCCTCTGCAGAACACTAGCGGTTGCCGCAGGATCTGTGAACTTTGCA 
ATGTGGCTGCAAGGGTGGTGGTGGTGGTGGTGATTTGGGGTAGTTATTTGTTAAC 
TATGGACACAGTGAACGTAGTTTACGATCTTGAAATGAAACTTAGATTTTTCTGG 

1 5 GGAAATGTTCAGATACAGTTTTGTGAACTGTAAATC AAAATACCTTTTTCTACAG 
TTTATCTTTTATTTTCTGCAAATTTAGGAACATATTTACTCGTTTTCACATTGAATC 
TTAAGTTTAAGCTCTTCATTTGGTATTTAGGCAATATATGAGAAAAAAATTTTTTT 
TGTTCATTTGTAATTTTAACAAGTTGAACATTTTACCATGATTGAACATGTTTTTA 
TTACAGTATTTAACATTCCCCCAAAGAATACCCTGCAAAGTGTAAACCTTTGTCC 

20 CATACTGTGATATTACTGTTCTGCTACAATAAATGTCAA\CCT 

. SEQE)NO:392\- s \ - ' '■■ -i ■ ■■■■ + . ■ 

• >>4460 BLOOD 021654.1 ,1432849 gl3222.F5HutJian : >Imi 1 mRNA, complete-cds. 0i ••• # .< . 
GTGTTAGTGACTAATGAITGGAGAGAAGCATGTTTAGTATTTGAGCATTGG^AA- 

25 ATGCTAAAGAAAAATCGCCGTTAAAGCAGTTTTCTTTTTCACTGTCTTTT^CTTT^ , 
CGCGGGGAACCCAGCTGTTCCTGCGAGGGCCACCTCCTCAGGAAGACCCCGCAG 
CTCTCCCGCGGCGCTTCTGCAGGAGGCAGCGACAGTTTCGAGAACCCGGGCCTTC 
CCCTCCCAGTGCCTCCCGGGGTTCCGGCGTTTCAGGCGCTGCTGTTTTCCGGGAA 
GGGCAGGCGCGCTGGGCCTTGGGGAGCTGCGCTCGGCGGGCGGACGCGGGGGAT 

3 0 CATGGAAGCTGATAAAGATGACACACAACAAATTCTTAAGGAGCATTCGCCAGA 
TGAATTTATAAAAGATGAACAAAATAAGGGACTAATTGATGAAATTACAAAGAA 
AAATATTCAACTAAAGAAGGAGATCCAAAAGCTTGAAACGGAGTTACAAGAGGC 
TACCAAAGAATTCCAGATTAAAGAGGATATTCCTGAAAGAAAG A TG AAA'ETCTT 
ATCAGTTGAAACTCCTGAGAATGACAGCCAGTTGTCAAATATCTCGTG'l 1 CGTTT 

35 CAAGTGAGCTCGAAAGTTCCTTATGAGATACAAAAAGGACAAGCACTTATCACC 
TTTGAAAAAGAAGAAGTrGCTCAAAATGTGGTAAGCATGAGTAAACATCATGTA 
CAGATAAAAGATGTAAATCTGGAGGTTACGGCCAAGCCAGTTCCATTAAATTCA 
GGAGTCAGATTCCAGGTTTATGTAGAAGTTTCTAAAATGAAAATCAATGTTACTG 
AAATTCCTGACACATTGCGTGAAGATCAAATGAGAGACAAACTAGAGCTGAGCT 

40 TTTCAAAGTCCCGAAATGGAGGCGGAGAGGTGGACCGCGTGGACTATGACAGAC 
AGTCCGGGAGTGCAGTCATCACGTTTGTGGAGATTGGAGTGGCTGACAAGATTTT 
GAAAAAGAAAGAATACCCTCTTTATATAAATCAAACCTGCCATAGAGTTACTGTT 
TCTCCATACACAGAAATACACTTGAAAAAGTATCAGATATTTTCAGGAACATCTA 
AGAGGACAGTGCTTCTGACAGGAATGGAAGGCATTCAAATGGATGAAGAAATTG 

45 TGGAGGATTTAATTAACATTCACTTTCAACGGGCAAAGAATGGAGGTGGAGAAG 
TAGATGTGGTCAAGTGTTCTCTAGGTCAACCTCACATAGCATACTTTGAAGAATA 
GACTTAACAGAATCATGAAAACTATAGCTTTTTAACCCGGATTACTGTAAATGTT 
TGACAAAAATGAATATGCITTTCCTTAAAAAATGAAAACTTTAATTTTTACCATC 
CATTTATGTTTAGATACAAAACT7ATTTCCATGTTTCTGAATCTTCTTTGTTTCAA 
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ATGGTGCTGCATGTTTTCAACTACAATAAGTGCACTGTAATAAAGAAGATTCAGA 
AACATGGAAATAAGTTTTGTATCTAAACATAAATGGATGGTAAAAATTAAAGTTT 

TAAAAAGCTATAGTTTTCATGATTCTGTTAAGTCTATTCTTCAAAGTATGCTATGT 
5 GAGGTTGACCTAGAGAACACTTGACCACATCTACTTCTCCACCTCCATTCTTTGCC 
CGTTGAAAGTGAATGTTAATTAAATCCTCCACAATTTCTTCATCCATTTGAATGCC 
TTCCATTCCTGTCAGAAGCACTGTCCTCTTAGATGTTCCTGAAAATATCTAAGAA 
GGAAAAAATGATAAATAGAAAGATTTCTAAGAGCTTTGAATTACAAAACTTTAC 
ATTCATAATCTCTGCTTAATATTTTTTATTTTATCTTAGAAGAGACAAGAAATCTT 

1 0 AGGAAGATTTTCCAAGCAAGAGAATATCCAAGTCAGATCTGAGTTTTAGAAAGA 
GAACTCTGGTGGCATTATGGAACACAGAGGAAAGGAGGGATGCTCTGGGAACAG 
AAAGACCAGGTAAAGAGGTAGTCAGAAGTGGAGCTGGCAAGATTTAGTGACCAA 
ATGAATGTTGGAGGTGAAGCAAACTGAAGATTTAAGTATGAGTTCTAGCTTTTAA 
GTTGGTGGAGTAGGTAGATGGTGGTACCATTGGATACCTGAGAAGGAAGAGGAA 

1 5 AAGGGAGCAGGTCTCGGGTAAAGATAATGAGTTCAGAGAAAGTAGGCAGGAATT 
CTTTCTCATGCTCACTGACAGTAGACATATGAGAGAAATGCAACTATGTCTCCAT 
GTACAAAAATAAAAATTGTGCCATTATCTGAGTAATTTCAGTTTTAAAAATTGTA 
TAATAAAGTACAGTTTTGCATTAAAATGCTCCTTCAAAAGACAAACTCATTTTGC 
ACCAAGCAAAAATGAAGTAAAGAAACCATTTTGCTATCCCTCATTGATAAGATG 

20 CATAAGTAACAGACTCACAACAACTTTATTTTTTGTGGGGTGGGTTTGGG 

. SEQ ID NO: 393,-. •• ..\-Wv \i ■ ; r • v. 

,-. : ,, , . ^4472'BLO.GD.9-93.722:2.X5.1.8.i:8 glSlQ3^ Jaiimaitearbony] redufctase mRNAj complete teds, : . 

25 GCGCCTGCGCGCTCAGCGGCCGGGCGTGTAACCCACGGGTGCGCGCCCACGACC 
GCCAGACTCGAGCAGTCTCTGGAACACGCTGCGGGGCTCCCGGGCCTGAGCCAG 
GTCTGTTCTCCACGCAGGTGTTCCGCGCGCCCCGTTCAGCCATGTCGTCCGGCAT 
CCATGTAGCGCTGGTGACTGGAGGCAACAAGGGCATCGGCTTGGCCATCGTGCG 
CGACCTGTGCCGGCTGTTCTCGGGGGACGTGGTGCTCACGGCGCGGGACGTGAC 

30 GCGGGGCCAGGCGGCCGTACAGCAGCTGCAGGCGGAGGGCCTGAGCCCGCGCTT 
CCACCAGCTGGACATCGACGATCTGCAGAGCATCCGCGCCCTGCGCGACTTCCTG 
CGCAAGGAGTACGGGGGCCTGGACGTGCTGGTCAACAACGCGGGCATCGCCTTC 
AAGGTTGCTGATCCCACACCCTTTCATATTCAAGCTGAAGTGACGATGA.A4AGAA 
ATTTCTTTGGTACCCGAGATGTGTGCACAGAA1 TAGTGCCTC i AATAAAACCCCA 

35 AGGGAGAGTGGTGAACGTATCTAGCATCATGAGCGTCAGAGCCCTTAAAAGCTG 
CAGCCCAGAGCTGCAGCAGAAGTTCCGCAGTGAGACCATCACTGAGGAGGAGCT 
GGTGGGGCTCATGAACAAGTTTGTGGAGGATACAAAGAAGGGAGTGCACCAGAA 
GGAGGGCTGGCCCAGCAGCGCATACGGGGTGACGAAGATTGGCGTCACCGTTCT 
GTCCAGGATCCACGCCAGGAAACTGAGTGAGCAGAGGAAAGGGGACAAGATCC 

40 TCCTGAATGCCTGCTGCCCAGGGTGGGTGAGAACTGACATGGCGGGACCCAAGG 
CCACCAAGAGCCCAGAAGAAGGTGCAGAGACCCCTGTGTACTTGGCCCTTTTGCC 
CCCAGATGCTGAGGGTCCCCATGGACAATTTGTTTCAGAGAAGAGAGTTGAACA 
GTGGTGAGCTGGGCTCACAGCTCCATCCATGGGCCCCATTTTGTACCTTGTCCTG 
AGTTGGTCCAAAGGGCATTTACAATGTCATAAATATCCTTATATAAGAAAAAAA 

45 ATGATCTCTTATCAATTAGCACTCACTAATGTACTACTAATTGAGCAACCTACGC 
ACTCAGTTGACTACGTAAATCTGTCAGGTCTTTTGTGATTTCCTCTGATGCAGGAG 
AGGAAAAATTGTAATTGATGAAAATAATGAATGAAAATCAACAGATGAATAAAT 
GGTTCTTTATAAGTAAAAAAAAAAAAAAGGG 
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SEQ ID NO: 394 

>4545 BLOOD 234816.2 M31 158 gl89980 Human cAMP-dependent protein kinase subunit 
Rll-beta mRNA, complete cds. 0 

GGGGCCCAGTGCGCCGCGCTCGCAGCCGGTAGCGCGCCAGCCGTAGGCGTCGCT 
5 CGGCAGCCGCGGGGCCCTAGGCGTGCCGGGGAGGGGGCGAGGGCGGCCAGGCG 
CCTGCCGCCCCGGAGGCAGGATGAGCATCGAGATCCCGGCGGGACTGACGGAGC 
TGCTGCAGGGCTTCACGGTGGAGGTGCTGAGGCACCAGCCCGCGGACCTGCTGG 
AGTTCGCGCTGCAGCACTTCACCCGCCTGCAGCAGGAGAACGAGCGCAAAGGCA 
CCGCGCGCTTCGGCCATGAGGGCAGGACCTGGGGGGACCTGGGCGCCGCTGCCG 

1 0 GGGGCGGCACCCCCAGCAAGGGGGTCAACTTCGCCGAGGAGCCCATGCAGTCCG 
ACTCCGAGGACGGGGAGGAGGAGGAGGCGGCGCCCGCGGACGCAGGGGCGTTC 
AATGCTCCAGTAATAAACCGATTCACAAGGCGTGCCTCAGTATGTGCAGAAGCTT 
ATAATCCTGATGAAGAAGAAGATGATGCAGAGTCCAGGATTATACATCCAAAAA 
CTGATGATCAAAGAAATAGGTTGCAAGAGGCTTGCAAAGACATCCTGCTGTTTA 

1 5 AGAATCTGGATCCGGAGCAGATGTCTCAAGTATTAGATGCCATGTTTGAAAAATT 
GGTCAAAGATGGGGAGCATGTAATTGATCAAGGTGACGATGGTGACAACTTTTA 
TGTAATTGATAGAGGCACATTTGATATTTATGTGAAATGTGATGGTGTTGGAAGA 
TGTGTTGGTAACTATGATAATCGTGGGAGTTTCGGCGAACTGGCCTTAATGTACA 
ATACACCCAGAGCAGCTACAATCACTGCTACCTCTCCTGGTGCTCTGTGGGGTTT 

20 GGACAGGGTAACCTTCAGGAGAATAATTGTGAAAAACAATGCCAAAAAGAGAA 
AAATGTATGAAAGCTTTATTGAGTCACTGCCATTCCTTAAATCTTTGGAGTTTTCT 
GAA.GGGCTGAAAGTAGTAGATGTGATAGGCACCAAAGTATACAAGGATGGAGAA. 

AAGTGAAAATTACTATGAAAAGAAAGGGTAAATCAGA.\GTGGAAGAGAATGGT 
• 25 GCAGTAGAAATCGCTCGATGCTCGCGGGGACAGTACTTTGGAGAGGTTGCCCTG 
GTAACTAACAAACCTCGAGCAGCTTCTGCCCACGCCATTGGGACTGTCAAATGTT 
TAGCAATGGATGTGCAAGCATTTGAAAGGCTTCTGGGACCTTGCATGGAAATTAT 
GAAAAGGAACATCGCTACCTATGAAGAACAGTTAGTTGCCCTGTTTGGAACAAA 
CATGGATATTGTTGAACCCACTGCATGAAGCAAAAGTATGGAGCAAGACCTGTA 

30 GTGACAAAATTACACAGTAGTGGTTAGTCCACTGAGGAATGTGTTTGTGTAGATG 
CCAAGCATTTTCTGTGATTTCAGGTTTTTTCCTTTTTTTACATTTACAACGTATCAA 
TAAACAGTAGTGATTTAATAGTCAATAGGCTTTAACATCACTTTCTAAAGAGTAG 
TTCATAAAAAAATCAACATACTGATAAAATGACXTTGTACTCCACAAAATTATGA 
CTGAAAGGTTTATTAAAATGATTGTAATAlArAGAAAGTATCTGTGTTTAAGAAG 

35 ATAATTAAAGGATGTTATCATAGGCTATATGTGTTTTACTTATTCAGACTGATAAT 
CATATTAGTGACTATCCCCATGTAAGAGGGCACTTGGCAATTAAACATGCTACAC 
AGCATGGCATCACTTTTTTTTATAACTCATTAAACACAGTAAAATTTTAATCATTT 
TTGTTTTAAAGTTTTCTAGCTTGATAAGTTATGTGCTGGCCTTGGCCTATTGGTGA 
AATGGTATAAAATATCATATGCAGTTTTAAAACTTTTTATATTTTTGCAATAAAGT 

40 ACATTTTGACTTTGTTGGCATAATGTCAGTAACATACATATTCCAGTGGTTTTATG 
GACAGGCAATTTAGTCATTATGATAATAAGGAAAACAGTGTTTTAGATGAGAGA 
TCATTAATGCATTTTTCCCTCATCAAGCATATATCTGCTTTTTTTTATT^ 
CTCTGTATTCTATGTCTTTAAAAATTTGATCTTGACATTTAATGTCACAAAGTTTT 
GTTITITTTAAAAAGTGATTTAAACTTAAGATCCGACATTTTTTGTATTCTTTAAG 

45 ATTTTACACCTAAAAAATCTCTCCTATCCCAAAAATAATGTGGGATCCTTATCAG 
CATGCCCACAGTTTATTTCTTTGTTCTTCACTAGGCCTGCATAATACAGTCCTATG 
TAGACATCTGTTCCCTTGCGTTTCCGTTCTTTCTTAGGATGGTTGCCAACCCACAA 
TCTCATTGATCAGCAGCCAATATGGGTTTGTTTGGTTTTTTTAATTCTTAAA 
TCCTCTAGAGGAATAGAAACAAATTTTTATGAGCATAACCCTATATAAAGACAA 
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AATGAATTTCTGACCTTACCATATATACCATTAGGCCTTGCCATTGCTTTAATGTA 
GACTCATAGTTGAAATTAGTGCAGAAAGAACTCAGATGTACTAGATTTTCATTGT 
TCATTGATATGCTCAGTATGCTGCCACATAAGATGAATTTAATTATATTCAACCA 
AAGCAATATACTCTTACATGATTTCTAGGCCCCATGACCCAGTGTCTAGAGACAT 
5 TAATTCTAACCAGj^GTTTGCTTTTAAATGAGTGATTTCATTTTGGGAAACAGGTT 
TCAAATGAATATATATACATGGGTAAAATTACTCTGTGCTAGTGTAGTCTTACTA 
GAGAATGTTTATGGTCCCACTTGTATATGAAAATGTGGTTAGAATGTTAATTGGA 
TAATGTATATATAAGAAGTTAAAGTATGTAAAGTATAACTTCAGCCACATTTTTA 
GAACACTGTTTAACATTTTTGCAAAACCTTCTTGTAGGAAAAGAGAGCTCTCTAC 

1 0 ATGAAGATGACTTGTTTTATATTTCAGATTTTATTTTAAAAGCCATGTCTGTTAAA 
CAAGAAAAAACACAAAAGAACTCCAGATTCCTGGTTCATCATTCTGTATTCTTAC 
TCACTTTTTCAAGTTATCTATTTTGTTGCATAAACTAATTGTTAACTATTCATGGA 
ACAGCAAACGCCTGTTTAATAAAGAACTTTGACCAAGGCTATAAATGCCACGTA 
CATTATTTTCAGTATTGTTGGTTATATTTAAATTTTCCTTACAATAAAGCACACTT 

1 5 TTATAATAAAATACATGAATTATTGTTTTTC ATACTTTTTTGCTTGTTTCTTTAAAG 
TTTTCTGACGTGCATAATGCATAATTCATTGAAAAGCATGATAGCAATGTGGCAT 
GTGGAAGCGAACCCCCAGGGCATAACATAGTAAGAAAGTATGGTTCTGTATGGC 
AATAGGTTTTTAAAATTATTAGCTATTCATCATGTGTGGGAGAAATAATTGTGGT 
GTGTTGCAGATTTATTTGGCCATTTAGAATAACCAAATCAATCTGGCTAACTAGG 

20 AATTTATGTGTAAAATTATCTGATTAAAACAGCTC 

... •: •, v SfiQ.ID NO: 395 •■ • v- • • ... , ■ - <.. ■ s : ■:> - • 

• ■■■■■^>ASSS BLOOD 349746: 5^I1§8895 g292289 Human •MADS/ME.F2-family traftsGiiptionJfactor 
.C >^ijp^F2e)mKNA'coTriplete'cds.O ••' • . • - !• • \. ■ - 

■■ 25 GAATTCCCAGCTCTCTGCTCGCTCTGCTCGCAGTCACAGACACTTGAGCACACGC 
GTACACCCAGACATCTTCGGGCTGCTATTGGATTGACTTTGAAGGTTCTGTGTGG 
GTCGCCGTGGCTGCATGTTTGAATCAGGTGGAGAAGCACTTCAACGCTGGACGA 
AGTAAAGATTATTGTTGTTATTTTTCTNNNNN^ 

GAAAATATCCCAAGGACTAATCTGATCGGGTCTTCCTTCATCAGGAACGAATGCA 

30 GGAATTTGGGAACTGAGCTGTGCAAGTGCTGAAGAAGGAGATTTGTTTGGAGGA 
AACAGGAAAGAGAAAGAAAAGGAAGGAAAAAATACATAATTTCAGGGACGAGA 
GAGAGAAGAAAAACGGGGACTATGGGGAGAAAAAAGATTCAGATTACGAGGAT 
TATGGATGAACGTAACAGACAGGTGACATTTACAAAGAGGAAATTTGGGTTGAT 
GAAGAAGGCTTATGAGCTGAGCGTGCTG IG'i GAC fGlGAGATrGCGCTGATCATC 

35 TTCAACAGCACCAACAAGCTGTTCCAGTATGCCAGCACCGACATGGACAAAGTG 
CTTCTCAAGTACACGGAGTACAACGAGCCGCATGAGAGCCGGACAAACTCAGAC 
ATCGTGGAGACGTTGAGAAAGAAGGGCCTTAATGGCTGTGACAGCCCAGACCCC 
GATGCGGACGATTCCGTAGGTCACAGCCCTGAGTCTGAGGACAAGTACAGGAAA 
ATTAACGAAGATATTGATCTAATGATCAGCAGGCAAAGATTGTGTGCTGTTCCAC 

40 CTCCCAACTTCGAGATGCCAGTCTCCATCCCAGTGTCCAGCCACAACAGTTTGGT 
GTACAGCAACCCTGTCAGCTCACTGGGAAACCCCAACCTATTGCCACTGGCTCAC 
CCTTCTCTGCAGAGGAATAGTATGTCTCCTGGTGTAACACATCGACCTCCAAGTG 
CAGGTAACACAGGTGGTCTGATGGGTGGAGACCTCACGTCTGGTGCAGGCACCA 
GTGCAGGGAACGGGTATGGCAATCCCCGAAACTCACCAGGTCTGCTGGTCTCAC 

45 CTGGTAACTTGAACAAGAATATGCAAGCAAAATCTCCTCCCCCAATGAATTTAGG 
AATGAATAACCGTAAACCAGATCTCCGAGTTCTTATTCCACCAGGCAGCAAGAAT 
ACGATGCCATCAGTGTCTGAGGATGTCGACCTGCTTTTGAATCAAAGGATAAATA 
ACTCCCAGTCGGCTCAGTCATTGGCTACCCCAGTGGTTTCCGTAGCAACTCCTAC 
TTTACCAGGACAAGGAATGGGAGGATATCCATCAGCCATTTCAACAACATATGG 



321 



WO 02/074979 



PCT/US02/08456 



TACCGAGTACTCTCTGAGTAGTGCAGACCTGTCATCTCTGTCTGGGTTTAACACC 
GCCAGCGCTCTTCACCTTGGTTCAGTAACTGGCTGGCAACAGCAACACCTACATA 
ACATGCCACCATCTGCCCTCAGTCAGTTGGGAGCTTGCACTAGCACTCATTTATC 
TCAGAGTTCAAATCTCTCCCTGCCTTCTACTCAAAGCCTCAACATCAAGTCAGAA 
5 CCTGTTTCTCCTCCTAGAGACCGTACCACCACCCCTTCGAGATACCCACAACACA 
CGCGCCACGAGGCGGGGAGATCTCCTGTTGACAGCTTGAGCAGCTGTAGCAGTT 
CGTACGACGGGAGCGACCGAGAGGATCACCGGAACGAATTCCACTCCCCCATTG 
GACTCACCAGACCTTCGCCGGACGAAAGGGAAAGTCCCTCAGTCAAGCGCATGC 
GACTTTCTGAAGGATGGGCAACATGATCAGATTATTACTTACTAGTTTTTTTTTTT 

1 0 TTCTTGCAGTGTGTGTGTGTGCTATACCTTAATGGGGAAGGGGGGTCGATATGCA 
TTATATGTGCCGTGTGTGGAAAAAAAAAAAGTCAGGTACTCTGTTTTGTAAAAGT 
ACTTTTAAATTGCCTCAGTGATACAGTATAAAGATAAACAGAAATGCTGAGATA 
AGCTTAGCACTTGAGTTGTACAACAGAACACTTGTACAAAATAGATTTTAAGGCT 
AACTTCTTTTCACTGTTGTGCTCCTTTGCAAAATGTATGTTACAATAGATAGTGTC 

1 5 ATGTTGCAGGTTCAACGTTATTTAC ATGTAAATAGACAAAAGG AAACATTTGCC A 
AAAGCGGCAGATCTTTACTGAAAGAGAGAGCAGCTGTTATGCAACATATAGAAA 
AATGTATAGATGCTTGGACAGACCCGGTAATGGGTGGCCATTGGTAAATGTTAG 
GAACACACCAGGTCACCTGACATCCCAAGAATGCTCACAAACCTGCAGGCATAT 
CATTGGCGTATGGCACTCATTAAAAAGGATCAGAGACCATTAAAAGAGGACCAT 

20 ACCTATTAAAAAAAAATGTGGAGTTGGAGGGCTANNNN^ 

NNNNNNNNNCTGGGTCTGCATCTCTTATTAAATAAAAATATAAAAATATGTACAT 
TACATTTTGCTTATTTTCATATAAAAGGTAAGACAGAGTlTGCyiuA^GCATnTTGTG . 

tat --.am G63TOTTGTAG!IT^^ = 
AATATTTTAAACAGTCCTGTAAAAAACCAAAAAGGACTTTTTGTATAGAAA.GGAC 

25 TACCCTAAGCCATGAAGAACTCCATGGTTTGCTAACCAAGATAACTGTTTTCTCTT 
TGTAGAAGTTTTGTTTTTGAAATGTGTATTTCTAATTATATAAAATATTAAGAATC 
TTTTAAAAAAATCTGTGAAATTAACATGCTTGTGTATAGCTTTCTAATATATATAA 
TATTATGGTAATAGCAGAAGTTTTGTTATCTTAATAGCGGGAGGGGGGTATATTT 
GTGCAGTTGCACATTTGAGTAACTATTTTCTTTCTGTTTTCTTTTACTCTGCTTACA 

30 TTTTATAAGTTTAAGGTCAGCTGTCAAAAGGATAACCTGTGGGGTTAGAACATAT 
CACATTGCAACACCCTAAATTGTTTTTAATACATTAGCAATCTATTGGGTCAACT 
GACATCCATTGTATATACTAGTTTCTTTCATGCTATTTTTATTTTGTTTTTTGCATT 
TTTATCAAATGGAGGGCCCCrTTCTGATCTGACCATTIGACCATGCATCTTGGAAT 
TCAGTAAGTGCATATCCTAAGTTGCCCA TATTC rAAATCATCTGGTTGGTTTTCAG 

35 CCTAGAATTTGATACGCTTTTTAGAAATATGCCCAGAATAGAAAAGCTATGTTGG 
GGCACATGTCCTGCAAATATGGCCCTAGAAACAAGTGATATGGAATTTACTTGGT 
GAATAAGTTATAAATTCCCACAGAAGAAAAATGTGAAAGACTGGGTGCTAGACA 
AGAAGGAAGCAGGTAAAGGGATAGTTGCTTTGTCATCCGTTTTTAATTATTTTAA 
CTGACCCTTGACAATCTTGTCAGCAATATAGGACTGTTGAACAATCCCGGTGTGT 

40 CAGGACCCCCAAATGTCACTTCTGCATAAAGCATGTATGTCATCTATTTTTTCTTC 
AATAAAGAGATTTAATAGCCATTTCAAGAAATCCCATAAAGAACCTCTCTATGTC 
CCrnTTTTAATTTAAAAAAATGACTCTTGTCTAATATTCGTCTATAAGGGATTAA 
TTTTCAGACCCTTTAATAAGTGAGTGCCATAAGAAAGTCAATATATATTGTTTAA 
AAGATATTTCAGTCTAGGAAAGATTTTCCTTCTCTTGGAATGTGAAGATCTGTCG 

45 ATTCATCTCCAATCATATGCATTGACATACACAGCAAAGAAGATATAGGCAGTA 
ATATCAACACTGCTATATCATGTGTAGGACATTTCTTATCCATTTTTTCTCTTTTAC 
TTGCATAGTTGCTATGTGTTTCTCATTGTAAAAGGCTGCCGCTGGGTGGCAGAAG 
CCAAGAGACCTTATTAACTAGGCTATATTTTTCTTAACTTGATCTGAAATCCACA 
ATTAGACCACAATGCACCTTTGGTTGTATCCATAAAGGATGCTAGCCTGCCTTGT 
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ACTAATGTTTTATATATTAAAAAAAAAAATCTATCAACCATTTCATATATATCCC 
ACTACTCAAGGTATCCATGGAACATGAAAGAATAACATTTATGCAGAGGAAAAA 
CAAAAACATCCCTGAAAATATACACACTCATACACACACACGCACAGGGGAATA 
AAATAAGAAAACCATTTTCCTCACCATAGACTTGATCCCATCCTTACAACCCATC 
5 CTTCTAACITGATGTGTATAAAATATGCAAACATTTCACAAATGTTCTTTGTCATT 
TCAAAATACTTTAGTATATCAATATCAGTAGATACCAGTGGGTGGGAAAGGGTC 

TCAGCAACAAAGAAAAAGTGAATTTTTAATGCTGAAGATAAAGTAAGCTAAAGT 
ACCAGCAGAAGCCTTGGCTATTTATAGCAGTTCTGACAATAGTTTTATAAGAACA 

10 TGAAGAGAACAGAATCACTTGAAAATGGATGCCAGTCATCTCTTGTTCCCACTAC 
TGAATTCTTATAAAGTGGTGGCAAGATAGGGAAGGGATAATCTGAGAATTTTTA 
AAAGATGATTTAATGAGAAGAAGCACAATTTTGATTGTGATGAGTCACTTTCTGT 
AAACAATCTTGGTCTATCTTTACCCTTATACCTTATCTGTAATTTACCATTTATTGT 
ATTTGCAAAGCTAGTATGGTTTTTAATCACAGTAAATCCTTTGTATTCCAGACTTT 

1 5 AGGGCAGAGCCCTGAGGGAGTATTATTTTACATAACCCGTCCTAGAGTAACATTT 
TAGGCAACATTCTTCATTGCAAGTAAAAGATCCATAAGTGGCATTTTACACGGCT 
GCGAGTATTGTTATATCTAATCCTATTTTAAAAGATTTTTGGTAATATGAAGCTTG 
AATACTGGTAACAGTGATGCAATATACGCAAGCTGCACAACCTGTATATTGTATG 
CATTGCTGCCGTGGAGGCTGTTTATTTCAACCTTTTTAAAAATTGTGTTTTTTAGT 

20 AAAATGGCTTATTTTTTCCCAAAGGTGGAATTTAGCATTTTGTAATGATGAATAT 
AAAAATACCTGTCATCCCCAGATCATTTAAAAGTTAACTAAAGTGAGAATGAAA 
. AAAGAAAATTCCAAGACACTTTTTAAAAGAATGTCTGCCCTCACACAGTJnTATG 
: . - ^mT^GCTTTTeTT-A^ • 
■ WA^FOTGTTGTTTGTTTCTGGAGAGAG 

25 AACATTTTTTTTAAAGAAGAAGAAGCCACTTGAACCCTCAATAAAGGCTGTTGCC 
TAAGCATGGCATACTTCATCTGTTCTCATTTGTGCCATCTGCCGTGATGTCGTCAC 
TTTTATGGCGTTAATTTCCTGCCACTACAGATCTTTTGAAGATTGCTGGAATACTG 
GTGTCTGTTAGAATGCTTCAGACTACAGATGTAATTAAAGGCTTTTCTTAATATGT 
TTTAACCAAAGATGTGGAGCAATCCAAGCCACATATCTTCTACATCAAATTTTTC 

30 CATTTTGGTTATTTTCATAATCTGGTATTGCATTTTGCCTTCCCTGTTCATACCTCA 
AATTGATTCATACCTCAGTTTAATTCAGAGAGGTCAGTTAAGTGACGGATTCTGT 
TGTGGTTTGAATGCAGTACCAGTGTTCTCTTCGAGCAAAGTAGACCTGGGTCACT 
tf GTAGGCATAGGACTTGGATTGCTTCAGATGGTTTGCTGTATCATTTTTCTTCTTTT 
- TCTTTTCCTGGGGAGTTGTTi CCA iTAAATGAGAGTAATTAAAATCGCTTGTAAAT 

35 GAGGGCATACAAGCATTTGCAACAAATATTCAAATAGAGGCTCACAGCGGCATA 
AGCTGGACTTTGTCGCCACTAGATGACAAGATGTTATAACTAAGTTAAACCACAT 
CTGTGTATCTCAAGGGACTTAATTCAGCTGTCTGTAGTGAATAAAAGTGGGAAAT 
TTTCAAAAGTTTCTCCTGCTGGAAATAAGGTATAATTTGTATTTTGGAGACAATTC 
AGTAAAGTTACTGGCTTTCTTAGTGAAAAAAAAA 

40 

SEQ ID NO: 396 

>4599 BLOOD Hs.71 891 gnl|UG|Hs#S5389 H.sapiens mRNA for receptor protein tyrosine 
kinase /cds=(353,2920) /gb=X74764 /gi=433337 /ug=Hs.71891 /len=3096 
CATCTTGCATCAGCCTGTGGATGTATGCCTACCACCGGGCTCCTTCACCAGCAAA 
45 GTGGAAAAAGAAGCGTTTCACAACAAATTCTTCTTTTTGGGTTGGGGAAACGCAG 
TGGATTATAGCTCTGTTTTCTTCTTTCCAAAACTGTGCACCCCTGGATGAAACCTC 
CATCAAGGGAGACCTACAAGTTGCCTGGGGTTCAGTGCTCTAGAAAGTTCCAAG 
GTTTGTGGCTTGAATTATTCTAAAGAAGCTGAAATAATTGAAGAGAAGCAGAGG 
CCAGCTGTTTTTGAGGATCCTGCTCCACAGAGAATGCTCTGGACCCGTTGATACT 
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CCAGTTCCAACACCATCTTCTGAGATGATCCTGATTCCCAGAATGCTCTTGGTGCT 
GTTCCTGCTGCTGCCTATCTTGAGTTCTGCAAAAGCTCAGGTTAATCCAGCTATAT 
GCCGCTATCCTCTGGGCATGTCAGGAGGCCAGATTCCAGATGAGGACATCACAG 
CTTCCAGTCAGTGGTCAGAGTCCACAGCTGCCAAATATGGAAGGCTGGACTCAG 
5 AAGAAGGGGATGGAGCCTGGTGCCCTGAGATTCCAGTGGAACCTGATGACCTGA 
AGGAGTTTCTGCAGATTGACTTGCACACCCTCCATTTTATCACTCTGGTGGGGAC 
CCAGGGGCGCCATGCAGGAGGTCATGGCATCGAGTTTGCCCCCATGTACAAGAT 
CAATTACAGTCGGGATGGCACTCGCTGGATCTCTTGGCGGAACCGTCATGGGAA 
ACAGGTGCTGGATGGAAATAGTAACCCCTATGACATTTTCCTAAAGGACTTGGAG 

10 CCGCCCATTGTAGCCAGATTTGTCCGGTTCATTCCAGTCACCGACCACTCCATGA 
ATGTGTGTATGAGAGTGGAGCTTTACGGCTGTGTCTGGCTAGATGGCTTGGTGTC 
TTACAATGCTCCAGCTGGGCAGCAGTTTGTACTCCCTGGAGGTTCCATCATTTATC 
TGAATGATTCTGTCTATGATGGAGCTGTTGGATACAGCATGACAGAAGGGCTAG 
GCCAATTGACCGATGGTGTGTCTGGCCTGGACGATTTCACCCAGACCCATGAATA 

1 5 CCACGTGTGGCCCGGCTATGACTATGTGGGCTGGCGGAACGAGAGTGCCACCAA 
TGGCTACATTGAGATCATGTTTGAATTTGACCGCATCAGGAATTTCACTACCATG 
AAGGTCCACTGCAACAACATGTTTGCTAAAGGTGTGAAGATCTTTAAGGAGGTA 
CAGTGCTACTTCCGCTCTGAAGCCAGTGAGTGGGAACCTAATGCCATTTCCTTCC 
CCCTTGTCCTGGATGACGTCAACCCCAGTGCTCGGTTTGTCACGGTGCCTCTCCAC 

20 CACCGAATGGCCAGTGCCATCAAGTGTCAATACCATTTTGCAGATACCTGGATGA 
TGTTCAGTGAGATCACCTTCCAATCAGATGCTGCAATGTACAACAACTCTGAAGC 

... \ . CGTGCGCAGCTCTCGTATGGCACGCAGAAGCTATGATCCAATGCTTA.AAGTTGAT. 
a s-GAGAGCAAGACTGGGATGCTGATTGGCTGGTTGGTGGGCATCATClvITATGGTCCT 

•••• .' • : GGGGATCATTGTCATCATCCTCTGGAGGCAGTTCTGGGAGAAAATGCTGGAGAAG 

25 GCTTCTCGGAGGATGCTGGATGATGAAATGACAGTCAGCCTTTCCCTGCCAAGTG 
ATTCTAGCATGTTCAACAATAACCGCTCCTCATCACCTAGTGAACAAGGGTCCAA 
CTCGACTTACGATCGCATCTTTCCCCTTCGCCCTGACTACCAGGAGCCATCCAGG 
CTGATACGAAAACTCCCAGAATTTGCTCCAGGGGAGGAGGAGTCAGGCTGCAGC 
GGTGTTGTGAAGCCAGTCCAGCCCAGTGGCCCTGAGGGGGTGCCCCACTATGCA 

30 GAGGCTGACATAGTGAACCTCCAAGGAGTGACAGGAGGCAACACATACTCAGTG 
CCTGCCGTCACCATGGACCTGCTCTCAGGAAAAGATGTGGCTGTGGAGGAGTTCC 
CCAGGAAACTCCTAACTTTCAAAGAGAAGCTGGGAGAAGGACAGTTTGGGGAGG 
-TTCATCTGTGTGAAGTGGAGGGAATGGAAAAA'ITCAAAGACAAAGATTTTGCCCT 
'-•AGATGTCAGTGCGAACeAGCCTGTCCTGGTGGCTGTGAAAATGCTCCGAGCAGAT 

35 GCCAACAAGAATGCCAGGAATGATTTTCTTAAGGAGATAAAGATCATGTCTCGG 
CTCAAGGACCCAAACATCATCCATCTATTATCTGTGTGTATCACTGATGACCCTCT 
CTGTATGATCACTGAATACATGGAGAATGGAGATCTCAATCAGTTTCTTTCCCGC 
CACGAGCCCCCTAATTCTTCCTCCAGCGATGTACGCACTGTCAGTTACACCAATC 
TGAAGTTTATGGCTACCCAAATTGCCTCTGGCATGAAGTACCTTTCCTCTCTTAAT 

40 TTTGTTCACCGAGATCTGGCCACACGAAACTGTTTAGTGGGTAAGAACTACACAA 
TCAAGATAGCTGACTTTGGAATGAGCAGGAACCTGTACAGTGGTGACTATTACCG 
GATCCAGGGCCGGGCAGTGCTCCCTATCCGCTGGATGTCTTGGGAGAGTATCTTG 
CTGGGCAAGTTCACTACAGCAAGTGATGTGTGGGCCTTTGGGGTTACTTTGTGGG 
AGACTTTCACCTTTTGTCAAGAACAGCCCTATTCCCAGCTGTCAGATGAACAGGT 

45 TATTGAGAATACTGGAGAGTTCTTCCGAGACCAAGGGAGGCAGACTTACCTCCCT 
CAACCAGCCATTTGTCCTGACTCTGTGTATAAGCTGATGCTCAGCTGCTGGAGAA 
GAGATACGAAGAACCGTCCCTCATTCCAAGAAATCCACCTTCTGCTCCTTCAACA 
AGGCGACGAGTGATGCTGTCAGTGCCTGGCCATGTTCCTACGGCTCAGGTCCTCC 
CTACAAGACCTACCACTCACCCATGCCTATGCCACTCCATCTGGACATTTAATGA 
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AACTGAGAGACAGAGGCTTGTTTGCTTTGCCCTCTTTTCCTGGTCACCCCCACTCC 
CTACCCCTGACTCATATATACT 

SEQ ID NO: 397 

5 >4730 BLOOD 345818.4 Y11651 g2125811 Human mRNA for phosphate cyclase. 0 

CGGCTCGAGGGCGAACCCGGGGGTTCGTTTCTGCTGACTCCAGTGTCCCGAGAGG 
CGCCGCTTCTTCCGCTTTCTCGTCAGGCTCCTGCGCCCCAGGCATGAACCAAGGT 
TTCTGAACTACTGGGCGGGAGCCAACGTCTCTTCTTTCTCCCGCTCTGGCGGAGG 
CTTTGTCGCTGCGGGCTGGGCCCCAGGGTGTCCCCCATGGCGGGGCCGCGGGTGG 

1 0 AGGTCGATGGCAGCATCATGGAAGGGGGCGGCCAGATCCTGAGAGTCTCTACGG 
CCTTGAGCTGTCTCCTAGGCCTCCCCTTGCGGGTGCAGAAGATCCGAGCCGGCCG 
GAGCACGCCAGGCCTGAGGCCTCAACATTTATCTGGACTGGAAATGATTCGAGA 
TTTGTGTGATGGGCAACTGGAGGGGGCAGAAATTGGCTCAACAGAAATAACCTT 
TACACCAGAGAAGATCAAAGGTGGAATCCACACAGCAGATACCAAGACAGCAG 

1 5 GGAGTGTGTGCCTCTTGATGCAGGTCTCAATGCCGTGTGTTCTCTTTGCTGCTTCT 
CCATCAGAACTTCATTTGAAAGGTGGAACTAATGCTGAAATGGCACCACAGATC 
GATTATACAGTGATGGTCTTCAAGCCAATTGTTGAAAAATTTGGTTTCATATTTA 
ATTGTGACATTAAAACAAGGGGGATATTACCCAAAAGGGGGTGGTGAAGTGATT 
GTTCGAATGTCACCAGTTAAACAATTGAACCCTATAAATTTAACTGAGCGTGGCT 

20 GTGTGACTAAGATATATGGAAGAGCTTTCGTTGCTGGTGTTTTGCCATTTAAAGT 
AGCAAAAGATATGGCAGCGGCAGCAGTTAGATGCATCAGAAAGGAGATCCGGG 
v V * . : ; . ATiTTGTATGTTAACATGGAGGGTGTTCAAGAACG-TAAAGAGGAAGeATTTGGGAA 
■ h-r-, TGGAAATGGAATAATAATTATTGGT.GAGACGTGGAGTGGCTGTTTGTTTGCTGGA ■-> 
, TCATCGCTTGGTAAACGAGGTGTAAATGCAGAGAAAGTTGGAATTG.\AGCTGCG 

25 GAAATGCTATTAGCAAATCTTAGACATGGTGGTACTGTGGATGAGTATCTGCAAG . 
ACCAGCTGATTGTTTTCATGGCATTAGCCAATGGAGTTTCCAGAATAAAAACAGG 
ACCAGTTACACTCCATACGCAAACCGCGATACATTTTGCTGAACAAATAGCAAA 
GGCTAAATTTATTGTGAAGAAATCAGAAGATGAAGAAGACGCCGCTAAAGATAC 
TTATATTATTGAATGCCAAGGAATTGGGATGACAAATCCAAATCTATAGAGTATT 

30 TGCCTCTTAAATGATACCTCATTGATATATTGCACTATTTCATAAATACTATAAAA 
TAATGACTAGGAAGTAACTTATTAAAGGCTATGACTTAAATTTGAAGATGAAGTA 
CAGTGTTCTAGGTTTGCTGAGAAGGCTTCATTAAATTAATCTCACTTTGAATATCT 
. CCTGAGAGATGGAC AAXGAAATATCAGTTGGTGGATATGTGTGATAGCTGATTTC 
"""" AATATtGAAGTATTGAAA'I AAAATATTCTTTACACCTGAAGTAAATACATTTTTC 

35 TTTTTTATGTAATTAATTAAATCAGGGATATAGATTTGATCTGTAATTTGGGTATA 
ATTCTAATCTTTGCTGAAATCACATCTCAAGTATAATGAGGCAACTTTATGCAAA 
TGTACTTGTTGTGACAACAATAACA 

SEQ ID NO: 398 

40 >4830 BLOOD 233438.4 L47345 g992562 Human elongin A mRNA, complete cds. 0 

CCAGTTCCGGCGAGGAGGCCGCGCCAGTGACAGCGATGGCGGCGGAGTCGGCGC 
TCCAAGTTGTGGAGAAGCTGCAGGCGCGCCTGGCCGCGAACCCGGACCCTAAGA 
AGCTATTGAAATATTTGAAGAAACTCTCCACCCTGCCTATTACAGTAGACATTCT 
TGCGGAGACTGGGGTTGGGAAAACAGTAAATAGCTTGCGAAAACACGAGCATGT 

45 TGGAAGCTTTGCCAGGGACCTAGTGGCCCAGTGGAAGAAGCTGGTTCCTGTGGA 
ACGAAATGCTGAGCCTGATGAACAGGACTTTGAGAAGAGCAATTCCCGAAAGCG 
CCCTCGGGATGCCCTGCAGAAGGAGGAGGAGATGGAGGGGGACTACCAAGAAA 
CCTGGAAAGCCACGGGGAGCCGATCCTATAGCCCTGACCACAGGCAGAAGAAAC 
ATAGGAAACTCTCGGAGCTCGAGAGACCTCACAAAGTGTCTCACGGTCATGAGA 
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GGAGAGATGAGAGAAAGAGGTGTCACAGAATGTCACCAACTTACTCTTCAGACC 
CTGAGTCTTCTGATTATGGCCATGTTCAATCCCCTCCATCTTGTACCAGTCCTCAT 
CAGATGTACGTCGACCACTACAGATCCCTGGAGGAGGACCAGGAGCCCATTGTT 
TCACACCAGAAGCCTGGGAAAGGCCACAGCAATGCCTTTCAGGACAGACTCGGG 
5 GCCAGCCAAGAACGACACCTGGGTGAACCCCATGGGAAAGGGGTTGTGAGTCAA 
AACAAGGAGCACAAATCTTCCCACAAGGACAAACGCCCCGTGGATGCCAAGAGT 
GATGAGAAGGCCTCTGTGGTGAGCAGAGAGAAATCACACAAGGCCCTCTCCAAA 
GAGGAGAACCGAAGGCCACCCTCAGGGGACAATGCAAGGGAGAAACCGCCCTC 
TAGTGGCGTAAAGAAAGAGAAGGACAGAGAGGGCAGCAGCCTGAAGAAGAAGT 

1 0 GTTTGCCTCCCTCAGAGGCCGCTTCAGACAACCACCTGAAAAAGCCAAAGCACA 
GAGACCCAGAGAAAGCCAAATTGGACAAAAGCAAGCAAGGTCTGGACAGCTTTG 
ACACAGGAAAAGGAGCAGGAGACCTGTTGCCCAAGGTAAAAGAGAAGGGTTCT 
AACAACCTAAAGACTCCAGAAGGGAAAGTCAAAACTAATTTGGATAGAAAGTCA 
CTGGGCTCCCTCCCTAAAGTTGAGGAGACAGATATGGAGGATGAATTCGAGCAG 

1 5 CCAACCATGTCTTTTGAATCCTACCTCAGCTATGACC AGCCCCGGAAGAAAAAGA 
AAAAGATTGTGAAAACTTCAGCCACGGCACTTGGAGATAAAGGACTTAAAAAAA 
ATGACTCTAAAAGCACTGGTAAAAACTTGGACTCAGTTCAGAAATTACCCAAGG 
TGAACAAAACCAAGTCAGAGAAGCCGGCTGGAGCTGATTTAGCCAAGCTGAGAA 
AGGTGCCTGATGTGTTGCCAGTGTTGCCAGACCTCCCGTTACCCGCGATACAGGC 

20 CAATTACCGTCCACTGCCTTCCCTCGAGCTGATATCCTCCTTCCAGCCAAAGCGA 
AAAGCGTTCTCTTCACCCCAGGAAGAAGAAGAAGCTGGATTTACTGGGCGCAGA 
•- ATGAATTGCAAGATGCAGGl'GTATTGTGGTTCCAAGTGTGCCTATGTGCGTAAAA 
. ■-. : TGATGACGTTGCACCAGCAATGGA.TCCGAGTAG^AAAAACAACATCGATTG;\AT-.: 
CTTTG AAGTGGGAGGAGTGGCATACTCTGTTGTFrGAACCCGTTTTGGAGAGGTGT 

25 ACACCTGATCAGCTGTATCGCATAGAGGAATACAATCATGTATTAATTGAAGAA 
ACAGATCAATTATGGAAAGTTCATTGTCACCGAGACTTTAAGGAAGAAAGACCC 
GAAGAGTATGAGTCGTGGCGAGAGATGTACCTGCGGCTTCAGGACGCCCGAGAG 
CAGCGGCTACGAGTACTAACAAAGAATATCCAGTTCGCACATGCCAATAAGCCC 
AAAGGCCGACAAGCAAAGATGGCCTTTGTCAACTCTGTGGCCAAGCCACCTCGT 

30 GACGTCCGGAGGAGGCAGGAAAAGTTTGGAACGGGAGGAGCAGCTGTCCCTGA 
GAAAATCAAGATCAAGCCAGCCCCGTACCCCATGGGAAGCAGCCATGCTTCCGC 
CAGTAGCATCAGCTTTAACCCCAGCCCTGAGGAGCCGGCCTATGATGGCCCAAG 
GACGAGCAGTGCCCACTTGGCACCAGTGGTCAGCAGCACTGTTTCGTATGATCGT 
" AGGAAACCCACTGTGAAGAAAATTGCCCCAATGATGGCCAAGACAATTAAAGCT 

35 TTCAAGAACAGATTCTCCCGACGATAAACTGAGGACTTGCCTTGGAAATGGAATC 
TGGGGAGGCAGGAATACAAGGACAGTGGGGGTTGGGGAATGGAATTCTACAGG 
AGACTGGAGTCTTGCTTTGTGGATCCTTTTGGTCTCCGAGTCCTGCAGTCTGCAGG 
TGCTGCCCCTGGGAACCTGCGTGCCACAGCCCCGCCTCCCTGCCTGGAGCACACT 
TTAGAATTCTGAAGATGTGAAGCCTCTGTCTCACTGAGGATTTTAAAGGTCAATT 

40 ATACTTTTGTTGTTCATTAGCATCTTTGTAAACTATAAGACGTAGTTTTAATTAAT 

CCTCTACCACACATTTAGCCTTTTATCTTCCAGGTCCTTATTAAAATCAGATGAAA 
GCCTAGTGAAAGCCAGTCTCCTGCCCCAGCTCAGCTCTGTGTGGACTCTGGTCCA 
GACAGAGGACTGGGCATCTCCAGAGCCTGCACAGTACCTGCTGCACGTAGGGCA 
45 AGGAATGAGCACTAGACCGCCTGTCCCCAAGGGAGCCTCAGTGGGGCGACAGGG 
TGCTCGGCGGACTCCACCTCAGGCCCTCCCCACTGTTGCTGTGCATTCCTGTGCA 
GGTGCATCTCTTTCTTACTAACTGGTATTTATTAAGGCAGGTGCTCTGTAGGTCTG 
GAGCCTTTCCCTCATCCITTTTGCGAGTCCCCACCNNNN^^ 
^^^^NNGAGGCTCACTAGAGGACGCAGAACOTGGGAGATTGATTTGCACAGAACT 
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CCCCACCTCCCACTTTTACAATTTCCAGTTTCTGATTGAAAATTTTAGGGTTTCTC 
CCCACTGCCCTTCCCTATCTTTCCTTCCCCTCAACACCATGAAGGAAAAACACAC 
ACGGCAGGGCTTTTTGTAGCCCTGAAGGCAACTTTAGACATTTAAAATCCAGCAC 
TTTAATCTCTTGTTCTCTGTGAATCACTATGAGAAGTGAATGGTTTTAAAGGCTGT 
5 AATGCTATGTTGGAAATTGGTTTGTTTTGCCTTTTATTGAAAAGGTAAGATCATGT 
GATTGGAAGAACACAACTGTTGGCTTGGGAAGAGGACTTTGCTGCTGAAGTGTTT 
TCTACCTTCTGAGTGTGTTTAAGGCAGGATTTGGAGGGAAGGACCAGCTTAGGGA 
GAGTGTCTGAGCCACAGCGTCAGGATGGGGGAAACCACATGGGATCCATCAAGT 
TCCAGTTGAACAGGAGCAAGATCAGAACTTAGGAGGGCAGTGTCAGCTCCCTTG 

1 0 TTGGCTGTCAAGGAACACCGATCTAGTAGAAACCCACTTGGTTGTGACCCAGGTA 
GAGGTAGATGCCATACATTTGAGATATGCGTCCTTAAGGAACCTGACAAGCAGA 
CTGAAGGGATGGTAAGTGTGACAGCCTGATAAG1TTTCTCAAAGCCCAGGATAC 
AGAGCCAGTGTTTTCTGTAACTGGAGACCTCAGTTAGGCCAACTTCGAATTCCAG 
AGCAACGTAGGAAGTCTATTCAGCAGAAACTCGACATTGTTCAGTGTGTATTGCT 

1 5 GTGCAGGGTGCCTATTGTGACAGGACACAAATGTTACTATGTTTTAATTTGCTAT 
ATTTTTGAATGGGTAAAGCATTACTTTACTTCTCTTGGTTACTTGTACCACCATTC 
CACCCCTATCCCTAGCCTGCCCCACAAATCTAATATTAGGAAGCCTCTTAACTGA 
AACCAAATGAACATTTGGGTCAGGTGCCAGATGTCTGCTGCCTAGAATAGCTTTT 
TCTAGGTGTCTACCACCTTGAATTTATCTCTTAACTGTGTGTTCAAGTCTTTGTCA 

20 TTGAAACTAGTTTTTCATATCTTAGATTCAGTTGTGTATGATTTAATGTCCCTTAT 
TAGGAGTCTTTAGGCAGGGAGGGAAGAAAAAACAGATTTGTTCATAGCAATGTC 
1 ., AGTATCCATTTfGGGAGATAAAGATTTITGATGAGCCCTGTTTGGATAGAGGCAG 
:- ATGTTrTCCCGTGCCGGAAGAGTATG-TAGAirCAGGGATGTGAGTTGGTGGGAAGA- 
; . • ■; - ATCAJjGGGAAAGAGGAAAAAGGGAAiirrCTAAATGACCTCClTGGGGAGGT^lACT 

25- AAAATGGCTGCAGAGCAGACACAGGATGAATTTGAACCTGAGAGAGGATGAATT 
TGAACCTTTGGTCTCATTTATGGAAAAACTTGTGCAATTTTTTTTCTGTGCTACAC 
TACATACAAATCACCAAATTACAAATTACCCTTTTGTGATCCTTGGTGTACTGAG 
CAGTTTCTTTGGGGCTTTTTCTTTCTGGGAAGCGGGAGGGAAAGGAGCAAGGTGT 
CATCCTGCTCTTCATTTGTATTTTGGTCCCAAAATGTAAATACAATTTTCTATGTT 

30 ACTTTTTTGTGGTAACTACCGAGATGAATATTTTAATTAGATAAGTTATATGAAA 
AGGAAAATTCCATGTCTAAATAANAAACAAACTCC 

SEQTQ,NO;.39ft„ 

- ' >506i BLOOD 21 1277.19 AP020351 g2655052 Human NADH:ubiquinone oxidoreductase 
35 1 8 kDa IP subunit mRNA, nuclear gene encoding mitochondrial protein, complete cds. 0 

CGTCCTTTCATCCTGGCGTTTGCCTGCAGCAAGATGGCGGCGGTCTCAATGTCAG 
TGGTACTGAGGCAGACGTTGTGGCGGAGAAGGGCAGTGGCTGTAGCTGCCCTTT 
CCGTTTCCAGGGTTCCGACCAGGTCGTTGAGGACTTCCACATGGAGATTGGCACA 
GGACCAGACTCAAGACACACAACTCATAACAGTTGATGAAAAATTGGATATCAC 
40 TACITTAACTGGCGTTCCAGAAGAGCATATAAAAACTAGAAAAGTCAGGATCTTT 
GTTCCTGCTCGCAATAACATGCAGTCTGGAGTAAACAACACAAAGAAATGGAAG 
ATGGAGTTTGATACCAGGGAGCGATGGGAAAATCCTTTGATGGGTTGGGCATCA 
ACGGCTGATCCCTTATCCAACATGGTTCTAACCTTCAGTACTAAAGAAGATGCAG 
TTTCCTTTGCAGAAAAAAATGGATGGAGCTATGACATTGAAGAGAGGAAGGTTC 
45 CAAAACCCAAGTCCAAGTCTTATGGTGCAAACTTTTCTTGGAACAAAAGAACAA 
GAGTATCCACAAAATAGGTTGGCACTGACTATATCTCTGCTTGACTGTGAATAAA 
GTCAGCTATGCAGTATTTATAGTCCATGTATAATAAATACATCTCTTAATCTCCTA 
ATAAATTGGACCTTTAAACTAC 
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SEQ ID NO: 400 

>5065 BLOOD 140122.18 AF125099 g5106993 Human HSPC038 protein mRNA, complete 
cds.O 

GGGGCGCCGAGGAGAGCGGCGCGGCGTGCGCGGGCACGAGGCGTAGTGGTCTCC 
5 CCTAAGGCTGAGGCGGCGGCGGGCGCGCGGCGGCGGCGGGCGTGCGAGGCTGTT 
GTGCTCCCGGCTCTCGTGTTTCCCCTCCTGAGCGGGTGGAGGAGGCCCAAGCGGT 
GCTGGGCGCGCTCCCCCTTCCTTTCCCTCCGGCGTCCTCTCCCGGCCCTCTCGCGC 
TGCACTGTCTCTCCGACGCAAGACTGTCCCGGCCCGGATATGGCTCGTGGACAGC 
AGAAAATTCAGTCTCAGCAGAAAAATGCCAAAAAGCAAGCTGGACAAAAGAAG 

1 0 AAACAAGGACATGACCAAAAGGCTGCTGCCAAAGCTGCCTTAATATATACCTGC 
ACTGTCTGTAGGACACAAATGCCAGACCCTAAGACCTTCAAGCAGCACTTTGAG 
AGCAAGCATCCTAAGACTCCACTTCCTCCAGAATTAGCTGATGTTCAGGCATAAG 
GTTGTTTACAGGTGAATTCATGACACCTTTGACTCTTCTACTGTCTCAGACCTTAG 
GTAACATACCTGCAGCTGCTTTTCTAACAAACTGTTGATCAGCAAAAATAAAGGG 

1 5 GCTACAGAAACACTCATTTTTATGCTGTTCCCTCTTGGGCTTCATGCAAAGACAA 
TTCTGTGTAAATGTACAGTTGACTCTGATTTGGAAATATGAAAATCAGTCCATCC 
TTGTTA'rAAAAAATTTTTTTACAATTGTAATTATATTGATGTTCATATTGTGTAAA 
ATAACTCArrTAATAAAATAGTACTTTGATTTACGACATCACAGGATAAATGGTT 
TTAGAAATTCTGTTCTAACTTTCCACATTATTTGCCTTATAAAAATCTAATGAATT 

20 CATCAGCTAGAATTGCAAGTGCAATTCTTATATCCCTTTCTCTGCTCAGTGGCAG 
GTTCCTCAGTTAAACTAGAGCAGACTGATTCATTAAAATTGTGCATACGATTTTA 

• _ ; ATGGGGAGGTGATGATCTAGGTGAAAAATGACTTATCTGCTGCClTAGTATAri'GG : 
. /GGXTATGTGTCATTGTAGGCGTGTGATGA^TTCCTGTGTTTGAGTTGGAA^TATTilA •. 

••'!•>. ■ ^AAAOGCAGTATGACGTGGNTCTAACTNCCAGTCAGGTGTAGCCTGTAGATAACT 
' '-25 GATAGCTTCCTAAAAGCGGTTGGATTGTCAGTGAGCCCTTGTGAAAGGTTAGGTT 
CTAATGTATATGCCGTAATGAAATAATCATTAAGCCTATTGTTTAATGCAAAATA 
TGGAACAAATGTGAACTGGTAAAGGTCGATCTTGATACTATATTCTTTGAAAATT 
CTTGAAGTTCTTTAATTTGAAATTGAAACATTAATTTTTGAGGTTTTTGGAAGTTA 
CTATTTGGCCATTTTTACAAATGGATTTTGCATTAACAGGAAGATTGGAATGACT 

30 TGTGGCTGGATTAATTCCCAGAACCCTCTCCCTCCTTTCTTTTCTAAGTGAGTTGT 
TGATTTTAGGAGTTTGCTTTGTGCTGTTACCTAAAATCAGAGACTGGTGTACAGT 
ATGACTTCCATCTGAACTTGAAAAGTATTAAAATGGGTCAATATTCACATTCTTTT 

... AGATCTCAGGATGGGAAAATGGGTTTGTTCAGATGGATATGGTAAATCTTACCCA . 

' ATTAAGGAAGGCTAATTTTAGAGTTCTTCTAATTTGCTTGTGTCAACTCri AACTT 

35 GTAAAACTGCTGTTAACTCGGTTTAAATTTTTAAATTAATATAATAGAAAGAACA 
CTAAAATACTTACTGGTAACTGCTTAGAGCCATTTATCTGATCCTGTGGATTACA 
GAATGCATTCCCTCTTCTGCTGTAGCTTATCATTGCTTTGTTTTGTAGCTCTGCAT 
ATTTTGCCCACCTTGTCTTCCCTGTAAGTTTAAGACGTTTCCAAGGAAAAGCTTCA 
GGGCTGATAGTTTCTTAGCAATTCCTATTCITATGGCCTTACTTTAAAATAGTCCT 

40 TTTATTTTGTGTATTTTATTTCCTAAGTTTCAGATGTAATATCTGTTGTTTCCTAAC 
ATGTCGATTACCAGAACGTTAGAATTTTACCTAATTTCTTGTGGATATTGCAGAA 
GTTCTGGTTAAATCACAACITAAAAGTTTTTAAAAGTGCTTTGAGCATATGTATA 
TGTTTAGTGACAAATCATATAAAACCATTCACAAGTTTTGGTTTTTTTTTTTT^ 
TTGTTTTAGTGACTAATTCAGGATGAAAGTTrTTTTGTTCTTGTATTTAACCCTTTT 

45 TTATAAGCAGCTGAAGACACCATATTTAACACTATATCTCAGTGATAGGGAAATA 
GCTGCATTGATCTTACATGAGCATAATCATCCTTATACTTCATGAGGGGATTATT 
AGTACAATCCCCATTTTACTGTGTTTGAGTTAAAAACCAAACATCCCTGTAATTT 
AATTTGAAGATTCTTTAACAGATTGCAGCAAAGTTCATTATAAAACTGTTATGGT 
GTCTTCAAAGACTTGATAAAATAACACTGAGAGAGAATTGGTCCATTTGTATGCT 
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GTATTTCTATTACTTGCCAAAAGGAATGGGGTTAAGATTAAACTTGTTTCCATTCT 

CTTCACATGGATATACATCCCCATGTTTAACTGACACACTGGGGGCTCAGTTGTG 

TGCTGTAATGTCTTATTAAAGAAGATATTAAAGAAAAAAAA 

5 SEQ ID NO: 401 

>5083 BLOOD 1 144730.1 AF059524 g4091867 Human reticulon gene family protein 
(RTN3) mRNA, complete cds. 0 

CTGTCCTCGGAGCAGGCGGAGTAAAGGGACTTGAGCGAGCCAGTTGCCGGATTA 
TTCTATTTCCCCTCCCTCTCTCCCGCCCCGTATCTCTTTTCACCCTTCTCCCACCCT 

10 CGCTCGCGTAGCCATGGCGGAGCCGTCGGCGGCCACTCAGTCCCATTCCATCTCC 
TCGTCGTCCTTCGGAGCCGAGCCGTCCGCGCCCGGCGGCGGCGGGAGCCCAGGA 
GCCTGCCCCGCCCTGGGGACGAAGAGCTGCAGCTCCTCCTGTGCGGTGCACGATC 
TGATTTTCTGGAGAGATGTGAAGAAGACTGGGTTTGTCTTTGGCACCACGCTGAT 
CATGCTGCTTTCCCTGGCAGCTTTCAGTGTCATCAGTGGGGTTTCTTACCTCATCC 

1 5 TGGCTCTTCTCTCTGTCACCATC AGCTTCAGG ATCTAC AAGTCCGTCATCCAAGCT 
GTACAGAAGTCAGAAGAAGGCCATCCATTCAAAGCCTACCTGGACGTAGACATT 
ACTCTGTCCTCAGAAGCTTTCCATAATTACATGAATGCTGCCATGGGGCCCATCA 
ACAGGGCCCTGAAACTCATTAT 

20 SEQ ID NO: 402 

>5105 BLOOD 322303.2 X51602 g31431 Human fit mRNA for receptor-related tyrosine 
v ..-JdhaseCO ' . ■■' .:. ..; .- ' ■ , ■> ■ = r- 

•.<• vUGACGCAATGGATGAGGTAGeCCACTGGGCCAGCCCTGGAGCCGA^iAACGGAGGG :\ 

V- ^■©AACAAGCGCGTTAGeeeCAGGGATCACTGGGTGGCCTGAGGAAGATCTCGGGA 
. 25 h GTCCTCTAGCAGGCCTAAGACATGTGAGGAGGAAAAGGAAAAAAAGCAAAAAG 
CAAGGGAGAAAAGAGAAACCGGGAGAAGGCATGAGAAAGAATTTGAGACGCAC 
CATGTGGGCACGGAGGGGGACGGGGCTCAGCAATGCCATTTCAGTGGCTTCCCA 
GCTCTGACCCTTCTACATTTGAGGGCCCAGCCAGGAGCAGATGGACAGCGATGA 
GGGGACATTTTCTGGATTCTGGGAGGCAAGAAAAGGACAAATATCTTTTTTGGAA 

30 CTAAAGCAAATTTTAGAACTTTACCTATGGAAGTGGTTCTATGTCCATTCTCATTC 
GTGGCATGTTTTGATTTGTAGCACTGAGGGTGGCACTCAACTCTGAGCCCATACT 
TTTGGCTCCTCTAGTAAGATGCACTGAAAACTTAGCCAGAGTTAGGTTGTCTCCA 

,.. .GGCCATGATGGCCTTACACTGAAAATGTCACATTCTATTTTGGGTATTAATATAT.. 

* AGTCCAGACACTTAACTCAATTTCTTGGTATTATTCTGTTTTGCACAG'nAGri'GT 

35 GAAAGAAAGCTGAGAAGAATGAAAATGCAGTCCTGAGGAGAGGAGTTTTCTCCA 
TATCAAAACGAGGGCTGATGGAGGAAAAAGGTCAATAAGGTCAAGGGAAAACC 
CCGTCTCTATACCAACCAAACCAATTCACCAACACAGTTGGGACCCAAAACACA 
GGAAGTCAGTCACGTTTCCTTTTCATTTAATGGGGATTCCACTATCTCACACTAAT 
CTGAAAGGATGTGGAAGAGCATTAGCTGGCGCATATTAAGCACTTTAAGCTCCTT 

40 GAGTAAAAAGGTGGTATGTAATTTATGCAAGGTATTTCTCCAGTTGGGACTCAGG 
ATATTAGTTAATGAGCCATCACTAGAAGAAAAGCCCATTTTCAACTGCTTTGAAA 
CTTGCCTGGGGTCTGAGCATGATGGGAATAGGGAGACAGGGTAGGAAAGGGCGC 
CTACTCTTCAGGGTCTAAAGATCAAGTGGGCCTTGGATCGCTAAGCTGGCTCTGT 
TTGATGCTATTTATGCAAGTTAGGGTCTATGTATTTATGATGTCTGCACCTTCTGC 

45 AGCCAGTCAGAAGCTGGAGAGGCAACAGTGGATTGCTGCTTCTTGGGGAGAAGA 
GTATGCTTCCTTTTATCCATGTAATTTAACTGTAGAACCTGAGCTCTAAGTAACCG 
AAGAATGTATGCCTCTGTTCTTATGTGCCACATCCTTGTTTAAAGGCTCTCTGTAT 
GAAGAGATGGGACCGTCATCAGCACATTCCCTAGTGAGCCTACTGGCTCCCTGGC 
AGCGGCTTTTGTGGAAGACTCACTAGCCAGAAGAGAGGAGTGGGACAGTCCTCT 
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CCACCAAGATCTAAATCCAAACAAAAGCAGGCTAGAGCCAGAAGAGAGGACAA 
ATClTrGTTCTTCCTCTTCTTTACATACGCAAACCACCTGTGACAGCTGGCAATTT 
TATAAATCAGGTAACTGGAAGGAGGTTAAACACAGAAAAAAGAAGACCTCAGTC 
AATTCTCTACTTTTTTTTTTTTTTCCAAATCAGATAATAGCCCAGCAAATAGTGAT 
5 AACAAATAAAACCTTAGCTATTCATGTCTTGATTTCAATAATTAATTCTTAATCAT 
TAAGAGACCATAATAAATACTCCTTTTCAAGAGAAAAGCAAAACCATTAGAATT 
GTTACTCAGCTCCTTCAAACTCAGGTTTGTAGCATACATGAGTCCATCCATCAGT 
CAAAGAATGGTTCCATCTGGAGTCTTAATGTAGAAAGAAAAATGGAGACTTGTA 
ATAATGAGCTAGTTACAAAGTGCTTGTTCATTAAAATAGCACTGAAAATTGAAAC 

1 0 ATGAATTAACTGATAATATTCCAATCATTTGCCATTTATGACAAAAATGGTTGGC 
ACTAACAAAGAACGAGCACTTCCTTTCAGAGTTTCTGAGATAATGTACGTGGAAC 
AGTCTGGGTGGAATGGGGCTGAAACCATGTGCAAGTCTGTGTCTTGTCAGTCCAA 
GAAGTGACACCGAGATGTTAATTTTAGGGACCCGTGCCTTGTTTCCTAGCCCACA 
AGAATGCAAACATCAAACAGATACTCGCTAGCCTCATTTAAATTGATTAAAGGA 

15 GGAGTGCATCTTTGGCCGACAGTNGTGTAACNNNNNNNN^ 
NNN>WNNNNNNNNN]SfNNNNN^ 

AATTTTAAAGTTACTTTTATACAAACCAAGAATATATGCTACAGATATAAGACAG 

ACATGGTTTGGTCCTATATTTCTAGTCATGATGAATGTATTTTGTATACCATCTTC 

ATATAATAAAATTAACTTCCAAAAATGTAAAAAAGAAAAAAAAAGGGA 

20 

SEQIDNO: 403 

. . >5125 BLOOD GB_AA069517 gi|1576885|gb|AA069517|AA0695r/ z!74al2.sl V. 

■■■/•:■.■•■■':■■. :: Soares7j)ineaPgland_N3HPG r' y W ! . .='■;' -• 

••■.0 ' " ; ; H6mo sapiens cDNA clone MAGE:382654 S'-similarVto gb:J05252 WUROENDOGRINE • 
25 CONVERTASE 2 PRECURSOR (HUMAN);, mRNA sequence [Homo sapiens] 

catctg<;tgagcgaccggtcttcacgaatcattttcttgtggagttgcataaagg 
gggagaggacaaagctcgccaagttgcagcagaacacggctttggagtccgaaa 
gcttcccrrtgctgaaggtctgtaccacttttatcacaatggccttgcaaaggca 
agtagaagacgcagcctacaccacaagcagcagctggagagagaccccagggt 
30 aaagatggctttgcagcaggaaggatttgacccgaaaaaangcgaggttacaga 
gnncatcaatgngatcggacatcaaccatgaaacgancnctcttttt 

SEQIDNO: 404 ...... 

>5612 BLOOD 997231.12 D86198 g3062805 HumanhDPMl mRNA for dolichol- 

35 phosphate-mannose synthase, complete cds. 0 

ATCTGGCTCAGTTCCGCCATGGCCTCCTTGGAAGTCAGTCGTAGTCCTCGCAGGT 
CTCGGCGGGAGCTGGAAGTGCGCAGTCCACGACAGAACAAATATTCGGTGCTTT 
TACCTACCTACAACGAGCGCGAGAACCTGCCGCTCATCGTGTGGCTGCTGGTGAA 
AAGCTTCTCCGAGAGTGGAATCAACTATGAAATTATAATCATAGATGATGGAAG 

40 CCCAGATGGAACAAGGGATGTTGCTGAACAGTTGGAGAAGATCTATGGGTCAGA 
CAGAATTCTTCTAAGACCACGAGAGAAAAAGTTGGGACTAGGAACTGCATATAT 
TCATGGAATGAAACATGCCACAGGAAACTACATCATTATTATGGATGCTGATCTC 
TCACACCATCCAAAATTTATTCCTGAATTTATTAGCTAATTTATTCTACAGGAAGC 
AAAAGGAGGGTAATTTTGATATTGTCTCTGGAACTCGCTACAAAGGAAATGGAG 

45 GTGTATATGGCTGGGATTTGAAAAGAAAAATAATCAGAAGATCTGATTGTTTTAT 
TTGGCAGCCGTGGGGCCAATTTTTTAACTCAGATCTTGCTGAGACCAGGAGCATC 
TGATTTAACAGGAAGTTTCAGATTATACCGAAAAGAAGTTCTAGAGAAATTAAT 
AGAAAAATGTGTTTCTAAAGGCTACGTCTTCCAGATGGAGATGATTGTTCGGGCA 
AGACAGTTGAATTATACTATTGGCGAGGTTCCAATATCATTTGTGGATCGTGTTT 
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ATGGTGAATCCAAGTTGGGAGGAAATGAAATAGTATCTTTCTTGAAAGGATTATT 
GACTCTTTTTGCTACTACATAAAAGAAAGATACTCATTTATAGTTACGTTCATTTC 
AGGTTAAACATGAAAGAAGCCTGGTTACTGATTTGTATAAAATGTACTCTTAAAG 
TATAAAATATAAGGTAAGGTAAATTTCATGCATCTTTTTATGAAGACCACCTATT 
5 TTATATTTCAAATTAAATAATTTTAAAGTTGCTGGCCTAATGAGCAATGTTCTCAA 
TTTTCGTTTTCATTTTGCTGTATTGAGACCTATAAATAAATGTATATTTTTTTTTGC 
ATAAAGTATTGCTGCCTTAAAAAAAA 

SEQ ID NO: 405 

10 >5707 BLOOD 018945.3 AAC53540.1 g2739105 G protein-coupled receptor 2.6e-86 

GGCAAAAAGCATGCAGAAAAAGAAGCAGACGTTTTACATTGGGAATTAATGAAA 
GCGTGTCTGCTAGTTTTGGGTAGGAGAACTGGGAAGTTGTTGCTTAAAATTTTAT 
ATCACCTCCACAAACAAAACTCTTCGGAAATGGTAAAATAAGAAAATGCATGAT 
TCTAGAGGCATTCCTAAGCACCCACGTGTCGGGCTTTGTGGTGTCTGTGGTATCA 

1 5 TCCGACCGTTTGGACTGGTTAGGGCTTACTGAGAGCTCCATTTCTGGAAAGCCTT 
ACAAGACTGAGGAATATCAGACTGCGAATCACCGGGAACGGTTCCTTTGCAGCA 
CAGAAGCAATCTCTCTCCCCATCTTCGCATATTCTGATGGCAAAACAAGTGGAAG 
AAAAGAGGAAGCATGACTGCAGATCAGATCAGTTCTCTTTGTGGATTATATTTTC 
AGTAAAATGTATGGATCTATCTTTTCCTTGTTCTTATATCTAGATCATGAGACTTG 

20 ACTGAGGCTGTATCCTTATCCTCCATCCATCTATGGCGAACTATAGCCATGCAGC 
TGACAACATTTTGCAAAATCTCTCGCCTCTAACAGCCTTTCTGAAACTGACTTCCT 
TGGGTTTCATAATAGGAGTCAGCGTGGTGGGGAACGTCCTGATCTGCATTTTGCT < 
AGTGAAAGATAAGACCTTGCATAGAGCACCTTAGTAGTTCCTGTTGGATCTTTGG : 
:TGCTGAGATATGCTCAGAT.GTGGAATT.TTTTTGeGATTTGTGTTGAAC F FCTGTCAA 

25 AAATGGTTCTACCTGGACTTATGGGACTCTGACTTGCAAAGTGATTGCCTTTCTG 
GGGGTTTTGTCCTGTTTCCACACTGCTTTCATGCTCTTCTGCATCAGTGTCACCAG 
ATATTTAGCTATCGCCCATCACCGCTTCTATACAAAGAGGCTGACCTTTTGGACG 
TGTCTGGCTGTGATCTGTATGGTGTGGACTCTGTCTGTGGCCATGGCATTTCCCCC 
GGTTTTAGACGTGGGCACTTACTCATTCATTAGGGAGGAAGATCAATGCACCTTC 

30 CAACACCGCTCCTTCAGGGCTAATGATTCCTTAGGATTTATGCTGCTTCTTGCTCT 
CATCCTCCTAGCCACACAGCTTGTCTACCTCAAGCTGATATTTTTCGTCCACGATC 
GAAGAAAAATGAAGCCAGTCCAGTTTGTAGCAGCAGTCAGCCAGAACTGGACTT 
TTCATGGTCCTGGAGCCAGTGGCCAGGCAGCTGCCAATTGGCTAGCAGGATTTGG 
AAGGGGTCCCACACCACCCACCTTGCTGGGCATCAGGCAAAArGCAAACACCAC 

35 AGGCAGAAGAAGGCTATTGGTCTTAGACGAGTTCAAAATGGAGAAAAGAATCAG 
CAGAATGTTCTATATAATGACTTTTCTGTTTCTAACCTTGTGGGGCCCCTACCTGG 
TGGCCTGTTATTGGAGAGTTTTTGCAAGAGGGCCTGTAGTACCAGGGGGATTTCT 
AACAGCTGCTGTCTGGATGAGTTTTGCCCAAGCAGGAATCAATCCTTTTGTCTGC 
ATTTTCTCAAACAGGGAGCTGAGGCGCTGTTTCAGCACAACCCTTCTTTACTGCA 

40 GAAAATCCAGGTTACCAAGGGAACCTTACTGTGTTATATGAGGGAGCATCTGTA 
AATCTTTAGCCTTGTGAAAACTAACCTTCTCTGCTGAGCAATTGTGGCCCATAGC 
CATATTTTGAGAAGAAATTCAAGAATGGAATCAGCAGTTTTAAGGATTTGGGCA 
ACATTCTGCAGTCTTTGCAATAGTTCACCTATAATCCTATTTTAAATCTCAGAGTG 
ATCCTGCTGACTGCCAGCAAAGGTTTGTAATTAAGAAGGGACTGAACCACTGCCC 

45 TAAGTTTCTTTATGTGGTCAAAAACTAGATAATGAAAGTAGCAGGTGCTAAGTAT 
CAGTGCTAAATGCTCTGTATGTCACTACATATGAAAAAACATCAAAAAACAATTA 
GCATTGGACATCTTAATAAATTAAGTTGACATGAGGTAAATGTGTTGATAAAAAC 
TAATT1TAGAAGTTTGAAGACTTTAAAACAG 
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SEQ ID NO: 406 

>5710 BLOOD 024322.1 Incyte Unique 

GGTGTCCACCCAGGGCTCCAGAGCCTGCTTCCTGGTTCCTCAAGGGCAGATATTG 
GACACTCCTTATTTGTCACCAAAGGATGACTGTAGGCCGTGTGCTGGCCTTTCTTT 

'5 CTAAGAAGCTGCTTTGAGCTCCTGGACTCACCTGAGGCTCCCTGGGGGATGACAC 
TCAGTTCTGTCACTGTCAAGGATGCAGAGAGCTGGTGGTAGGTGGGAAGCATGG 
TGTCCACCTGCCTGCTGACCACTGGACGCTGCTCCATGCTGAAGAAAAGTGACAG 
TCTCCAGGGGACATTTCAGCCATGCTGAAAGGGAGGCTGGCAGTGGTCATTTGGC 
CCGGATCTAACATGGCACCTCGTCTCCACAGGGTAGTGGTGGCTGCTTCAACCCA 

1 0 AATATTATTCAGCTGGTACTAACGACATTGTGCCCAGCTGGGACTCTTGGGCTCT 
GTGCCTGAGGGAAAATGTTTCACAACTAGTGGCTGCCCAATTGCTGCTGACCAGT 
TGTCTTAGAAATGGTCAATTGGATTCAACTTTAGTCCTCTCCTTCCCCCTAAAAGC 
GAA 

15 SEQ ID NO: 407 

>5773 BLOOD 000873.5 AF224741 g6980069 Human chloride channel protein 7 (CLCN7) 
rriRNA, complete cds. 0 

AAACACGGGGGCAGCCGGCGCTTCCCGGCCGGTGTCGCTCCGCGGCGGGCCATG 
GCCAACGTCTCTAAGAAGGTGTCCTGGTCCGGCCGGGACCGGGACGACGAGGAG 

20 GCGGCGCCGCTGCTGCGGAGGACGGCGCGGCCCGGCGGGGGGACGCCGCTGCTG 
AACGGGGCTGGGCCTGGGGCTGCGCGCCAGTCACCACGTTCTGCGCTTTTCCGAG 
• ..TGGGACATATGAGCAGCGTGGAGCTG.GATGATG.AAGTTTTGGACCGGGATA'EGG 
.'■ •; • .MAGGGTGCACATCCGTTCCCCAAGGAGATCGCAeAGAAGGAGAAGGT.CCTGTGCCT 
•v....... :■ '"GAAGTATGAGAGCTTGGACTATGACAAGAGTGAGAACCAGCTGTTGCTGGAGGA 

25 GGAGCGGCGGATCAATCACACGGCCTTCCGGACGGTGGAGATCAAGCGCTGGGT 
CATCTGCGCCCTCATTGGGATCCTCACGGGCCTCGTGGCCTGCTTCATTGACATC 
GTGGTGGAAAACCTGGCTGGCCTCAAGTACAGGGTCATCAAGGGCAATATCGAC 
AAGTTCACAGAGAAGGGCGGACTGTCCTTCTCCCTGTTGCTGTGGGCCACGCTGA 
ACGCCGCCTTCGTGCTCGTGGGCTCTGTGATTGTGGCTTTCATAGAGCCGGTGGC 

30 TGCTGGCAGCGGAATCCCCCAGATCAAGTGCTTCCTCAACGGGGTGAAGATCCCC 
CACGTGGTGCGGCTCAAGACGTTGGTGATCAAAGTGTCCGGTGTGATCCTGTCCG 
TGGTCGGGGGCCTGGCCGTGGGAAAGGAAGGGCCGATGATCCACTCAGGTTCAG 
TGATTGCCGCCGGGATCTCTCAGGGAAGGTCAACGTCACTGAAACGAGATTTCA 
AGATCTTCGAGTACTTCCGCAGAGACACAGAGAAGCGGGACTi CGTCTCCGCAG 

35 GGGCTGCGGCCGGAGTGTCAGCGGCGTTTGGAGCCCCCGTGGGTGGGGTCCTGTT 
CAGCTTGGAGGAGGGTGCGTCCTTCTGGAACCAGTTCCTGACCTGGAGGATCTTC 
TTTGCTTCCATGATCTCCACGTTCACCCTGAATTTTGTTCTGAGCATTTACCACGG 
GAACATGTGGGACCTGTCCAGCCCAGGCCTCATCAACTTCGGAAGGTTTGACTCG 
GAGAAAATGGCCTACACGATCCACGAGATCCCGGTCTTCATCGCCATGGGCGTG 

40 GTGGGCGGTGTGCTTGGAGCAGTGTTCAATGCCTTGAACTACTGGCTGACCATGT 
TTCGAATCAGGTACATCCACCGGCCCTGCCTGCAGGTGATTGAGGCCGTGCTGGT 
GGCCGCCGTCACGGCCACAGTTGCCTTCGTGCTGATCTACTCGTCGCGGGATTGC 
CAGCCCCTGCAGGGGGGCTCCATGTCCTACCCGCTGCAGCTCTTTTGTGCAGATG 
GCGAGTACAACTCCATGGCTGCGGCCTTCTTCAACACCCCGGAGAAGAGCGTGG 

45 TGAGCCTCTTCCACGACCCGCCAGGCTCCTACAACCCCCTGACCCTCGGCCTGTT 
CACGCTGGTCTACTTCTTCCTGGCCTGCTGGACCTACGGGCTCACGGTGTCTGCC 
GGGGTCTTCATCCCGTCCCTGCTCATCGGGGCTGCCTGGGGCCGGCTCTTTGGGA 
TCTCCCTGTCCTACCTCACGGGGGCGGCGATCTGGGCGGACCCCGGCAAATACGC 
CCTGATGGGAGCTGCTGCCCAGCTGGGCGGGATTGTGCGGATGACACTGAGCCT 
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GACCGTCATCATGATGGAGGCCACCAGCAACGTGACCTACGGCTTCCCCATCATG 
CTGGTGCTCATGACCGCCAAGATCGTGGGCGACGTCTTCATTGAGGGCCTGTACG 
ACATGCACATTCAGCTGCAGAGTGTGCCCTTCCTGCACTGGGAGGCCCCGGTCAC 
CTCACACTCACTCACTGCCAGGGAGGTGATGAGCACACCAGTGACCTGCCTGAG 
5 GCGGCGTGAGAAGGTCGGCGTCATTGTGGACGTGCTGAGCGACACGGCGTCCAA 
TCACAACGGCTTCCCCGTGGTGGAGCATGCCGATGACACCCAGCCTGCCCGGCTC 
CAGGGCCTGATCCTGCGCTCCCAGCTCATCGTTCTCCTAAAGCACAAGGTGTTTG 
TGGAGCGGTCCAACCTGGGCCTGGTACAGCGGCGCCTGAGGCTGAAGGACTTCC 
GAGACGCCTACCCGCGCTTCCCACCCATCCAGTCCATCCACGTGTCCCAGGACGA 

1 0 GCGGGAGTGCACCATGGACCTCTCCGAGTTCATGAACCCCTCCCCCTACACGGTG 
CCCCAGGAGGCGTCGCTCCCACGGGTGTTCAAGCTGTTCCGGGCCCTGGGCCTGC 
GGCACCTGGTGGTGGTGGACAACCGCAATCAGGTTGTCGGGTTGGTGACCAGGA 
AGGACCTCGCCAGGTACCGCCTGGGAAAGAGAGGCTTGGAGGAGCTCTCGCTGG 
CCCAGACGTGAGGCCCAGCCCTGCCCATAATGGGCACTGGCGCTGGCACCCCGG 

1 5 CCCTTCTGCATTTCCTCCCGGAGTCACTGGTTTCTCGGCCCAAACCATGCTCCCCA 
GCAGTGGCAATGGCGAGCACCCTGCAGCTGGGCGGGCAGGCGGCAGGCGCGGA 
ACTGACCCTCTCGCGGGACTGACCCTGTTGTGGGCAGTGGTCTCCCCCCTTGGCG 
CCTCCTTGCGCAGGCCCAGCCTCCACTCTCCTCGTCTAGGTTTCTTTACCTCCAGG 
GATCAGCTGTGTGTGTGTGACCTCCCTACCGGGCTATCGGCCTCTTGGGAGCCAG 

20 CGGCAGGGCCGGCACCTGCGTGCCTGTGCCCGTGTGCGTGAGACAGAGCCCTTG 
CCCCTGCTGCTGCCCCGAGGGCTGCCCTGCCCTGGAAGGGCCCCTCTGCCTCCAC 
•-. . - AGGAGTGGAGTCTTGGAGAGTTGGGAGCTGCTTGGGCTCATTTTCAGCCATGAGC ' 
v.i i :. . , AGACGGCCTGTGGTCGGTGGGCCTGAGGCAGGGACTGGTAGCAOCAGGGTTTGG f 
':■:■■■■}■ AGGCTGCGACCGCCGCGGAGAGOAGCTTCACACTGGGGCCACAGAGGAGCCGCA 

25 CGTGCACTCCGCGGCCTGCATCCGGCTTGGGTACACAGGCCCAGAGGACTGGGG • 
TGACTCACGGGCCCTGTGCTGTGATGTTGAGAGCTGAGAAAAACCTCCAAGGCC 
CTGAGCCCCATGCCCAGCCCTGCCTTGGTCCCCCAATCCCCAGAGCTTGGAGTCT 
GGGCCCCACACCCAGCCCTGCCTTGGTCCCTGAGCCTCAGAGCGTGGAATTGCTG 
CCCTGTGGACACTGGCTGGGAAGGCAGGTCTTCCCCTAGCACATGGGGACCCCG 

30 GCCTCGAGGGTGACCTCCCTACCTTGCCCCTGCCAGCCACCAAGCGCAGGTGCAG 
CGGGGGCCAGACTCCTGCCGGCCTCAGAGGACACCTGGCCCAGCACAGGCAGCT 
AGAAGGGCCGGTGGGCACCGGGGCCGGGAAGCCCCCACCTCACCACCTGAGGGC 
.CCCTGGGAGGCTCCTCTGGCCTGGCTGGGCTGGGTCTGGGGGGGGGACAGGCCCC 
TCACGGGGCGGCAGAGGCAACTTCAGTGTCGGTGITaGAGGAACACGGGTCCCT 

35 CCGTGGGGGGCTGGGTGCGGCCCCCTGCCGTGTATTTCCTCCCCAGGGAGTGGGG 
CCTCCCCGGGAGCTGACGCCACCACCCTGCTTAGCCCTCACAGGGCCCCAAGGTG 
TCCGAGTGTGTTGGGTCTGAACGCGAAATAAAGAAATCCTCTCAGCCCGCCTTTG 
CCAGCGTCGTCCCTCCCACCCCACCCAGACCACGTCCAACAGCCTGGGACTTTCG 
GGACCCTGGGGTCGGGGCACCGTGTGGAGTGAGACAGGCGTGAAAGACAGCGG 

40 CTGCGGCCACCCAGGGCACCAGCCACATCCTCTTCCTCGTCCCCGCCCCTCAGCC 
TCCCTCCTCTGGCTCCTGGCTGGTGGGTCTGGGGGCAAGGCAGAGGCGCTCCAGG 
TGGAGGGGGGCGGGCCGGGGTGCCCACGCTGGGGTGACGCAAGAAGAAAACTC 
CCGGGCCTCAGAGTCGGCGCCGGAAACCTAGGTCTGGGTTTCCCTCGTGGTGGTT 
GTGTACTGAGGACCTGGAAGTGATCATATTCTGGATCTCTTCGGTTAAATAAAAT 

45 CAGCGGTTAGGATTCACAAAAAAAAAAAA 

SEQ ID NO: 408 

>5777 BLOOD 335198.1 X89066.1 gl370118 Human mRNA forTRPCl protein. 0 
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GAGGCAGCAGTGGGAACGACTCATCCTTTTTCCAGCCCTGGGGCGTGGCTGGGGT 
CGGGGTCGGGGTCGGGGCCGGTGGGGGCCCCGCCCCCGTCTCCTGGCCTGCCCCC 
TTCATGGGCCGCGATGATGGCGGCCCTGTACCCGAGCACGGACCTCTCGGGCGCC 
TCCTCCTCCTCCCTGCCTTCCTCTCCATCCTCTTCCTCGCCGAACGAGGTGATGGC 
5 GCTGAAGGATGTGCGGGAGGTGAAGGAGGAGAATACGCTGAATGAGAAGCTTTT 
CTTGCTGGCGTGCGACAAGGGTGACTATTATATGGTTAAAAAGATTTTGGAGGAA 
AACAGTTCAGGTGACTTGAACATAAATTGCGTAGATGTGCTTGGGAGAAATGCT 
GTTACCATAACTATTGAAAACGAAAACTTGGATATACTGCAGCTTCTTTTGGACT 
ACGGTTGTCAGTCTGCAGATGCACTTTTGGTGGCAATCGACTCTGAAGTAGTGGG 

1 0 AGCTGTTGATATACTACTTAATCATCGACCAAAACGATCATCAAGACCAACTATA 
GTAAAACTAATGGAACGAATTCAGAATCCTGAGTATTCAACAACTATGGATGTTG 
CACCTGTCATTTTAGCTGCTCATCGTAACAACTATGAAATTCTTACAATGCTCTTA 
AAACAGGATGTATCTCTACCCAAGCCCCATGCAGTTGGCTGTGAATGCACATTGT 
GTTCTGCAAAAAACAAAAAGGATAGCCTCCGGCATTCCAGGTTTCGTCTTGATAT 

1 5 ATATCGATGTTTGGCCAGTCCAGCTCTAATAATGTTAACAGAGGAGGATCCAATT 
CTGAGAGCATTTGAACTTAGTGCTGATTTAAAAGAACTAAGTCTTGTGGAGGTGG 
AATTCAGGAATGATTATGAGGAACTAGCCCGGCAATGTAAAATGTTTGCTAAGG 
ATTTACTTGCACAAGCCCGGAATTCTCGTGAATTGGAAGTTATTCTAAACCATAC 
GTCTAGTGACGAGCCTCTTGACAAACGGGGATTATTAGAAGAAAGAATGAATTT 

20 AAGTCGTCTAAAACTTGCTATCAAATATAACCAGAAAGAGTTTGTCTCCCAGTCT 
AACTGCCAGCAGTTCCTGAACACTGTTTGGTTTGGACAGATGTCAGGTTACCGAC 

'. ■ " ■ GCAAGCCCACCTGTAAGAAGATAATG ACTGTTTTGACAGTAGGCATCTTTTGGGC 

. : ,. . AGTlTrGTCACT3H , GTTAT^rGATAGGTCGCAAATGTCAGTTTGGCAGAATCATTC : ■ 
ACAGAGGTTTTATGAAATTTATCATTCATGGAGGATCATATTTCACATTTCTGCI ; G -V 

25 TTGCTTAATCTATACTCTCTTGTCTACAATGAGGATAAGAAAAACACAATGGGGC 
CAGCCCTTGAAAGAATAGACTATCTTCTTATTCTGTGGATTATTGGGATGATTTG 
GTCAGACATTAAAAGACTCTGGTATGAAGGGTTGGAAGACTTTTTAGAAGAATCT 
CGTAATCAACTCAGTTTTGTCATGAATTCTCTTTATTTGGCAACCTTTGCCCTCAA 
AGTGGTTGCTCACAACAAGTTTCATGATTTTGCTGATCGGAAGGATTGGGATGCA 

30 TTCCATCCTACACTGGTGGCAGAAGGGCTTTTTGCATTTGCAAATGTTCTAAGTTA 
TCTTCGTCTCTTTTTTATGTATACAACCAGCTCTATCTTGGGTCCATTACAGATTTC 
AATGGGACAGATGTTACAAGATTTTGGAAAATTTCTTGGGATGTTTCTTCTTGTTT 
TGTTTTCTTTCACAATTGGAGTGAGAGAAGTGTATGATAAAGGATATAGTTCAAA 
GGAGCAGAAGGACTGTGTAGGCATCTTCTGTGAACAGCAAAGCAATGATACCTT 

35 CCATTCGTTCATTGGGCACCTGCTTTGCTTTGTTCTGGTATATTTTCTCCTTAGCGC 
ATGTGGGCAATCTTTGTCACAAGATTTAGCTATGGAGAAGAACTGCAGTCCTTTG 
TGGGAGCTGTCATTGTTGGTACATACAATGTCGTGGTTGTGATTGTGCTTACCAA 
ACTGCTGGTGGCAATGCTTCATAAAAGCTTTCAGTTGATAGCAAATCATGAAGAC 
AAAGAATGGAAGTTTGCTCGAGCAAAATTATGGCTTAGCTACTTTGATGACAAAT 

40 GTACGTTACCTCCACCTTTCAACATCATTCCCTCACCAAAGACTATCTGCTATATG 
ATTAGTAGCCTCAGTAAGTGGATTTGCTCTCATACATCAAAAGGCAAGGTCAAAC 
GGCAAAACAGTTTAAAGGAATGGAGGAATTTGAAACAGAAGAGAGATGAAAAC 
TATCAAAAAGTGATGTGCTGCCTAGTGCATCGTTACTTGACTTCCATGAGACAGA 
AGATGCAAAGTACAGATCAGGCAACTGTGGAAAATCTAAACGAACTGCGCCAAG 

45 ATCTGTCAAAATTCCGAAATGAAATAAGGGATTTACTTGGCTTTCGGACTTCTAA 
ATATGCTATGTTTTATCCAAGAAATTAACCATTTTCTAAATCATGGAGCGAATAA 
TTTTCAATAACAGATCCAAAAGACTATATTGCATAACTTGCAATGAAATTAATGA 
GATATATATTGAAATAAAGAATTATGTAAAAGCCATTCTITAAAATATTTATAGC 
ATAAATATATGTTATGTAAAGTGTGTATATAGAATTAGTTTTTTAAACCTTCTGTT 
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AGTGGCTTTTTGCAGAAGCAAAACAGATTAAGTAGATAGATTTTGTTAGCATGCT 
GCTTGGTTTTCTTACTTAGTGCTTTAAAATGTTTTTTTTTATGTTTAAGAGGGGCA 
GTTATAAATGGACACATTGCCCAGAATGTTTTGTAAAATGAAGACCAGCAAATGT 
AGGCTGATCTCCTTCACAGGATACACTTGAAATATAGAAGTTATGTTTTAAATAT 
5 CTCTGTTTTAGGAGTTCACATATAGTTCAGCATTTATTGTTTAGGAGTATAATTTT 
ATTTTATCTAAAATAATAGTCTATTTTTTC^ 

ACAAAGAAAAAACCCTAATATTTGAATCTATTTATGTCTTTCAATTTAAATTCACT 
TCAGTTTTTGTTATTGTAATATATTTACTTTTACATGGTTATAATCAOTTATATTT 
TTAATGTTTTTTTCACTTAATATTTTATATATACATTTCCATGTATTGATGTAGTTA 
1 0 GTCCACATTTAAATTTTTATAGAATTATATAGTTTTTGAAAAATACAGTCAGTAG 
ATGTTTTATTTTTTAGCTATTCAGTTATGTTTATAAGTTTGCATAGCTACTTCTCGA 
CATTTGGTTTGTTTTAATTTTTTTC^ 

GAGTGAATGTTTTTAGTTTTAAGATAGATAGGAGACACTTTTTTATCACATGTAG 
TCACAACCTGTTTTGTTTTTGTAAAACATAGGAAGTCTCTTTAATGCAATGATTTG 

1 5 TTTTATATTTGGACTAAGGTTCTTGAGCTTATCTCCCAAGGTACTTTCCATAATTT 
AACACAGCTTCTATAAAAGTGACTTCATGCTTACTTGTGGATCATTCTTGCTGCTT 
AAGATGAAAAGCATTGGTTTTTTAAAATTAGAGAATAAAATATGTATTTAAATTT 
TTGGTGTGTTCACATAAAGGGATGTAGCTAAAATGTTTTCATAGGCTATTATATA 
TTCTCGCAGCATTTCCAGTTAAGAGGATATTAGGTATATAATTCTCTTCTTAACCG 

20 AATGTCAGATGGTCTTACGCCACAGGGTGCAGGTAACCCTTGGTCTGTAAGCACC 
ACCGATCCAGGGATCATTGTCTAAATAGGTTACTATTGTTTGTTTCATCTTGCTTT 

« ; TATAAAAATGTTTATO •, 

.? . GGCAJVlTGGGATlTTACATCTGGATTW.TAGTCATTCTAAy\AAACACCT/vATTA"IT • 
25 . AAAACATTTATAGAGTGCCTACTGTATGCATGAGTTGAGTTGCTTGTGAGGTACA 
TTTTGAATGACAGCATATTGTAGAAAAAAAAAGGTGAATAAAATTTGACATTAG 
ATTATAAAAAAAAAAAGGAATTC 

SEQIDNO:409 

30 >5806 BLOOD 978358.7 U73304 gl657840 Human CB1 cannabinoid receptor (CNR1) 
gene, complete cds. 0 

CTTCCTGTTTCTCACCATTCGGCTTATTTGTTTTCCCTCCTCTTAGGATTGCCCCCT 
GTGGGTCACTTTCTCAGTCATTTTGAGGTCAGCCTAATCAAAGACTGAGGTTATG 

f ' AAGTCGATCCTAGATGGCCTTGCAGAlACCACCi'fCGGCACCATCACCACTGACC 

35 TCCTGTACGTGGGCTCAAATGACATTCAGTACGAAGACATCAAAGGTGACATGG 
CATCCAAATTAGGGTACTTCCCACAGAAATTCCCTTTAACTTCCTTTAGGGGAAG 
TCCCTTCCAAGAGAAGATGACTGCGGGAGACAACCCCCAGCTAGTCCCAGCAGA 
CCAGGTGAACATTACAGAATTTTACAACAAGTCTCTCTCGTCCTTCAAGGAGAAT 
GAGGAGAACATCCAGTGTGGGGAGAACTTCATGGACATAGAGTGTTTCATGGTC 

40 CTGAACCCCAGCCAGCAGCTGGCCATTGCAGTCCTGTCCCTCACGCTGGGCACCT 
TCACGGTCCTGGAGAACCTCCTGGTGCTGTGCGTCATCCTCCACTCCCGCAGCCT 
CCGCTGCAGGCCTTCCTACCACTTCATCGGCAGCCTGGCGGTGGCAGACCTCCTG 
GGGAGTGTCATTTTTGTCTACAGCTTCATTGACTTCCACGTGTTCCACCGCAAAG 
ATAGCCGCAACGTGTTTCTGTTCAAACTGGGTGGGGTCACGGCCTCCTTCACTGC 

45 CTCCGTGGGCAGCCTGTTCCTCACAGCCATCGACAGGTACATATCCATTCACAGG 
CCCCTGGCCTATAAGAGGATTGTCACCAGGCCCAAGGCCGTGGTGGCGTTTTGCC 
TGATGTGGACCATAGCCATTGTGATCGCCGTGCTGCCTCTCCTGGGCTGGAACTG 
CGAGAAACTGCAATCTGTTTGCTCAGACATTTTCCCACACATTGATGAAACCTAC 
CTGATGTTCTGGATCGGGGTCACCAGCGTACTGCTTCTGTTCATCGTGTATGCGTA 
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catgtatattctctggaaggctcacagccacgccgtccgcatgattcagcgtggc 
acccagaagagcatcatcatccacacgtctgaggatgggaaggtacaggtgacc 
cggccagaccaagcccgcatggacattaggttagccaagaccctggtcctgatc 
ctggtggtgttgatcatctgctggggccctctgcttgcaatcatggtgtatgatgt 
5 ctttgggaagatgaacaagctcattaagacggtgtttgcattctgcagtatgctc 
tgcctgctgaactccaccgtgaaccccatcatctatgctctgaggagtaaggacc 
tgcgacacgctttccggagcatgtttccctcttgtgaaggcactgcgcagcctct 
ggataacagcatgggggactcggactgcctgcacaaacacgcaaacaatgcagc 
cagtgttcacagggccgcagaaagctgcatcaagagcacagtcaagattgccaa 

1 0 ggtaaccatgtctgtgtccacagacacgtctgccgaggctctgtgagcctgatgc 
ctccctggcagcacaggaaaagaatttttttttttaagctcaaaatctagaagag 
tctattgtctccttggttatatttttttaactttaccatgctcaatgaaaaggtga 
ttgtcaccatgatcacttatcagtttgctaatgtttccatagtttaggtactcaaa 
ctccattctccaggggtttacagtgaagaaagcctgttgtttaagtgactgaacg 

1 5 atccttcaaagtctcaatgaaataggagggaaacctttggctacacaattggaa 
gtctaagaacccatggaaaaatgccatcaaatgaataatgccttgtaaccacaa 
ctttcactataatgtgaaatgtaactgtccgtagtatcagagatgtccatttttac 
aagttatagtactagagatattttgtaaaatgtattatgtcctgtgagatgtgta 
tcagtgtttatgtgctattaatatttgtttagttcagcaaaactgaaaggtagac 

20 ttttatgagaacaatggacaagcagtggatacgtgtcaatgtgtgcacttttttt 
ctatattattgcccatgatataactttagaaataaaccttaatatttcttcaaata 
. : • i .. ! - v .3tgtgtatttaattttgag agtgaaataaccgtaaaggtttatttttgtgttaggtc js 
. ' .aagaagaagaatttgaagagttgaaaa^attgagcagaattcattcatagttaa- . 4 
c,v. •., .*aaao[fattaggcctgcattt'tgataggaagacagaltatcttctggagtatagct i 

•25 gttgtaatggattataatcagaatggaagagagaaagcatattgactttttttga 
gcgacatctctgactttctttagtctttagctattactggatctcttaagacaGca 
tgtgttaatcttaatgtatatcgttatcactgtgcagttgctgtttacttgaatag 
tattgtgttcctatattccaggtttaagtagatttcatgcctgggtggccaaaca 
acagtcttcattttttttaattgaaaagaagtagtgtctggatcagtaaaattat 

30 actgtgtgtgagtgtgaatataaatgtgtgtatgtgtgtttctgtccgtaactgtt 
acagtaatgtcataaagtgagaaaactgtgaccaagtataaacttttaccacttg 
ctgcactcttgcacatggattcagtttctaaaattgagttcttcctgtaatcttgt 
. . tgataaaaatactgagtccaaccattcaaaaatttcaccccatccctccttaaga 
* gattggatgax^gtattactaaattgacc 

35 agcaaaaaataatgacaggcatccaaggaagggatgtatttgtagtgttattgc 
caggaaaggagagtactttggtttctgagcaccgaatattgagcaatatgtcagt 
cactaaaaggaagacagttctacagaaaaacaatggtaacatttttcaatagcg 
tgtgtagatagtatgcactatatacatcacgttaaagtaggactatcacacccag 
cccatgtggctaaaaaagctgaatcagacagtggatgagacacacaacggcagt 

40 gaagaaccgatacacttggcattgacgtctagctatgctgtatctgtgctttgcc 
cacatgcccttggtgacagctgagcacccagctctgtcttggtaggtttgggcta 
aggaacaaatctctcctttgctcgtggttagcaagatacactcaagcatgaagat 
aaacacagctgctttcttctacacccggtctcatgctccttaatggcgccatggg 
tgcttgttgggcctttttccagtaaggaatgatattgctgaagaatctacttaac 

45 cctgacaaattttaattataatctcttcttatacagataaaacatgactcctaca 
aggccccaaggtttacatagtctgaagtgaagtacagagctggcatctatctggt 
gatttctagctctcgagatacccaagcagcctgatggggcagttccccttcttac 
ggttcacgctctaaggcaggatgtggcttatgagatactttgcattgtctgtctg 
cacaccttgaatctgcctgctggctcccttactttacctctctgtcatgtgcagat 
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GAAGGCTCAGGGTGCTAGAGGATTAGTAAGATCTCTTTCTAAAGACAGGAGAGA 
TTATTTACAAGAAGAACTCACCAGGGTTTAGTTTGCATTTAAGAATTGCCAGTCT 
TTTGTCCTGCATCATCTTGAACATTAATCCACATGTTTCAGAGCTCACCAGGCAGT 
ACCAATGCTCTTTTCACAGCTATGAAGAGCTAGAGAAATTCTTGTTATGGTAGAA 
5 AAATTTCACGATTCATTTTTGAAACTGCATTTGTGCGTATGCAGTGTAGATTTTAT 
AGTGTGTTGTGCTTTCAAGATCTAAATCATATATAATAAATTAAGGGACAATGGG 
GCTGACAGCACTAAACTTGGTGCTTATTGATATTCTAAGAAATATCTGTGAAATA 
TCATCACGTATGTTATACAACCTTCATTTAAAAAGGTTTAAAACTAGTTAGATTC 
ACTTTGACACTTTTCATATCATTTCTTAACCCAAGTGACGAAAACATTGTCCCCAA 

1 0 TGAATATACTCATTAGAATTACCATTTGTTAATATCACTCATTAATTAACCCCATA 
ATTAGATCCATTAATTTAAATGATTTAAATTTAAGTAAGTTTTATAAGGTCTGAC 
ATCAGAGGTATCTTACTTTCCTCTGAGGATGATGTACTTGCCCTGACCATGCATTT 
TACCATCACACATGTTCAGAAAGGGCCAAATTCCCAACCTGCTCATTTTTTTTTTT 
ATCAGAGTCATGATGAATCAGTCCTAGAATGTTTCATTTGCACAAGTAGGGCTGC 

1 5 CTCCAAGAGGAACCTCTGATTTATTTTGTATG AAATATATGTGAAAGGATATGAA 
TCTGAGAGATGCTGTAGACATCTGTCCTACACTTGAGATGATTTCCAAGCCTCTC 
TGGCACTTTGAGTTAAGTCTATCTGGTATTAAATGCCAAGGACCTTTTGCTGCCTA 
AATCCACTCTGCAGGAAATAGGCCCAACCACCAGATGAGAATTAGGCCCTGGAT 
GAGTAGCGCTATAGTTACTGTCCTGTTGATTAATTTCTGCCATTTCATGTCCATAA 

20 AAGAGACCACCCATATCATGCACACAATTAGATTTCTCACACTCTAACTGTATAT 
TTGTATGATATTTTAAAATCTCCTAAATGCTGGGCAATGGCTATTAACAATTAATT 
■ :■. ..• -. IGICTTGCAGTGGGCCHTCTGATGAAATGTTAACAATGCCrATTGTAATATAGAAA 
^AAAACATTGTATCTAGTGATTTGGGCTGAATGTATGTA/VATAGGTTTCTA^AAAAG 
. ■ h IGAGATGTTTGAGGAGTGGCCTACAAATGAGTAATrrTCGGATGGGAGAGTTT'CT 
i 25 TTACATTGCCGTGGCATCTTAAAAGCTATCTTCATGTAAATTGACTGTACTAGGC 
CTACTGGGGATCAGAGTTCCCAAGAAAGGAAACCTTTTCTTGTATCTGGATTCAA 
ATTTATTTCCAATGTTTCAAGCGGGAAACATGACTCTTTATTGTCTGTAAATCTAA 
CATTATTACTTTTCCTCTTAGAAGAATATTGTATTGTTAGATGTTTGTTGAGCTGG 
TAACATCGTTGCAACCACTGCAATATCTTCGTTAGTAATCTGTATAATACTTTGTA 

30 TACAAGTACTGGTAAGATTGTTATTAAATGTAGCTTCAGTCATTAAATTACTATA 
GCAAAGTAGTACTTCTTCTGTAATATTTACAATGTATTAAGCCCACAGTATATTTT 
ATTTCAATGTAATTAAACTGTTAACTTATTCAAAGAGAAAACATCTCATCATGTC 
TATTGTCCAAAGTTACGTGGAATCAAATAAAAAATTCTAGATTACCATGAAGAAC 
ATAAAATGCC'lTTGAACtCTGCCITArrrCAGAGTCTGATGGCAAAATACTAAGG 

35 ATTTAATTTCTAAAAGATTGCTGAACTAATTTATTCCTCAAAAAGCACTAATGAC 
TACTTGAAAAGTGGGGACATATTGGATT 

SEQ ID NO: 410 

>5824 BLOOD 228699.5 X92106 gl321857 Human mRNA for bleomycin hydrolase. 0 
40 CCGAGCCGGTTTCCTTTTTCCGGCGCTCCGGGTGCGAGAGACAGGTCGGGCCCCC 
TAGGCAGCGAGCCGCAGCGCAATCCCGGCGCTCGCCCAAGGACCCTGGAAGCTA 
CCGTTACCCCGCCGGGCAGCGTGGGCGCCATGAGCAGCTCGGGACTGAATTCGG 
AGAAGGTAGCTGCTCTGATACAGAAACTGAATTCCGACCCCCAGTTCGTACTTGC 
CCAGAATGTCGGGACCACCCACGACCTGCTGGACATCTGTCTGAAGCGGGCCAC 
45 GGTGCAGCGCGCGCAGCATGTGTTCCAGCACGCCGTGCCCCAGGAGGGCAAGCC 
AATCACCAACCAGAAGAGCTCAGGGCGATGCTGGATCTTTTCTTGTCTGAATGTT 
ATGAGGCTTCCATTCATGAAAAAGTTAAATATTGAAGAATTTGAGTTTAGCCAAT 
CTTACCTGTTTTTTTGGGACAAGGTTGAACGCTGTTATTTCTTCTTGAGTGCTTTT 
GTGGACACAGCCCAGAGAAAGGAGCCTGAGGATGGGAGGCTGGTGCAGTTTTTG 
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CTTATGAACCCTGCAAATGATGGTGGCCAATGGGATATGCTTGTTAATATTGTTG 
AAAAATATGGTGTTATCCCTAAGAAATGCTTCCCTGAATCTTATACAACAGAGGC 
AACCAGAAGGATGAATGATATTCTGAATCACAAGATGAGAGAATTCTGTATACG 
ACTGCGGAACCTGGTACACAGTGGAGCAACGAAAGGAGAAATCTCGGCCACACA 
5 GGACGTCATGATGGAGGAGATATTCCGAGTGGTGTGCATCTGTTTGGGTAATCCA 
CCAGAGACATTCACCTGGGAATATCGAGACAAAGATAAAAATTATCAGAAAATT 
GGCCCCATAACACCCTTGGAGTTTTACAGGGAACATGTCAAGCCACTCTTCAATA 
TGGAAGATAAGATTTGTTTAGTGAATGACCCTAGGCCCCAGCACAAGTACAACA 
AACTTTACACAGTGGAATACTTAAGCAATATGGTTGGAGGGAGAAAAACTCTAT 
1 0 ACAAC AACCAGCCCATTGACTTCCTGAAAAAGATGGTTGCTGCCTCCATCAAAGA 
TGGAGAGGCTGTGTGGTTTGGCTGTGATGTTGGAAAACACTTCAATAGCAAGCTG 
GGCCTCAGTGACATGAATCTCTATGACCATGAGTTAGTGTTTGGTGTCTCCTTGA 
AGAACATGAATAAAGCGGAGAGGCTGACTTTTGGTGAGTCACTTATGACCCACG 
CCATGACCTTCACTGCTGTCTCAGAGAAGGATGATCAGGATGGTGCTTTCACAAA 
1 5 ATGGAGAGTGGAGAATTCATGGGGTGAAGACCATGGCCACAAAGGTTACCTGTG 
CATGACAGATGAGTGGTTCTCTGAGTATGTCTACGAAGTGGTGGTGGACAGGAA 
GCATGTCCCTGAAGAGGTGCTAGCTGTGTTAGAGCAGGAACCCATTATCCTGCCA 
GCATGGGACCCCATGGGAGCTTTGGCTGAGTGATACTGCCCTCCAGCTCTTTCCT 
CCTTCCATGGAACCTGACGTAGCTGCAAAGGACAGATCCAGGGACTGAAGCCAA 
20 AGTTATGCAAGGGACTGTGTGTTGCCACAGGACACAGTGAGATTTCCAGTCTCCA 
CCAGGAACCTCTTCAGAAAGTGTGCTTTATGCTGAAACAGAATACTGTTAAAGGA 
• AAAAAAAGAGGGGGGAAGATGAGGTCATACTATCTAGTCTCCTCATGTCTAy\CA : . 
■«r ! .v: GCTCAGGATCTGTTAGCATTTTAA 
, • .. ; AAGTTIGGTTGTGTGTCTGTGTTTTAATAAGACGAGAGGACGAGCGATTGAGGTG. 
•■ 25 TATGGAGAGAAAACAGACCTAATGCTCCTTGTTCCTAGAGTAGAGTGGAGGGAG 
GGTGGCCTAAGAGTTGAGCTCTCGGAACTGCATGCTGCTGGACAGTATCACTGTC 
TTTCCTAGATGGCAGTCACTGAATTCCATTTTTTCAAGGTAATTTCTTGTGCCTCT 
AATAGCCCAAGAATGGGAGGTTGATCAGATCTGACATGATTCCTTCCTGTTCTGA 
ACTGTGGGGTGTGCACATCTCTGCTTGAGTCAGGTTTGAGTAGAGGCTTAGAGAC 
. 30 AGTTGGGTGAGAACAACCAAAATCTTATCATGGTCTCAGTCATAATCATTAGGGG 
GAACTCTAGCCAAATGGTTTAACTTCTGCCTGTGGAACTGGGGATTGGGTGGGCA 
GGAAAAGGTGATATCCATTCTTTCTGATAACTAGATGGTGCTGAGAAGCTTTTGA 
. ATAAAA AGTTTGGTAA ATG AGAATAAGCTG 

35 SEQE)NO:411 

>5836 BLOOD 343991.1 J02960 gl78203 Human beta-2-adrenergic receptor gene, complete 
cds. 0 

CTTTTGCTTTCTATAGCTTCAAAATGTTCTTAATGTTAAGACATTCTTAATACTCT 
GAACCATATGAATTTGCCATTTTGGTAAGTCACAGACGCCAGATGGTGGCAATTT 

40 CACATGGCACAACCCGAAAGATTAACAAACTATCCAGCAGATGAAAGGATTTTT 
TTTAGTTTCATTGGGTTTACTGAAGAAATTGTTTGAATTCTCATTGCATCTCCAGT 
TCAACAGATAATGAGTGAGTGATGCCACACTCTCAAGAGTTAAAAACAAAACAA 
CAAAAAAATTAAAACAAAAGCACACAACTTTCTCTCTCTGTCCCAAAATACATAC 
TTGCATACCCCCGCTCCAGATAAAATCCAAAGGGTAAAACTGTCTTCATGCCTGC 

45 AAATTCCTAAGGAGGGCACCTAAAGTACTTGACAGCGAGTGTGCTGAGGAAATC 
GGCAGCTGTTGAAGTCACCTCCTGTGCTCTTGCCAAATGTTTGAAAGGGAATACA 
CTGGGTTACCGGGTGTATGTTGGGAGGGGAGCATTATCAGTGCTCGGGTGAGGC 
AAGTTCGGAGTACCCAGATGGAGACATCCGTGTCTGTGTCGCTCTGGATGCCTCC 
AAGCCAGCGTGTGTTTACTTTCTGTGTGTGTCACCATGTCrTTGTGCTTCTGGGTG 
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CTTCTGTGTTTGTTTCTGGCCGCGTTTCTGTGTTGGACAGGGGTGACTTTGTGCCG 
GATGGCTTCTGTGTGAGAGCGCGCGCGAGTGTGCATGTCGGTGAGCTGGGAGGG 
TGTGTCTCAGTGTCTATGGCTGTGGTTCGGTATAAGTCTGAGCATGTCTGCCAGG 
GTGTATTTGTGCCTGTATGTGCGTGCCTCGGTGGGCACTCTCGTTTCCTTCCGAAT 
5 GTGGGGCAGTGCCGGTGTGCTGCCCTCTGCCTTGAGACCTCAAGCCGCGCAGGCG 
CCCAGGGCAGGCAGGTAGCGGCCACAGAAGAGCCAAAAGCTCCCGGGTTGGCTG 
GTAAGGACACCACCTCCAGCTTTAGCCCTCTGGGGCCAGCCAGGGTAGCCGGGA 
AGCAGTGGTGGCCCGCCCTCCAGGGAGCAGTTGGGCCCCGCCCGGGCCAGCCCC 
AGGAGAAGGAGGGCGAGGGGAGGGGAGGGAAAGGGGAGGAGTGCCTCGCCCCT 

1 0 TCGCGGCTGCCGGCGTGCCATTGGCCGAAAGTTCCCGTACGTCACGGCGAGGGC 
AGTTCCCCTAAAGTCCTGTGCACATAACGGGCAGAACGCACTGCGAAGCGGCTT 
CTTCAGAGCACGGGGCTGGAACTGGCAGGCACCGCGAGCCCCTAGCACCCGACA 
AGCTGAGTGTGCAGGACGAGTCCCCACCACACCCACACCACAGCCGCTGAATGA 
GGCTTCCAGGCGTCCGCTCGCGGCCCGCAGAGCCCCGCCGTGGGGTCCGCCTGCT 

1 5 GAGGCGCCCCCAGCCAGTGCGCTTACCTGCCAGACTGCGCGCCATGGGGCAACC 
CGGGAACGGCAGCGCCTTCTTGCTGGCACCCAATAGAAGCCATGCGCCGGACCA 
CGACGTCACGCAGCAAAGGGACGAGGTGTGGGTGGTGGGCATGGGCATCGTCAT 
GTCTCTCATCGTCCTGGCCATCGTGTTTGGCAATGTGCTGGTCATCACAGCCATTG 
CCAAGTTCGAGCGTCTGCAGACGGTCACCAACTACTTCATCACTTCACTGGCCTG 

20 TGCTGATCTGGTCATGGGCCTGGCAGTGGTGCCCTTTGGGGCCGCCCATATTCTT 
ATGAAAATGTGGACTTTTGGCAACTTCTGGTGCGAGTTTTGGACTTCCATTGATG 
TGGTGTGCGTCACGGC.CAGCATTGAGAGGCTGTGCGI'GATCGCAGTGGATGGGTA • 

. • GaTTGGCAriAGTTCAGCTTTGAAGTAGGAGAGCCTGGTGACCAAGAATAAGGGC . 

; CGGGTGATCATTCTGATGGTGTGGATTGTGTGAGGCGTTAGCTCCTTCTTGGCGAT 

25 TCAGATGCACTGGTACCGGGCCACCGACCAGGAAGCCATCAACTGCTATGCCAA 
TGAGAGCTGCTGTGACTTCTTCACGAACCAAGCCTATGCCATTGCCTCTTCCATCG 
TGTCCTTCTACGTTCCCCTGGTGATCATGGTCTTCGTCTACTCCAGGGTCTTTCAG 
GAGGCCAAAAGGCAGCTCCAGAAGATTGACAAATCTGAGGGCCGCTTCCATGTC 
CAGAACCTTAGCCAGGTGGAGCAGGATGGGCGGACGGGGCATGGACTCCGCAGA 

30 TCTTCCAAGTTCTGCTTGAAGGAGCACAAAGCCCTCAAGACGTTAGGCATCATCA 
TGGGCACTTTCACCCTCTGCTGGCTGCCCTTCTTCATCGTTAACATTGTGCATGTG 
ATCCAGGATAACCTCATCCGTAAGGAAGTTTACATCCTCCTAAATTGGATAGGCT 
ATGTGAATTCTGGTTTCAATCCCCTTATCTACTGCCGGAGCCCAGATTTCAGGATT 
GCCTTCCAGGAGGTTCTGTGCCTGCGCAGGTCTTCTTTGAAGGCCTATGGGAATG 

35 GCTACTCCAGCAACGGCAACACAGGGGAGCAGAGTGGATATCACGTGGAACAGG 
AGAAAGAAAATAAACTGCTGTGTGAAGACCTCCCAGGCACGGAAGACTTTGTGG 
GCCATCAAGGTACTGTGCCTAGCGATAACATTGATTCACAAGGGAGGAATTGTA 
GTACAAATGACTCACTGCTGTAAAGCAGTTTTTCTACTTTTAAAGACCCCCCCCC 
GCCCAACAGAACACTAAACAGACTATTTAACTTGAGGGTAATAAACTTAGAATA 

40 AAATTGTAAAATTGTATAGAGATATGCAGAAGGAAGGGCATCCTTCTGCCTTTTT 
TATTTTTTTAAGCTGTAAAAAGAGAGAAAACTTATTTGAGTGATTATTTG 
GTACAGTTCAGTTCCTCTTTGCATGGAATTTGTAAGTTTATGTCTAAAGAGCTTTA 
GTCCTAGAGGACCTGAGTCTGGTATATTTTCATGACTTTTCCATGTATCTACCTCA 
CTATTCAAGTATTAGGGGTAATATATTGCTGCTGGTAATTTGTATCTGAAGGAGA 

45 TTTTCCTTCCTACACCCTTGGACTTGAGGATTTTGAGTATCTCGGACCTTTCAGCT 
GTGAACATGGACTCTTCCCCCACTCCTCTTATTTGCTCACACGGGGTATTTTAGGC 
AGGGATTTGAGGAGGAGCTTCAGTTGTTTTCCCGAGCAAAGTCTAAAGTTTACAG 
TAAATAAATTGTTTGACCATGCCTTCATTGCACCTGTTTCTCCAAAACCCCTTGAC 
TGGAGTGCTGTTGCCTCCCCCACTGGAAACCGCAGGTAACTACTTGTAATTACTG 
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CCCATGACTTAATGTAGAATGATACAAGAATGACATGCACAGATTGCTTAACCCT 
TTCATTTGCCTTTGAGTCTGCTGCTGCAAAGCTGCATCTCTCCTGACACTTGTGCC 
CCAAATCAGTTCTGCCTGCTCTTAGTATAGCTCAACTCTCCCTATGGTTATTGTTC 
TGTGTTGTTACCTCAGAAACACTGACTCACAGAAGCGGAGTTAAGGGGATATGTT 
5 TTTTTCTCTCCACGTGCACCCACCACCCACCTTCCAGTTCTACTTGTTTCAAAACT 
GTTTATATTTCTGTCTTGGCCATGTGTTTACAG 

SEQIDNO: 412 

>5885 BLOOD 345860.21 X16832 g29709 Human mRNA for cathepsin H (EC 3.4.22.16). 0 

1 0 CGCTCCCGCCGCTCCTCCACGCTCGTGCCGCCCCCCCCGCGCTCCCAGTTGACGC 
TCTGGGCCGCCACCTCCGCGGACCCTGCAGCGCAAGAGCCAAGCCGCCAGCGCT 
GGCTATGTGGGCCACGCTGCCGCTGCTCTGCGCCGGGGCCTGGCTCCTGGGAGTC 
CCCGTCTGCGGTGCCGCCGAACTGTCCGTGAACTCCTTAGAGAAGTTTCACTTCA 
AGTCATGGATGTCTAAGCACCGTAAGACCTACAGTACGGAGGAGTACCACCACA 

1 5 GGCTGCAGACGTTTGCCAGCAACTGGAGGAAGATAAACGCCCACAACAATGGGA 
ACCACACATTTAAAATGGCACTGAACCAATTTTCAGACATGAGCTTTGCTGAAAT 
AAAACACAAGTATCTCTGGTCAGAGCCTCAGAATTGCTCAGCCACCAAAAGTAA 
CTACCTTCGAGGTACTGGTCCCTACCCACCTTCCGTGGACTGGCGGAAAAAAGGA 
AATTTTGTCTCACCTGTGAAAAATCAGGGTGCCTGCGGCAGTTGCTGGACTTTCT 

20 CCACCACTGGGGCCCTGGAGTCTGCGATCGCCATCGCAACCGGAAAGATGCTGT 
CCTTGGCGGAACAGCAGCTGGTGGACTGCGCCCAGGACTTCAATAATCACGGCT 

\ ■ .,: GOOAAGGGGGTCTCGCCAGGCAGGGTTTCGAGTATATCCTGTAGAAGAAGGGGA 
v v \ : ATGAIGGGTGAAGAGACCTACGCGTACCAGGGGAAGGATGGTTATTGGAAGTTGGA 
.• -v; , AGGTGGAAAGGCCATCGGGTirFGTCAAGGATGTAGCCAACATCAGAATCTATGAC 

25 GAGGAAGCGATGGTGGAGGCTGTGGCCCTCTACAACCCTGTGAGCrrTGCCTTTG 
AGGTGACTCAGGACTTCATGATGTATAGAACGGGCATCTACTCCAGTACTTCCTG 
CCATAAAACTCCAGATAAAGTAAACCATGCAGTACTGGCTGTTGGGTATGGAGA 
AAAAAATGGGATCCCTTACTGGATCGTGAAAAACTCTTGGGGTCCCCAGTGGGG 
AATGAACGGGTACTTCCTCATCGAGCGCGGAAAGAACATGTGTGGCCTGGCTGC 

3 0 CTGCGCCTCCTACCCCATCCCTCTGGTGTGAGCCGTGGCAGCCGCAGCGCAGACT 
GGCGGAGAAGGAGAGGAACGGGCAGCCTGGGCCTGGGTGGAAATCCTGCCCTG 
GAGGAAGTTGTGGGGAGATCCACTGGGACCCCCAACATTCTGCCCTCACCTCTGT 
. , GCCGAGCCTGGAAACCTACAGACAAGGAGGAGTTCCACCATGAGCTCACCCGTG 

"TCTATGACGCAAAGATCACCAGCCATGTGCCTTAGTGTCCTTCTTAACAGACTCA 

35 AACCACATGGACCACGAATATTCTTTCTGTCCAGAAGGGCTACTTTCCACATATA 
GAGCTCCAGGGACTGTCTTTTCTGTATTCGCTGTTCAATAAACATTGAGTGAGCA 
CCTCCCCAGATGGAGCATGCTGGTCCTGGAA 

SEQIDNO: 413 

40 >5900 BLOOD 982889. 1 Y00290 g366 1 0 Human mRNA for steroid hormone receptor 
hERR2. 0 

CTCCTCCAACTGGGAATGCTAAAACGGGACTGATGGACGTGTCCGAACTCTGCAT 
CCCGGACCCCCTCGGCTACCACAACCAGTAGGTTGCTGAACCGAATGTCGTCCGA 
AGACAGGCACCTGGGCTCTAGCTGCGGCTCCTTCATCAAGACGGAGCCATCTAGC 
45 CCATCCTCGGGCATTGATGCCCTCAGCCACCACAGCCCCAGCGGCTCGTCGGACG 
CCAGCGGTGGCTTTGGCATGGCCCTGGGCACCCACGCCAACGGTCTGGACTCTCC 
GCCTATGTTCGCAGGTGCGGGGCTGGGAGGCAACCCGTGTCGCAAGAGCTACGA 
GGACTGTACTAGCGGTATCATGGAGGACTCGGCCATCAAGTGCGAGTACATGCTT 
AACGCCATCCCCAAGCGCCTGTGCCTCGTGTGCGGGGACATTGCTTCTGGCTACC 
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ACTATGGAGTGGCCTCCTGCGAGGCTTGCAAGGCGTTCTTCAAGAGAACCATTCA 
AGGAAACATCGAATACAGCTGCCCTGCCACCAACGAGTGTGAGATCACCAAACG 
GAGGCGCAAGTCCTGTCAGGCCTGCCGGTTCATGAAATGCCTCAAAGTGGGGAT 
GCTGAAGGAAGGCGTGCGCCTTGACCGGGTGCGAGGAGGCCGCCAGAAGTACAA 
5 GAGACGGCTGGATTCGGAGAACAGCCCCTACCTGAGCTTACAGATTTCCCCGCCT 
GCTAAAAAGCCATTGACTAAGATTGTCTCGTATCTACTGGTGGCCGAGCCGGACA 
AGCTGTACGCTATGCCTCCCGACGATGTGCCTGAAGGGGATATCAAGGCCCTGAC 
CACTCTCTGTGACTTGGCAGATCGGGAGCTTGTGTTCCTCATTAGCTGGGCCAAG 
CACATCCCAGGTTTCTCCAACCTGACACTCGGGGACCAGATGAGCCTGCTGCAGA 

1 0 GTGCCTGGATGGAGATCCTCATCCTGGGCATCGTGTACCGCTCGCTTCCCTATGA 
TGACAAGCTGGCATACGCGGAGGACTATATCATGGATGAGGAACACTCTCGCCT 
GGTGGGGCTGCTGGAGCTTTACCGAGCCATCTTGCAGCTCGTACGCAGGTACAAG 
AAGCTCAAGGTGGAGAAGGAAGAGTTTGTGATGCTCAAAGCCCTGGCCCTTGCC 
AACTCAGATTCAATGTACATCGAGAACCTGGAGGCTGTGCAGAAGCTTCAGGAC 

1 5 CTGCTGCATGAGGCGCTGCAGGACTATGAGCTGAGCCAGCGCCATGAGGAGCCA 
CGGAGGGCGGGCAAGCTGCTGTTGACACTGCCCCTGCTGCGGCAGACGGCAGCC 
AAAGCCGTCCAGCACTTCTACAGTGTGAAACTGCAGGGCAAGGTGCCCATGCAC 
AAACTCTTCCTGGAGATGCTGGAGGCCAAGGTGTGATGGCCCCGCATGCAGACG 
GATGGACACGATCCACATGGAGACTTCCACGGCCACCAGCCTCGACTTTCTCACA 

20 CCTGCATCGGGGCTCTGAGCTGTCCCAGAAGAAGGGGTTTCTTGCTTCCTGGCCA 
TGTGCAGACTCCTGGGGGGCAGCAGATGGGGAGATGGGGATGGGAGGGTGGGG 
IGCGGGGGGCTCA-TGTGIJCACCGGAATTTTC 

TGGGCAGTGCTAAGGGTTGGGGCGGGGCTGAGrPGCCTTAGGGGTGGAGACCAG 
GGGAGGAAGCATCCCTTGCTGGAAGGGATCGATTTCTGGACGACTGCATATTTAG . '■ 

25 GACCTGGAGGTACGTGGATGGGCAGGGCTTAGTGCCCAGGGCCCAAGAGACTTA 
GATTGGGTGCTCCTGAAGGTGTTGGTATCACAGAGGGCAGGCCCTTGGAACAGG 
AGGTCTCTGTGGCCTCTCCTGGGGCTCTGTGCCTCCTCAGTCTAGCTGTCTCCCTC 
CCCTTCCCCCTTTCTTGTCCTAGTACATCCAGCTCTCAGTGGATGCTCCTGCTAGA 
GTAGCCACATCCCCACCACTAAGAGGCCCCTCCCCTGCTTCCTGCCCCTACCTCA 

30 GCCAGCTGAGGTAACTCCAGGACATGCACCTGGGAACTCGCTGGCTCAGAAAAG 
AGTTGGGTCCTATACCCACCCTTGCCTGTTGTTTCTCCTAATCCTCTTGGGCATGG 
CGAGTCTAGAAACCTATGGA 

.... _ \ ^ • , 

SEQlUNO:4i4 

35 >5918 BLOOD 403530.1 M67439 gl81830 Human D5 dopamine receptor (DRD5) gene, 
complete cds. 0 

CCCGGCGCAGCTCATGGTGAGCGCCTCTGGGGCTCGAGGGTCCCTTGGCTGAGG 
GGGCGCATCCTCGGGGTGCCCGATGGGGCTGCCTGGGGGTCGCAGGGCTGAAGT 
TGGGATCGCGCACAAACCGACCCTGCAGTCCAGCCCGAAATGCTGCCGCCAGGC 

40 AGCAACGGCACCGCGTACCCGGGGCAGTTCGCTCTATACCAGCAGCTGGCGCAG 
GGGAACGCCGTGGGGGGCTCGGCGGGGGCACCGCCACTGGGGCCCTCACAGGTG 
GTCACCGCCTGCCTGCTGACCCTACTCATCATCTGGACCCTGCTGGGCAACGTGC 
TGGTGTGCGCAGCCATCGTGCGGAGCCGCCACCTGCGCGCCAACATGACCAACG 
TCTTCATCGTGTCTCTGGCCGTGTCTGACCTTTTCGTGGCGCTGCTGGTCATGCCC 

45 TGGAAGGCAGTCGCCGAGGTGGCCGGTTACTGGCCCTTTGGAGCGTTCTGCGACG 
TCTGGGTGGCCTTCGACATCATGTGCTCCACTGCCTCCATCCTGAACCTGTGCGTC 
ATCAGCGTGGACCGCTACTGGGCCATCTCCAGGCCCTTCCGCTACAAGCGCAAGA 
TGACTCAGCGCATGGCCTTGGTCATGGTCGGCCTGGCATGGACCTTGTCCATCCT 
CATCTCCTTCATTCCGGTCCAGCTCAACTGGCACAGGGACCAGGCGGCCTCTTGG 
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GGCGGGCTGGACCTGCCAAACAACCTGGCCAACTGGACGCCCTGGGAGGAGGAC 
TTTTGGGAGCCCGACGTGAATGCAGAGAACTGTGACTCCAGCCTGAATCGAACCT 
ACGCCATCTCTTCCTCGCTCATCAGCTTCTACATCCCCGTTGCCATCATGATCGTG 
ACCTACACGCGCATCTACCGCATCGCCCAGGTGCAGATCCGCAGGATTTCCTCCC 
5 TGGAGAGGGCCGCAGAGCACGCGCAGAGCTGCCGGAGCAGCGCAGCCTGCGCG 
CCCGACACCAGCCTGCGCGCTTCCATCAAGAAGGAGACCAAGGTTCTCAAGACC 
CTGTCGGTGATCATGGGGGTCTTCGTGTGTTGCTGGCTGCCCTTCTTCATCCTTAA 
CTGCATGGTCCCTTTCTGCAGTGGACACCCCGAAGGCCCTCCGGCCGGCTTCCCC 
TGCGTCAGTGAGACCACCTTCGACGTCTTCGTCTGGTTCGGCTGGGCTAACTCCT 

1 0 CACTCAACCCCGTCATCTATGCCTTCAACGCCGACTTTCAGAAGGTGTTTGCCCA 
GCTGCTGGGGTGCAGCCACTTCTGCTCCCGCACGCCGGTGGAGACGGTGAACATC 
AGCAATGAGCTCATCTCCTACAACCAAGACATCGTCTTCCACAAGGAAATCGCA 
GCTGCCTACATCCACATGATGCCCAACGCCGTTACCCCCGGCAACCGGGAGGTG 
GACAACGACGAGGAGGAGGGTCCTTTCGATCGCATGTTCCAGATCTATCAGACG 

1 5 TCCCCAGATGGTGACCCTGTTGCTGAGTCTGTCTGGGAGCTGGACTGCGAGGGGG 
AGATTTCTTTAGACAAAATAACACCTTTCACCCCGAATGGATTCCATTAAACTGC 
ATTAAGAAACCCCCTCATGGATCTGCATAACCGCACAGACACTGACAAGCACGC 
ACACACACGCAAATACATGGCTTTCCAGTGCTGCTCCCTTTATCATGTGTTTCTGT 
GTAGTAGCTCGTGTGCTTAGAAACCTCACCCCATTGATTGATAGTTCGAAGAATT 

20 GGCAGAAGCAGTTGCAATAAACTCAGTCAAATGTACCCAGCCTACCAGAGATGG 
ACCAACGATCCTATGAGAGAAGAGAGTATGGTGCTGGGTCCTTAAAAAAAAAAA 

; r , tgatacttggtccttaa.aaaatatggtotgcg(:tccctttttaaacaaatggg ; itg 

.. , . . TTCAGTCACTTGTTTGTGJTTGAATT^ 

CAGTGATGTGGTGGGAGGAGAGGTTTGGTGGGaiGTGGATTCCCGTGGCTTTGTGC; • 
25 TTATGTCATTTCTTCTCTCTGTGCTGGTGGGGGCCTCTTTACCATAGCTTAAGAAG 

TATCCCTG 

SEQ ID NO: 415 

>5932 BLOOD gi|3928192|emb|X62421.1|HSDNAJ Homo sapiens mRNA for DnaJ protein 
30 homologue 

GGGGCCGGGGGACGGCGACACGGGGTCGGCGGGCCGCAGGAGGGGGTCATGGG 
TAAAGATTACTACCAGACGTTGGGCCAGGCCGCGGCGCTCGGACGAGGAGATCA 
?. AGGGGGCCTACCGCCGCCAGGCCTGCGCTACCACCCGGACAAGAACAAGGAGCC 
CGGCGCCGAGGAGAAGTTCAAGGAGATCGCTGAGGCCTACGACGTGCTCAGCGA 

35 CCCGCGCAAGCGCGAGATCTTCGACCGCTACTTGGAGGAAGGCCTAAAGGGGAG 
TGGCCCCAGTGGCGGTACGGCGGAGGAGCCAATGGTACCTCTTTCAGCTACACAT 
TCCATGGAGACCCTCATGCCATGTTTGCTGAGTTCTTCGGTGGCAGAAATCCCTTT 
GACACCTTTTTTGGGCAGCGGAACGGGGAGGAAGGCATGGACATTGATGACCCA 
TTCTCTGGCTTCCCTATGGGGCATGGGTGGCTTCACCAACGTGAACTTTGGCCGC 

40 TCTTGCTCTGCCCAAGAGCCCGCCCGAAAGAAGCAAGATCCCCCAGTCACGCAC 
GACCTTCGAGTCTCCCTTGAAGAGATCTACAGCGGCTGTACCAAGAAGACGAAA 
ATCTCCCACAAGCGGCTAAACCCCGACGGAAAGAGCATTCGAAACGAAGACAAA 
ATATTGACCATCGAAGTGAAGAAGGGGTGGAAAGAAGGAACCAAAATCACTTTC 
CCCAAGGAAGGAGACCAGACCTCCAACAACATTCCAGCTGATATCGTCTTTGTTT 

45 TAAAGGACAAGCCCCACAATATCTTTAAGAGAGATGGCTCTGATGTCATTTATCC 
TGCCAGGATCAGCCTCCGGGAGGCTCTGTGTGGCTGCACAGTGAACGTCCCCACT 
CTGGACGGCAGGACGATACCCGTCGTATTCAAAGATGTTATCAGGCCTGGCATGC 
GGCGAAAAGTTCCTGGAGAAGGCCTCCCCCTCCCCAAAACACCCGAGAAACGTG 
GGGACCTCATTATTGAGTTTGAAGCGATCTTCCCCGAAAGGATTCCCCAGACATC 
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AAGAACCGTACTTGAGCAGGTTCTTCCAATATAGCTATCTGAGCTCCCCAAGGAC 
TGACCAGGGACCTTTCCAGAGCTCAAGGATTTCTGGACCTTTCTACCAGTTGTGG 
ACCATGAGAGGGTGGGAGGGCCCAGGGAGGGCTTTCGTACTGCTGAATGTTTTC 
CAGAGCATATATTACAATCTTTCAAAGTCGCACACTAGACTTCAGTGGTTTTTCG 
5 AGCTATAGGGCATCAGGTGGTGGGAACAGCAGGAAAAGGCATTCCAGTCTGCCC 
CACTGGGTCTGGCAGCCCTCCCGGGATGGGCCCACATCCACCTCCAGTCCCTGGC 
CAGGGGTGAGAGGCAGACCAGCAGATGGACTTGATCCCTCTGTGTCTTTTTGCTT 
CTGGCTGGTAGATAATGTCAACCTGCAGTCTTGATTCCCAGACCCTGTACACTCC 
TCCTTTTCTGCCGCGCGATCAGTTTGTGCTTTATTCTGTATTTGTCTCCCATGTCTT 
10 GCTCTTCTCCTGGA 

SEQIDNO:416 

>5934 BLOOD 197542.1 S37375 g32468 Human HSJ1 mRNA. 0 

CCCGCCTGACGACTGACCAGTTGCCATGGCATCCTACTACGAGATCCTAGACGTG 
1 5 CCGCGAAGTGCGTCCGCTGATGACATCAAGAAGGCGTATCGGCGCAAGGCTCTC 
CAGTGGCACCCAGACAAAAACCCAGATAATAAAGAGTTTGCTGAGAAGAAATTT 
AAGGAGGTGGCCGAGGCATATGAAGTGCTGTCTGACAAGCACAAGCGGGAGATT 
TACGACCGCTATGGCCGGGAAGGGCTGACAGGGACAGGAACTGGCCCATCTCGG 
GCAGAAGCTGGCAGTGGTGGGCCTGGCTTCACCTTCACCTTCCGCAGCCCCGAGG 
20 AGGTCTTCCGGGAATTCTTTGGGAGTGGAGACCCTTTTGCAGAGCTCTTTGATGA 
CCTGGGCCCCTTCTCAGAGCTTCAGAACCGGGGTTCCCGACACTCAGGCCCCTTC 

• v TTTACGTTCTCTTCGTCCTTCCGTGGGGA^TGCGATTT GTCCTCCTCATCT'ETCTCG ■!> 

* ; i TTOAGTGCTGGGGGTGGTGCTJTTCGGTGTGTTTCT ACATCTACCACGTTSGTCCA ? • 

; AGG AGGGCGGATCAGCAC ACGG AGAAfG ATGG AG AACGGGCAGGAGCGGGTGG k 

25 ./ AAGTGGAGGAGGATGGGCAGCTGAAGTCAGTCACAATCAATGGTGTCCCAGATG 
ACCTGGCACGTGGCTTGGAGCTGAGCCGTCGCGAGCAGCAGCCGTCAGTCACTTC 
CAGGTCTGGGGGCACTCAGGTCCAGCAGACCCCTGCCTCATGCCCCTTGGACAGC 
GACCTCTCTGAGGATGAGGACCTGCAGCTGGCCATGGCCTACAGCCTGTCAGAG 
ATGGAGGCAGCTGGGAAGAAACCCGCAGGTGGGCGGGAGGCACAGCACCGACG 

30 GCAGGGGCGCCCAAGGCCCAGCACCAAGATCCAGGCTTGGGGGGGACCCAGGA 
GGGTGCGAGGGGTGAAGCAACCAAACGCAGTCCATCCCCAGAGGAGAAGGCCTC 
TCGCTGCCTCATCCTCTGAACACCGGGCCCAACCTGATCTGATCCAGATCTTGAC 
TGGGGGGTCTGACTCACTGTGGGAAGAGAAGAG G GGAGTATCGTGAGTTGTAGG 
AACTGCTTTCCAACTCCAAGCTCCCTCCACAAGTTTCCCTCCCCAGGCCCCCCAC 

35 ACCCCAGTGTGGACTTGGGATTTGCTGTGCTCAGCCCAGGGCTGATAGGTCCCTG 
GTGAAGCCCAGGGTGGGGGGTGTCAGGGCAGTGGAGGGGCCCGAGGAGCCAGG 
TTGCATTTATTGGATGGGGAGCTCCAAGGGGCATTAGTGGTTTGGGCTGGGCTTT 
TGTGCCCTGGTACTCTGCCACCTGTGTTGCTGATGGTGTCAAGGAAGGAGGACTT 
GGCCTAGGGTTGTCTGAGCCGGAGCCGGCAGCTCCACTGGAGAGCAGTGCAGGC 

40 AGAGTGGAGCCTCCTGCTCTCCTGGACCAGCTGCAGACCCCCAACCCTGGTTTCT 
GTGCCATGTTGCGCTCTGACCGTCTCTGTTGCTTCTCTTCTGGTGTTGCTTCTCCTC 
CCTCCCATTCTCTCTGCAACTCCTGCGGGCGCATCGCTTGCTTTCACTGCCGTCTG 
GCTAGGACTCCCTTCTTCCTTCCTTCCCCGAGAAGGCCTCAATGTGGCGAGGAAG 
ATGCTGGGGCCGGTAGGGCTGTGAGATCTTCTGGGGAGGCTAGCCGGGTGGGGC 

45 GGGAGCCTCTCAGCTGTCCAGATTCAGAACTGGAGCCCACTCCTCCTCCCTCTCG 
TTGCCTCAGCCCTGCCCTCACCCTCAGACTAGGCAGAGGTGAGGCTGGCTCACCC 
TGAAGAGGTGGGATAGGAGGGGACTGCACCCATACTGCTTCCCTACCACAAATC 
AGGGCTCAGGGAGAGGCCATGCGGCAGCCCAGGTCTGCATGCTGAGCCCCATCC 
TCCACAGCTTGCCGCTGACGCTCTCTCCTGTCACCCCGCCCCTGCTCTCTCCCCAG 



343 



WO 02/074979 



PCTYUS02/08456 



ATGTGTTCTGAGCTGGATGCCGGGTTCCAGAATCGCTGCACAGTTCCAACAGGAC 
AGCGCCTTCCCCCATGCGCTGGGAGGGGACCCTCCATTTCTCCCCCTCACCCATG 
CTGAGTGTAGAGCCGGGGCCTGGGTGGCGGGTGGGGGCCGGGTGGGAGGTGGCA 
GTAGTCTTAGCCTGTGCACTCTCTTCCTTGGGTGTTTGGTGCTGGCTCCTGGGGAC 
5 TACAAATCCCAGAGTGCGGTGTGCCCGGCCTCATTTCTGATAGATCCCGCTTGGG 
GGAGGTGGTGTATGGTTACGGAGCTGTGCATCTTGGGACATGTAGTAGCCCAGGT 
CTTGTCACTCGCTGTGAGATGGGGAGATTTTGTCTTTTGATTTATCCCTGTAGGGC 
TGGCAGGGTTGTAGATGAAGGGGGAATGATCTGAGCCTTGGTTCCCCTGACACGT 
CTTGCTAGCCCCAGGGTTAGAGTGGGCAGGGCAGAGCCGCGCAGCACCTGGGAG 

10 CGGTACCTTTCCCTTGGGCAGCCTGGGGTCCCAGGAACAAGCCAGGGCGAGTGG 
CATGTCTGCCTGAGCAGGGTGTGGCCCCAGAAAGCTGAGGAGTGTGGGCTGGCA 
GAGAGCTTCGAGGGCAAGGCCACCCGCGGGGGCGTGTGTGTGGTGGGGCTTGGC 
ATGTGATGGCAGCTCCAGCTCCAGGCATGCCGCTGCTTGTATGGCTTTCTTTGGC 
CTCTGACCCTGCTGCCCATTCTTTCCAACATCACAGATGAACTGCCTCTCCTCCTC 

1 5 CCTGCCTGGGGAGCCCAGTGGCCAGGGAGGGAGTGGTGGAGCCAGTCGCTGTAA 
CACTGAGCCTCAGAGACGAACCAAAACCAGCTGGGCTGAGCTCAGATCCAGGGG 
GAAGAAATGCTGGAAGTCAATAAAACTGAGTTTGAG 

SEQIDNO:417 

20 >5950 BLOOD 337103.1 S54181 g35020 Human mRNA for neurotensin receptor. 0 

TCAAGCTCGCCCCGCGCAGCCCGAGCCGGGCTGGGCGCTGTCCTCGGGGGCCTG 
-GGGAACCGCGCGGTTTGGAGATCGGAGGCACCTGGAACOCGTGGGA^GGGGCGA-- 
••: GGeGGGAGAGAGCCCGAGGAACeACGGG'ETGTGGAGCTAGGAGGeGGAAGGTG- 
GGAGTCCGGAGGAGAGGGGAGCCCGGAGCCCGGAGCGCGGGGCGGGGCGTCTG % 

05 GGTCTGGCGCTTCCCGACTGGACGGCGCGCCCGCTGGTCTTCGCCACGCGCCCTC 
CCCTGGGCTCGCGTTCATCGGTCCCCGCCTGAGACGCGCCCACTCCTGCCCGGAC 
TTCCAGCCCCGGAGGCGCCGGACAGAGCCGCGGACTCCAGCGCCCACCATGCGC 
CTCAACAGCTCCGCGCCGGGAACCCCGGGCACGCCGGCCGCCGACCCCTTCCAG 
CGGGCGCAGGCCGGACTGGAGGAGGCGCTGCTGGCCCCGGGCTTCGGCAACGCT 

30 TCGGGCAACGCGTCGGAGCGCGTCCTGGCGGCACCCAGCAGCGAGCTGGACGTG 
AACACCGACATCTACTCCAAAGTGCTGGTGACCGCCGTGTACCTGGCGCTCTTCG 
TGGTGGGCACGGTGGGCAACACGGTGACGGCGTTCACGCTGGCGCGGAAGAAGT 

, - • GGCTGCAGAGCCTGCAGAGCACGGTGCATTACCACCTGGGCAGCCTGGCGCTGT • 
CCGAGCTGCTCACCCTGCTGCTGGCCATGCCCGTGGAGCTGTACAAGTTCATCTG 

35 GGTGCACCACCCCTGGGCCTTCGGCGACGCCGGCTGCCGCGGCTACTACTTCCTG 
CGCGACGCCTGCACCTACGCCACGGCCCTCAACGTGGCCAGCCTGAGTGTGGAG 
CGCTACCTGGCCATCTGCCACCCCTTCAAGGCCAAGACCCTCATGTCCCGAAGCC 
GCACCAAGAAGTTCATCAGCGCCATCTGGCTCGCCTCGGCCCTGCTGACGGTGCC 
TATGCTGTTCACCATGGGCGAGCAGAACCGCAGCGCCGACGGCCAGCACGCCGG 

40 CGGCCTGGTGTGCACCCCCACCATCCACACTGCCACCGTCAAGGTCGTCATACAG 
GTCAACACCTTCATGTCCTTCATATTCCCCATGGTGGTCATCTCGGTCCTGAACAC 
CATCATCGCCAACAAGCTGACCGTCATGGTACGCCAGGCGGCCGAGCAGGGCCA 
AGTGTGCACGGTCGGGGGCGAGCACAGCACATTCAGCATGGCCATCGAGCCTGG 
CAGGGTCCAGGCCCTGCGGCACGGCGTGCGCGTCCTACGTGCAGTGGTCATCGCC 

45 TTTGTGGTCTGCTGGCTGCCCTACCACGTGCGGCGCCTCATGTTCTGCTACATCTC 
GGATGAGCAGTGGACTCCGTTCCTCTATGACTTCTACCACTACTTCTACATGGTG 
ACCAACGCACTCTTCTACGTCAGCTCCACCATCAACCCCATCCTGTACAACCTCG 
TCTCTGCCAACTTCCGCCACATCTTCCTGGCCACACTGGCCTGCCTCTGCCCGGTG 
TGGCGGCGCAGGAGGAAGAGGCCAGCCTTCTCGAGGAAGGCCGACAGCGTGTCC 
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AGCAACCACACCCTCTCCAGCAATGCCACCCGCGAGACGCTGTACTAGGCTGTGC 
GCCCCGGAACGTGTCCAGGAGGAGCCTGGCCATGGGTCCTTGCCCCCGACAGAC 
AGAGCAGCCCCCACCCGGGAGCCTTGATGGGGGTCAGGCAGAGGCCAGCCTGCA 
CTGGAGTCTGAGGCCTGGGACCCCCCCCTCCCACCCCCTAACCCATGTTTCTCATT 
5 AGTGTCTCCCGGGCCTGTCCCCAACTCCTCCCCACCCCTCCCCCATCTCCTCTTTG 
AAAGCCAGAACAAGAGAGCGCTCCTCTCCCAGATAGGAAAAGGGCCTCTAACAA 
GGAGAAATTAGTGTGCGGCAAAAGGCAGTTTTCTTTGTTCTCAGACTAATGGATG 
GTTCCAGAGAAGGAAATGAAATGTGCTGGGTGGGGCCGGGCCTCCGGCGGCCCG 
GCTGCTGTTCCCATGTCCACATCTCTGAGGCCTGCACCCCCTCTGTCTAGCTCGGG 

1 0 GAGTCCAGCCCCAGTCCCGCAGGCTCCGTGGCTTTGGGCCTCACGTGCAGACCCT 
GCCATGCAGACCCATGCCCCCCTCCCCCAGGCAGCTCCAAGAAAGCTCCCTGACT 
CGCCCCTTCAGGCCTGGCAAGCTGGGGGCCCATCGCCGTGGGGAGTCCCTCCCAC 
CACCCTCGCCGCAGGCAGCTGCAGCCCCCAGAGGGGACCACAAGCCCAAAAAGG 
ACAAAAATGGGCTGGCCTGGAATGGCCCAGACCCCAGCCTCCCCTCCTCCCTCCC 

1 5 ATCCTCACCC AGGCCAAGGCCCAGGGGCTCTGCCAGGACACCACATGGGAGGGG 
GCTCAGGCCTCAGCCTCAAGATCTTCAGCTGTGGCCTCTCGGGCTCGGCAGAAGG 
GACGCCGGATCAGGGGCCTGGTCTCCAGCACCTGCCCGAGTGGCCGTGGCCAGG 
ATGGGGTGCGCATTCCGTGTGCTTTGCTTGTAGCTGTGCAGGCTGAGGTCTGGAG 
CCAGGCCCAGAGCTGGCTTCAGGGTGGGGCCTTGAGAAGGGGAATGTGGGACAG 

20 GGGCGATGGTGCCTGGTCTCTGAGTAAGATGCCAGGTCCCAGGAACTCAGGCTTC 
AGGTGAGAAGGAGCGGTGTGTCCAGGCACCGCTGGCCGGCAGCCCTGGGCTGAG 
;'.G€A€AGACTCATTfGTCAGGTTGTGGCGGCGGCAGCGGTGGGCCGGGGCTGCAAG ; ; 
: :^AGTTGAAuAAAGGTGGeGGGTCCin'GGTCTGTAGGATGCAG<jG.TGGAGAGAGGAXS* 
ATGAeTAGCCAGGCGGGTGGCTTAAGAAGGTGGGGTAA.GGG^AAGAGAAGACAG& 

25:- TCCCAGGAGAAGCTGGCCGGGACCAGCCAGGAGCTGGGAGCCACAGGAAGCAA 
AAGTCAGCCTTTTCTTCAAGGGATTTCCCTGTCTCAGAGCAGCCTTTGCCCCAGG 
GAAATGGGCTCTGGGCTGGCTGCCTGCACCGGCCATGTCGACCCAGGACCCGGA 
CACCTGGTCTTGGGCTGTGTTCAGCCACTTTGCCTTCTCTGGACTCAGTTTCCCCG 
TCTGAGAAATGAGAGTCGAATGCTACAGTATCTGCAGTCGCTTGGATCTGGCTGT 

30 TGAGTTGACGGGTTCCTTGAACCCCACAAAATCCCTCTCCAACCACAGGACCCTT 
CGGCTCACCAAGAACGGGGCCCAGGGGAGTCAGGCCTATTCGCTGCACTTCCTG 
CCAAACTTTGCCCCCACAAGCCTGGTCATCAGCCAGGCAGCCCTTCCAGTGCCCA 
. AGGGCCACGAACCGCAGGGAAACAGGGCCAGCACAGAGGGGCCTTCCTCCCCCA 
CAGAGCfcCCATGACATAGTGTGCTCTGGGCGGAAGAGCTTTGCTGCCAGCCAGG 

35 GATGTCCAGAGGTCGGTGCAGCCCCTATCCCTGCTCAGGAGTGGGCTCAGAGTCT 
AGCAAATGCTAAGGCCCCTCAGGCTGGGCTCTGAACGAGGACCTGGACTCAGAG 
CCAGACAGGGCAGCCTCAGACCCTTCTCTGGGGCTCCTGGACCTTGGGCCATAAT 
TTCTGAGCCTCGGTTTCCCCATCTAAGGAACAGATGTGGTCGTTCCGCCCTCTCA 
GCTGGATGAGACTGTCCTGGAGGATCCACCCCGGAACAGACAGAATGGTGTCTC 

40 TCAGGATGGTGCTCTGAGAGAGGGCAGAGTGGATGCCCCACTGCCCTAGACCCT 
CGGTAGACGTGGGGTCTCTGGGGCGGGGTCTGTGGCTGTGACTGAAGTCGGCTTT 
CCCGTTGATGTCTTGATGCTCCTATCTGTGCACTTACCGTAGGTAGGGACACGTG 
TCCATGCACCACAGACACACCCACGACACCTGATCTCGTATCACTAGCTTGCGGC 
CAGGTCATGATGTGGCCCCGGAAGCTGGCCCTGCGTGCCATGAGTGCGTCGGTCA 

45 TGGAGTCCGGAGCCCCTGAGCCGGCCCCTGGTGACGGCACAGCCCTCACAGCTC 
AAACGCCCACCCCCACTCCCACCATCTGCAGGTGGTGAAAACAAACCCCGTGTAT 
CTCTCAATAAAGGTGGCCGAAGGGCCTCGATGTGG 
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SEQIDNO: 418 

>5956 BLOOD Hs.92208 gnl|UG|Hs#S376155 Human metargidin precursor mRNA, 
complete cds /cds=(7,2451) /gb=U41767 /gi=1235673 /ug=Hs.92208 /len=2740 
CGCTGCCATGCGGCTGGCGCTGCTCTGGGCCCTGGGGCTCCTGGGCGCGGGCAGC 
5 CCTCTGCCTTCCTGGCCGCTCCCAAATATAGGTGGCACTGAGGAGCAGCAGGCAG 
AGTCAGAGAAGGCCCCGAGGGAGCCCTTGGAGCCCCAGGTCCTTCAGGACGATC 
TCCCAATTAGCCTCAAAAAGGTGCTTCAGACCAGTCTGCCTGAGCCCCTGAGGAT 
CAAGTTGGAGCTGGACGGTGACAGTCATATCCTGGAGCTGCTACAGAATAGGGA 
GTTGGTCCCAGGCCGCCCAACCCTGGTGTGGTACCAGCCCGATGGCACTCGGGTG 

10 GTCAGTGAGGGACACACTTTGGAGAACTGCTGCTACCAGGGAAGAGTGCGGGGA 
TATGCAGGCTCCTGGGTGTCCATCTGCACCTGCTCTGGGCTCAGAGGCTTGGTGG 
TCCTGACCCCAGAGAGAAGCTATACCCTGGAGCAGGGGCCTGGGGACCTTCAGG 
GTCCTCCCATTATTTCGCGAATCCAAGATCTCCACCTGCCAGGCCACACCTGTGC 
CCTGAGCTGGCGGGAATCTGTACACACTCAGACGCCACCAGAGCACCCCCTGGG 

15 ACAGCGCCACATTCGCCGGAGGCGGGATGTGGTAACAGAGACCAAGACTGTGGA 
GTTGGTGATTGTGGCTGATCACTCGGAGGCCCAGAAATACCGGGACTTCCAGCAC 
CTGCTAAACCGCACACTGGAAGTGGCCCTCTTGCTGGACACATTCTTCCGGCCCC 
TGAATGTACGAGTGGCACTAGTGGGCCTGGAGGCCTGGACCCAGCGTGACCTGG 
TGGAGATCAGCCCAAACCCAGCTGTCACCCTCGAAAACTTCCTCCACTGGCGCAG 

20 GGCACATTTGCTGCCTCGATTGCCCCATGACAGTGCCCAGCTGGTGACTGGTACT 
TCATTCTCTGGGCCTACGGTGGGCATGGCCATTCAGAACTCCATCTGTTCTCCTGA 
: . i ■•'■••■:-,/.. ft/GTTGa'GAGGAGGTGTGAAeATGGACCAGTGGAGCAGeATGCTGGGAGTefiCGTCe 
VCC :■■ C, ^GCATAGGGGATGAGTTGGGCGAGAGeCTGGGCGTGGAeCATGAlTTGGGTGGGA • 
~:\ ;•.-•< : ATAGGTGGCCCTGTCCAGGTCCAGGGCCAGCCA:\GACGTGGATGATGGAGGCGTG 

25 CACAGACTTCCTACCAGGCCTGAACTTCAGCAAGTGCAGCCGACGGGCCCTGGA 
GAAAGCCCTCCTGGATGGAATGGGCAGCTGCCTCTTCGAACGGCTGCCTAGCCTA 
CCCCCTATGGCTGCTTTCTGCGGAAATATGTTTGTGGAGCCGGGCGAGCAGTGTG 
ACTGTGGCTTCCTGGATGACTGCGTCGATCCCTGCTGTGATTCTTTGACCTGCCAG 
CTGAGGCCAGGTGCACAGTGTGCATCTGACGGACCCTGTTGTCAAAATTGCCAGC 

30 TGCGCCCGTCTGGCTGGCAGTGTCGTCCTACCAGAGGGGATTGTGACTTGCCTGA 
ATTCTGCCCAGGAGACAGCTCCCAGTGTCCCCCTGATGTCAGCCTAGGGGATGGC 
GAGCCCTGCGCTGGCGGGCAAGCTGTGTGCATGCACGGGCGTTGTGCCTCCTATG 
CCCAGCAGTGCCAGTCACTTTGGGGACCTGGAGGGCAGCGGGCTGCGCCACTTTG 
CCTCCAGACAGCTAATACTCGGGGAAATGCTTTfGGGAGCTGTGGGCGCAACCCC 

35 AGTGGCAGTTATGTGTCCTGCACCCCTAGAGATGCCATTTGTGGGCAGCTCCAGT 
GCCAGACAGGTAGGACCCAGCCTCTGCTGGGCTCCATCCGGGATCTACTCTGGGA 
GACAATAGATGTGAATGGGACTGAGCTGAACTGCAGCTGGGTGCACCTGGACCT 
GGGCAGTGATGTGGCCCAGCCCCTCCTGACTCTGCCTGGCACAGCCTGTGGCCCT 
GGCCTGGTGTGTATAGACCATCGATGCCAGCGTGTGGATCTCCTGGGGGCACAG 

40 GAATGTCGAAGCAAATGCCATGGACATGGGGTCTGTGACAGCAACAGGCACTGC 
TACTGTGAGGAGGGCTGGGCACCCCCTGACTGCACCACTCAGCTCAAAGCAACC 
AGCTCCCTGACCACAGGGCTGCTCCTCAGCCTCCTGGTCTTATTGGTCCTGGTGAT 
GCTTGGTGCCGGCTACTGGTACCGTGCCCGCCTGCACCAGCGACTCTGCCAGCTC 
AAGGGACCCACCTGCCAGTACAGGGCAGCCCAATCTGGTCCCTCTGAACGGCCA 

45 GGACCTCCGCAGAGGGCCCTGCTGGCACGAGGCACTAAGTCTCAGGGGCCAGCC 
AAGCCCCCACCCCCAAGGAAGCCACTGCCTGCCGACCCCCAGGGCCGGTGCCCA 
TCGGGTGACCTGCCCGGCCCAGGGGCTGGAATCCCGCCCCTAGTGGTACCCTCCA 
GACCAGCGCCACCGCCTCCGACAGTGTCCTCGCTCTACCTCTGACCTCTCCGGAG 
GTTCCGCTGCCTCCAAGCCGGACTTAGGGCTTCAAGAGGCGGGCGTGCCCTCTGG 
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AGTCCCCTACCATGACTGAAGGCGCCAGAGACTGGCGGTGTCTTAAGACTCCGG 
GCACCGCCACGCGCTGTCAAGCAACACTCTGCGGACCTGCCGGCGTAGTTGCAG 
CGGGGGCTTGGGGAGGGGCTGGGGGTTGGACGGGATTGAGGAAGGTCCGCACA 
GCCTGTCTCTGCTCAGTTGCAATAAACGTGACATCTTGGGAGCGTTAAAAAAAAA 
5 AAAAAA 

SEQ ID NO: 419 

>5982 BLOOD 410650.1 U59831 gl 399236 Human transcription factor, forkhead related 
activator 4 (FREAC-4) gene, complete cds. 0 

1 0 AGCAAGCCCAAGAACAGCCTAGTGAAGCCGCCTTACTCGTACATCGCGCTCATC 
ACCATGGCCATCCTGCAGAGCCCGCAGAAGAAGCTGACCCTGAGCGGCATCTGC 
GAGTTCATCAGCAACCGCTTCCCCTACTACAGGGAGAAGTTCCCCGCCTGGCAGA 
ACAGCATCCGCGACAACCTCTCGCTCAACGACTGCTTCGTCAAGATCCCCCGCGA 
GCCCGGCAACCCGGGCAAGGGCAACTACTGGACGCTGGACCCGGAGTCCGCCGC 

15 CTTGGGGACTCTGCACCAAGGGACTGCCCTGTCCAGTGTCGAGAACTTTACTGCT 
AGGATTTCCAATTGTTAATAACGCTATGTTAGCGCGCTCGAGGAAGAAGGTAGG 
AATCCCGGCTCCTTTTCTCGTCTTGGTGGTTCGGTGTTTTGTTCGCTCCTCCAGGC 
GCGGCCCCTCTCGACCTCGCGCGCCCATTTTCGCCGCTGCGAATTCTCGGACAAA 
ACTGTCAACAGCCCGGGCGCGCCTTTTGGCTCTGCGGGTCCCTCTATTTATGCAA 

20 AGCCGACCTATGCTACAGCCCCCCAACCCCCGACCTGGGGTAGGGAGGAAGAGG 
GTGCCGGGGAAGGGAGTCCGCCCTGTCCAGGCACTAGAGGCTCCCTTGACGTTTG 
; :GCAGATGAAAAACAAGTAAGCCTITTTGAGGXGIAGAGATTCrCA.GGTC€AGGC- ■ 
, : '\G1T?AAAAAATAATGGTGAAAAGAA^ 

^TGeGAGCGAAGCAATTCirTTTTTATrm'GAG.GACAGaTGTCTGGTGTAG^rTTTCAT 
25 GAAAAGGAAAAATGGTTAACATGTTTACAGAAGAAAAAAAGTCAAAATTATCAT 
TTATTTCAACCTGTGTTTTGTATCATAACAGACGTGTGGATTTTTTTGTACTTACT 
GCGTATTCTTTACAAGGAGTATTGTAAATTTTACTGGCAATTATTATTGTACTATT 
CTAAATGTAAGATTTTTACACTTTTTCAGAAATAAAAATGCTTAATTTTCAAAGA 
AAATTCACCAAAATG 

30 

SEQ ID NO: 420 

>5987 BLOOD 220325.2 AF013988 g2318114 Human serine protease mRNA, complete cds. 

,,<:--:,^Qh-A- - ■■ ; - . ■.. ..i_-y ; . 

ATCrCAGTGTAGCAGTTTTCTATTGCTATATAACATATTCCTTAAAAATATAGCGG 

35 TTTAAAGCTACACAGATGTCTTATCTCACTGTTCCAGAAGACAGGCATGGCTCAG 
CTGGGATCTCTGCTTCAGTCTCAAAACGATGCAATCAAGGTGTCAGCAGGGCTGC 
ATTTCTCCCTGGATGCTCAGAGGAAGAATCTACTTCCAAGCCTCTATGGTTTGAA 
TGTGTCCTCTCCAAAATCCAGCTGTTGCCAATGGGATAGTATTAAGAGGTGGGGA 
CACAGAGGTCGGCAGGCAGCACACAGAGGGACCTACGGGCAGCTGTTCCTTCCC 

40 CCGACTCAAGAATCCCCGGAGGCCCGGAGGCCTGCAGCAGGAGCGGCCATGAAG 
AAGCTGATGGTGGTGCTGAGTCTGATTGCTGCAGCCTGGGCAGAGGAGCAGAAT 
AAGTTGGTGCATGGCGGACCCTGCGACAAGACATCTCACCCCTACCAAGCTGCCC 
TCTACACCTCGGGCCACTTGCTCTGTGGTGGGGTCCTTATCCATCCACTGTGGGTC 
CTCACAGCTGCCCACTGCAAAAAACCGAATCTTCAGGTCTTCCTGGGGAAGCATA 

45 ACCTTCGGCAAAGGGAGAGTTCCCAGGAGCAGAGTTCTGTTGTCCGGGCTGTGAT 
CCACCCTGACTATGATGCCGCCAGCCATGACCAGGACATCATGCTGTTGCGCCTG 
GCACGCCCAGCCAAACTCTCTGAACTCATCCAGCCCCTTCCCCTGGAGAGGGACT 
GCTCAGCCAACACCACCAGCTGCCACATCCTGGGCTGGGGCAAGACAGCAGATG 
GTGATTTCCCTGACACCATCCAGTGTGCATACATCCACCTGGTGTCCCGTGAGGA 
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GTGTGAGCATGCCTACCCTGGCCAGATCACCCAGAACATGTTGTGTGCTGGGGAT 
GAGAAGTACGGGAAGGATTCCTGCCAGGGTGATTCTGGGGGTCCGCTGGTATGT 
GGAGACCACCTCCGAGGCCTTGTGTCATGGGGTAACATCCCCTGTGGATCAAAG 
GAGAAGCCAGGAGTCTACACCAACGTCTGCAGATACACGAACTGGATCCAAAAA 
5 ACCATTCAGGCCAAGTGACCCTGACATGTGACATCTACCTCCCGACCTACCACCC 
CACTGGCTGGTTCCAGAACGTCTCTCACCTAGACCTTGCCTCCCCTCCTCTCCTGC 
CCAGCTCTGACCCTGATGCTTAATAAACGCAGCGACGTGAGGGTCCTGATTCTCC 
CTGGTTTTACCCCAGCTCCATCCTTGCATCACTGGGGAGGACGTGATGAGTGAGG 
ACTTGGGTCCTCGGTCTTACCCCCACCACTAAGAGAATACAGGAAAATCCCTTCT 
1 0 AGGCATCTCCTCTCCCC AACCCTTCCACACGTTTGATTTCTTCCTGCAGAGGCCCA 
GCCACGTGTCTGGAATCCCAGCTCCGCTGCTTACTGTCGGTGTCCCCTTGGGATG 
TACCTTTCTTCACTGCAGATTTCTCACCTGTAAGATGAAGATAAGGATGATACAG 
TCTCCATAAGGCAGTGGCTGTTGGAAAGATTTAAGGTTTCACACCTATGACATAC 
ATGGAATAGCACCTGGGCCACCATGCACTCAATAAAGAATGAATTTTATTATG 

15 

SEQIDNO:421 

>6005 BLOOD 350249.10 U78180 gl871167 Human sodium channel 2 (hBNaC2) mRNA, 
alternatively spliced, complete cds. 0 

20 CTGCCTGCTGTTCCCCTATCCAATGCACACTTTTTGGCCTCATTCCTGCTTCCCTCT 
GGGGAGGTATGATCTCTGAGGAAACTCTTAGGAACCAAGAGATTCCAAAGATCC 
rTAGAGCGlTACTCTCCAGGTCGAGGGGAATGGAGCTGCTCACAGGTeGTGTTGTG •• 
:,e.GATTGAAGAGGAAGACAGAGGTAGGGAAGGAAGGGCTGAAGAGGGGT1sGGGG • 
.GTCAGGCCTGGAAGGAGTGrCTGGTGGAGGGAGGGGGGGGAGGCCeTCCACCTC ; 

25 ACTTGTCTCTCATTAAGATAGGGTGAGACAACAGCAGAGCTTTCAACTCCTCCTC 
TAGGCCTCTCTTTCCTCCCAAACCCACCTCACCAGAAAATAAAAGTGGTGGGCTT 
GGGTATCAGGTGAGGAAAGGGGGCTGGGCACCCAGAAGGAGGAAAGGCCACTG 
ACTGAGGACCTCAGCTTCTGCCTGTCAGCATCCCACTGCCCCAACTTCAGGAGTC 
GCCAATCCCCAGCTCCCTTCTGTCTCTGACACACTTGGCTTAGTGTCCAGGGTAG 

30 ACCTCCATCCCCTGGGTGGGGGCTATCTCTACAGCAACCCCTTCCCTGGGGATGC 
CACTGTCAGCTGGGCAGAGGGCAATGGGATAGGAGGAGCAGGGGAAGAGAATG 
TTAAGGCTGCAGGGAGGGCCGAGGGTGCCCGGGTTGGGGGAGAGGGTGAGGCC 

. , , AG AAAGAGGC AG AGCTTGTGATTCAC AGCTTCCTTTGTCGCC A CTGAGACAGTGG , . rw.: 
AAAGGTTACAATGCGCGTGTCGTCTCCTTGTGCTTCTCAGAGGGAf GTGTGTACA 

35 CAGTACAGACACCAGGGGAGAGAGTCCAACTCTTTATACAGGCAAGGCATTCAG 
AGACCAGGGAGGGAGTAGAAACATAGAAGGTGGAACTTGGGGTGGGAGAATGG 
TTCTCAGAGACAAGAGGGGATGGGGTGGAGACAGACAGGGCTGGGAAAGTATA 
TACAGAGATATAGCAATATAGAGTCTGTATCATATAGAAATAGAAAATGCAGAT 
GAGGTTGTTGAGAGAAGCAAATGAAGTTGGGGAAGAGGATGTGGGAGAGTTCCA 

40 TAAGAAAATTTATGGACGTGGCCCTCTACAAGGGCCTCCGGGAGAGGGACCAGT 
GAGGTTAGGCACTAGCGCCCTTCTCCCTGAGCTGGACGCTAACCAGCCGGTCTTT 
AATGGGATGGTGAGGAAGGGCTGCCTCTTGGGATTTCTCTCCAGCAGCTGTGGGG 
TGGGGGTGAACTTATAGGTATCAGGATGTAGCCTACAGCACCAGGGCCGCATCTT 
GTCCCCATTACCACTTCTTAAGGGGATCCCCGACCCCCACGAGATTCCACATGGT 

45 GTGAGAGAGTGGGGCTGAGGTTTTAGTTCCTGCCAGGAGACTTGGGTTTGGGGA 
CAGTCACTGGGCTGAGAGGGTCTCTTAAGGCTGGGGAAGCCTCCCTCCCCCACAC 
TAGCCCTCCCCCTTAAGGTACATTCTCTGGTTTGGGGCCAAATTCCAGACCCCAG 
AGATCCCTTCCACCCCTCACTGGGAAGGGCCTTTGGTGACTGGTGGCAGCAGAAT 
GTAGATGGACACTCAGATGGCAGACAGCTAGATAGACAGAATTCAGGCTGGGAG 
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CTAGGGGAGGCAGCATGGAGGAGAGAGGGGCAGCCTGAGGTCCCTTGCCCCGTT 
CTCCCTTTTTAGTTCTTTTTTAGATTAGTTTTGTTAAATGTAAAAGAATGGGATAG 
AGGCAGAGAGAGGACTCTATGGTCAAGACTCCTTCCTTACCACAGACAAGAGGA 
AAGATCTGCCCCGGAGTGTGGGGAGTCCCAGGGCAGATGTGAGGAGGCAGCTGG 
5 GGGCCCCCCGCTCTCCTAGTCCTCCCCATCTAGGCCTTTGGTTCAGCGGCCTGCG 
GGGCTCAGCAGGTAAAGTCCTCGAACGTGCCTCGGGCCGGATGGTGAGGTAGGA 
TGTTGGCAGCGTATGTCATCCCGGCAGGGTGGCCCCGAAGGCTCTCGCACGGGTT 
GTGTCTTTTGACGTCGTCCAGGCTGAGGGCCACGCCCTTGTCCGCACTGCTCCTTT 
TGGCCTCCTTCTGGCATTTTCCTCGTCGGCACAGCTTGTGCTTAATGACCTCGTAG 

1 0 GCGTAGTCAAAGAGCTCCAGCACCGTGAGGATGCTGGCCGCGATGAACAGCCCC 
ATCTGGCCCCCGATGTCACCAAGACAACAGGGTTTGGGGAAGGGCCTCTGGGGT 
GGAGGACCCTCATGGGACAGAAGTGAGCACCCTGCTTTTGGATGATAGGGAGCC 
ACGCCATGCCCATGGCATGAGAAGGGGACAGGTGTCATCAGCAGCTCACCCAGG 
AGCCCTGCAATCTCATAGGCCTTCTTCTGTTCAATGGTCTCATAGTTGAGGACTTC 

1 5 AAAGAAAATGTCCAGCACCAGGATGTTCTCCCCTATGTATTGCTCAGATTTGTTG 
AACTTCTTGGCCAGGTACTTGGCTGAGGCTTTGCTGGGGATCTTGACCATGGACA 
GCTCTTTGCCATAGCGGGTCAGGTTGCAAGGCATTTCACACACGCAGTACTCCTG 
GTCCTTCTCCACCAGGAAGTCCAGAGCAGGATCTGCACACTCCTTGTACTGCTCT 
GGAGTACAGTATGGGGCATCCCCTGGCATGTGCACCATGCGGCAGTTGCAGTTCT 

20 CCACCAGGTAGCGCGTCTCACAGTCGATGCGGCAGGCAGTGATGCTGTAGGAGT 
CGAAGAAATCCAAATCCGAGTCCATGGTAACAGCTTTGCAGGTGCCCCAGGGTG 
GGGGCAGGTAGATGAGCGGeTGarGGTGGCAGGCCACAAAGGTGTGGAAGGGTG •. 
GGGCCACGCGAAAGCGGAGGTGGIiGGAI'GAAAGGAGGTTCATCCTGACTATGGA w 
TGTGCACTTTGATGCGTGGTTGGAAGGACGTCTGGTCAGTCTCCCCCCACAGAGG ' • i 

25 CAGGTACTCGTCCTGCTGGATGTCCAGCATGATTTCCAGCCCATTGCCCGTCCGA v 
TCCTTCATGGTCTTCAGCCGCGGCCGCCCATCTCGGCCCGAGTTGAACGTGTAGC 
ACTTTCCATAGCGTGTGAAGACCACCTTGAAGTCTTCAGCGCTGCAGACCTCCCC 
CCGGAAGTGGCAGGAGAGCAGCATGTCTCGAATGTCGTGCCCAGCTCGGTCGTA 
GAACTCACGCATGTTGAAGGGTTTGGGTTTGAAGCTGCGGAAGTTGGCTTTGTCC 

3 0 TGCAGTATCTCCAGCTGCTTTTCATCTGCCATCTGTGTGTCTGGTATCTC ATACCT 
GTTGTTGAGCAGGGCCAGCAGCTCCCCAGCATGATACAGGTCATTCTTGGAGACT 
TGGCTAAAGCGGAACTCGTTGAGGTTGCACAGCGTGACAGCAGGGAAGGTAAGC 
TGAGAGGCAGCCACCTCGTCGAGCTTGGTGACATGGTGGTAGTGGAAGTAGTAC 
TGCACACGCTCCGTGCACACACACAGCAGCACAGGCAGCGAGCCCAGGAAGGAC 

35 AGGGCCCACAGTGCCCGCTTCAGAGACAGCCGCTCGTAGGAGAAGATGTGGGCC 
AGGCCGTGCAGTGTGGAGCTGCTGGCGAAGGCCTGGATGCTCACCGGCTGGACG 
CCACCCACCTCCTCCTCCTCGGCCTTCAGTTCCATCCTTGTTGAGGGGATCCTGAG 
GGGGCTTCGGCAAGCCGGCAGCCGGCGGCGGGTCCTGGGGCGCTGGACCGGTGG 
CGGGCTCAGCGCCGAGTCGCGGAGGGGCTCATGGCCCGGGGCCGGAGCCCGCGG 

40 CCGCCGCGGCACGCCGCGCAGAGCCCTGCAGGGAGCGCCCCGCCCGGCCCCGCT 
CGGCTCCGATCTGTCCGCCCGCCCGCGCGCGCTGGCTCGCTGGCTC 

SEQE)NO:422 

>6009 BLOOD gi|2281751|gb|U79666.1|HSU79666 Homo sapiens alpha lA-voltage- 
45 dependent calcium channel mRNA, splice form BI-l-Vi-GGCAG, complete cds 

GGCTCGGCCCGGGCAGCCGCCTTCTGAGCCCCCGACCCGAGGCGCCGAGCCGCC 
GCCGCCCGATGGGCTGGGCCGTGGAGCGTCTCCGCAGTCGTAGCTCCAGCCGCC 
GCGCTCCCAGCCCCGGCAGCCTCAGCATCAGCGGCGGCGGCGGCGGCGGCGGCG 
GCGTCTTCCGCATCGTTCGCCGCAGCGTAACCCGGAGCCCTTTGCTCTTTGCAGA 
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ATGGCCCGCTTCGGAGACGAGATGCCGGCCCGCTACGGGGGAGGAGGCTCCGGG 
GCAGCCGCCGGGGTGGTCGTGGGCAGCGGAGGCGGGCGAGGAGCCGGGGGCAG 
CCGGCAGGGCGGGCAGCCCGGGGCGCAAAGGATGTACAAGCAGTCAATGGCGC 
AGAGAGCGCGGACCATGGCACTCTACAACCCCATCCCCGTCCGACAGAACTGCC 
5 TCACGGTTAACCGGTCTCTCTTCCTCTTCAGCGAAGACAACGTGGTGAGAAAATA 
CGCCAAAAAGATCACCGAATGGCCTCCCTTTGAATATATGATTTTAGCCACCATC 
ATAGCGAATTGCATCGTCCTCGCACTGGAGCAGCATCTGCCTGATGATGACAAGA 
CCCCGATGTCTGAACGGCTGGATGACACAGAACCATACTTCATTGGAATTTTTTG 
TTTCGAGGCTGGAATTAAAATCATTGCCCTTGGGTTTGCCTTCCACAAAGGCTCC 

1 0 TACTTGAGGAATGGCTGGAATGTCATGGACTTTGTGGTGGTGCTAACGGGCATCT 
TGGCGACAGTTGGGACGGAGTTTGACCTACGGACGCTGAGGGCAGTTCGAGTGC 
TGCGGCCGCTCAAGCTGGTGTCTGGAATCCCAAGTTTACAAGTCGTCCTGAAGTC 
GATCATGAAGGCGATGATCCCTTTGCTGCAGATCGGCCTCCTCCTATTTTTTGCAA 
TCCTTATTTTTGCAATCATAGGGTTAGAATTTTATATGGGAAAATTTCATACCACC 

1 5 TGCTTTGAAGAGGGGACAGATGACATTCAGGGTGAGTCTCCGGCTCCATGTGGG 
ACAGAAGAGCCCGCCCGCACCTGCCCCAATGGGACCAAATGTCAGCCCTACTGG 
GAAGGGCCCAACAACGGGATCACTCAGTTCGACAACATCCTGTTTGCAGTGCTG 
ACTGTTTTCCAGTGCATAACCATGGAAGGGTGGACTGATCTCCTCTACAATAGCA 
ACGATGCCTCAGGGAACACTTGGAACTGGTTGTACTTCATCCCCCTCATCATCAT 

20 CGGCTCCTTTTTTATGCTGAACCTTGTGCTGGGTGTGCTGTCAGGGGAGTTTGCCA 
AAGAAAGGGAACGGGTGGAGAACCGGCGGGCTTTTCTGAAGCTGAGGCGGCAA 
CAACAGATTGAACGTGAGCTCAATGGGTAGATGGAATGGATCTCAAAAGGAGAA 
GAGGTGATGCTGGCCGAGGATGAAAGTGACGGGGAGeAGAGGCATCGCTTTGAT 
GGAGCTCTGCGGAGAACGAGGATAAAGAAAAGCAAGACAGATTTGCTGAAGCCG 

25 GAAGAGGCTGAGGATCAGCTGGCTGATATAGCCTCTGTGGGTTCTCCGTTCGCCC 
GAGCCAGGATTAAAAGTGCCAAGCTGGAGAACTCGACCTTTTTTCACAAAAAGG 
AGAGGAGGATGCGTTTCTACATCCGCCGCATGGTCAAAACTCAGGCCTTCTACTG 
GACTGTACTCAGTTTGGTAGCTCTCAACACGCTGTGTGTTGCTATTGTTCACTACA 
ACCAGCCCGAGTGGCTCTCCGACTTCCTTTACTATGCAGAATTCATTTTCTTAGGA 

30 CTCTTTATGTCCGAAATGTTTATAAAAATGTACGGGCTTGGGACGCGGCCTTACT 
TCCACTCTTCCTTCAACTGCTTTGACTGTGGGGTTATCATTGGGAGCATCTTCGAG 
GTCATCTGGGCTGTCATAAAACCTGGCACATCCTTTGGAATCAGCGTGTTACGAG 
CCCrCAGGTTATTGCGTATTTTGAAAGTCAGAAAGTAGTGGGCATCTCTCAGAAA 
' CCTGGTCGTCTCTCTCCTCAACTGCAfGAAGTGCATCATCAGCCTGTTGTTTCTCC 

35 TTTTCCTGTTCATTGTCGTCTTCGCCCTTTTGGGAATGCAACTCTTCGGCGGCCAG 
TTTAATTTCGATGAAGGGACTCCTCCCACCAACTTCGATACTTTTCCAGCAGCAA 
TAATGACGGTGTTTCAGATCCTGACGGGCGAAGACTGGAACGAGGTCATGTACG 
ACGGGATCAAGTCTCAGGGGGGCGTGCAGGGCGGCATGGTGTTCTCCATCTATTT 
CATTGTACTGACGCTCTTTGGGAACTACACCCTCCTGAATGTGTTCTTGGCCATCG 

40 CTGTGGACAATCTGGCCAACGCCCAGGAGCTCACCAAGGACGAGCAAGAGGAAG 
AAGAAGCAGCGAACCAGAAACTTGCCCTACAGAAAGCCAAGGAGGTGGCAGAA 
GTGAGTCCTCTGTCCGCGGCCAACATGTCTATAGCTGTGAAAGAGCAACAGAAG 
AATCAAAAGCCAGCCAAGTCCGTGTGGGAGCAGCGGACCAGTGAGATGCGAAA 
GCAGAACTTGCTGGCCAGCCGGGAGGCCCTGTATAACGAAATGGACCCGGACGA 

45 GCGCTGGAAGGCTGCCTACACGCGGCACCTGCGGCCAGACATGAAGACGCACTT 
GGACCGGCCGCTGGTGGTGGACCCGCAGGAGAACCGCAACAACAACACCAACA 
AGAGCCGGGCGGCCGAGCCCACtGTGGACCAGCGCCTCGGCCAGCAGCGCGCCG 
AGGACTTCCTCAGGAAACAGGCCCGCTACCACGATCGGGCCCGGGACCCCAGCG 
GCTCGGCGGGCCTGGACGCACGGAGGCCCTGGGCGGGAAGCCAGGAGGCCGAG 
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CTGAGCCGGGAGGGACCCTACGGCCGCGAGTCGGACCACCACGCCCGGGAGGGC 
AGCCTGGAGCAACCCGGGTTCTGGGAGGGCGAGGCCGAGCGAGGCAAGGCCGG 
GGACCCCCACCGGAGGCACGTGCACCGGCAGGGGGGCAGCAGGGAGAGCCGCA 
GCGGGTCCCCGCGCACGGGCGCGGACGGGGAGCATCGACGTCATCGCGCGCACC 
5 GCAGGCCCGGGGAGGAGGGTCCGGAGGACAAGGCGGAGCGGAGGGCGCGGCAC 
CGCGAGGGCAGCCGGCCGGCCCGGGGCGGCGAGGGCGAGGGCGAGGGCCCCGA 
CGGGGGCGAGCGCAGGAGAAGGCACCGGCATGGCGCTCCAGCCACGTACGAGG 
GGGACGCGCGGAGGGAGGACAAGGAGCGGAGGCATCGGAGGAGGAAAGAGAA 
CCAGGGCTCCGGGGTCCCTGTGTCGGGCCCCAACCTGTCAACCACCCGGCCAATC 

1 0 CAGCAGGACCTGGGCCGCCAAGACCCACCCCTGGCAGAGGATATTGACAACATG 
AAGAACAACAAGCTGGCCACCGCGGAGTCGGCCGCTCCCCACGGCAGCCTTGGC 
CACGCCGGCCTGCCCCAGAGCCCAGCCAAGATGGGAAACAGCACCGACCCCGGC 
CCCATGCTGGCCATCCCTGCCATGGCCACCAACCCCCAGAACGCCGCCAGCCGCC 
GGACGCCCAACAACCCGGGGAACCCATCCAATCCCGGCCCCCCCAAGACCCCCG 

1 5 AGAATAGCCTTATCGTCACCAACCCCAGCGGC ACCC AGACCAATTCAGCTAAGA 
CTGCCAGGAAACCCGACCACACCACAGTGGACATCCCCCCAGCCTGCCCACCCC 
CCCTCAACCACACCGTCGTACAAGTGAACAAAAACGCCAACCCAGACCCACTGC 
CAAAAAAAGAGGAAGAGAAGAAGGAGGAGGAGGAAGACGACCGTGGGGAAGA 
CGGCCCTAAGCCAATGCCTCCCTATAGCTCCATGTTCATCCTGTCCACGACCAAC 

20 CCCCTTCGCCGCCTGTGCCATTACATCCTGAACCTGCGCTACTTTGAGATGTGCAT 
CCTCATGGTCATTGCCATGAGCAGCATCGCCCTGGCCGCCGAGGACCCTGTGCAG 

■■■■■■ ; -CCGAAGGGAGGTGGGAACAA€GTGGTGGGATACTITGACTACGTTTTTACAGGCG • 
.-. .TCTTTACGTTTGAGA?EGGTGATCAAGASGAirrGAGCTGGGGGTGGTCCTGGATGA V 
?• -.GGGTGGCTAGTTGGGTGACCTGTGGA^tTATTCTCGACTTCATAGTGGTGAGTGGG ; 

25 • GCCCTGGTAGCCTTTGCCTTCACTGGCAATAGCAAAGGAAAAGACATCAACAGG 
ATTAAATCCCTCCGAGTCCTCCGGGTGCTACGACCTCTTAAAACCATCAAGCGGC 
TGCCAAAGCTCAAGGCTGTGTTTGACTGTGTGGTGAACTCACTTAAAAACGTCTT 
CAACATCCTCATCGTCTACATGCTATTCATGTTCATCTTCGCCGTGGTGGCTGTGC 
AGCTCTTCAAGGGGAAATTCTTCCACTGCACTGACGAGTCCAAAGAGTTTGAGAA 

30 AGATTGTCGAGGCAAATACCTCCTCTACGAGAAGAATGAGGTGAAGGCGCGAGA 
CCGGGAGTGGAAGAAGTATGAATTCCATTACGACAATGTGCTGTGGGCTCTGCTG 
ACCCTCTTCACCGTGTCCACGGGAGAAGGCTGGCCACAGGTCCTCAAGCATTCGG 
TGGACGCCACCTTTGAGAAGCAGGGCGGGAGCGCCGGGTACCGCATGGAGATGT 
' CCATTTTCTACGTCG'feTACrrrGTGG 

35 TGGCCTTGATCATCATCACCTTCCAGGAGCAAGGGGACAAGATGATGGAGGAAT 
ACAGCCTGGAGAAAAATGAGAGGGCCTGCATTGATTTCGCCATCAGCGCCAAGC 
CGCTGACCCGACACATGCCGCAGAACAAGCAGAGCTTCCAGTACCGCATGTGGC 
AGTTCGTGGTGTCTCCGCCTTTCGAGTACACGATCATGGCCATGATCGCCCTCAA 
CACCATCGTGCTTATGATGAAGTTCTATGGGGCTTCTGTTGCTTATGAAAATGCC 

40 CTGCGGGTGTTCAACATCGTCTTCACCTCCCTCTTCTCTCTGGAATGTGTGCTGAA 
AGTCATGGCTTTTGGGATTCTGAATTATTTCCGCGATGCCTGGAACATCTTCGACT 
TTGTGACTGTTCTGGGCAGCATCACCGATATCCTCGTGACTGAGTTTGGGAATAA 
CTTCATCAACCTGAGCTTTCTCCGCCTCTTCCGAGCTGCCCGGCTCATCAAACTTC 
TCCGTCAGGGTTACACCATCCGCATTCTTCTCTGGACCTTTGTGCAGTCCTTCAAG 

45 GCCCTGCCTTATGTCTGTCTGCTGATCGCCATGCTCTTCTTCATCTATGCCATCAT 
TGGGATGCAGGTGTTTGGTAACATTGGCATCGACGTGGAGGACGAGGACAGTGA 
TGAAGATGAGTTCCAAATCACTGAGCACAATAACTTCCGGACCTTCTTCCAGGCC 
CTCATGCTTCTCTTCCGGAGTGCCACCGGGGAAGCTTGGCACAACATCATGCTTT 
CCTGCCTCAGCGGGAAACCGTGTGATAAGAACTCTGGCATCCTGACTCGAGAGT 
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GTGGCAATGAATTTGCTTATTTTTACT 

TGATGCTGAATCTCTTTGTCGCCGTCATCATGGACAACTTTGAGTACCTCACCCG 
AGACTCCTCCATCCTGGGCCCCCACCACCTGGATGAGTACGTGCGTGTCTGGGCC 
GAGTATGACCCCGCAGCTTGCGGTCGGATTCATTATAAGGATATGTACAGTTTAT 
5 TACGAGTAATATCTCCCCCTCTCGGCTTAGGCAAGAAATGTCCTCATAGGGTTGC 
TTGCAAGCGGCTTCTGCGGATGGACCTGCCCGTCGCAGATGACAACACCGTCCAC 
TTCAATTCCACCCTCATGGCTCTGATCCGCACAGCCCTGGACATCAAGATTGCCA 
AGGGAGGAGCCGACAAACAGCAGATGGACGCTGAGCTGCGGAAGGAGATGATG 
GCGATTTGGCCCAATCTGTCCCAGAAGACGCTAGACCTGCTGGTCACACCTCACA 

1 0 AGTCCACGGACCTCACCGTGGGGAAGATCTACGCAGCCATGATGATCATGGAGT 
ACTACCGGCAGAGCAAGGCCAAGAAGCTGCAGGCCATGCGCGAGGAGCAGGAC 
CGGACACCCCTCATGTTCCAGCGCATGGAGCCCCCGTCCCCAACGCAGGAAGGG 
GGACCTGGCCAGAACGCCCTCCCCTCCACCCAGCTGGACCCAGGAGGAGCCCTG 
ATGGCTCACGAAAGCGGCCTCAAGGAGAGCCCGTCCTGGGTGACCCAGCGTGCC 

1 5 CAGGAGATGTTCCAGAAGACGGGCACATGGAGTCCGGAACAAGGCCCCCCTACC 
GACATGCCCAACAGCCAGCCTAACTCTCAGTCCGTGGAGATGCGAGAGATGGGC 
AGAGATGGCTACTCCGACAGCGAGCACTACCTCCCCATGGAAGGCCAGGGCCGG 
GCTGCCTCCATGCCCCGCCTCCCTGCAGAGAACCAGAGGAGAAGGGGCCGGCCA 
CGTGGGAATAACCTCAGTACCATCTCAGACACCAGCCCCATGAAGCGTTCAGCCT 

20 CCGTGCTGGGCCCCAAGGCCCGACGCCTGGACGATTACTCGCTGGAGCGGGTCC 
CGCCCGAGGAGAACCAGCGGCACCACCAGCGGCGCCGCGACCGCAGCCACCGCG 
:'Y ."; = : .>GG ! T€TGAGCGCTGCCTGGGCGGGTAeAGCGATGTGGACACAGGCTTGGGGACAG 

m .■•acgtgagcatgaccacggaatggggggagctgcggtggaaggagggggaggagg. 
« '<.-- • agcggggccggcccaaggatgggaagcatcgacaggaccagcaccacgagcacc 

25 agcaccaccatcccccgccccccgacaaggaccgctatgcccaggaacggccgg 
accacggccgggcacgggctcgggaccagcgctggtcccgctcgcccagcgagg 
gccgagagcacatggcgcaccggcagggcagtagttccgtaagtggaagcccag 
ccccctcaacatctggtaccagcactccgcggcggggccgccgccagctccccca 
gaccccctccaccccccggccacacgtgtcctattcccctgtgatccgtaaggcc 

30 ggcggctcggggcccccgcagcagcagcagcagcagcagcagcagcagcaggc 
ggtggccaggccgggccgggcggccaccagcggccctcggaggtacccaggccc 
cacggccgagcctctggccggagatcggccgcccacggggggccacagcagcgg 
,. cgggtcggggaggatggagaggcgggtcccaggcccggcccggagcgagtcccc 
"cagggcctgtcgacacggcggggcccggtggccggcatctggcccgcacgtgtc 

35 cgaggggcccccgggtccccggcaccatggctactaccggggctccgactacga 
cgaggccgatggcccgggcagcgggggcggcgaggaggccatggccggggcct 
acgacgcgccaccccccgtacgacacgcgtcctcgggcgccaccgggcgctcgc 
ccaggactccccgggcctcgggcccggcctgcgcctcgccttctcggcacggccg 
gcgactccccaacggctactacccggcgcacggactggccaggccccgcgggcc 

40 gggctccaggaagggcctgcacgaaccctacagcgagagtgacgatgattggtg 
ctaagcccgggcgagggaattcgatatcaagcttatcgataccgtcgacctcga 
gggggggcccggtaccaattcgccctatagtgagtcgtatta 

SEQE)NO:423 

45 >6010 BLOOD Hs.75794 gnl|UG|Hs#S2650864 Homo sapiens cDNA FLJ12746 fis, clone 
NT2RP2000842, highly similar to Human lysophosphatidic acid receptor homolog mRNA 
/cds=UNKNOWN /gb=AK022808 /gi= 10434421 /ug=Hs.75794 /len=2687 
ACGGCGCGCTGGGCTCACACTGTCCCGCCGCGGACGGGCTTTGTGGTTGGGGGC 
GCGCGTGCGAGTGCCAGTGAGAGTGTGGGTGCGCGCTGTGGGCCGCGGCGCGGG 
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TGGGTGGCCGTGCGTTCTTGCGAGCCGGCCTGCAGGAGGCGAGGCTCCCCTGGCC 
TCCCGCACCCAGCGGCGGACCGAGCCCCTGGAGGGAAGTTGCCGCAGCCGCCCG 
GGCCGCCGGCCCTCCTGTCCCGCGCCAGGTACACAGCTTCTCCTAGCATGACTTC 
GATCTGATCAGCAAACAAGAAAATTTGTCTCCCGTAGTTCTGGGGCGTGTTCACC 
5 ACCTACAACCACAGAGCTGTCATGGCTGCCATCTCTACTTCCATCCCTGTAATTTC 
ACAGCCCCAGTTCACAGCCATGAATGAACCACAGTGCTTCTACAACGAGTCCATT 
GCCTTCTTTTATAACCGAAGTGGAAAGCATCTTGCCACAGAATGGAACACAGTCA 
GCAAGCTGGTGATGGGACTTGGAATCACTGTTTGTATCTTCATCATGTTGGCCAA 
CCTATTGGTCATGGTGGCAATCTATGTCAACCGCCGCTTCCATTTTCCTATTTATT 

1 0 ACCTAATGGCTAATCTGGCTGCTGCAGACTTCTTTGCTGGGTTGGCCTACTTCTAT 
CTCATGTTCAACACAGGACCCAATACTCGGAGACTGACTGTTAGCACATGGCTCC 
TTCGTCAGGGCCTCATTGACACCAGCCTGACGGCATCTGTGGCCAACTTACTGGC 
TATTGCAATCGAGAGGCACATTACGGTTTTCCGCATGCAGCTCCACACACGGATG 
AGCAACCGGCGGGTAGTGGTGGTCATTGTGGTCATCTGGACTATGGCCATCGTTA 

1 5 TGGGTGCTATACCCAGTGTGGGCTGGAACTGTATCTGTG ATATTGAAAATTGTTC 
CAACATGGCACCCCTCTACAGTGACTCTTACTTAGTCTTCTGGGCCATTTTCAACT 
TGGTGACCTTTGTGGTAATGGTGGTTCTCTATGCTCACATCTTTGGCTATGTTCGC 
CAGAGGACTATGAGAATGTCTCGGCATAGTTCTGGACCCCGGCGGAATCGGGAT 
ACCATGATGAGTCTTCTGAAGACTGTGGTCATTGTGCTTGGGGCCTTTATCATCTG 

20 CTGGACTCCTGGATTGGTTTTGTTACTTCTAGACGTGTGCTGTCCACAGTGCGACG 
TGCTGGCCTATGAGAAATTCTTCCTTCTCCTTGCTGAATTCAACTCTGCCATGAAC 
f GCGATCATTTAGTCCTAeGGCGACAAAGAAATGAGGGCCACCTTTAGGCAGATGC 
v: -T;GTGCTGGCAGGGCAGTGAGAA.GeGCACCGGCCCGACAGAAGGGTGAGAGCGC.T. 

'K=' : u GGGGT1GCTCCCTGAAGGAGACCATCTTGGCTGG AGTTCAGAGCAAlTGACGACTC 

25 ■,£ TGTGGTTTAGAACGGAAACTGAGATGAGGAACCAGCCGTCGTCTCTTGGAGGAT 

aaacagcctccccctacccaattgccagggcaaggtggggtgtgagagaggaga 
aaagtcaactcatgtacttaaacactaaccaatgacagtatttgttcctggaccc 
cacaagacttgatatatattgaaaattagcttatgtgacaaccctcatcttgatc 
cccatcccttctgaaagtaggaagttggagctcttgcaatggaattcaagaacag 
30 actctggagtgtccatttagactacactaactagacttttaaaagattttgtgtg 
gtttggtgcaagtcagaataaattctggctagttgaatccacaacttcatttata 
tacaggcttcccttttttatttttaaaggatacgtttcacttaataaacacgttta 
... tgcctatgaggatgtttgtgatggatgagactatggactgcttttaaactaccat 

AA'ltGCAmTiTCCCTTACATAGGAAAACTGTAAGTTGGAATTATCTTTTGT'rrA 
35 GAAAGCATGCATGTAATGTATGTATGCAGTATGCCTTACTTAAAAAGATTAAAAG 
GATACTAATGTTAAATCTTCTAGGAAATAGAACCTAGACTTCAAAGCCAGTATTT 
GTTTAGGTCATGAAGCAAACAATGCTCTAATCACAATATTAACTGTTTAATTAAA 
ATGTTGTAACAAGTATAAAACAGGGAATGTAAGTTTATTACCAAAGTGATATGTA 
TTCCAAAAAAGTCATAGAAGATGAAGCACTATAATATTGTTCCCATATATTTAAA 
40 ATACCCAAGTACATTCTAATTACCAGTATATCAGAGGAAAATTTTCGTAGTCTTT 
GTAAAATAATATACTCATCATAGAAAACTTGAAAAATGCAGAAATGTATAAAAA 
AGCAAAAATGATTACTGATAATATCACAACCCAGAAGTAACCACCTTTAAAAAG 

ATACTGTAAACAGTTTTATAAGTAGATCTTTTTCATTGCAAAATTGCCACATTTTC 
45 TTATGGCATTAAAAATTTTACAAAAACATAATTTTAATGGGTATATTATATTCCAT 
TTAATGGATGCAACTCAGTTTATTTAACCATTCCCATGTTGTTAACTATTTAGGTT 
GTTTCTAATTTTCATTATTATAAAGTTGCAGAAATTTGGTGT 
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SEQIDNO:424 

>6044 BLOOD 1089570.2 L35539 g577412 Human G-protein-coupled receptor (GPR1) 
gene, complete cds. 0 

GATAAAAGTGGAATGAGGAATGCAGCCGTTCTGAACACCACCCTCCATTTCATTC 
5 TGGAACCGGGAAGGTACACCCAGGCATGACAATAGCTTCTCTCCTCACAGAAAT 
TTAACTGATTTCTTCATTCTCCATTTAGCAAGGTCATGGAAGATTTGGAGGAAAC 
ATTATTTGAAGAATTTGAAAACTATTCCTATGACCTAGACTATTACTCTCTGGAGT 
CTGATTTGGAGGAGAAAGTCCAGCTGGGAGTTGTTCACTGGGTCTCCCTGGTGTT 
ATATTGTTTGGCTTTTGTTCTGGGAATTCCAGGAAATGCCATCGTCATTTGGTTCA 

1 0 CGGGGTTCAAGTGGAAGAAGACAGTCACCACTCTGTGGTTCCTCAATCTAGCCAT 
TGCGGATTTCATTTTTCTTCTCTTTCTGCCCCTGTACATCTCCTATGTGGCCATGAA 
TTTCCACTGGCCCTTTGGCATCTGGCTGTGCAAAGCCAATTCCTTCACTGCGCAGT 
TGAACATGTTTGCCAGTGTTTTTTTCCTGACAGTGATCAGCCTGGAGCACTATATT 
CACTTGATCCATCCTGTCTTATCTCATCGGCATCGAAACCTCAAGAACTCTCTGAT 

15 TGTCATTATAT 

SEQ ID NO: 425 

>6051 BLOOD gi|762887|gb|U16953.1|HSU16953 Human potassium channel beta3 subunit 
mKNA, complete cds 

20 GCAAGATACAGTGAGTCTTAAAGTTAAGCACCGTGCAATTAGCTTTGCTTCCTTG 
GGTTTTTGAAACATGCATCTGTATAAACCTGCCTGTGCAGACATCCCGAGCCCCA 
• AGCTGGGTCTGGCAAAATGCAGTGAATCGGC , IGTAAAA^GTAGATGGCACCTAG^ f 
i. i h .. ■■■ .^©AGTGAeeAAGACTGAGCGTCAGGeGGCCTGG^vAACGTGTGAGGGGGAGTGGAG 
■ • CAGCGGAACAGAAATATGTGGAAAAGTTTGTACGTGin'CATGGAATTTCGT^^GGA' 

25 GGAAACCACCAGAGCAGAGACGGGCATGGCATACAGGAATCTTGGAAAATCAG 
GACTCAGAGTTTCTTGCTTGGGTCTTGGAACATGGGTGACATTTGGAGGTCAAAT 
TTCAGATGAGGTTGCTGAACGGCTGATGACCATCGCCTATGAAAGTGGTGTTAAC 
CTCTTTGATACTGCCGAAGTCTATGCTGCTGGAAAGGCTGAAGTGATTCTGGGGA 
GCATCATCAAGAAGAAAGGCTGGAGGAGGTCCAGTCTGGTCATAACAACCAAAC 

30 TCTACTGGGGTGGAAAAGCTGAAACAGAAAGAGGGCTGTCAAGAAAGCATATTA 
TTGAAGGATTGAAGGGCTCCCTCCAGAGGCTGCAGCTCGAGTATGTGGATGTGGT 
CTTTGCAAATCGACCGGACAGTAACACTCCCATGGAAGAAATTGTCCGAGCCAT 
...... • GAQACATGTGATAAACCAAGGCATGGCGATGTACTGGGGCACCTCGAGATGGAG 

TGCTATGGAGATCATGGAAGCCTATTCTGTAGCAAGACAGTTCAATATGATGCCA 

35 CCGGTCTGTGAACAAGCTGAGTACCATCTTTTCCAGAGAGAGAAAGTGGAGGTC 
CAGCTGCCAGAGCTCTACCACAAAATAGGTGTTGGCGCAATGACATGGTCTCCAC 
TTGCCTGTGGAATCATCTCAGGAAAATACGGAAACGGGGTGCCTGAAAGTTCCA 
GGGCTTCACTGAAGTGCTACCAGTGGTTGAAAGAAAGAATTGTAAGTGAAGAAG 
GGAGAAAACAGCAAAACAAGCTAAAAGACCTTTCCCCAATTGCGGAGCGTCTGG 

40 GATGCACACTACCTCAGCTAGCTGTTGCGTGGTGCCTGAGAAATGAAGGTGTGA 
GTTCTGTGCTCCTGGGATCATCCACTCCTGAACAACTCATTGAAAACCTTGGTGC 
CATTCAGGTTCTCCCAAAGATGACATCACATGTGGTAAATGAGATTGATAACATA 
CTGCGCAACAAGCCCTACAGCAAGAAGGACTATAGATCATAAGGCAATGCATGA 
ACCACAGAAGCTGCATGGTTAAAATAGCGGCCTGTGCCCAGTACAGAAAGGTGT 

45 TACTAACCAGTCTTTTGAATCACTTAGCAGCTTGCTGCAACCTCTAGTGTCCCTCC 
CTGGATTCTTTGAGGTGTCTGACTGTCGCTACCACTGTGCACATCTGAAAACTCA 
CAACCAAGAAAATCCATTCTATTTTCTTATCTTGGACTGGAGTCACCTATTATTGC 
ATTGCTGTATACACCTCATGCTTATGCAATGGG 
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SEQ ID NO: 426 

>61 17 BLOOD 197754.2 U67319 gl894912 Human Lice2 beta cysteine protease mRNA, 
complete cds. 0 

GACTTCAATCATCACCCAAATGTTGCTAACTCCCAAAGGCCTGCCTCCATCCAGA 
5 CCTATCTTCCAGAGCTCCCCACTCACAGGCACAGGAGTCACTACGTCAGCATTTA 
CTGTGTACCGTTTTAGGGGCTGGTCTGCAGTGAACCAGACTGCCTGTGTCCATGG 
AGCTTAGAAGAAGTGGGAAGAGCATTATCAGGCTACGAAGACAGAGTGGGGTA 
AAACAGCAGAGATCAATGAGATCAGAGCACACCCTCGGAGGAAGGGATACATG 
ACAAATGCCTGAACGGAGAGAGGGAGTGAACTGTGCAAACACACAGCCAGGAG 

10 TTTTCCAAGGACAGGGAGGAGAAAGTATAAGGCCTGCTGTACCCTCGATGCAAA 
ACATGAGAAAGCCGACTGTGCCAGTCCCAGCCGCCCTACCGCCGTGGGAACGAT 
GCTGTAATGGACTGTGTTGGTTGGCCTCCAGGCAGGAAGTGGCACTTGGAAAAG 
AACACCAGCTGCGGTGGTAGCAGTGGGATTTGTGCTTCTTATGTTACCCAGATGG 
CAGATGATCAGGGCTGTATTGAAGAGCAGGGGGTTGAGGATTCAGCAAATGAAG 

1 5 ATTCAGTGGATGCTAAGCCAGACCGGTCCTCGTTTGTACCGTCCCTCTTCAGTAA 
GAAGAAGAAAAATGTCACCATGCGATCCATCAAGACCACCCGGGACCGAGTGCC 
TACATATCAGTACAACATGAATTTTGAAAAGCTGGGCAAATGCATCATAATAAA 
CAACAAGAACTTTGATAAAGTGACAGGTATGGGCGTTCGAAACGGAACAGACAA 
AGATGCCGAGGCGCTCTTCAAGTGCTTCCGAAGCCTGGGTTTTGACGTGATTGTC 

20 TATAATGACTGCTCTTGTGCCAAGATGCAAGATCTGCTTAAAAAAGCTTCTGAAG 
AGGACCATACAAATGCCGCCTGCTTCGCCTGCATCCTCTTAAGCCATGGAGAAGA 
V ..' i- AAATGTAATTrATGGGAAAGATGGTGTCACACeAATAAAGGATTTGACAGGeGA 
,;• GTTTAGGGGGGATAGATGCAAAACGCTTTTAGAGAAAGCCAAACTCTTCITGATT 
vGAGGOJTGGCGAGGGACGGAGCTTGAlGATGGCA'fGCAGGGCGAGTGGGGGGCG 

25 ATCAATGACACAGATGCTAATGCTCGATACAAGATCCCAGTGGAAGCTGACTTCC 
TCTTCGCCTATTCCACGGTTCCAGGCTATTACTCGTGGAGGAGCCCAGGAAGAGG 
CTCCTGGTTTGTGCAAGCCCTCTGCTCCATCCTGGAGGAGCACGGAAAAGACCTG 
GAAATCATGCAGATCCTCACCAGGGTGAATGACAGAGTTGCCAGGCACTTTGAG 
TCTCAGTCTGATGACCCACACTTCCATGAGAAGAAGCAGATCCCCTGTGTGGTGT 

30 CCATGCTCACCAAGGAACTCTACTTCAGTCAATAGCCATATCAGGGGTACATTCT 
AGCTGAGAAGCAATGGGTCACTCATTAATGAATCACATTTTTTTATGCTCTTGAA 
ATATTCAGAAATTCTCCAGGATTTTAATTTCAGGAAAATGTATTGATTCAACAGG 
iGAAGAAACTTTCTGGTGCTGTCTTTTGTTCTCTGAATTTTC AG AGACTT^ 
AATGTTATTCATTTGGTGACTGTGTAACTTTCTCTTAAGATTAATTTTCrc 

35 TGTCTGTTACCTTGTTAATAGACTTAATACATGCAACAGAAGTGACTTCTGGAGA 
AAGCTCATGGCTGTGTCCACTGCAATTGGTGGTAACAGTGGTAGAGTCATGTGTG 
CACTTGGCAAAAAGAATCCCAATGTTTGACAAAACACAGCCAAGGGGATATTTA 
CTGCTCTTTATTGCAGAATGTGGGTATTGAGTGTGATTTGAATGATTTTTCATTGG 
CTTAGGGCAGATTTTCATGCAAAAGTTCTCATATGAGTTAGAGGAGAAAAAGCTT 

40 AATGATTCTGATATGTATCCATCAGGATCCAGTCTGGAAAACAGAAACCA1TCTA 
GGTGTTTCAACAGAGGGAGTTTAATACAGGAAATTGACTTACATAGATGATAAA 
AGAGAAGCCAAACAGCAAGAAGCTGTTACCACACCCAGGGCTATGAGGATAATG 
GGAAGAGGTTTGGTTTCCTGTGTCCAGTAGTGGGATCATCCAGAGGAGCTGGAA 
CCATGGTGGGGGCTGCCTAGTGGGAGTTAGGACCACCAATGGATTGTGGAAAAT 

45 GGAGCCATGACAAGAACAAAACCACTGACTGAGATGGAGTGAGCTGAGACAGA 
TAAGAGAATACCTTGGTCTCACCTATCCTGCCCTCACATCTTCCACCAGCACCTTA 
CTGCCCAGGCCTATCTGGAAGCCACCTCACCAAGGACCTTGGAAGAGCAAGGGA 
CAGTGAGGCAGGAGAAGAACAAGAAATGGATGTAAGCCTGGCCCATAATGTGA 
ACATAAGTAATCACTAATGCTCAACAATTTATCCATTCAATCATTTATTCATTGGG 
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TTGTCAGATAGTCTATGTATGTGTAAAACAATCTGTTTTGGCTTTATGTGCAAAAT 
CTGTTATAGCTTTAAAATATATCTGGAACTTTTTAGATTATTCCAAGCCTTATTTT 
GAGTAAATATTTGTTACTTTTAGTTCTATAAGTGAGGAAGAGTTTATGGCAAAGA 
TTTTTGGCACTTTGTTTTCAAGATGGTGTTATCTTTTGAATTCTTGATAAATGACT 
5 GTTTTTTTCTGCCTAATAGTAACTGGTTAAAAAACAAATGTTCATATTTATTGATT 
AAAAATGTGGTTGCTTAATTCCT 

SEQIDNO:427 

>6121 BLOOD 138709.5 U40992 g6031211 Human heat shock protein hsp40 homolog 

10 mRNA, complete cds. 0 

GGAGGCTGTCTCCTGTGTAGTGTATATTTATCTGTAAGTGAGCCGTTGGGGAAGG 
ATTGAATACAGAGACGCTGTCTGCTTGCTGCCTTAAGACAGCTAGCTGAATTGCT 
GATTAACTTTTAAAATACCCAGCTTGGTTTATTTTTCTTAGAATCTGTTGCTAAGA 
CTGGGGACGCTGTTTTCTTTTACAAAGGGAAATCTAAGTTAATTTCAAGGCATTC 

1 5 GAAATGGGGAAAGACTATTATTGCATTTTGGGAATTGAGAAAGGAGCTTCAGAT 
GAAGATATTAAAAAGGCTTACCGAAAACAAGCCCTCAAATTTCATCCGGACAAG 
AACAAATCTCCTCAGGCAGAGGAAAAATTTAAAGAGGTCGCAGAAGCTTATGAA 
GTATTGAGTGATCCTAAAAAGAGAGAAATATATGATCAGTTTGGGGAGGAAGGG 
TTGAAAGGAGGAGCAGGAGGTACTGATGGACAAGGAGGTACCTTCCGGTACACC 

20 TTTCATGGCGATCCTCATGCTACATTTGCTGCATTTTTCGGAGGGTCCAACCCCTT 
TGAAATTTTCTTTGGAAGACGAATGGGTGGTGGTAGAGATTCTGAAGAAATGGA 
: ' .. vv;aATAGATGGTGATGCTTTTAGTGOGTOGGTTTGAGGATGA 1 \TGGATAT.GCAAGA . 

. • - ^GAGAGGAATI'GTGTGGGGCGATGCCGCG^GA/^ACAAGATCGTGCAGTTATTCATG 
. • •^AAGTTAGAGTATCACTTGAAGAGATATATAGTGG'rrGTACCAAAGGGATGAAGA 

25 TTTCTCGAAAAAGGCTAAACGCTGATGGAAGGAGTTACAGATCTGAGGACAAAA 
TTCTTACCATTGAGATTAAAAAAGGGTGGAAAGAAGGCACCAAAATTACTTTTCC 
AAGAGAAGGAGATGAAACACCAAATAGTATTCCAGCAGACATTGTTTTTATCATT 
AAAGACAAAGATCATCCAAAATTTAAAAGGGATGGATCAAATATAATTTATACT 
GCTAAAATTAGTTTACGAGAGGCATTGTGTGGCTGCTCAATTAATGTACCAACAC 

30 TGGATGGAAGAAACATACCTATGTCAGTAAATGATATTGTGAAACCCGGAATGA 
GGAGAAGAATTATTGGATATGGGCTGCCATTTCCAAAAAATCCTGACCAACGTG 
GTGACCTTCTAATAGAATTTGAGGTGTCCTTCCCAGATACTATATCTTCTTCATCC 
r, AAAGAAG'l AC'O AGG AAACATCTTCCTGCCTCATAGAATGAAG AAC'lTTGTrAGA ^, 
CATATTTTGATAAGGCACTGAAAATATAAAAGGACTGGTAGTrrACTGATGTAGA 

35 TGTGAATTCTGTATAAAGATGTGTAAATTCTTTTGAGGGTTCATTAAATTGCATG 
AATAGAGACGGGTCAAATAAATAGGCAAAAGGGATTTTTACAGTTAGAGATAAA 
AGAGAAAACCATTCACTGTATTTTATTTCATTTCTCCTGATTCAGATATTTTTAGT 
AATTTGCTTATATGTAAAAGTTGTTTTTGTGGAGTCAGTGGATATATTTCTAATGA 
AGTGCTAGACTATCCAATTACTTAATTTCTTATACCTTTAGATAATCAGTATGAAA 

40 AGTTCCCATTTATAATGGAAATGAAAATTCTTAACTAAACTATACATGTAATATG 
TATTTCTAGAAGAGAATAAAAACCCAAGTCAGTTATTAGATTTAAATCACCTTCT 
GAAATGCTGCTATAGGGCTGGTATCTGTAAAAGAATATCCTGATGCATCTGTTTC 
ACCATTTTGATTTTTAAAGTATGCTGTAGCATTTCTTAATAACATCGTTGTGATGT 
TCITAAGGCAGATCTTTCTTCATAAAAAGGAAAGTAATGGCAATTTCTCTCCTGT 

45 GGAAATCCCAATTGCTTGAATTACTGATATTTTAGAATAGACTTTTTAAAATGCC 
ATATGTAATTTTATGCAAGTTGACTATATATCTTGTACTTAATAAATTATAGGCTC 
ATTTTGTTCTCTGCTAGTTTAAAGTAATTCGTTTAATAATAGATGTGTTTTTAGAG 
GAAATGCTGTTACTTGGAATTAATTTTCCAGTTATACAGTCTTCTATAACTTACTA 
ATAATATTCTATATGTACTTTATGTAATTTCCCTAAAAAGAATGAACTACCACTA 
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CACTATGGTGTTAAACCAAAATATAGGGAAAATAAACACTAACTGCTGCTTATG 
GATAATGTTGCAACTACTTGTTATGCATATAAATATTTTACTTTTTCACATGTATA 
GATTGCATTTCTTAGGTGTTTTAATTTTTTAAATATATTTATGTTTTAAAAATTTAG 
TTTTGTTTTCTGTTTTATAACTATAGTGAGAATGATC 
5 GTTATAAAATAGTTTTCAGGATTATATATATATATACTGGATCCTATCGCCTTTTA 
GTAGAATATGAAATATTCTTTTAGAAATCCAATATAAATAGGTTATAATAGCCAT 
ATTCTTTATTACTTTATTGAGATATAATTTACATGCCATAAAGTTTACCCTTAAAA 
TAGATAATTCAGTGGTTTTTAGTGATATTTACAAAGTGGTACAATCATCATCACTT 
TCTAATTCCAGAATATT 

10 

SEQ ID NO: 428 

>6133 BLOOD 474194.5 M88279 gl 86389 Human immunophilin (FKBP52) mRNA, 
complete cds. 0 

GCCGCGTGCAGAGGTGCTCAAGCCTCCTGCGCGGTCCGCAGTCAGTGCCGCCGC 

1 5 GCCCGGCCTCCCGCACGCCCCGCAGGTAGCGCCCCCGCCCGCGGCCCAGAGTGC 
GCTCGCGCCGGCACCAGCTCCCGGATAAACGGCGCGCCGCGCGGAGATGACAGC 
CGAGGAGATGAAGGCGACCGAGAGCGGGGCGCAGTCGGCGCCGCTGCCCATGG 
AGGGAGTGGACATCAGCCCCAAACAGGACGAAGGCGTGCTGAAGGTCATCAAG 
AGAGAGGGCACAGGTACAGAGATGCCCATGATTGGGGACCGAGTCTTTATCCAC 

20 TACACTGGCTGGGCTATTAGATGGCACAAAGTTTGACTCCAGTCTGGATCGCAAG 
GACAAATTCTCCTTTGACCTGGGAAAAGGGGAGGTCATCAAGGCTTGGGACATT 
"J J V> • . : - ■•: •GCGATAGCCACCATGAAGGTGGGGGAGGTGTGGGACATCACCTGCAAACCAGAA 
■ ■ : . TATGGCTACGGTTGAGCAGGCAG.TCGTCCAAAGATTGGCGCCAATGG.GACGGTTG 
•:•>,' * . TATTTGAGGTGGAGTTGTTTGAGTTTAAGGGAGAAGATGTGACGGAAGAGGAAG • <'•" 

25 ATGGCGGAATCATl'CGCAGAATACAGACTCGCGGTGAAGGCTATGCTAAGCCCA 
ATGAGGGTGCTATCGTGGAGGTTGCACTGGAAGGGTACTACAAGGACAAGCTCT 
TTGACCAGCGGGAGCTCCGCTTTGAGATTGGCGAGGGGGAGAACCTGGATCTGC 
CTTATGGTCTGGAGAGGGCCATTCAGCGCATGGAGAAAGGAGAACATTCCATCG 
TGTACCTCAAGCCCAGCTATGCTTTTGGCAGTGTTGGGAAGGAAAAGTTCCAAAT 

30 CCCACCAAATGCTGAGCTGAAATATGAATTACACCTCAAGAGTTTTGAAAAGGC 
CAAGGAGTCTTGGGAGATGAATTCAGAAGAGAAGCTGGAACAGAGCACCATAGT 
GAAAGAGCGGGGCACTGTGTACTTCAAGGAAGGTAAATACAAGCAAGCTTTACT 
, , AGAGTATAAGAAGATCGTGTCTTGGCTGGAATATGAGTCTAGTTTTTCCAATGAG- . 
GAAGCACAGAAAGCACAGGCCCTTCGACTGGCCTCTCACCTCAACCTGGCCATGT 

35 GTCATCTGAAACTACAGGCCTTCTCTGCTGCCATTGAAAGCTGTAACAAGGCCCT 
AGAACTGGACAGCAACAACGAGAAGGGCCTCTTCCGCCGGGGAGAGGCCCACCT 
GGCCGTGAATGACTTTGAACTGGCACGGGCTGATTTCCAGAAGGTCCTGCAGCTC 
TACCCCAACAACAAAGCCGCCAAGACCCAGCTGGCTGTGTGCCAGCAGCGGATC 
CGAAGGCAGCTTGCCCGGGAGAAGAAGCTCTATGCCAATATGTTTGAGAGGCTG 

40 GCTGAGGAGGAGAACAAGGCCAAGGCAGAGGCTTCCTCAGGAGACCATCCCACT 
GACACAGAGATGAAGGAGGAGCAGAAGAGCAACACGGCAGGGAGCCAGTCTCA 
GGTGGAGACAGAAGCATAGCCCCTCTCCACCAGCCCTACTCCTGCGGCTGCCTGC 
CCCCCAGTCTCCCCACTCCACCCTGTTAGTTTTGTAAAAACTGAAGAATTTTGAGT 
GAATTAGACCTTTATTTTTCTATCTGGTTGGATGGTGGCTTTAGGGGAAGGGGGA 

45 AAGGTGTAGGCTGGGGGATTGAGGTGGGGAATCATTTTAGCTGGTGTCAGCCCCT 
CTTCCCTTCCTCCATTGCACATGAACATATGTCCATCCATATATATTCATCAGAAT 
GTTAATTTATTTTGCTCCCTCTGTTAGGTCCATTTTCTAAGGGTAGAAGAGGCAAG 
TGGTAGGGATGAGGTCTGATAAGAACCCAGGGTGGAGAGGGAGACTCCTGGGCA 
GCCGTTTTCCTCATCCrTTCCCTCTCCCAGTCCATTTCCAAATGTGGCCTCCATGT 
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GGGTGCTAGGGACATGGGAAAAACCACTGCTATGCCATTTCTTCTCTCTGTTCCC 
TTCCTCACCCCCGACGGTGTGGCTGATGATGTCTTCTGGTGTCATGGTGACCACC 
CCCTGTTCCCTGTTCTGGTATTTCCCCTGTCAGTTTCCCCTCTCGGCCAGGTTGTGT 
CCCAAAATCCCCTCAGCCTCTTCTCTGCACGTTGCTGAAGGTCCAGGCTTGCCTC 
5 AAGTTCCATGCTTGAGCAATAAAGTGGAAACAATAAAACCTGGGTGTCAGACAA 
CCCTTTCTGTT 

SEQ ID NO: 429 

>6157 BLOOD Hs.1613 gnl|UG|Hs#S4015 H.sapiens mRNA for A2a adenosine receptor 
10 /cds=(893,2131) /gb=X68486 /gi=400451 /ug=Hs.l613 /len=2988 

CATCACCITITTTTAAGTAGTAAGAATAAAGCCACTGTATGATTCTCTTAATAGCT 

ATACATTAATCCTGTTTTTAGTGCTGACTGGGCCAGCCTTCCGGGAACTGGAGTC 

TGTCTCTTTCAGTGCTTTTTTGTTTTT^ 

GGCTCACCACAGCCTTAACCTCCAGGGCTCCAGCAATCCTCCCACCTCAGCCTCC 

1 5 TGAGTAGCTGGGACCACAGGTGTGTGCCACCATCTCCAGCAGTTTGTTTATTTAT 
TTTTTCTTTTTTTTTTTTTGGTAGAAATGGGCTTTTCGCCCATGTTGCCCAAGCTGG 
TCTTGCACTTCTGGGCTGAAGCAATCCTCTCGCCTTGGCCTCCCAGAGCCTTGGG 
ATTACAGAATCATGGGTGAGAGCTGGCATGGCCCCTAGAGGTCATTTGGGGTCC 
AGCTGCCTCACCGTATCAATGAGGAAACTGAGGCCCAGAAAAGAAAAGCATTTT 

20 TGCCCAGAGTCCCTCAGAAAAAAACAGACCACATCTGATCCTTGGCCCTGAGTCC 
AGAGTGGGAGGCACCGTGACAACAATGCGCAGAGCAGGGAATGCAGGGAGCCA 
• TGGATAGTGCTGGGGTGCGTCAGGAAGCCTGAAGGTGGGCTGAGCCATGATGCT .• . 

• . •:■ GGTGGCAGAACGCGrGCAGAGSGCCTGGTTTGAGGAGACTCAGAGTGGTGTGTGA. - 
AAAAGGCCTTGGAGAGCGCCCGAGCAGGGGTGCACTTGGGTCCTGTGAGGAAGG •• 

25 GGCTCAGGGGTCTGGGCCCCTCCGCCTGGGCCGGGCTGGGAGCCAGGCGGGCGG 
CTGGGCTGCAGCAATGGACCGTGAGCTGGCCCAGCCCGCGTCCGTGCTGAGCCT 
GCCTGTCGTCTGTGGCATGCCCATCATGGGCTCCTCGGTGTACATCACGGTGGAG 
CTGGCCATTGCTGTGCTGGCCATCCTGGGCAATGTGCTGGTGTGCTGGGCCGTGT 
GGCTCAACAGCAACCTGCAGAACGTCACCAACTACTTTGTGGTGTCACTGGCGGC 

30 GGCCGACATCGCAGTGGGTGTGCTCGCCATCCCCTTTGCCATCACCATCAGCACC 
GGGTTCTGCGCTGCCTGCCACGGCTGCCTCTTCATTGCCTGCTTCGTCCTGGTCCT 
CACGCAGAGCTCCATCTTCAGTCTCCTGGCCATCGCCATTGACCGCTACATTGCC 
, ATCCGCATCCCGCTCCGGTACAATGGCTTGGTGAGCGGGAGGAGGGGT/^AGGGC 
ATCATTGCCATCTGCTGGGTGCTGTCGTTTGCCATCGGCCTGACICCCATGCTAGG 

35 TTGGAACAACTGCGGTCAGCCAAAGGAGGGCAAGAACCACTCCCAGGGCTGCGG 
GGAGGGCCAAGTGGCCTGTCTCTTTGAGGATGTGGTCCCCATGAACTACATGGTG 
TACTTCAACTTCTTTGCCTGTGTGCTGGTGCCCCTGCTGCTCATGCTGGGTGTCTA 
TTTGCGGATCTTCCTGGCGGCGCGACGACAGCTGAAGCAGATGGAGAGCCAGCC 
TCTGCCGGGGGAGCGGGCACGGTCCACACTGCAGAAGGAGGTCCATGCTGCCAA 

40 GTCACTGGCCATCATTGTGGGGCTCTTTGCCCTCTGCTGGCTGCCCCTACACATCA 
TCAACTGCTTCACTTTCTTCTGCCCCGACTGCAGCCACGCCCCTCTCTGGCTCATG 
TACCTGGCCATCGTCCTCTCCCACACCAATTCGGTTGTGAATCCCTTCATCTACGC 
CTACCGTATCCGCGAGTTCCGCCAGACCTTCCGCAAGATCATTCGCAGCCACGTC 
CTGAGGCAGCAAGAACCTTTCAAGGCAGCTGGCACCAGTGCCCGGGTCTTGGCA 

45 GCTCATGGCAGTGACGGAGAGCAGGTCAGCCTCCGTCTCAACGGCCACCCGCCA 
GGAGTGTGGGCCAACGGCAGTGCTCCCCACCCTGAGCGGAGGCCCAATGGCTAT 
GCCCTGGGGCTGGTGAGTGGAGGGAGTGCCCAAGAGTCCCAGGGGAACACGGGC 
CTCCCAGACGTGGAGCTCCTTAGCCATGAGCTCAAGGGAGTGTGCCCAGAGCCC 
CCTGGCCTAGATGACCCCCTGGCCCAGGATGGAGCAGGAGTGTCCTGATGATTCA 
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TGGAQTTTGCCCCTTCCTAAGGGAAGGAGATCITrATCTTTCTGGTTGGCTTGACC 
AGTCACGTTGGGAGAAGAGAGAGAGTGCCAGGAGACCCTGAGGGCAGCCGGTTC 
CTACTTTGGACTGAGAGAAGGGAGCCCCAGGCTGGAGCAGCATGAGGCCCAGCA 
AGAAGGGCTTGGGTTCTGAGGAAGCAGATGTTTCATGCTGTGAGGCCTTGCACCA 
5 GGTGGGGGCCACAGCACCAGCAGCAGCATCTTTCTGGGCAGGCCCAGCCCTCCA 
CTGCAGAAGCATCTGGAAGCACCACCTTGTCTCCACAGAGCAGCTTGGGCACAG 
CAGACTGGCCTGGCCCTGAGACTGGGGAGTGGCTCCAACAGCCTCCTGCCACCC 
ACACACCACTCTCCCTAGACTCTCCTAGGGTTCAGGAGCTGCTGGGCCCAGAGGT 
GACATTTGACTTTTTTCCAGGAAAAATGTAAGTGTGAGGAAACCCCTTTTATTTT 

1 0 ATTACCTTTCACTCTCTGGCTGCTGGGTCTGCCGTCGGTCCTGCTGCTAACCTGGC 
AGCAGAGCCTCTGCCCGGGGAGCCTCAGGCAGTCCTCTCCTGCTGTCACAGCTGC 
CATCCACTTCTCAGTCCCAGGGCCATCTCTTGGAGTGACAAAGCTGGGATCAAGG 
ACAGGGAGTTGTAACAGAGCAGTGCCAGAGCATGGGCCCAGGTCCCAGGGGAG 
AGGTTGGGGCTGGCAGGCCACTGGCATGTGCTGAGTAGCGCAGAGCTACCCAGT 

1 5 GAGAGGCCTTGTCTAACTGCCTTTCCTTCTAAAGGGAATGTTTTTTTCTGAGATAA 
AATAAAAACGAGCCACATCGTGTTTTAAG 

SEQ ED NO: 430 

>6176 BLOOD 480902.3 X83860 g633213 Human mRNA for prostaglandin E receptor 
20 (EP3c). 0 

ACCAGAGGTTTCCCAGAGAGGAAGGCGTGGCTCCCTCCCGGGCCAGTGAGCCCT 
GGGGCCGCGGGGGGCGGGGTCGGAGGAGCGGAGTAGGGCGGCGGCTGGGCGGGG.' 
h ; CACCATGGGGGGGAGGGGAGGCGGAGGGGGGG^AAAGGCCGACCTGGGGGGCGG , i 
*. • GCGGGGGCCGTeEGGGGCGTCCGGGTGCGGCTCTGTGGACGGCATGGGCTCCTCAG 

25 CTCGAAGCCAACATGAAGGAGACCCGGGGCTACGGAGGGGATGCCCCCTTGTGC 
ACCCGCCTCAACCACTCCTACACAGGCATGTGGGCGCCCGAGCGTTCCGCCGAG 
GCGCGGGGCAACCTCACGCGCCCTCCAGGGTCTGGCGAGGATTGCGGATCGGTG 
TCCGTGGCCTTCCCGATCACCATGCTGCTCACTGGTTTCGTGGGCAACGCACTGG 
CCATGCTGCTCGTGTCGCGCAGCTACCGGCGCCGGGAGAGCAAGCGCAAGAAGT 

30 CCTTCCTGCTGTGCATCGGCTGGCTGGCGCTCACCGACCTGGTCGGGCAGCTTCT 
CACCACCCCGGTCGTCATCGTCGTGTACCTGTCCAAGCAGCGTTGGGAGCACATC 
GACCCGTCGGGGCGGCTCTGCACCTTTTTCGGGCTGACCATGACTGTTTTCGGGC 
TCTCCTCGTTGTTCATCGCCAGCGCCATGGCCGTCGAGGGGGGGCTGGGCATCAG 
' GGCGCCGCACTGGTATGCGAGCCACATGAAGACGCGTGCCACGGGCGCTGTGCT 

35 GCTCGGCGTGTGGCTGGCCGTGCTCGCCTTCGCCCTGCTGCCGGTGCTGGGCGTG 
GGCCAGTACACCGTCCAGTGGCCCGGGACGTGGTGCTTCATCAGCACCGGGCGA 
GGGGGCAACGGGACTAGCTCTTCGCATAACTGGGGCAACCTTTTCTTCGCCTCTG 
CCITrGCCTTCCTGGGGCTCTTGGCGCTGACAGTCACCTTTTCCTGCAACCTGGCC 
ACCATTAAGGCCCTGGTGTCCCGCTGCCGGGCCAAGGCCACGGCATCTCAGTCCA 

40 GTGCCCAGTGGGGCCGCATCACGACCGAGACGGCCATTCAGCTTATGGGGATCA 
TGTGCGTGCTGTCGGTCTGCTGGTCTCCGCTCCTGATAATGATGTTGAAAATGAT 
CTTCAATCAGACATCAGTTGAGCACTGCAAGACACACACGGAGAAGCAGAAAGA 
ATGCAACTTCTTCTTAATAGCTGTTCGCCTGGCTTCACTGAACCAGATCTTGGATC 
CTTGGGTTTACCTGCTGTTAAGAAAGATCCTTCTTCGAAAGTTTTGCCAGGTAGC 

45 AAATGCTGTCTCCAGCTGCTCTAATGATGGACAGAAAGGGCAGCCTATCTCATTA 
TCTAATGAAATAATACAGACAGAAGCATGAAAGAAAACACTTAACTTGCATGTG 
CACAGCTTTTGGTAACAAATATCGCTAAACCTTACTGTGAATTTAGGCATCTCTG 
GCATGCCACTGTTTATGCATTGAAGTGGAATTTTTGGTATAAAGCTAAATGGTCT 
TAGAAGCATAGAAAATCCCTATGTGCCAAAAGTAGTGAAACACAAACAAAGGAA 
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AATATATTAATAACAGTCTAGTGTTTTTGTTGAGTCTGCCATTCGTAGCTGAATAT 
GTGATTAATTATGTGATGAAAACATTTTTTATAAATGATCTTGGTCTATTGGGGA 
GCGGGGATAGTTAATATTCCAGTACACTGAATACATGAGGAATTTAACCACATAC 
ATCATTGAAGACAAGGGATAGCAGTTTGTTTTTATTCAAAGACATTGCTGTGTTC 
5 TCTTTCATTGCCTCTCTCGCTTTCTGTCACTTTTTTCCTCCTTACATTAAAGAAAAG 
TTTAATTACAGTTAAAAATGTATAATGTATTTATAATATTCATCGATACCATTATT 
CAAATATTGCTCAATACAGCAAATTAGCTCCTAACCTAACAAAGrrTAAGTTTAC 
TTGGATTGATAATTAGGTTTACTCTTTATCTGAATAAGAACCAATTCCATTTGTTT 
GAAATATGGAGTTTGTGACTACCCAAATTGCTAATTATTCTTTCTTTTGAATATAT 

1 0 TTTACATTTCTATGAGCCTAAGGAAGATTC ATGAAACTGACCTATGAGAGTCGTG 
AAGTGGTTTTTCAGAATGCTATGTAAGGACCGATTTGAGCACTAACTATAGGTAC 
TCTGAATATATATTTCCCTTGATTATTCACCAAAAGTGTTCCCCAGTCTTTGACTC 
TTTAAATTCCAATACTGATTCCAAAACAAATAAATATTTTGAAGACTCAATGAAT 
ACTTTCCATATTTTGGCCTATTTATATAAGAAAGTTAATAACATTGACCCTTCACA 

1 5 GCTCTTCTGCCTGCTCCTCAAAGTGGCTCTATCTAAATATTTATTACTAAAATGTT 
TTTCCTACAGTCTACATGAATACAAACCTCAATAGCTAAGCTTGACGTATTTGTG 
CACAAGTAGATCACTACATTAAGTTTTGGGAATTGCACTTCTTAAAAATGTCTCC 
CCACCAAACATAGTAATCCTGTAGTTATGCCTACACAAAGCTTGCCATATTCTTT 
GGTCGATTCATTTTGTAAACCCATTAACTTTTTATTGTGAAGATTTTCATTTGCAG 

20 TTTCTTGCACTGCTTTTCTAGTTTTTTAAAAGCTTGAGATTTATTTATACTTCTTGT 
AGTAACTGCATATTTCTGTGTGTGTTTAGTGGTAAAGAATTAATTTTGATAGGTA 
. ■ : 7 • <f : GAAJATGTGTATCAGATXGATATATAGAGGAGCCTATGTCAATTGGGGGTAATTA- • 

r,".. aT3rjTAAATGA€<MTGTC^ ■•■ 
■'■:%•:■-.< 3.TGTAATTAATGATGGTTGTACTAACTAAATTTTGGAAA/VGGTGATA1AA : 
, ■ 2S TACTAAAATCTCTCTATGCCATAGAATTGGATTATCCTGTAGGTCATCTCATTGGG 
TCTAAGACAAAACTACCTACTTTTTTTCAAAAGTGCACTGAAATCACATAATAAA 
GAGGCTTTACCTCTTGGTTGGTCCTGTGACCCTAAGTTCTAGTCAGATAGACACA 
GAGGCAATGTGAATTTGAGTGGCATGAGCATGATTAGGTTATTCCTTCCAGCATC 
TAGTATAGCACCTGGAATATAGAAACTGTCTAATACATATTTATTCAGTGAATCA 

30 ATGAGCAGAAGTTTGCCAGGACAGTACACATTGGCAAGGCACATACCATATGAT 
TGAAGTGCTTCATGCCATTACAGTCCATCAGGCTGATAAAGTGAATTATTTCTGA 
TTATTTAATTACAGAAATATGAATTTATCTTCAAGGGGTTAGTGTCATACTGCTGT 
ACAACACAGTGGTTTATTTATACTAATAATTTAGGAGAGIGATAC3JXCCAAATGA 
TAGTGGACATTACTATCANAAGAATATCACTTTTCATCAAACTGCAAAAATACAG 

35 AAAGGCAAAAAACCTGACACTTATTCTTAACTGCAAATTAAATTCCTGCCCAGGG 
GATATATTTTAGGTGGGGATGAATGGCAGCTTTTGTGTTTTTTTTAACAAGCTTGA 
AAGGGAGGTGGAAAACAAAGAAATTATGTAAATGGCATATGAGTTTTATTATCT 
AGGCATTCGTTAGTATGGGGAAACCTGCATAAGCAACTGAAAATCCCAAATGAT 
TTCAGCCTTTTCATGATGGTTGAGGTTAGATTTCAGAGATGTACAGAGACTAGAG 

40 CGGTGGTTAGAAAGAGGATATATGTAGTCACAGCAGAAAGACGTGTCTAAGTTT 
AATTTTATTGGCTTTCAAGTTCACTCATGTATACTTAGTTTGTCCATACATATGTC 
TAATCAGGAAAAATGCATGTATAGATTATGACAATTCCTGAATTTTGAAGTATTG 
GTTAAAAGACAATTAAAGGCCAAGAAAACCATGGTGGAAGAAGTAAGCGAATG 
AAATGTAGAAATATATGTAAAATTAGCAAGTGTCAATTTTACCAAGTAGTGTTGA 

45 TTTTCCAAACAATGAATTTATATACTATGCTGAGTCACAGAGAAGAATGATCACA 
TGTTACTTAATGAGAGCAGTTTACTTTTCAAATAAAATAGGTATGATGAATGTCT 
TAAAAATATCTTGAAGTTGAAGAAACAAAAATGAGTTATCTCAATATTTACCAAG 
TTAACCTAGTGCTGTATATATCCCAAGATATTTTAGGTAAATGTAAGTGTTTAATC 
ATGCCAGATTTAAACTAGTCTGAAATATAGGGTATACATATATTTCTACTTACAT 
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TTCTTTATTTTATGAAATATCCGACCATGTTGCAGAAAATAATGCAAAACCTCAT 
GTAAGTTAACTATGAAAGATCCTGTGAGCACATTGGCATTGAGTGACAGACAAA 
CTAAAAACTGGCAAACAGTATTTTAATAAGGGGGTCACTCTGTGGCAGTATTCTA 
ATATTGGATTTTCAAGTAGATTAGGCTTTTTATTTATTCAACGCTTTTTATAATTTT 
5 GTTCTTTTTGACTCCAAATTATTGGTCAGCTTTCAACCTTCTCCACATCAGCAATC 
ACTAATAGTTCTTTTGGTTGAGATCAACTCAGAA 

SEQIDNO:431 

>6204 BLOOD 350550.3 S74902 g984506 Human P2U nucleotide receptor mRNA, 
10 complete cds. 0 

GGGGAACAGCGCAGGGAGGTGGGTAGCCGGGCTCCCAGGCACGTGGGTCTCTGC 
GGCTGCGGCGGGACCCGGGCACTGGCACCCGGGAGCGGCGGCGACGGCACCCCG 
AGAGGAGAAGCGCAGCGCAGTGGCGAGAGGAGCCCCTTGTGGCAGCAGCACTA 
CCTGCCCAGAAAAATGCTGGAGGCTGGGCGTGGCCCCAGGCCTGGGGACCTGTT 

1 5 TTTCCTGTTTCCCGC AGAGTTCCCTGCAGCCCGGTCCAGGTCCAGGCGTGTGCATT 
CATGAGTGAGGAACCCGTGCAGGCGCTGAGCATCCTGACCTGGAGAGCAGGGGC 
TGGTCAGGGCGATGGCAGCAGACCTGGGCCCCTGGAATGACACCATCAATGGCA 
CCTGGGATGGGGATGAGCTGGGCTACAGGTGCCGCTTCAACGAGGACTTCAAGT 
ACGTGCTGCTGCCTGTGTCCTACGGCGTGGTGTGCGTGCTTGGGCTGTGTCTGAA 

20 CGCCGTGGCGCTCTACATCTTCTTGTGCCGCCTCAAGACCTGGAATGCGTCCACC 
ACATATATGTTCCACCTGGCTGTGTCTGATGCACTGTATGCGGCCTCCCTGCCGCT 

.; ,,' ' .';;GGTGGTGTATTACTAGGCG€GGGGGGACCACTGGCCCTTCAGCAGGGTGGTGTGC 
C-'-ii ^iAGCTGGTGCGCTTCGI^ra^ : 
. ,• iGlGGATCAGCGTGC ACGGGTGTCTGGGCGTGTTACGAGCTCTGGGGTCCCTGCGG ' 

25 ifTGGGGCCGGGCCCGCTACGCTCGCCGGGTGGCCGGGGCCGTGTGGGTGTTGGTG 
CTGGCCTGCCAGGCCCCCGTGCTCTACTTTGTCACCACCAGCGCGCGCGGGGGCC 
GCGTAACCTGCCACGACACCTCGGCACCCGAGCTCTTCAGCCGCTTCGTGGCCTA 
CAGCTCAGTCATGCTGGGCCTGCTCTTCGCGGTGCCCTTTGCCGTCATCCTTGTCT 
GTTACGTGCTCATGGCTCGGCGACTGCTAAAGCCAGCCTACGGGACCTCGGGCG 

30 GCCTGCCTAGGGCCAAGCGCAAGTCCGTGCGCACCATCGCCGTGGTGCTGGCTGT 
CTTCGCCCTCTGCTTCCTGCCATTCCACGTCACCCGCACCCTCTACTACTCCTTCC 
GCTCGCTGGACCTCAGCTGCCACACCCTCAACGCCATCAACATGGCCTACAAGGT 
TACCCGGCCGCrGGCCAGTGCTAAGAGlTGCCTTGAGC.GCGTGCTCTACTTCCTG 
GCTGGGCAGAGGCTCGTACGCTTTGCCCGAGATGCCAAGCCACCCACTGGGCCC 

35 CAGCCCTGCCACCCCGGCTCGCCGCAGGCTGGGCCTGCGCAGATCCGACAGAAC 
TGACATGCAGAGGATAGAAGATGTGTTGGGCAGCAGTGAGGACTCTAGGCGGAC 
AGAGTCCACGCCGGCTGGTAGCGAGAACACTAAGGACATTCGGCTGTAGGAGCA 
GAACACTTCAGCCTGTGCAGGTTTATATTGGGAAGCTGTAGAGGACCAGGACTTG 
TGCAGACGCCACAGTCTCCCCAGATATGGACCATCAGTGACTCATGCTGGATGAC 

40 CCCATGCTCCGTCATTTGACAGGGGCTCAGGATATTCACTCTGTGGTCCAGAGTC 
AACTGTTCCCATAACCCCTAGTCATCGTTTGTGTGTATAAGTTGGGGGAATTAAG 
TTTCAAGAAAGGCAAGAGCTCAAGGTCAATGACACCCCTGGCCTGACTCCCATG 
CAAGTAGCTGGCTGTACTGCCAAGGTACCTAGGTTGGAGTCCAGCCTAATCAAGT 
CAAATGGAGAAACAGGCCCAGAGAGGAAGGTGGCTTACCAAGATCACATACCA 

45 GAGTCTGGAGCTGAGCTACCTGGGGTGGGGGCCAAGTCACAGGTTGGCCAGAAA 
ACCCTGGTAAGTAATGAGGGCTGAGTTTGCACAGTGGTCTGGAATGGACTGGGT 
GCCACGGTGGACTTAGCTCTGAGGAGTACCCCCAGCCCAAGAGATGAACATCTG 
GGGACTAATATCATAGACCCATCTGGAGGCTCCCATGGGCTAGGAGCCAGTGTG 
AGGCTGTAACTTATACTAAAGGTTGTGTTGCCTGCTGAAAAAAA 
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SEQIDNO:432 

>6217 BLOOD gi|535478|gb|U12512.1|HSU12512 Human bradykinin receptor Bl subtype 
mRNA, complete cds 

5 CTGTGCATGGCATCATCCTGGCCCCCTCTAGAGCTCCAATCCTCCAACCAGAGCC 
AGCTCTTCCCTCAAAATGCTACGGCCTGTGACAATGCTCCAGAAGCCTGGGACCT 
GCTGCACAGAGTGCTGCCGACATTTATCATCTCCATCTGTTTCTTCGGCCTCCTAG 
GGAACCTTTTTGTCOrGTTGGTCTTCCTCCTGCCCCGGCGGCAACTGAACGTGGC 
AGAAATCTACCTGGCCAACCTGGCAGCCTCTGATCTGGTGTTTGTCTTGGGCTTG 

1 0 CCCTTCTGGGCAGAGAATATCTGGAACCAGTTTAACTGGCCTTTCGGAGCCCTCC 
TCTGCCGTGTCATCAACGGGGTCATCAAGGCCAATTTGTTCATCAGCATCTTCCT 
GGTGGTGGCCATCAGCCAGGACCGCTACCGCGTGCTGGTGCACCCTATGGCCAG 
CGGAAGGCAGCAGCGGCGGAGGCAGGCCCGGGTCACCTGCGTGCTCATCTGGGT 
TGTGGGGGGCCTCTTGAGCATCCCCACATTCCTGCTGCGATCCATCCAAGCCGTC 

1 5 CCAGATCTGAACATCACCGCCTGCATCCTGCTCCTCCCCCATGAGGCCTGGCACT 
ITGCAAGGATTGTGGAGTTAAATATTCTGGGTTTCCTCCTACCACTGGCTGCGAT 
CGTCTTCTTCAACTACCACATCCTGGCCTCCCTGCGAACGCGGGAGGAGGTCAGC 
AGGACAAGAGTGCGGGGGCCGAAGGATAGCAAGACCACAGCGCTGATCCTCAC 
GCTCGTGGTTGCCTTCCTGGTCTGCTGGGCCCCTTACCACTTCTTTGCCTTCCTGG 

20 AATTCTTATTCCAGGTGCAAGCAGTCCGAGGCTGCTTTTGGGAGGACTTCATTGA 
CCTGGGCCTGCAATTGGCCAACTTCTTTGCCTTCACTAACAGCTCCCTGAATCCA 

. ..■ ■; i SGIAATlTATGTCaTTGTGGGCCGGCTCTTCAGGACCAAGGTCTGGGAACTTTATA. '•• 
\ ■ :>,:■■■ l>>'iAACAAJ£iCACG<2GTAAAA^ r, 

SEQDDNO: 433 

>6227 BLOOD gi|] 82389|gb|M57285.1|HUMFACX Human coagulation factor X (F10) 
mRNA, complete cds 

ATGGGGCGCCCACTGCACCTCGTCCTGCTCAGTGCCTCCCTGGCTGGCCTCCTGC 

30 TGCTCGGGGAAAGTCTGTTCATCCGCAGGGAGCAGGCCAACAACATCCTGGCGA 
GGGTCACGAGGGCCAATTCCTTTCTTGAAGAGATGAAGAAAGGACACCTCGAAA 
GAGAGTGCATGGAAGAGACCTGCTCATACGAAGAGGCCCGCGAGGTCTTTGAGG 
ACAGCGACAAGACGAATGAATTCTGGAATAAATAGAAAGATGGCGACCAGTGTG 
AGACCAGTCCTTGCCAGAACCAGGGCAAATGi ; AAAGACG 

35 CCTGCACCTGTTTAGAAGGATTCGAAGGCAAAAACTGTGAATTATTCACACGGA 
AGCTCTGCAGCCTGGACAACGGGGACTGTGACCAGTTCTGCCACGAGGAACAGA 
ACTCTGTGGTGTGCTCCTGCGCCCGCGGGTACACCCTGGCTGACAACGGCAAGGC 
CTGCATTCCCACAGGGCCCTACCCCTGTGGGAAACAGACCCTGGAACGCAGGAA 
GAGGTCAGTGGCCCAGGCCACCAGCAGCAGCGGGGAGGCCCCTGACAGCATCAC 

40 ATGGAAGCCATATGATGCAGCCGACCTGGACCCCACCGAGAACCCCTTCGACCT 
GCTTGACTTCAACCAGACGCAGCCTGAGAGGGGCGACAACAACCTCACCAGGAT 
CGTGGGAGGCCAGGAATGCAAGGACGGGGAGTGTCCCTGGCAGGCCCTGCTCAT 
CAATGAGGAAAACGAGGGTTTCTGTGGTGGAACTATTCTGAGCGAGTTCTACATC 
CTAACGGCAGCCCACTGTCTCTACCAAGCCAAGAGATTCAAGGTGAGGGTAGGG 

45 GACCGGAACACGGAGCAGGAGGAGGGCGGTGAGGCGGTGCACGAGGTGGAGGT 
GGTCATCAAGCACAACCGGTTCACAAAGGAGACCTATGACTTCGACATCGCCGT 
GCTCCGGCTCAAGACCCCCATCACCTTCCGCATGAACGTGGCGCCTGCCTGCCTC 
CCCGAGCGTGACTGGGCCGAGTCCACGCTGATGACGCAGAAGACGGGGATTGTG 
AGCGGCTTCGGGCGCACCCACGAGAAGGGCCGGCAGTCCACCAGGCTCAAGATG 
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CTGGAGGTGCCCTACGTGGACCGCAACAGCTGCAAGCTGTCCAGCAGCTTCATCA 
TCACCCAGAACATGTTCTGTGCCGGCTACGACACCAAGCAGGAGGATGCCTGCC 
AGGGGGACAGCGGGGGCCCGCACGTCACCCGCTTCAAGGACACCTACTTCGTGA 
CAGGCATCGTCAGCTGGGGAGAGGGCTGTGCCCGTAAGGGGAAGTACGGGATCT 
5 ACACCAAGGTCACCGCCTTCCTCAAGTGGATCGACAGGTCCATGAAAACCAGGG 
GCTTGCCCAAGGCCAAGAGCCATGCCCCGGAGGTCATAACGTCCTCTCCATTAAA 
GTGAGATCCCACTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 434 

1 0 >6233 BLOOD 988660. 1 L33930 g500848 Human CD24 signal transducer mRNA, complete 
cds and 3' region. 0 

CCTTTCCTCTGCGGCGGGCCGAGAGATAACCCTGCCCGAGGGGTCCCGGCGCCCG 
CCCCCCACGCGGTCGCACTGGAATTCGCAGCCCCTCTCGGGTCCCCGGGGCGCAT 
TTTGCAGTCTGAGTGGCAATGCACTTGCTCCAGGACAGGCGGCTACCCCGCCGCA 

15 GCGAGGCGCGGACnTTCTTTTGGGGGGTTCGCCGGCTCGCCGCGCTCCCCACCT 
TGCCTGCGCCCGCCCGGAGCCAGCGGTTCTCCAAGCACCCAGCATCCTGCTAGAC 
GCGCCGCGCACCGACGGAGGGGACATGGGCAGAGCAATGGTGGCCAGGCTCGG 
GCTGGGGCTGGCTGCTGCTGGCACTGCTCCTACCCACGCAGATTTATTCCAGTGA 
AACAACAACTGGAACTTCAAGTAACTCCTCCCAGAGTACTTCCAACTCTGGGTTG 

20 GCCCCAAATCCAACTAATGCCACCACCAAGGCGGCTGGTGGTGCCCTGCAGTCA 
ACAGCCAGTCTCTTCGTGGTCTCACTCTCTCTTCTGCATCTCTACTCTTAAGAGAC 
- ... ■ . vTCAGGCCAAGAA^OGIGTTCTAAATTT^^ '• • 

<... ; .A..r- GGTGTGGAAGTCCAATGTGGCAAGGAAaAA;€A<3G^^ 

CGAGACGTTTTATTGACACAGAA/^TGTTGAGAATCGG/iAATTTGATTGATTTGA 

25 AGAACATGTGAGAGGTTTGACTAGATGATGGATGCCAATATTAAATCTGCTGGA 
GTTTCATGTACAAGATGAAGGAGAGGCAACATCCAAAATAGTTAAGACATGATT 
TCCTTGAATGTGGCTTGAGAAATATGGACACTTAATACTACCTTGAAAATAAGAA 
TAGAAATAAAGGATGGGATTGTGGAATGGAGATTCAGTTTTCATTTGGTTCATTA 
ATTCTATAAGGCCATAAAACAGGTAATATAAAAAGCTTCCATGATTCTATTTATA 

30 TGTACATGAGAAGGAACTTCCAGGTGTTACTGTAATTCCTCAACGTATTGTTTCG 
ACAGCACTAATTTAATGCCGATATACTCTAGATGAAGTTTTACATTGTTGAGCTA 
TTGCTGTTCTCTTGGGAACTGAACTCACTTTCCTCCTGAGGCTTTGGATTTGACAT 
TGCATTTGACCTTTTATGTAGTAATTGACATGTGCCA.GGGCAATGATGAATGAGA 
ATCTACCCCCAGATCCAAGCATCGTCAGG^ 

35 AATGGTAGGCATTTCCTATCACCTGTTTCCATTCAACAAGAGCACTACATTCATTT 
AGCTAAACGGATTCCAAAGAGTAGAATTGCATTGACCACGACTAATTTCAAANN 
NNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNN^ 

40 NNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNN^ 

NNNNTATTTCTGCATATGTTTGAATACTTTTTACAAT^ 

TG AAG GC AAAATTGC AAATCTTGAAATT AAG AAG GC AAAATGTAAAGG AGTC AA 
45 ACTATAAATCAAGTATTTGGGAAGTGAAGACTGGAAGCTAATTTGCATAAATTCA 
CAAACTTTTATACTCTTTCTGTATATACATTTTTTTTCTTTAAAAA^ 
ATCAGAATAGCAACATTTAGAACACTTTTTGTTATCAGTCAATATTTTTAGATAGT 
TAGAACCTGGTCCTAAGCCTAAAAGTGGGCTTGATTCTGCAGTAAATCTTTTACA 
ACTGCCTCGACACACATAAACCTTTTTAAAAATAGACACTCCCCGAAGTCTTTTG 
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TTCGCATGGTCACACACTGATGCTTAGATGTTCCAGTAATCTAATATGGCCACAG 
TAGTCTTGATTACCAAAGTCCTTTTTTTCCATCTTTAGAAAACTACATGGGAACAA 
ACAGATCGAACAGTTTTGAAGCTACTGTGTGTGTGAATGAACACTCTTGCTTTAT 
TCCAGAATGCTGTACATCTATTTTGGATTGTATATTGTGTTTGTGTATTTACGCTT 
5 TGATTCATAGTAACTTCTTATGGAATTGATTTGCATTGAACACAAACTGTAAATA 
AAAAGAAATGGCTGAAAGAGCAA 

SEQK)NO:435 

>6245 BLOOD 222810.1 M33537 gl 82662 Human N-formylpeptide receptor (£MLP-R98) 

10 mRNA, complete cds. 0 

GTCACTCTCCCCAGGAGACCCAGACCTAGAACTACCCAGAGCAAGACCACAGCT 
GGTGAACAGTCCAGGAGCAGACAAGATGGAGACAAATTCCTCTCTCCCCACGAA 
CACCTCTGGAGGGACACCTGCTGTATCTGCTGGCTATCTCTTCCTGGATATCATCA 
CTTATCTGGTATTTGCAGTCACCTTTGTCCTCGGGGTCCTGGGCAACGGGCTTGTG 

1 5 ATCTGGGTGGCTGGATTCCGGATGACACACACAGTCACCACCATCAGTTACCTGA 
ACCTGGCCGTGGCTGAC1TCTGTTTCACCTCCACTTTGCCATTCTTCATGGTCAGG 
AAGGCCATGGGAGGACATTGGCCTTTCGGCTGGTTCCTGTGCAAATTCCTCTTTA 
CCATAGTGGACATCAACTTGTTCGGGAAGTGTCTTCCTGATCGCCCTCATTGCTCT 
GGACCGCTGTGTTTGCGTCCTGCATCCAGTCTGGACCCAGAACCACCGCACCGTG 

20 AGCCTGGCCAAGAAGGTGATCATTGGGCCCTGGGTGATGGCTCTGCTCCTCACAT 
TGCCAGTTATCATTCGTGTGACTACAGTACCTGGTAAAACGGGGACAGTAGCCTG 
. ' ... ,- ;GAGTW[FAACTT^CGG.CeTGGAeeAAGGAeCCTAAAGAGAGGATA/^eGTGG€C. 
• • G^GGGATGTl ; GACGGTGAGAGGGATGATGGGGlTGATCATirGGCTa ? GAG€GGACi • 
• ' GGATG f rCCATCGTTGCTGTGAGTTATGGG€l;TATrGCCACCAAGATGGAGAAGCA : 

25 AGGCTTGATTAAGTCCAGTCGTCGCTTACGGGTCCTCTCCTTTGTCGCAGCAGCCT 
TTTTTCTCTGCTGGTCCCCATATCAGGTGGTGGCCCTTATAGCCACAGTCAGAATC 
CGTGAGTTATTGCAAGGCATGTACAAAGAAATTGGTATTGCAGTGGATGTGACA 
AGTGCCCTGGCCTTCTTCAACAGCTGCCTCAACCCCATGCTCTATGTCTTCATGGG 
CCAGGACTTCCGGGAGAGGCTGATCCACGCCCTTCCCGCCAGTCTGGAGAGGGC 

30 CCTGACCGAGGACTCAACCCAAACCAGTGACACAGCTACCAATTCTACTTTACCT 
TCTGCAGAGGTGGCGTTACAGGCAAAGTGAGGAGGGAGCTGGGGGACACTTTCG 
AGCTCCCAGCTCCAGCTTCGTCTCACCTTGAGTTAGGCTGAGCCACAGGCATTTC 
ClGClTATTlTAGGA'n'AGGCACTCATGAG^AAAAAAAAAAAGCCTTTGTGTCC 
CCTGATTTGGGGAGAATAAACAGATAfGAG'ntATTATTGACTTCTrTTT^ 

35 TGGACCTCAGCCTCGGGTGGTCAGGGTGGGAAATGATAGGAAGAAGCTGTCATC 
TGCATCCTAGTTTGCCTGAAATGAACCCAAATAATACCCATTATTATTAGTCCTG 
AATTATGAGTAGTGAATGATACCCATCATTCTGGCATCATGATGAGTAGTGTCCA 
CTTCCATTCTGAAAAGTGCCCTGCTGTGAAAAATAAATTATATAGTCATCCTAGG 
TAAATGAAGGAGGAGGGAGAAGTGTGAAAGAGTATGGCTTAAATCAGACAAGA 

40 TATACAAGAAGATACTTT 

SEQIDNO:436 

>6269 BLOOD 234630.33 M59040 gl 80129 Human cell adhesion molecule (CD44) mRNA, 
complete cds. 0 

45 CTTCGCTCGCTCCCTCCCTCCGTCTTAGGTCACTGTTTTCAACCTCGAATAAAAAC 
TGCAGCCAACTTCCGAGGCAGCCTCATTGCCCAGCGGACCCCAGCCTCTGCCAGG 
TTCGGTCCGCCATCCTCGTCCCGTCCTCCGCCGGCCCCTGCCCCGCGCCCAGGGA 
TCCTCCAGCTCCTTTCGCCCGCGCCCTCCGTTCGCTCCGGACACCATGGACAAGTT 
TTGGTGGCACGCAGCCTGGGGACTCTGCCTCGTGCCGCTGAGCCTGGCGCAGATC 
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GATTTGAATATAACCTGCCGCTTTGCAGGTGTATTCCACGTGGAGAAAAATGGTC 
GCTACAGCATCTCTCGGACGGAGGCCGCTGACCTCTGCAAGGCTTTCAATAGCAC 
CTTGCCCACAATGGCCCAGATGGAGAAAGCTCTGAGCATCGGATTTGAGACCTG 
CAGGTATGGGTTCATAGAAGGGCACGTGGTGATTCCCCGGATCCACCCCAACTCC 
5 ATCTGTGCAGCAAACAACACAGGGGTGTACATCCTCACATCCAACACCTCCCAGT 
ATGACACATATTGCTTCAATGCTTCAGCTCCACCTGAAGAAGATTGTACATCAGT 
CACAGACCTGCCCAATGCCTTTGATGGACCAATTACCATAACTATTGTTAACCGT 
GATGGCACCCGCTATGTCCAGAAAGGAGAATACAGAACGAATCCTGAAGACATC 
TACCCCAGCAACCCTACTGATGATGACGTGAGCAGCGGCTCCTCCAGTGAAAGG 

1 0 AGCAGCACTTCAGGAGGTTACATCTTTTACACCTTTTCTACTGTACACCCCATCCC 
AGACGAAGACAGTCCCTGGATCACCGACAGCACAGACAGAATCCCTGCTACCAG 
AGACCAAGACACATTCCACCCCAGTGGGGGGTCCCATACCACTCATGGATCTGA 
ATCAGATGGACACTCACATGGGAGTCAAGAAGGTGGAGCAAACACAACCTCTGG 
TCCTATAAGGACACCCCAAATTCCAGAATGGCTGATCATCTTGGGCATCCCTCTT 

1 5 GGCCTTGGCTTTGATTCTTGCAGTTTGCATTGCAGTC AACAGTCGAAGAAGGTGT 
GGGCAGAAGAAAAAGCTAGTGATCAACAGTGGCAATGGAGCTGTGGAGGACAG 
AAAGCCAAGTGGACTCAACGGAGAGGCCAGCAAGTCTCAGGAAATGGTGCATTT 
GGTGAACAAGGAGTCGTCAGAAACTCCAGACCAGTTTATGACAGCTGATGAGAC 
AAGGAACCTGCAGAATGTGGACATGAAGATTGGGGTGTAACACCTACACCATTA 

20 TCTTGGAAAGAAACAACCGTTGGAAACATAACCATTACAGGGAGCTGGGACACT 
TAACAGATGCAATGTGCTACTGATTGTTTCATTGCGAATCTTTTTTAGCATAAAAT 
'J A ' ^TIGTAGTCITTT^ 
• . • • • hi ^A^CAGGATTGCTTTCTGAAATTA^^ • 
■••tA GTTCCAGTTCCCAGTTGGAGGG^r^GAlCCGTeGGGTGTGGTATGGATGGCT-TCT.' 

25 AACAAAAACTACAGATATGTATTCCTGATCGCCAACCTTTCCCCCACCAGCTAAG 
GACATTTCCCAGGGTTAATAGGGCCTGGTCCCTGGGAGGAAATTTGAATGGGTCC 
ATTTTGGCCTTCCATAGCCTAATCCCTGGGCATTGCTTTCCACTGAGGTTGGGGGT 
TGGGGTGTACTAGTTACACATCTTCAACAGACCCCCTCTAGAAATTTTTCAGATG 
CTTCTGGGAGACACCCAAAGGGTGAAGCTATTTATCTGTAGTAAACTATTTATCT 

30 GTGTTTTTGAAATATTAAACCCTGGATCAGTCCTTTGATCAGTATAATTTTTTAAA 
GTTACTTTGTCAGAGGCACAAAAGGGTTTAAACTGATTCATAATAAATATCTGTA 
CTTCTTCGATCTTCA 

SEQ ID NO: 437 ; " ' -v?;™.: - 

35 >6289 BLOOD GB_M80800 gi(164698) PIGTRKC Pig gpl45-trkC (trkC) mRNA, complete 
cds 

CGGGCTCCGATAACCGAAGCAGCGATCGGAGATGGATGTCTCTCTTTGCCCAGCC 

AAGTGTAGTTTCTGGCGGATTTTCTTGCTGGGAAGCGTCTGGCTGGACTATGTGG 

GCTCCGTGCTGGCTTGCCCTGCAAATTGTGTCTGCAGCAAGACTGAGATCAATTG 

40 CCGGCGGCCGGACGATGGGAACCTCTTCCCCCTCCTGGAAGGGCAGGATTCAGG 
GAACAGCAATGGGAATGCCAGCATCAACATCACGGACATCTCAAGGAATATCAC 
TTCCATACACATAGAGAACTGGCGCGGTCTGCACACGCTCAACGCTGTGGACATG 
GAGCTCTACACCGGCCTCCAGAAGCTGACCATCAAGAACTCAGGACTTCGGAGC 
ATCCAGCCCAGAGCCTTTGCCAAGAACCCCCACCTGCGCTACATAAACCTGTCGA 

45 GTAACCGGCTCACCACACTCTCATGGCAGCTCTTCCAGACGCTGAGTCTTCGGGA 
ATTGAGATTGGAGCAGAACTTCTTCAACTGCAGCTGTGACATCCGCTGGATGCAG 
CTGTGGCAGGAGCAGGGGGAGGCCAAGCTGAACAGCCAGAGCCTCTATTGCATC 
AGTGCCGATGGCTCCCAGCTCCCCCTCTTCCGCATGAACATTAGCCAGTGTGACC 
TTCCTGAGATCAGTGTGAGCCACGTCAATCTGACCGTTCGGGAGGGTGACAATGC 



365 



WO 02/074979 



PCT/US02/08456 



TGTTGTCACCTGCAATGGCTCTGGATCACCCCTGCCCGACGTGGACTGGATCGTC 
ACTGGACTGCAGTCCATGAACACCCACCAGACAAATCTGAATTGGACCAACGTA 
CACGCCATCAACCTGACACTGGTCAATGTGACGAGTGAGGACAACGGCTTCACC 
CTGACGTGCATTGCAGAGAACGTGGTGGGCATGAGCAATGCCAGCGTCGCCCTC 
5 ACTGTTCACTACCCCCCACGAGTGGTGAGCCTGGAGGAGCCAGAGCTGCGCCTG 
GAACACTGCATCGAGTTTGTGGTGCGTGGCAACCCGCCGCCCACGCTGCACTGGC 
TGCACAACGGGCAGCCGCTGCGTGAGTCCAAGATCACCCACGTGGAGTACTACC 
AGGAGGGCGAGGTCTCCGAGGGCTGCCTGCTCTTCAACAAGCCCACCCACTACA 
ACAATGGCAACTACACACTCAATCGCCAAGAACCCCTTGGCACAGCCAACCAGA 

1 0 CCATCAATGGCCACTTCCTCAAGGAGCCTTTTCCAGAGAGCACGGATAACTTTGT 
CTCTTTCTATGAAGTGAGCCCCACCCCTCCCATCACTGTGACGCACAAGCCAGAG 
GAAGATACATTTGGGGTATCCATAGCTGTTGGACTTGCCGCTTTTGCCTGTGTCCT 
TCTGGTGGTTCTCTTTATCATGATCAACAAGTATGGTCGACGGTCTAAATTTGGA 
ATGAAGGGTCCTGTGGCTGTCATCAGTGGTGAAGAGGACTCAGCCAGCCCACTG 

1 5 CATCACGATCAACCATGGCATCACCACACCCTCATCACTGGACGCCGGGCCGGA 
CACAGTGTCATTGGCATGACCCGCATCCCAGTCATTGAGAACCCCCAGTACTTCC 
GCCAGGGACACAACTGCCACAAGCCAGACACGTATGTGCAGCACATTAAAAGGA 
GGGACATCGTGCTGAAGCGAGAACTGGGTGAGGGAGCCTTTGGGAAGGTCTTCC 
TGGCCGAGTGCTACAACCTCAGCCCCACCAAGGTCAAGATGCTCGTGGCTGTGA 

20 AGGCCCTGAAGGATCCCACCCTGGCCGCCCGGAAGGATTTCCAGAGGGAGGCTG 
AGCTGCTCACCAACCTGCAGCATGAGCACATTGTCAAGTTCTATGGGGTGTGCGG 
. '■■?■ *. GGACGGGGAGGCAGTCATGA1GG1TTTTGAGTAGATGAAACAGGGGGATGTGAA 
:*! v AC- GAAGTTGGTCAGGGGGGATGGGCGAGATGGGATGATeCTGGTGGAGGGCCAGCC 

' AGGCCAGGGAAAAGGGGAGGTGGGGGTCTGCGAGATGC.TGGACATTGCCAGTGA • 

25 GATCTGCTCTGGCATGGTGTACCTGGCCTCCCAGCATTTTGTGCACCGGGACCTG 
GCCACCAGGAACTGCCTGGTTGGAGCCAACCTGCTGGTGAAGATTGGCGATTTCG 
GCATGTCCAGAGATGTCTACAGCACGGATTACTACAGGGTAGGAGGACACACCA 
TGCTCCCAATTCGCTGGATGCCTCCTGAAAGCATCATGTACCGGAAGTTCACTAC 
TGAGAGTGACGTGTGGAGCTTCGGGGTGATCCTCTGGGAGATCTTCACCTACGGA 

30 AAGCAGCCATGGTTCCAACTCTCAAACACAGAGGTCATTGAGTGCATCACCCAA 
GGTCGCGTTTTGGAACGGCCCCGGGTCTGCCCCAAAGAGGTGTATGATGTCATGC 
TGGGGTGCTGGCAGAGGGAACCGCAGCAGCGGCTGAACATCAAGGAAATCTACA 
. . AAATCCTCGATGGIXFGGGGAAAGCCACCCCCATCTACCTGGACATCCTTGGCTA 
5 GCCiG'IGGGCGGlGGlCAC 

35 

SEQ ID NO: 438 

>6304 BLOOD 447973.12 D50683 gl 827474 Human mRNA for TGF-betallR alpha, 
complete cds. 0 

GTTGGCGAGGAGTTTCCTGTTTCCCCCGCAGCGCTGAGTTGAAGTTGAGTGAGTC 
40 ACTCGCGCGCACGGAGCGACGACACCCCCGCGCGTGCACCCGCTCGGGACAGGA 
GCCGGACTCCTGTGCAGCTTCCCTCGGCCGCCGGGGGCCTCCCCGCGCCTCGCCG 
GCCTCCAGGCCCCCTCCTGGCTGGCGAGCGGGCGCCACATCTGGCCCGCACATCT 
GCGCTGCCGGCCCGGCGCGGGGTCCGGAGAGGGCGCGGCGCGGAGGCGCAGCC 
AGGGGTCCGGGAAGGCGCCGTCCGCTGCGCTGGGGGCTCGGTCTATGACGAGCA 
45 GCGGGGTCTGCCATGGGTCGGGGGCTGCTCAGGGGCCTGTGGCCGCTGCACATC 
GTCCTGTGGACGCGTATCGCCAGCACGATCCCACCGCACGTTCAGAAGTCGGTTA 
ATAACGACATGATAGTCACTGACAACAACGGTGCAGTCAAGTTTCCACAACTGT 
GTAAATTTTGTGATGTGAGATTTTCCACCTGTGACAACCAGAAATCCTGCATGAG 
CAACTGCAGCATCACCTCCATCTGTGAGAAGCCACAGGAAGTCTGTGTGGCTGTA 
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TGGAGAAAGAATGACGAGAACATAACACTAGAGACAGTTTGCCATGACCCCAAG 
CTCCCCTACCATGACTTTATTCTGGAAGATGCTGCTTCTCCAAAGTGCATTATGAA 
GGAAAAAAAAAAGCCTGGTGAGACTTTCTTCATGTGTTCCTGTAGCTCTGATGAG 
TGCAATGACAACATCATCTTCTCAGAAGAATATAACACCAGCAATCCTGACTTGT 
5 TGCTAGTCATATTTCAAGTGACAGGCATCAGCCTCCTGCCACCACTGGGAGTTGC 
CATATCTGTCATCATCATCTTCTACTGCTACCGCGTTAACCGGCAGCAGAAGCTG 
AGTTCAACCTGGGAAACCGGCAAGACGCGGAAGCTCATGGAGTTCAGCGAGCAC 
TGTGCCATCATCCTGGAAGATGACCGCTCTGACATCAGCTCCACGTGTGCCAACA 
ACATCAACCACAACACAGAGCTGCTGCCCATTGAGCTGGACACCCTGGTGGGGA 

10 AAGGTCGCTTTGCTGAGGTCTATAAGGCCAAGCTGAAGCAGAACACTTCAGAGC 
AGTTTGAGACAGTGGCAGTCAAGATCTTTCCCTATGAGGAGTATGCCTCTTGGAA 
GACAGAGAAGGACATCTTCTCAGACATCAATCTGAAGCATGAGAACATACTCCA 
GTTCCTGACGGCTGAGGAGCGGAAGACGGAGTTGGGGAAACAATACTGGCTGAT 
CACCGCCTTCCACGCCAAGGGCAACCTACAGGAGTACCTGACGCGGCATGTCAT 

1 5 CAGCTGGGAGGACCTGCGCAAGCTGGGCAGCTCCCTCGCCCGGGGGATTGCTCA 
CCTCCACAGTGATCACACTCCATGTGGGAGGCCCAAGATGCCCATCGTGCACAG 
GGACCTCAAGAGCTCCAATATCCTCGTGAAGAACGACCTAACCTGCTGCCTGTGT 
GACTTTGGGCTTTCCCTGCGTCTGGACCCTACTCTGTCTGTGGATGACCTGGCTAA 
CAGTGGGCAGGTGGGAACTGCAAGATACATGGCTCCAGAAGTCCTAGAATCCAG 

20 GATGAATTTGGAGAATGTTGAGTCCTTCAAGCAGACCGATGTCTACTCCATGGCT 
CTGGTGCTCTGGGAAATGACATCTCGCTGTAATGCAGTGGGAGAAGTAAAAGAT 
- ■ 1 i^ATGAGCCTGCATTTGGTTGCAAGGTGGGGGAGGACGCCTGTGTCGAAAGCATGA 
' <■■ k :AGGAGAACGTGTTGAGAGATGGAGGGCGAGeAGAAL\ri:GCCAGGTTCTGGCTCA 
" ACCAGCAGGGCATGCAGACTGGTGTGTGAGAGGTTGAGTGAGTGCTGGGAGGACG . 

25 ACCCAGAGGGCCGTCTCACAGCCCAGTGTGTGGCAGAACGCTTCAGTGAGCTGG 
AGCATCTGGACAGGCTCTCGGGGAGGAGCTGCTCGGAGGAGAAGATTCCTGAAG 
ACGGCTCCCTAAACACTACCAAATAGCTCTTCTGGGGCAGGCTGGGCCATGTCCA 
AAGAGGCTGCCCCTCTCACCAAAGAACAGAGGCAGCAGGAAGCTGCCCCTGAAC 
TGATGCTTCCTGGAAAACCAAGGGGGTCACTCCCCTCCCTGTAAGCTGTGGGGAT 

30 AAGCAGAAACAACAGCAGCAGGGAGTGGGTGACATAGAGCATTCTATGCCTTTG 
ACATTGTCATAGGATAAGCTGTGTTAGCACTTCCTCAGGAAATGAGATTGATTTT 
TACAATAGCCAATAACATTTGCACTTTATTAATGCCTGTATATAAATATGAATAG 
CTATGTNTTATATATATNTATATNTCTATATATGTCTATAGCTCTATATATATAGC 
CATACGITGAA^GAGACAAGGAAAAACATCAAATATTCCCAGGAAATTGGTTT 

35 TATTGGAGAACTCCAGAACCAAGCAGAGAAGGAAGGGACCCATGACAGCATTAG 
CATTTGACAATCACACATGCAGTGGTTCTCTGACTGTAAAACAGTGAACTTTGCA 
TGAGGAAAGAGGCTCCATGTCTCACAGCCAGCTATGACCACATTGCACTTGCTTT 
TGCAAAATAATCATTCCCTGCCTAGCACTTCTCTTCTGGCCATGGAACTAAGTAC 
AGTGGCACTGTTTGAGGACCAGTGTTCCCGGGGTTCCTGTGTGCCCTTATTTCTCC 

40 TGGACTTTTCATTTAAGCTCCAAGCCCCAAATCTGGGGGGCTAGTTTAGAAACTC 
TCCCTCAACCTAGTTTAGAAACTCTACCCCATCTTTAATACCTTGAATGTTTTGAA 
CCCCACTTTTTACCTTCATGGGTTGCAGAAAAATCAGAACAGATGTCCCCATCCA 
TGCGATTGCCCCACCATCTACTAATGAAAAATTGTTCTTTTTTTCATCTTTCCCCT 
GCACTTATGTTACTATTCTCTGCTCCCAGCCTTCATCCTTTTCTAAAAAGGAGCAA 

45 ATTCTCACTCTAGGCTTTATCGTGTTTACTTTTTCATTACACTTGACTT 

AGTTTTCTATACAAACACCAATGGGTTCCATCTTTCTGGGCTCCTGATTGCTCAAG 
CACAGTTTGGCCTGATGAAGAGGATTTCAACTACACAATACTATCATTGTCAGGA 
CTATGCACCTCAGGCACTCTAAAACACATGT 
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SEQIDNO: 439 

>6308 BLOOD Hs.22675 gnl|UG|Hs#S 1969031 Homo sapiens mRNA for KIAA1 144 
protein, partial cds /cds=(l 19,1588) /gb=AB032970 /gi=6329972 /ug=Hs.22675 /len=5027 
CACACTCGCACCCGCGCACGCACCGCCAGCAGGCAGCGGCCACCGCCGCGATGC 
5 TCGCCCGCGGGTTGGGGAAGTTTCCCGCCGGCCTCGGCCGCGGGCACCCGTGCTC 
CCAGGTGTAGCGCCCCCGCGCGGCGCGGGCGGCCGGCGCCTCCAGCATGACCGG 
CCAGAGCCTGTGGGACGTGTCGGAGGCTAACGTCGAGGACGGGGAGATCCGCAT 
CAATGTGGGCGGCTTCAAGAGGAGGCTGCGCTCGCACACGCTGCTGCGCTTCCCC 
GAGACGCGCCTGGGCCGCTTGCTGCTCTGCCACTCGCGCGAGGCCATTCTGGAGC 

1 0 TCTGCGATGACTACGACGACGTCCAGCGGGAGTTCTACTTCGACCGCAACCCTGA 
GCTCTTCCCCTACGTGCTGCATTTCTATCACACCGGCAAGCTTCACGTCATGGCTG 
AGCTATGTGTCTTCTCCTTCAGCCAGGAGATCGAGTACTGGGGCATCAACGAGTT 
CTTCATTGACTCCTGCTGCAGCTACAGCTACCATGGCCGCAAAGTAGAGCCCGAG 
CAGGAGAAGTGGGACGAGCAGAGTGACCAGGAGAGCACCACGTCTTCCTTCGAT 

1 5 GAGATCCTTGCCTTCTACAACGACGCCTCCAAGTTCGATGGGCAGCCCCTCGGCA 
ACTTCCGCAGGCAGCTGTGGCTGGCGCTGGACAACCCCGGCTACTCAGTGCTGAG 
CAGGGTCTTCAGCATCCTGTCCATCCTGGTGGTGATGGGGTCCATCATCACCATG 
TGCCTCAATAGCCTGCCCGATTTCCAAATCCCTGACAGCCAGGGCAACCCTGGCG 
AGGACCCTAGGTTCGAAATCGTGGAGCACTTTGGCATTGCCTGGTTCACATTTGA 

20 GCTGGTGGCCAGGTTTGCTGTGGCCCCTGACTTCCTCAAGTTCTTCAAGAATGCC 
CTAAACCTTATTGACCTCATGTCCATCGTCCCCTTTTACATCACTCTGGTGGTGAA 
: ■ • • vCGTGGTGGTGGAGAGCAGAGGTAGTTTAGGGAAGTTGGGCAGGGTGGCGCAGGT : • 
r .■)■ i . GGTGAGGCTG ATGCGG ATGT3CGGGGAi:GTTAAAGGTGGGGAGGCACTCC ACTGGG . 
GTCCGCTGCCTGGGGGCC AGTTTGAAAIAG AGCmCAAAGAAGTAGGGGTGGTCT .' 

25 TGCTCTACCTCTCCGTGGGGATTTCCATCTTCTCCGTGGTGGCCTAGACCATTGAA 
AAGGAGGAGAACGAGGGCCTGGCCACCATCCCTGCCTGCTGGTGGTGGGCTACC 
GTCAGTATGACCACAGTGGGGTACGGGGATGTGGTCCCAGGGACCACGGCAGGA 
AAGCTGACTGCCTCTGCCTGCATCTTGGCAGGCATCCTCGTGGTGGTCCTGCCCA 
TCACCTTGATCTTCAATAAGTTCTCCCACTTTTACCGGCGCCAAAAGCAACTTGA 

30 GAGTGCCATGCGCAGCTGTGACTTTGGAGATGGAATGAAGGAGGTCCCTTCGGT 
CAATTTAAGGGACTATTATGCCCATAAAGTTAAATCCCTTATGGCAAGCCTGACG 
AACATGAGCAGGAGCTCACCAAGTGAACTCAGTTTAAATGATTCCCTACGTTAGC 
. : . ,GGGGAGGACTTGTCACCCTCCACCCCACATTGCTGAGCTGCCTCTTGTGCCTCTG . 
GCAGAGCCCAGGCACCTTATGGTTATGGTGTAAGGAGTATGCCCAGCCCCTGAG 

3 5 GGGAGAGATGCATGGGATATGCACCCAGGTTTCTTTTACAGTTTTTAGAATCGTT 
TTTAGAGGGTGGTGTGTCTGACACCATGCCTTTGCACCTTTCCATGAAATGACAC 
TCACTGGTCTTTGCATCGTGGGCATAAAATGTTCACCTTTTTGCCAGATGAGTAC 
ACCCAGAATGCTAATTTTTCTGTCCATCGTGTACGCTATTCTAGTGCTTGTGGCCC 
AGTACTGTCTATGAGTTGTCGTGCTCCTGTTTCTGAGGTTGTCGTGTGAGTTCTGT 

40 ACAAAAAGCCCCCACAAGTCGTCCAGTAGAAATGCATCTATGAGGTCAGCAAGG 
ATATGATGAGATTITGCTCACAGTCATGTGAAAACAAAATCTCAGCTCTTTATCC 
ATTGCTTTCACTTAGTTTTAGTACCAAAACAAAGAGAATGCAAAGTTAAGCAGAC 
TTGACCAATGCAAGTCTCTAAGTTGTTTTTATAAATGATCTGTAGTTCCGTGGCTT 
GCATGGGTGCACCAATCATCTTTAGAACGATGTACACTGATGTTCATCTCATAAA 

45 TGTCACTCTTTAGAGAATGTTACTTAGTTAAACATGCAGTGAAGATCGAATTTTTT 
TCCCAAGAACAGATGTGTTAGGGAGAGGGGCTTCAGCTAAATAGTCCAAACCCT 
AGGGTGCTTAAAGCCAAGTTAGTGCAGGCTGAGCCCCTTGGTTCACAGTCAAGCC 
TCCTTGTTTCCTAGGGTGACTGTAGAGAAATGTATTTCCGGATGAGGTTTCTGATC 
TAGGCCATTTGACCAAACTTTGCTGTGTCTAAGATATTAGCATGTTTTTGAAATAT 
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TTATTTTTTAAGATGTTTAGGAGTAAGGTCGTGTTGTCTTCCTCAACTAAAAAGA 
AGTTTACTGTTGTATCGTCTCCCTGAGGTGAACGTTGTTGGGTTGCTAGCAAGGG 
CAGTAGCTTAAATACTTTTGTTGCCTACTCTGAAAGCTCATCAAATGAGAGCCCT 
TTTATTTCCAAGCAGAATTTAGTCAGATAATTTTGCTTCTAGGATATAGTATGTTG 
5 TATATGATGCTGTGATTGCCCTGGAGTTCCTGCCATGACATGGAAACCTGGTGGT 
ATGGAAGCATGTACTCAAAATATAGACGTGCACGATGGTGGTGTGGCTTACCCA 
GGATGGAAACACTGCAGTTCTTACTTGCATTCCCACTGCCTTTCATGGGGGGTGA 
CTGGGTAGAGGCCAGGAGAAAGGAAAGAGTTGTAAAATAAAAAACTGCTAGTTC 
ATAAAATGTCATAAAAAATTGTAAACTTGAAAAGCTTAATGCTATTCAAAAGAC 

10 cttcaagcttccaaacttgtattgaagggagacgactgtttcctcctccaaaatg 
ctcctgctcctcttgttcggttaaccagcacataacattgtgatggggaacctgg 
gttcctctataagataattcttctccatcatctttaaggtaatctgatggttttcc 
aggtggctttcattattgttccatctttgaaaaggcaatagaacccaggggtctg 
agcatggagctatccagggttttcatccaaaggttgggcctcttcttaagaggtc 

1 5 cttttgtgtttcagttgattgaagatgatacttacctcattggaggtgtggcaag 
gatcttatcagaaggctttgtgttcttgtagttgtcatggctactacagtgtgggt 
gatttattgaatgaattcactagccacttgtgtcctggagcccccagttcaaatc 
tttccattggactggaggcttgtgggaggctgggaggtggctgtctcctagtgtc 
tacatccgtgtctctgaagcatcaggaaaagtgagatgacttagaggcaactgg 

20 gcactgaatcagaggagcagagttatttttcagaatttgcacatggaacacttag 
atttggctggtgcttccagccctggaa.ggcataacatttacggactcatccccag 

:.■ .', gtggagtgaaggcaggtggiggtacagagttatgaggagggatcagtttgggaa. ' 
ggctgauggtairfgggtgagtgagggtggtatcgatggccgctgaggaggaagg^ 
. itatgg aaagtggaagcaagg aag aaggc ag aataactcagtg agtttcatg aag . 

25 atltttgraaacaagaaggcttaccaccaaaaaagaggtagcctagtggttaccc 
tttgcagatgtgaaagctggaaaacttgacttttctttttggtaatgacttgcatt 
tatctggtgcctttcgttggaggaatcccaacgtgctttagagactatctttttaa 
catctcttgtacatacatatatacttatataaaatattatcttgcccaactggacc 
tttactcacttctgagcatgagaatgtcccaatagcattgagtttttcaagtggt 

30 ggtttcagataagtgggagaaagaacaacccggctggcttaaaccctggagcta 
attcccacaaggaatgtagactgaatggtgacccagggagaaataatcttcctct 
cccctaaagtctcactaaggtttgaagtttacaggtgctctccactgggtctttg 
, , . atcgaccttgctagataacatctaactaaaagcagtttcttttagtccgtgaagc , 
taaccagggagagtcaggttaattttctgtaaaaatatgaggtgacAtctti^ggg 

35 aaccaggctgtcagactgacctgtaaacctcctttagggggacagagtagaaac 
tggagatgacttgtttccagctgtgagcttgagagaagtgtcactcccagcattt 
gaaggttattgttttcaatgccagtgggccaaatatatgggccaggctttgatat 
ctgtgatgtgcattttggaagtgctgggttgggaagtgacacgtctgttgcacaa 
atgcatattggttataggtttgtgttttctgccaaacccccacatttctcgggttt 

40 gtgagtgaggaagggcatgttgtaatgccaagctgatttgtagctcgtaaggta 
gtaattggtatttaacatttgcatttgttatttctacttatcttagcactcaaata 
attgaactacctgctaattcttgccgcatttcaaagaaaataagttgttatgcac 
tttgggatagtggtgatctgtacaggctgtgtgttagctacttgaaggcgtaact 
ggtatttcttgtgtgttttaacagcatgacttcttacagagctgtaattttta^ 

45 ttgaggatgccatatttgagatgtcagttttaacactcattaacacactactgtg 
caagcattgacacaggctgcactg 
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SEQ ID NO: 440 

>6321 BLOOD gi|177991|gb|M16405.1|HUMACHRM4 Human m4 muscarinic 
acetylcholine receptor gene 

TCTAGACCACCAGCCTGGACAACATACCAAGACCCTGTCTCTACAAATAAATAG 
5 ATAAATAAATAGACACTTTTTTTAAGTGTCAAAAGTGCTTGGCACTTAGTAGACC 
ATCAGTGTTAGGTGCTCATACATACCCCGATTATTGCCTTGTCCCAGTGTCTTGTA 
CAGGGGTTGGAGAGNAGGTGTTAAGAAATGACCGAATGGGTAAATGGATGAAC 
AGAACACCTCCCTCCAGAGCCCACATGCTCGTGGGCCTCTGGGACCACTCTCCTC 
CTCCTCTTGCTTCCCTGAGCTCCCCCAGCATGGCCTCTGTCCAGGCCTTGCGCTGC 

1 0 CTCCAGGCCTTTGCTGTGGCTACTGCCCCTGGAGCGCCATNTCC ACAGCTCCTCCT 
GTGGCTGGCTCCTCATCACCCAGATGACCTGGTGGGTGAGGCCACCTAGCAAGG 
AGTCATGCCTGTCCTGCCTTCTGACTCACTCTCTCATCACCCTGCCTTTTTTTTCTT 
TTGTGGCTCACGTGTTTGCATGTGTCCCCCCATGAGGCAGGGGGCCATGTGTGTC 
TTATTCACTTCTGTAGCCACAGCACCCTGAGCAATGCTTGCCACATAGTAGGTGC 

1 5 TCAATTAATGTTGAATGAATGGGCAAAATGCGGGATGGCGGGACAGAGTTCTCT 
CAAGGCATTCTGCCAGAGAATGTCCCTCTGTCACCTTGAATCCAGTGTACCTCCA 
GATGACTCCCCCATTCCCTCCTGTAGTTCATGCTTTTCTCTCCCCTTCCTCCCCAG 
ACACGGCCTACCCACCCCTGGCAACCAACATGGCCAACTTCACACCTGTCAATGG 
CAGCTCGGGCAATCAGTCCGTGCGCCTGGTCACGTCATCATCCCACAATCGCTAT 

20 GAGACGGTGGAAATGGTCTTCATTGCCACAGTGACAGGCTCCCTGAGCCTGGTG 
ACTGTCGTGGGCAACATCCTGGTGATGCTGTCCATCAAGGTCAACAGGCAGCTGC 
> .AGAGAG.TG AAGAACTAGTTGGIDGTTG AGGGTGGCGTGTGGTGATCTGAXCAT AGG 
■'>'<■ i \GGCGCTGTGG ATG AAGGTCTAG AGGGTGTAC ATCATCAAGGGCTAGXGGGGGGTG = • 
' lis • ■ •GGGGGGGTGGTGTGCGAGGTGTGGCTGGCCCTGGACTACGTGGTGAGCAAGGGCr 

■ 25 GCGTCATGAACCTTCTCATCATCAGCTTTGACCGCTACTTGTGCGTCACCAAGCCT 
CTCACCTACCCTGCCCGGCGCACCACCAAGATGGCAGGCCTCATGATTGCTGCTG 
CCTGGGTACTGTCCTTCGTGCTCTGGGCGCCTGCCATCTTGTTCTGGCAGTTTGTG 
GTGGGTAAGCGGACGGTGCCCGACAACCACTGCTTCATCCAGTTCCTGTCCAACC 
CAGCAGTGACCTTTGGCACAGCCATTGCTGCCTTCTACCTGCCTGTGGTCATCAT 

30 GACGGTGCTGTACATCCACATCTCCCTGGCCAGTCGCAGCCGAGTCCACAAGCAC 
CGGCCCGAGGGCCCGAAGGAGAAGAAAGCCAAGACGCTGGCCTTCCTCAAGAGC 
CCACTAATGAAGCAGAGCGTCAAGAAGCCCCGCCCGGGAGGCCGCCCGGGAGG 
ACTGCGCAATGGCAAGCTGGAGGAGGCCCCGGCGCCAGCGCTGCCAGCGCCACC 
GCGCCCCGTGGCTGATAAGGACACTTCCAATGAGTCCAGCTCAGGCAGTGCCAC 

35 CCAGAACACCAAGGAACGCCCAGCCACAGAGCTGTCCACCACAGAGGCCACCAC 
TCCCGCCATGCCCGCCCCTCCCCTGCAGCCGCGGGCCCTCAACCCAGCCTCCAGA 
TGGTCCAAGATCCAGATTGTGACGAAGCAGACAGGCAATGAGTGTGTGACAGCC 
ATTGAGATTGTGCCTGCCACGCCGGCTGGCATGCGCCCTGCGGCCAACGTGGCCC 
GCAAGTTCGCCAGCATCGCTCGCAACCAGGTGCGCAAGAAGCGGCAGATGGCGG 

40 CCCGGGAGCGCAAAGTGACACGAACGATCTTTGCCATTCTGCTAGCCTTCATCCT 
CACCTGGACGCCCTACAACGTCATGGTCCTGGTGAACACCTTCTGCCAGAGCTGC 
ATCCCTGACACGGTGTGGTCCATTGGCTACTGGCTCTGCTACGTCAACAGCACCA 
TCAACCCTGCCTGCTATGCTCTGTGCAACGCCACCTTTAAAAAGACCTTCCGGCA 
CCTGCTGCTGTGCCAGTATCGGAACATCGGCACTGCCAGGTAGGCAGGCAGGAG 

45 TGCCCTAGGAGGTGCGGTGTGCGTGCGTGTGCTGGGGGACCACACGGCTCACTTG 
CTGTGGGGAAGAGTGCAGGCACCATTCTGCGTTCACGTTTGCTGAGGAGGAAGTT 
CAGAAGAGGCTCTGTGGCTGCATTCAGAGACCAGATCTCTGCTCACCCGTGAGG 
AGGCTCACCCCAGGGAGTGTCTGAACTGGGGCTGCCTGGCCCACCTCTGTGGCCC 
TGCTTCAGCGAGCTGCGGGGCACTGGCCTGGGTGGGCACCTGCCCACTGTGACCA 
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ACCATCAGCAGTGCTGGAAGAATGGAGATCTGGATGGGGGCCGAAGCCCAGGGC 
CCCCTCAGGAAGAACAAAG 

SEQ ID NO: 441 

5 >6329 BLOOD 1 09961 8. 1 3 J035 1 6 g607029 Human elastase m B mRNA, complete cds, 
clone pCLlE3. 0 

TTAGAGCCCCAGGTTCTGTGCCCTTTTCCTATCATCGCAAAACTCATGATGCTCCG 
GCTGCTCAGTTCCCTCCTCCTTGTGGCCGTTGCCTCAGGCTATGGCCCACCTTCCT 
CTCGCCCTTCCAGCCGCGTTGTCAATGGTGAGGATGCGGTCCCCTACAGCTGGCC 

1 0 CTGGCAGGTTTCCCTGCAGTATGAGAAAAGTGGAAGCTTCTACCACACGTGTGGC 
GGTAGCCTCATCGCCCCCGACTGGGTTGTGACTGCCGGCCACTGCATCTCGAGCT 
CCTGGACCTACCAGGTGGTGTTGGGCGAGTACGACCGTGCTGTGAAGGAGGGCC 
CCGAGCAGGTGATCCCCATCAACTCTGGGGACCTCTTTGTGCATCCACTCTGGAA 
CCGCTCGTGTGTGGCCTGTGGCAATGACATCGCCCTCATCAAGCTCTCACGCAGC 

1 5 GCCCAGCTGGGGAGACGCCGTCCAGCTCGCCTCACTCCCTCCCGCTGGTGACATC 
CTTCCCAACGAGACACCCTGCTACATCACCGGCTGGGGCCGTCTCTATACCAACG 
GGCCACTCCCAGACAAGCTGCAGGAGGCCCTGCTGCCCGTGGTGGACTATGAAC 
ACTGCTCCAGGTGGAACTGGTGGGGTTCCTCCGTGAAGAAGACCATGGTGTGTGC 
TGGAGGGGACATCCGCTCCGGCTGCAACGGTGACTCTGGAGGACCCCTCAACTG 

20 CCCCACAGAGGATGGTGGCTGGCAGGTCCATGGCGTGACCAGCTTTGTTTCTGCC 
TTTGGCTGCAACACCCGCAGGAAGCCCACGGTGTTCACTCGAGTCTCCGCCTTCA 
v v ... t >..'. t ECGAGTGGATTGAGGAGA€GATAGCAAGCGACTAGA^lGCAAGGGGGAGGTGGCA = 
> ,»f ■■: : * GTGGTG ATCGATCCC AGA^GCTGAATAAAGAATAAf\ GATGTGTG AGAAAATTG AA'. . 
« '• :IC'AAT'.-Vi- V T K.y^ff v< " \>- . •■«>•..; •. .,. V -; ! >:V 1 

25 -4 ' ■• ■ '■ - ■ '•: i 

SEQ ID NO: 442 

>6332 BLOOD 1 095450. 1 X87949 gl 143491 Human mRNA for BiP protein. 0 

CCAAGACAGCACAGACAGATTGACCTATTGGGGTGTTTCGCGAGTGTGAGAGGG 

AAGCGCCGCGGCCTGTATTTCTAGACCTGCCCTTCGCCTGGTTCGTGGCGCCTTGT 

30 GACCCCGGGCCCCTGCCGCCTGCAAGTCGGAAATTGCGCTGTGCTCCTGTGCTAC 
GGCCTGTGGCTGGACTGCCTGCTGCTGCCCAACTGGCTGGCAAGATGAAGCTCTC 
CCTGGTGGCCGCGATGCTGCTGCTGCTCAGCGCGGCGCGGGCCGAGGAGGAGGA 
CAAGAAGGAGGACGTGGGCACGGTGGTCGGCAUCGACGTGGGGACCACCTACTC 
CTGCGTCGGCGTGTTCAAGAACGGGCGGGTGGAGATCATCGCCAACGATCAGGG 

35 CAACCGCATCACGCCGTCCTATGTCGCCTTCACTCCTGAAGGGGAACGTCTGATT 
GGCGATGCCGCCAAGAACCAGCTCACCTCCAACCCCGAGAACACGGTCTTTGAC 
GCCAAGCGGCTCATCGGCCGCACGTGGAATGACCCGTCTGTGCAGCAGGACATC 
AAGTTCTTGCCGTTCAAGGTGGTTGAAAAGAAAACTAAACCATACATTCAAGTTG 
ATATTGGAGGTGGGCAAACAAAGACATTTGCTCCTGAAGAAATTCTGCCATGGTT 

40 CTCACTAAAATGAAAGAAACCGCTGAGGCTTATTTGGGAAAGAAGGTTACCCAT 
GCAGTTGTTACTGTACCAGCCTATTTTAATGATGCCCAACGCCAAGCAACCAAAG 
ACGCTGGAACTATTGCTGGCCTAAATGTTATGAGGATCATCAACGAGCCTACGGC 
AGCTGCTATTGCTTATGGCCTGGATAAGAGGGAGGGGGAGAAGAACATCCTGGT 
GTTTGACCTGGGTGGCGGAACCTTCGATGTGTCTCTTCTCACCATTGACAATGGT 

45 GTCTTCGAAGTTGTGGCCACTAATGGAGATACTCATCTGGGTGGAGAAGACTTTG 
ACCAGCGTGTCATGGAACACTTCATCAAACTGTACAAAAAGAAGACGGGCAAAG 
ATGTCAGGAAAGACAATAGAGCTGTGCAGAAACTCCGGCGCGAGGTAGAAAAG 
GCCAAACGGGCCCTGTCTTCTCAGCATCAAGCAAGAATTGAAATTGAGTCCTTCT 
ATGAAGGAGAAGACTTTTCTGAGACCCTGACTCGGGCCAAATTTGAAGAGCTCA 
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ACATGGATCTGTTCCGGTCTACTATGAAGCCCGTCCAGAAAGTGTTGGAAGATTC 
TGATTTGAAGAAGTCTGATATTGATGAAATTGTTCTTGTTGGTGGCTCGACTCGA 
ATTCCAAAGATTCAGCAACTGGTTAAAGAGTTCTTCAATGGCAAGGAACCATCCC 
GTGGCATAAACCCAGATGAAGCTGTAGCGTATGGTGCTGCTGTCCAGGCTGGTGT 
5 GCTCTCTGGTGATCAAGATACAGGTGACCTGGTACTGCTTGATGTATGTCCCCTT 
ACACTTGGTATTGAAACTGTGGGAGGTGTCATGACCAAACTGATTCCAAGGAAC 
ACAGTGGTGCCTACCAAGAAGTCTCAGATCTTTTCTACAGCTTCTGATAATCAAC 
CAACTGTTACAATCAAGGTCTATGAAGGTGAAAGACCCCTGACAAAAGACAATC 
ATCTTCTGGGTACATTTGATCTGACTGGAATTCCTCCTGCTCCTCGTGGGGTCCCA 

1 0 CAGATTGAAGTCACCTTTGAGATAG ATGTGAATGGTATTCTTCGAGTGACAGCTG 
AAGACAAGGGTACAGGGAACAAAAATAAGATCACAATCACCAATGACCAGAAT 
CGCCTGACACCTGAAGAAATCGAAAGGATGGTTAATGATGCTGAGAAGTTTGCT 
GAGGAAGACAAAAAGCTCAAGGAGCGCATTGATACTAGAAATGAGTTGGAAAG 
CTATGCCTATTCTCTAAAGAATCAGATTGGAGATAAAGAAAAGCTGGGAGGTAA 

1 5 ACTTTCCTCTGAAGATAAGGAGACCATGGAAAAAGCTGTAGAAGAAAAGATTGA 
ATGGCTGGAAAGCCACCAAGATGCTGACATTGAAGACTTCAAAGCTAAGAAGAA 
GGAACTGGAAGAAATTGTTCAACCAATTATCAGCAAACTCTATGGAAGTGCAGG 
CCCTCCCCCAACTGGTGAAGAGGATACAGCAGAAAAAGATGAGTTGTAGACACT 
GATCTGCTAGTGCTGTAATATTGTAAATACTGGACTCAGGAACTTTTGTTAGGAA 

20 AAAATTGAAAGAACTTAAGTCTCGAATGTAATTGGAATCTTCACCTCAGAGTGGA 
GTTGAAACTGCTATAGCCTAAGCGGCTGTTTACTGCTTTTCATTAGCAGTTGCTCA 
■««+, : • ^GATGTGITTGGGTGGGGGGGAGAAGAAGAATTGGGGATCTTAAAAAGCGGGTAA: - 

v: . ;- TOATGTGCATCTGGTGTAGGAAGTTTTTTCTAGCATAAGTGACACGAATAAATGT ■ 
25 TTGTTATTTACACTGGAAAAAAAAAAAAAANGNGGCCNCCGA 

SEQ ID NO: 443 

>6336 BLOOD 988256.7 M21 121 g339420 Human T-cell-specific protein (RANTES) 
mRNA, complete cds. 0 

30 GACGTAGGATCAAGACAGCACGTGGACCTCGCACAGCCTCTCCCACAGGTACCA 
TGAAGGTCTCCGCGGCAGCCCTCGCTGTGCATCCTCATTGCTACTGCCCTCTGCG 
CTCCTGCATCTGCCTCCCCATATTCCTCGGACACCACACCCTGCTGCTTTGCCTAC 
ATTGCCCGCCCACTGCCCCGTGCCCACATCAA.GGAGXAl'a-TCTACACCAGTGGGA 
AGTGCTCCAACCCAGCAGTCGTCTTTGTCACCCGAAAGAACCGCCAAGTGTGTGC 

35 CAACCCAGAGAAGAAATGGGTTCGGGAGTACATCAACTCTTTGGAGATGAGCTA 
GGATGGAGAGTCCTTGAACCTGAACTTACACAAATTTGCCTGTTTCTGCTTGCTCT 
TGTCCTAGCTTGGGAGGCTTCCCCTCACTATCCTACCCCACCCGCTCCTTGAAGG 
GCCCAGATTCTACCACACAGCAGCAGTTACAAAAACCTTCCCCAGGCTGGACGT 
GGTGGCTCACGCCTGTAATCCCCAGCACTTTTGGGAGGCTGAGGCGGGTGGACCC 

40 CGGGGTTAAAGAGATCCGAGCCATTCTTGGTTACCCCGGTGAAACCCCAGTCTCC 
ACTAAGAATTTAAAAAATTAGCCGGGCGTGGTAGCGGGCGCCTGTAGTCCCAGC 
TACTCGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCA 
GTGAGCCGAGATCGCGCCACTGCACTCCAGCCTGGGAGACAGTGTAAGACTGTC 
TCAAAAAAAATAAAATAAAATAAAAAGTCAGATCAGTAAAACTGATAAACCCCT 

45 ACCCAACCTGATTAGGAAAGTGAGAACAGAAATTACCAGTATCATAATGAAAAG 
GAAATTATCAACACAGCTCCTAAAGACATTAAAAGGGTAAGAAGGGACCATTAT 
AAATAACCTTATGTCrACAAATTTGATAACCTGGGTCAAAAGGATAGATTTCTTG 
GATAGATTCATTACCTAAATGACACCAAGATCAAACCAAAAAATGTGAATAGCC 
CTATATTTATTAAATACACTATAGAAAACCAGACAAAGAAAATTTAAGGCCCAG 
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ATGGTTTCAGACATTAATTCTACAGCCCTGACAAGGAAAAAGGGGATAGTTAGA 
ATTGGGTTACTAAAAAGTTAGCTTTTAATATCAACAGGAATACTGGTCAAGAGTC 
CACATTATGCAGGTTGTAAATGGTAGACACTATAAACAAATAGGAATCAGCTCT 
GATGATACTCATTTTTTCTTCCCTTTCAAAGGCTTGGCAAATAAAGCCGGGTCAA 
5 TTTGCTCCTTTGCCAGTCCTCTGACAGAGAAGAGTCTTGCTGCCCGCTCCTGCAG 
AGTGCCCCCACATTTCAGTCCAAGGGCCATCAGTTCACATTTGAGCTTCTCCAAA 
CCCAGCAACTCCAGTTCTGCAACAGAGGTGAACGCCAATAAATCTATAGTTTCCT 
TATCAATAACTGCGTTTCCTGGCTGGCTTTCCTGCAGTTTGGCAACGGCAACGTTT 
TCCCTTTCTTCAGGTGCTACCTCAGCAACTCTTTCCCCATCAGTCCTTTCTTCTGTC 

1 0 TCTTTATCCTTATTCAGTCCAGCCCCAGTGGGCTCCTCTTCTATGGGTTCTTTACTC 
TCTGCCTTCTTCTCCTGGGTCTCTTCTGTTTCTGTAACCATCCTGCTTTCCATGTGC 
TCTTTGGACTCCCCCAGCTCAGCACATGAGTCTTCTAAAATATGCCTCCCAGAGT 
CAGTCACCGGGATCTGCAGTTGTTCTGGTGATCCATGGTCTGTATTCACTACTCTC 
GCCCTCTGAGAACCACTGGGAAATTTGGCTGCCATCTCGACACCATTGCTACCAA 

1 5 TTTTTGGAGCATGGAAACCCATTCCTGAAGTGCTTGGTGCTTCTTCACTGTC ATC A 
TCTGAACTCTCAGAGTTGGACCCTTCTGCAGTCTCTAGTCCCTCCATGCCCAACCA 
GAAGCATCTCCTCTTTCCCGCACTGGCTCCTCTGTCTGTTTGAGATTTAGTAGGCC 
ATTGCCGTTTCCGATTCTCACTGATTTCTGCTGAAACCATCTTGCTGGAGGCAGCC 
TGCATACCTTTGAGGACGGAATCCTCCAGACGCTCAGCCATCTCATGGCACTGCT 

20 GCTGGTAGTCGGGGCTGGTGAAGCAGTGCTTGGGTTCTACAAGCTTCCGCTGCAG 
TCGCTCCAGCCGCTTCTGCTCCTTTTCAGCCTCTCGCTCGGCTTGTTGTTTTACCCA 
• : : ,'. TTCAGCCAITTGCTTTTTCATGATTGACATGGCGTAGTGTCCTTCCAGTGAGATGGC 
• ^: ... . ... GAGAAGG'rTGTCGATTGGTTGTCTTCTCAATGTGAGCAGGAAGTGG-CGGGAGGAT .. 

AGATGGAAAACCTCCTTTTCCACCGGAAAGTCTGGGTTGCAAACTATAAACAGGT 

25 CCATGCTGCACTGTGTCACTGGTGTTAATGAGTGCTCCATTGCATTTCACAAAGA 
AGTTTTCCACTGGAACATTCTGATCTTGGCAGTGCCGGTGGATAAAATCCCGGAC 
GGTGCACCGACCCGAGGCACACCGCACCGCCTTGCACCCGAAGCCAGGGCCGCG 
AATCCACACCAGCGCCGGGGCCTCCGGCCATGTCACCGACTACCCGAACCTCAA 
GCCTCTCTGTAGAC 

30 

SEQIDNO: 444 

>6352 BLOOD 346440.22 M24899 g537521 Human triiodothyronine (ear7) mRNA, 
complete cds. 0 ■ 

CCCCGGGCGCAGGAGGCGGGCGGGGCGGCCCCACCGGCCCCCCATGGACGCCCC 
35 CAGCACGGGGCGCTGAGACCCCCGCGTCGCTGCCCAGCCCGGTCCGGCGCGCCA 
CGCCGAGGGATCTCTGGACAGGACAAGACTCCGAAGCTACTCCCCCAGCACACA 
GCCCGGGACCCACAAACCCAGCTTGCCCCCAGCCCTCCCACCTGCCACTCCCTGG 
CCCCTCCCACCGCCCGCCCCCCTTGGGGCGCAGGGCATGGTGTGAAAGGCCAAG 
TGCTGAGGCGGGTATCATGGGTGCTGTGCCCTAGGGCCTGGGTGGCAGGGGGTG 
40 GGTGGCCTGTGGGTGTGCCGGGGGGGCCAGTGTGCCCACCCCAGTCTCTTGGCGT 
GCTGGAGGGCATCCTGGATGGAATTGAAGTGAATGGAACAGAAGCCAAGCAAG 
GTGGAGTGTGGGTCAGACCCAGAGGAGAACAGTGCCAGGTCACCAGATGGAAA 
GCGAAAAAGAAAGAACGGCCAATGTTCCCTGAAAACCAGCATGTCAGGGTATAT 
CCCTAGTTACCTGGACAAAGACGAGCAGTGTGTCGTGTGTGGGGACAAGGCAAC 
45 TGGTTATCACTACCGCTGTATCACTTGTGAGGGCTGCAAGGGCTTCTTTCGCCGC 
ACAATCCAGAAGAACCTCCATCCCACCTATTCCTGCAAATATGACAGCTGCTGTG 
TCATTGACAAGATCACCCGCAATCAGTGCCAGCTGTGCCGCTTCAAGAAGTGCAT 
CGCCGTGGGCATGGCCATGGACTTGGTTCTAGATGACTCGAAGCGGGTGGCCAA 
GCGTAAGCTGATTGAGCAGAACCGGGAGCGGCGGCGGAAGGAGGAGATGATCC 
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GATCACTGCAGCAGCGACCAGAGCCCACTCCTGAAGAGTGGGATCTGATCCACA 
TTGCCACAGAGGCCCATCGCAGCACCAATGCCCAGGGCAGCCATTGGAAACAGA 
GGCGGAAATTCCTGCCCGATGACATTGGCCAGTCACCCATTGTCTCCATGCCGGA 
CGGAGACAAGGTGGACCTGGAAGCCTTCAGCGAGTTTACCAAGATCATCACCCC 
5 GGCCATCACCCGTGTGGTGGACTTTGCCAAAAAACTGCCCATGTTCTCCGAGCTG 
CCTTGCGAAGACCAGATCATCCTCCTGAAGGGGTGCTGCATGGAGATCATGTCCC 
TGCGGGCGGCTGTCCGCTACGACCCTGAGAGCGACACCCTGACGCTGAGTGGGG 
AGATGGCTGTCAAGCGGGAGCAGCTCAAGAATGGCGGCCTGGGCGTAGTCTCCG 
ACGCCATCTTTGAACTGGGCAAGTCACTCTCTGCCTTTAACCTGGATGACACGGA 

10 AGTGGCTCTGCTGCAGGCTGTGCTGCTAATGTCAACAGACCGCTCGGGCCTGCTG 
TGTGTGGACAAGATCGAGAAGAGTCAGGAGGCGTACCTGCTGGCGTTCGAGCAC 
TACGTCAACCACCGCAAACACAACATTCCGCACTTCTGGCCCAAGCTGCTGATGA 
AGGAGAGAGAAGTGCAGAGTTCGATTCTGTACAAGGGGGCAGCGGCAGAAGGC 
CGGCCGGGCGGGTCACTGGGCGTCCACCCGGAAGGACAGCAGCTTCTCGGAATG 

1 5 CATGTTGTTCAGGGTCCGCAGGTCCGGCAGCTTGAGCAGCAGCTTGGTGAAGCG 
GGAAGTCTCCAAGGGCCGGTTCTTCAGCACCAGAGCCCGAAGAGCCCGCAGCAG 
CGTCTCCTGGAGCTGCTCCACCGAAGCGGAATTCTCCATGCCCGAGCGGTCTGTG 
GGGAAGACGACAGCAGTGAGGCGGACTCCCCGAGCTCCTCTGAGGAGGAACCGG 
AGGTCTGCGAGGACCTGGCAGGCAATGCAGCCTCTCCCTGAAGCCCCCCAGAAG 

20 GCCGATGGGGAAGGAGAAGGAGTGCCATACCTTCTCCCAGGCCTCTGCCCCAAG 
AGCAGGAGGTGCCTGAAAGCTGGGAGCGTGGGCTCAGCAGGGCTGGTCACCTCC 
GATCGCGTAAGAGCACGTTCCCTTCGTGAGGAGGCCAAACATGGCOAGAGTCCGT'. • 
. . >. . TGGTTTTTrGCTGTGTAGTTCGCTGTGCCTGGGATGCGCTTGGGGGTTTGTGTGGCTG: : . 
'GGA^^GATCTIAGTTGTCCTTTGAGGCCGGAACTGAAGTGTCAGGTCGTTCGGCAGG 

25 TCCCCCAGGCAGAAATAGTTGTCTGTGCTTCCTTGGTTCATGCTTCTACTGTGACA 
CTTATCTCACTGTTTTATAATTAGTCGGGCATGAGTCTGTTTCCCAAGCTAGACTG 
TGTCTGAATCATGTCTGTATCCCCAGTGCCCGGTGCAGGGCCTGGCATAGAGTAG 
GTACTCCATAAAAGGTGTGTTGAATTGAACTGCGTCTGCCTCCTCCCCCGGGTCA 
GGCGAGAGCCTGACCTACCTGCAGAGACAAGCACCACCGCGGTGAAGAGGCCCA 

30 GCTCCTCCTCGGTAAGCGCCAGGGAGTTGAGCTTCTCGCTGAAGTCGAACATGGC 
ACTGAGCAGGTCTCCCATGCCCATGGCACCAAGCTCCTGCAGGCTGTAGGTG 

SEQ ID NO: 445 : ,, 

>6353 BLOOD Rs.73817 gBi|UG|Hs#S268'57I Homo sapiens gene for LD78 alpha 
35 precursor, complete cds /cds=(86,364) /gb=D90144 /gi=219905 /ug=Hs.73817 /len=781 

CAGAAGGACACGGGCAGCAGACAGTGGTCAGTCCTTTCTTGGCTCTGCTGACACT 
CGAGCCCACATTCCGTCACCTGCTCAGAATCATGCAGGTCTCCACTGCTGCCCTT 
GCTGTCCTCCTCTGCACCATGGCTCTCTGCAACCAGTTCTCTGCATCACTTGCTGC 
TGACACGCCGACCGCCTGCTGCTTCAGCTACACCTCCCGGCAGATTCCACAGAAT 
40 TTCATAGCTGACTACTTTGAGACGAGCAGCCAGTGCTCCAAGCCCGGTGTCATCT 
TCCTAACCAAGCGAAGCCGGCAGGTCTGTGCTGACCCCAGTGAGGAGTGGGTCC 
AGAAATATGTCAGCGACGTGGAGCTGAGTGCCTGAGGGGTCCAGAAGCTTCGAG 
GCCCAGCGACCTCGGTGGGCCCAGTGGGGAGGAGCAGGAGCCTGAGCCTTGGGA 
ACATGCGTGTGACCTCCACAGCTACCTCTTCTATGGACTGGTTGTTGCCAAACAG 
45 CCACACTGTGGGACTCTTCTTAACTTAAAT^ 

TGTAATTTATTTTCGATTTCACAGTGTGTTTGTGATTGTTTGCTCTGAGAGTTCCC 

CTGTCCCCTCCCCCTTCCCTCACACCGCGTCTGGTGACAACCGAGTGGCTGTCATC 

AGCCTGTGTAGGCAGTCATGGCACCAAAGCCACCAGACTGACAAATGTGTATCG 
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GATGCTTTTGTTCAGGGCTGTGATCGGCCTGGGGAAATAATAAAGATGCTCTTTT 
AAAAGGTAAA 

SEQIDNO: 446 

5 >6372 BLOOD 902559. 1 M34309 gl 83990 Human epidermal growth factor receptor 
(HER3) mRNA, complete cds. 0 

CTCTCACACACACACACCCCTCCCCTGCCATCCCTCCCCGGACTCCGGCTCCGGC 
TCCGATTGCAATTTGCAACCTCCGCTGCCGTCGCCGCAGCAGCCACCAATTCGCC 
AGCGGTTCAGGTGGCTCTTGCCTCGATGTCCTAGCCTAGGGGCCCCCGGGCCGGA 

1 0 CTTGGCTGGGCTCCCTTCACCCTCTGCGGAGTCATGAGGGCGAACGACGCTCTGC 
AGGTGCTGGGCTTGCTTTTCAGCCTGGCCCGGGGCTCCGAGGTGGGCAACTCTCA 
GGCAGTGTGTCCTGGGACTCTGAATGGCCTGAGTGTGACCGGCGATGCTGAGAA 
CCAATACCAGACACTGTACAAGCTCTACGAGAGGTGTGAGGTGGTGATGGGGAA 
CCTTGAGATTGTGCTCACGGGACACAATGCCGACCTCTCCTTCCTGCAGTGGATT 

1 5 CGAGAAGTGACAGGCTATGTCCTCGTGGCCATGAATGAATTCTCTACTCTACCAT 
TGCCCAACCTCCGCGTGGTGCGAGGGACCCAGGTCTACGATGGGAAGTTTGCCAT 
CTTCGTCATGTTGAACTATAACACCAACTCCAGCCACGCTCTGCGCCAGCTCCGC 
TTGACTCAGCTCACCGAGATTCTGTCAGGGGGTGTTTATATTGAGAAGAACGATA 
AGCTTTGTCACATGGACACAATTGACTGGAGGGACATCGTGAGGGACCGAGATG 

20 CTGAGATAGTGGTGAAGGACAATGGCAGAAGCTGTCCCCCCTGTCATGAGGTTT 
GCAAGGGGCGATGCTGGGGTCCTGGATCAGAAGACTGCCAGACATTGACCAAGA 
<••%• reGATeTGTGCTCCTCAGTGTAATGGTCACTGCTT.TGGGCeCAACCGeA.AGCAGTG 
•; -njGTGGCATGATGAGTGTGCGGGGGGCTGGlGAGGGCGTGAGGACAGAGAGTGGTTT , 
. • , v^GGTGCCGGCACTTCAATGAGAGTGGAGCGTGTGTACCTCGGTGTCGACAGCCTC 

25 TTGTCTACAACAAGCTAACTTTCCAGCTGGAACCCAATCCCCACACCAAGTATCA 
GTATGGAGGAGTTTGTGTAGCCAGCTGTCCCCATAACTTTGTGGTGGATCAAACA 
TCCTGTGTCAGGGCCTGTCCTCCTGACAAGATGGAAGTAGATAAAAATGGGCTCA 
AGATGTGTGAGCCTTGTGGGGGACTATGTCCCAAAGCCTGTGAGGGAACAGGCT 
CTGGGAGCCGCTTCCAGACTGTGGACTCGAGCAACATTGATGGATTTGTGAACTG 

30 CACCAAGATCCTGGGCAACCTGGACTTTCTGATCACCGGCCTCAATGGAGACCCC 
TGGCACAAGATCCCTGCCCTGGACCCAGAGAAGCTCAATGTCTTCCGGACAGTAC 
GGGAGATCACAGGTTACCTGAACATCCAGTCCTGGCCGCCCCACATGCACAACTT 
.•: CAGTGTTT'ITrCCAA'rTTGAGAACCATTGGAGGCAGAAGCCrCTACAACCGGGGC 
Tl'ClGAlTGTrGATGATGAAGAACTTGAATGTCACATCTCTGGGCTTCCGATCCCT 

35 GAAGGAAATTAGTGCTGGGCGTATCTATATAAGTGCCAATAGGCAGCTCTGCTAC 
CACCACTCTTTGAACTGGACCAAGGTGCTTCGGGGGCCTACGGAAGAGCGACTA 
GACATCAAGCATAATCGGCCGCGCAGAGACTGCGTGGCAGAGGGCAAAGTGTGT 
GACCCACTGTGCTCCTCTGGGGGATGCTGGGGCCCAGGCCCTGGTCAGTGCTTGT 
CCTGTCGAAATTATAGCCGAGGAGGTGTCTGTGTGACCCACTGCAACTTTCTGAA 

40 TGGGGAGCCTCGAGAATTTGCCCATGAGGCCGAATGCTTCTCCTGCCACCCGGAA 
TGCCAACCCATGGAGGGCACTGCCACATGCAATGGGCTCGGGCTCTGATACTTGT 
GCTCAATGTGCCCATTTTCGAGATGGGCCCCACTGTGTGAGCAGCTGCCCCCATG 
GAGTCCTAGGTGCCAAGGGCCCAATCTACAAGTACCCAGATGTTCAGAATGAAT 
GTCGGCCCCTGCCATGAGAACTGCACCCAGGGGTGTAAAGGACCAGAGCTTCAA 

45 GACTGTTTAGGACAAACACTGGTGCTGATCGGCAAAACCCATCTGACAATGGCTT 
TGACAGTGATAGCAGGATTGGTAGTGATTTTCATGATGCTGGGCGGCACTTTTCT 
CTACTGGCGTGGGCGCCGGATTCAGAATAAAAGGGCTATGAGGCGATACTTGGA 
ACGGGGTGAGAGCATAGAGCCTCTGGACCCCAGTGAGAAGGCTAACAAAGTCTT 
GGCCAGAATCTTCAAAGAGACAGAGCTAAGGAAGCTTAAAGTGCTTGGCTCGGG 
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TGTCTTTGGAACTGTGCACAAAGGAGTGTGGATCCCTGAGGGTGAATCAATCAA 
GATTCCAGTCTGCATTAAAGTCATTGAGGACAAGAGTGGACGGCAGAGTTTTCA 
AGCTGTGACAGATCATATGCTGGCCATTGGCAGCCTGGACCATGCCCACATTGTA 
AGGCTCCTGGGACTATGCCCAGGGTCATCTCTGCAGCTTGTCACTCAATATTTGC 
5 CTCTGGGTTCTCTGCTGGATCATGTGAGACAACACCGGGGGGCACTGGGGCCAC 
AGCTGCTGCTCAACTGGGGAGTACAAATTGCCAAGGGAATGTACTACCTTGAGG 
AACATGGTATGGTGCATAGAAACCTGGCTGCCCGAAACGTGCTACTCAAGTCAC 
CCAGTCAGGTTCAGGTGGCAGATTTTGGTGTGGCTGACCTGCTGCCTCCTGATGA 
TAAGCAGCTGCTATACAGTGAGGCCAAGACTCCAATTAAGTGGATGGCCCTTGA 

1 0 GAGTATCCACTTTGGGAAATACACACACCAGAGTGATGTCTGGAGCTATGGTGTG 
ACAGTTTGGGAGTTGATGACCTTCGGGGCAGAGCCCTATGCAGGGCTACGATTG 
GCTGAAGTACCAGACCTGCTAGAGAAGGGGGAGCGGTTGGCACAGCCCCAGATC 
TGCACAATTGATGTCTACATGGTGATGGTCAAGTGTTGGATGATTGATGAGAACA 
TTCGCCCAACCTTTAAAGAACTAGCCAATGAGTTCACCAGGATGGCCCGAGACCC 

1 5 ACCACGGTATCTGGTCATAAAGAGAGAGAGTGGGCCTGGAATAGCCCCTGGGCC 
AGAGCCCCATGGTCTGACAAACAAGAAGCTAGAGGAAGTAGAGCTGGAGCCAG 
AACTAGACCTAGACCTAGACTTGGAAGCAGAGGAGGACAACCTGGCAACCACCA 
CACTGGGCTCCGCCCTCAGCCTACCAGTTGGAACACTTAATCGGCCACGTGGGAG 
CCAGAGCCTTTTAAGTCCATCATCTGGATACATGCCCATGAACCAGGGTAATCTT 

20 GGGGAGTCTTGCCAGGAGTCTGCAGTTTCTGGGAGCAGTGAACGGTGCCCCCGTC 
CAGTCTCTCTACACCCAATGCCACGGGGATGCCTGGCATCAGAGTCATCAGAGG 
'■- '■ :. •■ ; GGGATGTAAGAGGCTCTGAGGGTGAGCTCGAGGAGAAAGTGTCAATGTGTAGAA 

*. ■ » V'.-GGCGGAGCAGGAGCCGGAGGCCAGGGGCAGGCGGAGATAGGGGCTAGCATTGGC 
. ^'- AGCGCCACAGTCTGGTGAGTCC^G'KrAGCCCACTCTCCCGACCCGGGlTAGAGGA 

25 AGAGGATGTCAACGGTTATGTCATGCCAGATACACACCTCAAAGGTACTCCCTCC 
TCCCGGGAAGGCACCCTTTCTTCAGTGGGTCTCAGTTCTGTCCTGGGTACTGAAG 
AAGAAGATGAAGATGAGGAGTATGAATACATGAACCGGAGGAGAAGGCACAGT 
CCACCTCATCCCCCTAGGCCAAGTTCCCTTGAGGAGCTGGGTTATGAGTACATGG 
ATGTGGGGTCAGACCTCAGTGCCTCTCTGGGCAGCACACAGAGTTGCCCACTCCA 

30 CCCTGTACCCATCATGCCCACTGCAGGCACAACTCCAGATGAAGACTATGAATAT 
ATGAATCGGCAACGAGATGGAGGTGGTCCTGGGGGTGATTATGCAGCCATGGGG 
GCCTGCCCAGCATCTGAGCAAGGGTATGAAGAGATGAGAGCTTTTCAGGGGCCT 
« GGACATCAGGGCCGCGATGTCCATTATGCCCGCCTAAAAACTCTACGTAGCTTAG 
AGGGTACAGACTG'rGCClTTGATAACCCTGATTACTGGCATAGCAGGCTTTTCCC 

35 CAAGGCTAATGCGCAGAGAACGTAACTCCTGCTCCCTGTGGCACTCAGGGAGCA 
TTTAATGGCAGCTAGTGCCTTTAGAGGGTACCGTCTTCTCCCTATTCCCTCTCTCT 
CCCAGGTCCCAGCCCCTTTTCCCCAGTCCCAGACAATTCCATTCAATCTTTGGAG 
GCTTTTAAACATTTTGACACAAAATTCTTATGGTATGTAGCCAGCTGTGCACTTTC 
TTCTCTTTCCCAACCCCAGGAAAGGTTTTCCTTATTTTGTGTGCTTTCCCAGTCCC 

40 ATTCCTCAGCTTCTTCACAGGCACTCCTGGAGATATGAAGGATTACTCTCCATAT 
CCCTTCCTCTCAGGCTCTTGACTACTTGGAACTAGGCTCTTATGTGTGCCTTTGTT 
TCCCATCAGACTGTCAAGAAGAGGAAAGGGAGGAAACCTAGCAGAGGAAAGTG 
TAATTTTGGTTTATGACTCTTAACCCCCTAGAAAGACAGAAGCTTAAAATCTGTG 
AAGAAAGAGGTTAGGAGTAGATATTGATTACTATCATAATTCAGCACTTAACTAT 

45 GAGCCAGGjCATCATACTAAACTTCACCTACATTATCTCACTTAGTCCTTTATCATC 
CTTAAAACAATTCTGTGACATACATATTATCTCATTT^ 

NNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNNNNNNNNNNNN^ 
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NNNNNT^ITSfNNN^ 
NNNN>nsfNNNNNNN>^^ 

AATAAATTAAGCAGTAGATCCAGGATGCAAAATCCTCCCAATTCCTGTGCATGTG 
5 CTCITATTGTAAGGTGCCAAGAAAAACTGATTTAAGTTACAGCCCTTGTTTAAGG 
GGCACTGTTTCTTGTTTTTGCACTGAATCAAGTCTAACCCCAACAGCCACATCCTC 
CTATACCTAGACATCTCATCTCAGGAAGTGGTGGTGGGGGTAGTCAGAAGGAAA 
AATAACTGGACATCTTTGTGTAAACCATAATCCACATGTGCCGTAAATGATCTTC 
ACTCCTTATCCGAGGGCAAATTCACAAGGATCCCCAAGATCCACTTTTAGAAGCC 
10 ATTCTCATCCAGCAGTGAGAAGCTTCCAGGTAGGACAGAAAAAAGATCCAGCTT 
CAGCTGCACACCTCTGTCCCCTTGGATGGGGAACTAAGGGAAAACGTCTGTTGTA 
TCACTGAAGTTTTTTGTTTTGTTTTTATACGTGTCTGAATAAAAATGCCAAAGTTT 
TTTTTCACAAAAAA 

15 SEQK)NO:447 

>6394 BLOOD 474544. 1 3 L4135 1 g862304 Human prostasin mRNA, complete cds. 0 
AGACGGTGCTGGTGACTCGTCCACACTGCTCGCTTCGGATACTCCAGGCGTCTCC 
CGTTGCGGCCGCTCCCTGCCTTAGAGGCCAGCCTTGGACACTTGCTGCCCCTTTCC 
AGCCCGGATTCTGGGATCCTTCCCTCTGAGCCAACATCTGGGTCCTGCCTTCGAC 

20 ACCACCCCAAGGCTTCCTACCTTGCGTGCCTGGAGTCTGCCCCAGGGGCCCTTGT 
CCTGGGCCATGGCCCAGAAGGGGGTCCTGGGGCCTGGGCAGCTGGGGGCTGTGG 
: : . • .. ;;GCATTCTGCTCTATGTTGGATTAGTGGGGTGGGGGACAGGAGCGGAAGGGGGAG . 
, . ■■ ^AAGCTCGCTGCGGTGTGGGGGGGGAAGCAGGGATCAGAGGTGGCAGCAGTGCAG' 
T •••• TCGGGGGTCAGTGGCCGTGGCAGGTCAGGATGAGGTATGAAGGGGTCCATGTGTG . 

25 TGGTGGCTCTCTCGTGTCTGAGCAGTGGGTGCTGTCAGCTGCTCACTGCTTCCCCA 
GCGAGCACCACAAGGAAGCCTATGAGGTCAAGCTGGGGGCCCACCAGCTAGACT 
CCTACTCCGAGGACGCCAAGGTCAGCACCCTGAAGGACATCATCCCCCACCCCA 
GCTACCTCCAGGAGGGCTCCCAGGGCGACATTGCACTCCTCCAACTCAGCAGACC 
CATCACCTTCTCCCGCTACATCCGGCCCATCTGCCTCCCTGCAGCCAACGCCTCCT 

30 TCCCCAACGGCCTCCACTGCACTGTCACTGGCTGGGGTCATGTGGCCCCCTCAGT 
GAGCCTCCTGACGCCCAAGCCACTGCAGCAACTCGAGGTGCCTCTGATCAGTCGT 
GAGACGTGTAACTGCCTGTACAACATCGACGCCAAGCCTGAGGAGCCGCACTTT 

GTCCAAGAGGAGATGGTGTGTGGTGGCTATGTGGAGGGGGGCAAGGACGCCTGG 

- GAGGGTGACTC1 GGGGGCCCACTCTCCTGCCCTGTGGAGGGTCTCTGGTACCTGA 

35 CGGGCATTGTGAGCTGGGGAGATGCCTGTGGGGCCCGCAACAGGCCTGGTGTGT 
ACACTCTGGCCTCCAGCTATGCCTCCTGGATCCAAAGCAAGGTGACAGAACTCCA 
GCCTCGTGTGGTGCCCCAAACCCAGGAGTCCCAGCCCGACAGCAACCTCTGTGGC 
AGCCACCTGGCCTTCAGCTCTGCCCCAGCCCAGGGCTTGCTGAGGCCCATCCTTT 
TCCTGCCTCTGGGCCTGGCTCTGGGCCTCCTCTCCCCATGGCTCAGCGAGCACTG 

40 AGCTGGCCCTACTTCCAGGATGGATGCATCACACTCAAGGACAGGAGCCTGGTC 
CTTCCCTGATGGCCTTTGGACCCAGGGCCTGACTTGAGCCACTCCTTCCTTCAGG 
ACTCTGCGGGAGGCTGGGGCCCCATCTTGATCTTTGAGCCCATTCTTCTGGGTGT 
GCTTTTTGGGACCATCACTGAGAGTCAGGAGTTTTACTGCCTGTAGCAATGGCCA 
GAGCCTCTGGCCCCTCACCCACCATGGACCAGCCCATTGGCCGAGCTCCTGGGGA 

45 GCTCCTGGGACCCTTGGCTATGAAAATGAGCCCTGGCTCCCACCTGTTTCTGGAA 
GACTGCTCCCGGCCCGCCTGCCCAGACTGATGAGCACATCTCTCTGCCCTCTCCC 
TGTGTTCTGGGCTGGGGCCACCTTTGTGCAGCTTCGAGGACAGGAAAGGCCCCAA 
TCTTGCCCACTGGCCGCTGAGCGCCCCCGAGCCCTGACTCCTGGACTCCGGAGGA 
CTGAGCCCCCACCGGAACTGGGCTGGCGCTTGGATCTGGGGTGGGAGTAACAGG 
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GCAGAAATGATTAAAATGTTTGAGCACAACTTGCCGTGCATGTGTGAAGTGAAA 
TGAAGAACATCCGCTCTTGGCCTCCCCTTCCCCTCCAAAGTCCAGGGCCACCAGA 
ACTGACTTTATTAAAAAAATGACAAAACAGGTCTATACATATTTACAGGCTGGGA 
GCCAGGAGGCTCAGGTCCGACAGCAGGGGCCAGGCTGCTCACTTCTTGGAGAGC 
5 TTGACTTGCTTGTGCTTGGGGGGTGCCCACTTGAGGCAGACGGAGTCCACTGTGA 
TGGGTGGTTTCTTATACTGGGCACTTTTGAGGTGCTCCTCCACCAGCTTGGGTGTG 
ACACAGATCACGTGCTGGCCCTTCCAGTACTTGACCATATTGAGGGATTGCAGGG 
TACTGATGATGTCATTTTGGGTGATACTGGTCATCTGGCTGAGGTCCTTGATGGA 
CAGTGTGCCCCGGAAGTCCCGCAGGATCTCCAGCAGCACCCAGGACCAGTAGCT 

1 0 GCGGTAGCTGAGCTTGCCC AGGTCAGACAGCGGCTTCTCCGGGGAGCCGACTGT 
GCTCTCCAGCTTGGAGAGCTCATAACTGAAAGCGATGAGGAACTTCCCGTAGCC 
GCGGCGTTGGTAGGGGGGCAAGGTCAGGATGCAGGCCACATTGTTTCCATCCGG 
GGACTCCTTCTCCTTGGAGAAGTAGCCAACAATGTGGGCCCCCTGCCGGTCCACC 
TCAGTCAGGATGTAAAAGACGAACGGCTCCACGTCAAAGTACAGTGTCTTATGG 

1 5 TCCAGGAAAAGCTTGGCC AGCAGAC ACAGGTTCTGACAGT AAATCTTATGGTCTT 
• TGCCATCAACTTCGTACACGGAGATGTTGCTCTTGCGGTAGATCTCTTTCCCGGG 
GGGCTGCCGCCACTGGCACTGACCCAAGTGGAAGCGGTAGCTCTTCTCATATTTC 
ATGTACTTGAGGCAGTACTCGCAGAGCCAGAGCTTGGGCTGTTTCCCATAGTCTT 
CGGGGAATGGTGAGAAATACCAGGCATCAATTTCGTAGTTCCCGATGTGGATCTT 

20 GTCCACATACTTCACCTTGGTGATCGCCTCATGCTCCTTCTCCAAGGCTGCTGTGG 
TGGGGTCCATCTCTGCATAAGTCTTCTGCACATGGTTGATCTCATCATGCTTGCGC 
.: • -. TTTTGGTTGCGAGTGATGT.TGGGCTCAGGGTGCTGTGCGAGGTCGCTGAGGTAGTT • 
• CTCTGAGTTCITCTGTAGAGGATGGTTGAGTGTGTTGGTCAGGGCCAGCGGGTTGT^ i 

TGTGTACGCAGTCGTGG AGGCGCGGG'ITA/vAGCGGACG I AGTGTACATAG AATFC ■ 

25 CTCTCGGCCCTCCTGGTCGTTCACTCGAGACTGGATCACTTCAGCAGAATGGCAG 
GTGCTATCCGGTCGCCGGCACAGGTACGTTTCTCCGATCTCCACCGTGACTTCCG 
GCTCGCCGCGCGCCGGGGTCGGCGGAGAGACGCGGCCCGGGGATGGGGCGGTCC 
CCTCAGCGGCCGCATTCTCCCCGGGCCCGGGCTCGCCCTCCCCCGCGACCCCTGA 
AGTCCCCGCCGCAACCGCCGCAGCAGCTCCCTGTGCC 

30 

SEQE)NO:448 

>6407 BLOOD 199338.3 M31315 gl82291 Human coagulation factor XII (Hageman) 

^.^■^J^&J^atlBNA, 3* end 0 

GCTGGACCAACGGACGGATGCCATGAGGGCTCTGCTGCTCCTGGGG'fTCCTGCTG ' 
35 GTGAGCTTGGAGTCAACACTTTCGATTCCACCTTGGGAAGCCCCCAAGGAGCATA 
AGTACAAAGCTGAAGAGCACACAGTCGTTCTCACTGTCACCGGGGAGCCCTGCC 
ACTTCCCCTTCCAGTACCACCGGCAGCTGTACCACAAATGTACCCACAAGGGCCG 
GCCAGGCCCTCAGCCCTGGTGTGCTACCACCCCCAACTTTGATCAGGACCAGCGA 
TGGGGATACTGTTTGGAGCCCAAGAAAGTGAAAGACCACTGCAGCAAACACAGC 
40 CCCTGCCAGAAAGGAGGGACCTGTGTGAACATGCCAAGCGGCCCCCACTGTCTC 
TGTCCACAACACCTCACTGGAAACCACTGCCAGAAAGAGAAGTGCTTTGAGCCT 
CAGCTTCTCCGGTTTTTCCACAAGAATGAGATATGGTATAGAACTGAGCAAGCAG 
CTGTGGCCAGATGCCAGTGCAAGGGTCCTGATGCCCACTGCCAGCGGCTGGCCA 
GCCAGGCCTGCCGCACCAACCCGTGCCTCCATGGGGGTCGCTGCCTAGAGGTGG 
45 AGGGCCACCGCCTGTGCCACTGCCCGGTGGGCTACACCGGACCCTTCTGCGACGT 
GGACACCAAGGCAAGCTGCTATGATGGCCGCGGGCTCAGCTACCGCGGCCTGGC 
CAGGACCACGCTCTCGGGTGCGCCCTGTCAGCCGTGGGCCTCGGAGGCCACCTAC 
CGGAACGTGACTGCCGAGCAAGCGCGGAACTGGGGACTGGGCGGCCACGCCTTC 
TGCCGGAACCCGGACAACGACATCCGCCCGTGGTGCTTCGTGCTGAACCGCGAC 
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CGGCTGAGCTGGGAGTACTGCGACCTGGCACAGTGCCAGACCCCAACCCAGGCG 
GCGCCTCCGACCCCGGTGTCCCCTAGGCTTCATGTCCCACTCATGCCCGCGCAGC 
CGGCACCGCCGAAGCCTCAGCCCACGACCCGGACCCCGCCTCAGTCCCAGACCC 
CGGGAGCCTTGCCGGCGAAGCGGGAGCAGCCGCCTTCCCTGACCAGGAACGGCC 
5 CACTGAGCTGCGGGCAGCGGCTCCGCAAGAGTCTGTCTTCGATGACCCGCGTCGT 
TGGCGGGCTGGTGGCGCTACGCGGGGCGCACCCCTACATCGCCGCGCTGTACTG 
GGGCCACAGTTTCTGCGCCGGCAGCCTCATCGCCCCCTGCTGGGTGCTGACGGCC 
GCTCACTGCCTGCAGGACCGGCCCGCACCCGAGGATCTGACGGTGGTGCTCGGC 
CAGGAACGCCGTAACCACAGCTGTGAGCCGTGCCAGACGTTGGCCGTGCGCTCC 

10 TACCGCTTGCACGAGGCCTTCTCGCCCGTCAGCTACCAGCACGACCTGGCTCTGT 
TGCGCCTTCAGGAGGATGCGGACGGCAGCTGCGCGCTCCTGTCGCCTTACGTTCA 
GCCGGTGTGCCTGCCAAGCGGCGCCGCGCGACCCTCCGAGACCACGCTCTGCCA 
GGTGGCCGGCTGGGGCCACCAGTTCGAGGGGGCGGAGGAATATGCCAGCTTCCT 
GCAGGAGGCGCAGGTACCGTTCCTCTCCCTGGAGCGCTGCTCAGCCCCGGACGTG 

1 5 CACGGATCCTCCATCCTCCCCGGCATGCTCTGCGCAGGGTTCCTCGAGGGCGGCA 
CCGATGCGTGCCAGGGTGATTCCGGAGGCCCGCTGGTGTGTGAGGACCAAGCTG 
CAGAGCGCCGGCTCACCCTGCAAGGCATCATCAGCTGGGGATCGGGCTGTGGTG 
ACCGCAACAAGCCAGGCGTCTACACCGATGTGGCCTACTACCTGGCCTGGATCCG 
GGAGCACACCGTTTCCTGATTGCTCAGGGACTCATCTTTCCCTCCTTGGTGATTCC 

20 GCAGTGAGAGAGTGGCTGGGGCATGGAAGGCAAGATTGTGTCCCATTCCCCCAG 
TGCGGCCAGCTCCGCGCCAGGATGGCGGAGGAACTCAATAAAGTGCTTTGAAAA 
' '• 'TGCTGAGAAAAAAAAAAAAA '. ' . : ;A jxWO -. ••;•»<•••...',. -, •• 

1 : :SEQ,ID.NO: 449.^ : . ^ i ' ' r ' - : ' . - • ' ■■ . ■ 1.>.;. -v : ■ " 

25 >6436 BLOOD gi|219919|dbj|D13515.1|HUMMAJRR Homo sapiens mRNA for key subunit 
of N-methyl-D-aspartate receptor, complete cds 

GCTTCAGCGCCCCTTCCCTCGGCCGACGTCCCGGGACCGCCGCTCCGGGGGAGAC 
GTGGCGTCCGCAGCCCGCGGGGCCGGGCGAGCGCAGGACGGCCCGGAAGCCCCG 
CGGGGGATGCGCCGAGGGCCCCGCGTTCGCGCCGCGCAGAGCCAGGCCCGCGGC 

30 CCGAGCCCATGAGCACCATGCGCCTGCTGACGCTCGCCCTGCTGTTCTCCTGCTC 
CGTCGCCCGTGCCGCGTGCGACCCCAAGATCGTCAACATTGGCGCGGTGCTGAGC 
ACGCGGAAGCACGAGCAGATGTTCCGCGAGGCCGTGAACCAGGCCAACAAGCG 
GCACGGCTCCTGGAAGATTCAGCTCAATGCCA CCTCCGTCA CGCACAAGGCCAAC 
GCCATCCAGATGGCTCTGTCGGTGTGCGAGGACCTCATCTCCAGCCAGGTCTACG 

35 CCATCCTAGTTAGCCATCCACCTACCCCCAACGACCACTTCACTCCCACCCCTGTC 
TCCTACACAGCCGGCTTCTACCGCATACCCGTGCTGGGGCTGACCACCCGCATGT 
CCATCTACTCGGACAAGAGCATCCACCTGAGCTTCCTGCGCACCGTGCCGCCCTA 
CTCCCACCAGTCCAGCGTGTGGTTTGAGATGATGCGTGTCTACAGCTGGAACCAC 
ATCATCCTGCTGGTCAGCGACGACCACGAGGGCCGGGCGGCTCAGAAACGCCTG 

40 GAGACGCTGCTGGAGGAGCGTGAGTCCAAGGCAGAGAAGGTGCTGCAGTTTGAC 
CCAGGGACCAAGAACGTGACGGCCCTGCTGATGGAGGCGAAAGAGCTGGAGGC 
CCGGGTCATCATCCTTTCTGCCAGCGAGGACGATGCTGCCACTGTATACCGCGCA 
GCCGCGATGCTGAACATGACGGGCTCCGGGTACGTGTGGCTGGTCGGCGAGCGC 
GAGATCTCGGGGAACGCCCTGCGCTACGCCCCAGACGGCATCCTCGGGCTGCAG 

45 CTCATCAACGGCAAGAACGAGTCGGCCCACATCAGCGACGCCGTGGGCGTGGTG 
GCCCAGGCCGTGCACGAGCTCCTCGAGAAGGAGAACATCACCGACCCGCCGCGG 
GGCTGCGTGGGCAACACCAACATCTGGAAGACCGGGCCGCTCTTCAAGAGAGTG 
CTGATGTCTTCCAAGTATGCGGATGGGGTGACTGGTCGCGTGGAGTTCAATGAGG 
ATGGGGACCGGAAGTTCGCCAACTACAGCATCATGAACCTGCAGAACCGCAAGC 
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TGGTGCAAGTGGGCATCTACAATGGCACCCACGTCATCCCTAATGACAGGAAGA 
TCATCTGGCCAGGCGGAGAGACAGAGAAGCCTCGAGGGTACCAGATGTCCACCA 
GACTGAAGATTGTGACGATCCACCAGGAGCCCTTCGTGTACGTCAAGCCCACGCT 
GAGTGATGGGACATGCAAGGAGGAGTTCACAGTCAACGGCGACCCAGTCAAGAA 
5 GGTGATCTGCACCGGGCCCAACGACACGTCGCCGGGCAGCCCCCGCCACACGGT 
GCCTCAGTGTTGCTACGGCTTTTGCATCGACCTGCTCATCAAGCTGGCACGGACC 
ATGAACTTCACCTACGAGGTGCACCTGGTGGCAGATGGCAAGTTCGGCACACAG 
GAGCGGGTGAACAACAGCAACAAGAAGGAGTGGAATGGGATGATGGGCGAGCT 
GCTCAGCGGGCAGGCAGACATGATCGTGGCGCCGCTAACCATAAACAACGAGCG 

1 0 CGCGCAGTACATCGAGTTTTCCAAGCCCTTCAAGTACCAGGGCCTGACTATTCTG 
GTCAAGAAGGAGATTCCCCGGAGCACGCTGGACTCGTTCATGCAGCCGTTCCAG 
AGCACACTGTGGCTGCTGGTGGGGCTGTCGGTGCACGTGGTGGCCGTGATGCTGT 
ACCTGCTGGACCGCTTCAGCCCCTTCGGCCGGTTCAAGGTGAACAGCGAGGAGG 
AGGAGGAGGACGCACTGACCCTGTCCTCGGCCATGTGGTTCTCCTGGGGCGTCCT 

1 5 GCTCAACTCCGGCATCGGGGAAGGCGCCCCCAGAAGCTTCTCAGCGCGCATCCT 
GGGCATGGTGTGGGCCGGCTTTGCCATGATCATCGTGGCCTCCTACACCGCCAAC 
CTGGCGGCCTTCCTGGTGCTGGACCGGCCGGAGGAGCGCATCACGGGCATCAAC 
GACCCTCGGCTGAGGAACCCCTCGGACAAGTTTATCTACGCCACGGTGAAGCAG 
AGCTCCGTGGATATCTACTTCCGGCGCCAGGTGGAGCTGAGCACCATGTACCGGC 

20 ATATGGAGAAGCACAACTACGAGAGTGCGGCGGAGGCCATCCAGGCCGTGAGA 
GACAACAAGCTGCATGCCTTCATCTGGGACTCGGCGGTGCTGGAGTTCGAGGCCT 
GGCAGA/VGTGCGAGGTGGTGACGAGTGGAGAGCTGTTTTTCCGCTCGGGGTTGGG 
GATAGGGATGGGGAAAGACAGCCGCTGGAAGCAGAACGTCTCCCTGTGCA'ECCTC 
AAGTGGCACGAGAATGGCTTCATGGAAGACCTGGACA/,GACGTGGGTTCGGTAT 

25 CAGGAATGTGACTCGCGCAGCAACGCCCCTGCGACCCTTAGTTTTGAGAACATGG 
CCGGGGTCTTCATGCTGGTAGCTGGGGGCATCGTGGCCGGGATCTTCCTGATTTT 
CATCGAGATTGCCTACAAGCGGCACAAGGATGCTCGCCGGAAGCAGATGCAGCT 
GGCCTTTGCCGCCGTTAACGTGTGGCGGAAGAACCTGCAGGATAGAAAGAGTGG 
TAGAGCAGAGCCTGACCCTAAAAAGAAAGCCACATTTAGGGCTATCACCTCCAC 

30 CCTGGCTTCCAGCTTCAAGAGGCGTAGGTCCTCCAAAGACACGAGCACCGGGGG 
TGGACGCGGCGCTTTGCAAAACCAAAAAGACACAGTGCTGCCGCGACGCGCTAT 
TGAGAGGGAGGAGGGCCAGCTGCAGCTGTGTTCCCGTCATAGGGAGAGCTGAGA 
s CTCCCCGCCCGCCCTCCTCTGCCCCGTGCCCGGCAGACAGACAGACAGACGGACG 
GGACAGCGGCCCGGCCCACGCAGAGCCCCGGAGCACGACGGGGTCGGGGGAGG 

35 AGCACCCCCAG 

SEQ ID NO: 450 

>6437 BLOOD 242455.2 U72648.1 g3914602 Human alpha2-C4-adrenergic receptor gene, 
complete cds. 0 

40 GGCGCTCGATGTGCTGTTTTGCACCTCGTCGATCGTGCATCTGTGTGCCATCAGCC 
TGGATCGCTACTGGTCGGTGACGCANGCCGTCGAGTACAACCTGAAGCGCACAC 
CACGCNGCGTCAAGGCCACCATCGTCGCCGTGTGGCTCATCTCGGCCGTCATCTC 
CTTCCCGCCGCTGGTCTCGCTCTACCGCCAGCCCGACGGCGCCGCCTACCCGCAG 
TGCGGCCTCAACGACGAGACCTGGTACATCCTGTCCTCCTGCATCGGCTCCTTCTT 

45 CGCGCCCTGCCTCATCATGGGCCTGGTCTACGCGCGCATCTACCGAGTGGCCAAG 
CGTCGCACGCGCACGCTCAGCGAGAAGCGCGCCCCCGTGGGCCCCGACGGTGCG 
TCCCCGACTACCGAAAACGGGCTGGGCGCGGCGGCAGGCGAGGCGAGAACGGG 
CACTGCGCGCCCCCGCCCGCCGACGTGGAGCCGGACGAGAGCAGCGCAGCGGCC 
GAGAGGCGGCGCGCCGGGGCCGTTGCGGCGGGGCGGGCGGCGGCGAGCGGGCG 
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CGGAGGGGGGCGCGGGCGGTGCGGACGGGCAGGGGGCGGGGCCGGGGGCGGCT 
CAGTCGGGGGCGCTGACCGCCTCCAGGTCCCCGGGGCCCGGTGGCCGCCTCTCGC 
GCGCCAGCTCGCGCTCCGTCGAGTTCTTCCTGTCGCGCCGGCGCCGGGCGCGCAG 
CAGCGTGTGCCGCCGCAAGGTGGCCCAGGCGCGCGAGAAGCGCTTCACCTTTGT 
5 GCTGGCTGTGGTCATGGGCGTGTTCGTGCTCTGCTGGTTCCCCTTCTTCTTCAGCT 
ACAGCCTGTACGGCATCTGCCGCGAGGCCTGCCAGGTGCCCGGCCCGCTCTTCAA 
GTTCTTCTTCTGGATCGGCTACTGCAACAGCTCGCTCAACCCGGTCATCTACACG 
GTCTTCAACCAGGATTTCCGGCGATCCTTTAAGCACATCCTCTTCCGACGGAGGA 
GAAGGGGCTTCAGGCAGTGACTCGCACCCGTCTGGGAATCCTGGACAGCTCCGC 

10 GCTCGGGGCTGGGCAGAAGGGGCGGCCCGGACGGGGGAGCTTTCCCAGAGACCC 
GGGGAGCTCTCCCAGAGACCCGGGGATGGATTGGCCTCCAGGGCGCAGGGGAGG 
GTGCGGCAGGGCAGGAGCTTGGCAGAGAGATAGCCGGGCTCCAGGGAGTGGGG 
AGGAGAGAGGGGGAGACCCCTTTGCCTTCCCCCCTCAGCAAGGGGCTGCTTCTG 
GGGCTCCCTGCCTGGATCCAGCTCTGGGAGCCCTGCCGAGGTGTGGCTGTGAGGT 

1 5 CAGGGTTTTAG AGAGCAGTGGC AGAGGTAGCCCCCTAAATGGGCAAGCAAGGAG 
CCCCCCAAAGACACTACCACTCCCCATCCCCGTCTGACCAAGGGCTGACTTCTCC 
AGGACCTAGTCGGGGGGTGGCTGCCAGGGGGCAAGGAGAAAGCACCGACAATC 
TTTGATTACTGAAAGTATTTAAATGTTTGCCAAAAACAACAGCCAAAACAACCAA 
ACTATTTTCTAAATAAACCTTTGTAATCTAAGATTGTCGGTGCTTTCTCCTTGCCC 

20 CCTGGCAGCCACCCCCCGACTAGGTCCTGGAGAAGTCAGCCCTTGGTCAGACGG 
GGATGGGGAGTGGTAGTGTGTTTCGGGGGGCTCCTTGCTCGCCCATTTAGGAAGC 
; : CTAGGT.GTGACAGTGGTGTGTAAAAGCCTGACCTCACAGCCACAGGTCGGCAGGGC 
CGGCAGAGCTGGAT v. = ' • ,/..•.• • ■; .,;,/•■ : ^CZ^-W- > ,., 

25 SEQ ID NO: 451 

>6460 BLOOD gi|603954|dbj|D43950.1 |HUMKG1DD Homo sapiens mRNA for KIAA0098 
protein, partial cds 

ATTCCGGTTGTTGCACCATGGCGTCCATGGGGACCCTCGCCTTCGATGAATATGG 
GCGCCCTTTCCTCATCATCAAGGATCAGGACCGCAAGTCCCGTCTTATGGGACTT 

30 GAGGCCCTCAAGTCTCATATAATGGCAGCAAAGGCTGTAGCAAATACAATGAGA 
ACATCACTTGGACCAAATGGGCTTGATAAGATGATGGTGGATAAGGATGGAGAT 
GTGACTGTAACTAATGATGGGGCCACCATCTTAAGCATGATGGATGTTGATCATC 
AGATTGCCAAGCTGATGGTGGAACTGTCCAAGXGTCAGGATGATGAAATTGGAG 
ATGGAACCACAGGAGTGGTTGTCGTGGGTGGTGGC'ITGTTAGAAGAAGCGGAGC 

35 AATTGCTAGACCGAGGCATTCACCCAATCAGAATAGCCGATGGCTATGAGCAGG 
CTGCTCGTGTTGCTATTGAACACCTGGACAAGATCAGCGATAGCGTCCTTGTTGA 
CATAAAGGACACCGAACCCCTGATTCAGACAGCAAAAACCACGCTGGGCTCCAA 
AGTGGTCAACAGTTGTCACCGACAGATGGCTGAGATTGCTGTGAATGCCGTCCTC 
ACTGTAGCAGATATGGAGCGGAGAGACGTTGACTTTGAGCTTATCAAAGTAGAA 

40 GGCAAAGTGGGCGGCAGGCTGGAGGACACTAAACTGATTAAGGGCGTGATTGTG 
GACAAGGATTTCAGTCACCCACAGATGCCAAAAAAAGTGGAAGATGCGAAGATT 
GCAATTCTCACATGTCCATTTGAACCACCCAAACCAAAAACAAAGCATAAGCTG 
GATGTGACCTCTGTCGAAGATTATAAAGCCCTTCAGAAATACGAAAAGGAGAAA 
TTTGAAGAGATGATTCAACAAATTAAAGAGACTGGTGCTAACCTAGCAATTTGTC 

45 AGTGGGGCTTTGATGATGAAGCAAATCACTTACTTCTTCAGAACAACTTGCCTGC 
GGTTCGCTGGGTAGGAGGACCTGAAATTGAGCTGATTGCCATCGCAACAGGAGG 
GCGGATCGTCCCCAGGTTCTCAGAGCTCACAGCCGAGAAGCTGGGCTTTGCTGGT 
CTTGTACAGGAGATCTCATTTGGGACAACTAAGGATAAAATGCTGGTCATCGAGC 
AGTGTAAGAACTCCAGAGCTGTAACCATTTTTATTAGAGGAGGAAATAAGATGA 
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TCATTGAGGAGGCGAAACGATCCCTTCACGATGCTTTGTGTGTCATCCGGAACCT 
CATCCGCGATAATCGTGTGGTGTATGGAGGAGGGGCTGCTGAGATATCCTGTGCC 
CTGGCAGTTAGCCAAGAGGCGGATAAGTGCCCCACCTTAGAACAGTATGCCATG 
AGAGCGTTTGCCGACGCACTGGAGGTCATCCCCATGGCCCTCTCTGAAAACAGTG 
5 GCATGAATCCCATCCAGACTATGACCGAAGTCCGAGCCAGACAGGTGAAGGAGA 
TGAACCCTGCTCTTGGCATCGACTGTTTGCACAAGGGGACAAATGATATGAAGCA 
ACAGCATGTCATAGAAACCTTGATTGGCAAAAAGCAACAGATATCTCTTGCAAC 
ACAAATGGTTAGAATGATTTTGAAGATTGATGACATTCGTAAGCCTGGAGAATCT 
GAAGAATGAAGACATTGAGAAAACTATGTAGCAAGATCCACTTCTGTGATTAAG 
1 0 TAAATGGATGTCTCGTGATGCATCTACAGTTATTTATTGTTACATCCTTTTCCAGA 
CACTGTAGATGCTATAATAAAAATAGCTGTTTGGTAACCATAGTTTCACTTGTTC 
AAAGCTGTGTAATCGTGGGGGTACCATCTCAACTGCTTTTGTATTCATTGTATTAA 
AAGAATCTGTTTAAACAACCTTTATCTTCTCTTCGGGTTTAAGAAACGTTTATTGT 
AACAGTAATTAAATGCTGCCTTAATTG 

15 

SEQ ID NO: 452 

>6469 BLOOD 478620.78 D55696 gl 890049 Human mRNA for cysteine protease, complete 
cds. 0 

GCGGCGGCGCCCGCAGCAATCACAGCAGTGCCGACGTCGTGGGTGTTTGGTGTG 

20 AGGCTGCGAGCCGCCGCGAGTTCTCACGGTCCCGCCGGCGCCACCACCGCGGTC 
ACTCACCGCCGCCGCCGCCACCACTGCCACCACGGTCGCCTGCCACAGGTGTCTG 
'<' "= , GAATTGAACTCCAAGGTGCAGAATGGTTTGGAAAGTAGCTGTATTGCTGAGTGTG , 
•GGCCTGGGCATTGGTGCCGTTCGTATAG ATGATCCTGAAGAT GGAGGG AAGCACT 
GGGTGGTGATCGTGGCAGGTTGAAATGGCTGGTATAATTATAGGCACCAGGGAG 

25 ACGCGTGCCATGCCTACCAGATCATTCACCGGAATGGGATTCCTGACGAACAGAT 
CGTTGTGATGATGTACGATGACATTGCTTACTCTGAAGACAATCCCACTCCAGGA 
ATTGTGATCAACAGGCCCAATGGCACAGATGTCTATCAGGGAGTCCCGAAGGAC 
TACACTGGAGAGGATGTTACCCCACAAAATTTCCTTGCTGTGTTGAGAGGCGATG 
CAGAAGCAGTGAAGGGCATAGGATCCGGCAAAGTCCTGAAGAGTGGCCCCCAGG 

30 ATCACGTGTTCATTTACTTCACTGACCATGGATCTACTGGAATACTGGTTTTTCCC 
AATGAAGATCTTCATGTAAAGGACCTGAATGAGACCATCCATTACATGTACAAA 
CACAAAATGTACCGAAAGATGGTGTTCTACATTGAAGCCTGTGAGTCTGGGTCCA 
TGATGAACCACCTGCCGGATAACATGAATGTTIATGCAACTACTGCTGCCAACCC 
' CAGAGAGTCGTCCTACGCGlGTTAClATGArGAGAAGAGGTCCACGTACCTGGG 

35 GGACTGGTACAGCGTCAACTGGATGGAAGACTCGGACGTGGAAGATCTGACTAA 
AGAGACCCTGCACAAGCAGTACCACCTGGTAAAATCGCACACCAACACCAGCCA 
CGTCATGCAGTATGGAAACAAAACAATCTCCACCATGAAAGTGATGCAGTTTCA 
GGGTATGAAACGCAAAGCCAGTTCTCCCGTCCCCCTACCTCCAGTCACACACCTT 
GACCTCAGCCCCAGCCCTGATGTGCCTCTCACCATCATGAAAAGGAAACTGATGA 

40 ACACCAATGATCTGGAGGAGTCCAGGCAGCTCACGGAGGAGATCCAGCGGCATC 
TGGATGCCAGGCACCTCATTGAGAAGTCAGTGCGTAAGATCGTCTCCTTGCTGGC 
AGCGTCCGAGGCTGAGGTGGAGCAGCTCCTGTCCGAGAGAGCCCCGCTCACGGG 
GCACAGCTGCTACCCAGAGGCCCTGCTGCACTTCCGGACCCACTGCTTCAACTGG 
CACTCCCCCACGTACGAGTATGCGTTGAGACATTTGTACGTGCTGGTCAACCTTT 

45 GTGAGAAGCCGTATCCGCTTCACAGGATAAAATTGTCCATGGACCACGTGTGCCT 
TGGTCACTACTGAAGAGCTGCCTCCTGGAAGCTTTTCCAAGTGTGAGCGCCCCAC 
CGACTGTGTGCTGATCAGAGACTGGAGAGGTGGAGTGAGAAGTCTCCGCTGCTC 
GGGCCCTCCTGGGGAGCCCCCGCTCCAGGGCTCGCTCCAGGACCTTCTTCACAAG 
ATGACTTGCTCGCTGTTACCTGCTTCCCCAGTCTTTTCTGAAAAACTACAAATTAG 
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GGTGGGAAAAGCTCTGTATTGAGAAGGGTCATATTTGCTTTCTAGGAGGTTTGTT 
GTTTTGCCTGTTAGTTTTGAGGAGCAGGAAGCTCATGGGGGCTTCTGTAGCCCCT 
CTCAAAAGGAGTCTTTATTCTGAGAATTTGAAGCTGAAACCTCTTTAAATCTTCA 
GAATGATTTTATTGAAGAGGGCCGCAAGCCCCAAATGGAAAACTGTTTTTAGAA 
5 AA.TATGATGATTTTTGATTGCTTTTGTATTTAATTCTGCAGGTGTTCAAGTCTTAA 
AAAATAAAGATTTATAACAGAACCCAAATATTCACGT 

SEQ ID NO: 453 

>6521 BLOOD 244633.12 LI 1066 g307322 Human mRNA sequence. 0 
10 CGAGGACCGGGGCTGTCCGAGATACGGCCTTCATATCCCTCTTCCTCCCCTGGAC 
TCTTTCTGAGCTCAGAGCCGCCGCAGCCGGGACAGGAGGGCAGGCTTTCTCCAAC 
CATCATGCTGCGGAGCATATTACCTGTACGCCCTGGCTCCGGGAGCGGCAGTCGA 
GTATCCTCTGGTCAGGCGGCGCGGGCGGCGCCTCAGCGGAAGAGCGGGCCTCTG 
NNGGCCGCATGTGACCAACCCCCGGCCCCCTCACCCNNCACGTGGTTGGAGGTTT 
1 5 CCAGAAGCGCTGCCGCCACCGCATCGCGCAGCTCTTTGCCGTCGGAGCGCTTGTT 
TGCTGCCTCGTACTCCTCCATTTATCCGCCATGATAAGTGCCAGCCGAGCTGCAG 
CAGCCCGTCTCGTGGGCGCCGCAGCCTCCCGGGGCCCTACGGCCGCCCGCCACCA 
GGATAGCTGGAATGGCCTTAGTCATGAGGCTTTTAGACTTGTTTCAAGGCGGGAT 
TATGCATCAGAAGCAATCAAGGGAGCAGTTGTTGGTATTGATTTGGGTACTACCA 
20 ACTCCTGCGTGGCAGTTATGGAAGGTAAACAAGCAAAGGTGCTGGAGAATGCCG 
AAGGTGCCAGAACCACCCCTTCAGTTGTGGCCTTTACAGCAGATGGTGAGCGACT 
; , •ilGTTGGAATGCCGGGCAAGCGACAGGGTGTCACGA^GCCA/iACAATAGATl'TTAT- • 

• C, : 'iM# GGTAGCAAGGGTCTCATTGGCCGGCGATATG ATGATCCTGAAGTACAGAAAGAC :. - 

• =..; '. ATTAAAAATGTTCCCTTTAAAATTGTCGGTGCGTCCAATGGTGATGCCTGGGTTG • 
: 25 AGGCTCATGGGAAATTGTATTCTCCGAGTCAGATTGGAGCATTTGTGTTGATGAA 

GATGAAAGAGACTGCAGAAAATTACTTGGGGCACACAGCAAAAAATGCTGTGAT 
CACAGTCCCAGCTTATTTCAATGACTCGCAGAGACAGGCCACTAAAGATGCTGGC 
CAGATATCTGGACTGAATGTGCTTCGGGTGATTAATGAGCCCACAGCTGCTGCTC 
TTGCCTATGGTCTAGACAAATCAGAAGACAAAGTCATTGCTGTATATGATTTAGG 
30 TGGTGGAACTTTTGATATTTCTATCCTGGAAATTCAGAAAGGAGTATTTGAGGTG 
AAATCCACAAATGGGGATACCTTCTTAGGTGGGGAAGACTTTGACCAGGCCTTGC 
TACGGCACATTGTGAAGGAGTTCAAGAGAGAGACAGGGGTTGATTTGACTAAAG 
ACAACATGGCACTTGAGAGGGTACGGGA1GCTGCTGAAAAGGCTAAATGTGAAC 
TCTCCTCATCTGTGCAGACTGACATCAATTTGCCCTATCTTACAATGGATTCTTCT 

35 ggacccaagcatttgaatatgaagttgacccgtgctcaatttgaagggattgtca 
ctgatctaatcagaaggactatcgctccatgccaaaaagctatgcaagatgcag 
aagtcagcaagagtgacataggagaagtgattcttgtgggtggcatgactagga 
tgcccaaggttcagcagactgtacaggatctttttggcagagccccaagtaaagc 
tgtcaatcctgatgaggctgtggccattggagctgccattcagggaggtgtgttg 

40 gccggcgatgtcacggatgtgctgctccttgatgtcactcccctgtctctgggtat 
tgaaactctaggaggtgtctttaccaaacttattaataggaataccactattcca 
accaagaagagccaggtattctctactgccgctgatggtcaaacgcaagtggaa 
attaaagtgtgtcagggtgaaagagagatggctggagacaacaaactccttgga 
cagtttactttgattggaattccaccagcccctcgtggagttcctcagattgaag 

45 ttacatttgacattgatgccaatgggatagtacatgtttctgctaaagataaagg 
cacaggacgtgagcagcagattgtaatccagtcttctggtggattaagcaaaga 
tgatattgaaaatatggttaaaaatgcagagaaatatgctgaagaagaccggcg 
aaagaaggaacgagttgaagcagttaatatggctgaaggaatcattcacgacac 
agaaaccaagatggaagaattcaaggaccaattacctgctgatgagtgcaacaa 
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GCTGAAAGAAGAGATTTCCAAAATGAGGGAGCTCCTGGCTAGAAAAGACAGCGA 
AACAGGAGAAAATATTAGACAGGCAGCATCCTCTCTTCAGCAGGCATCACTGAA 
GCTGTTCGAAATGGCATACAAAAAGATGGCATCTGAGCGAGAAGGCTCTGGAAG 
TTCTGCACTGGGGAACAAAGGAAGATCAAAAGGAGGAAAACAGTATAATA 

5 

SEQ ID NO: 454 

>6538 BLOOD 332156.1 AF004021 g2257849 Human prostaglandin F2 alpha receptor 
mRNA, complete cds. 0 

GCCGCGCGCGCCCCGCAGTTTCCGCGCTAAGGGAACGAGTGCGCGGAGGGGACG 
1 0 AGCGGCTGGACCACAGCCGGCGCCCGATCAGGATCTCCGCGCTGGGATCGGTGG 
AACTTGAGGCAGCGGCGGCGCGGGGCGCCATGGCACACCGAGCGGCTCCGTCTT 
CTGCTCCTCAGAGAGCCCGGCTGGCGGCCTGGGATGACAAGATGTCTGGACTGC 
AATCCTGCACAGTTTTGAGAGGGAGATGACTTGAGTGGTTGGCTTTTATCTCCAC 
AACAATGTCCATGAACAATTCCAAACAGCTAGTGTCTCCTGCAGCTGCGCTTCTT 
1 5 TCAAACACAACCTGCCAGACGGAAAACCGGCTTTCCGTATTTTTTTCAGTAATCT 
TCATGACAGTGGGAATCTTGTCAAACAGCCTTGCCATCGCCATTCTCATGAAGGC 
ATATCAGAGATTTAGACAGAAGTCCAAGGCATCGTTTCTGCTTTTGGCCAGCGGC 
CTGGTAATCACTGATTTCTTTGGCCATCTCATCAATGGAGCCATAGCAGTATTTGT 
ATATGCTTCTGATAAAGAATGGATCCGCTTTGACCAATCAAATGTCCTTTGCAGT 
20 ATTTTTGGTATCTGCATGGTGTTTTCTGGTCTGTGCCCACTTCTTCTAGGCAGTGT 
GATGGCCATTGAGCGGTGTATTGGAGTCACAAAACCAATATTTCATTCTACGAAA 
; ... ' n ;ATTA€ATCCAAACATGTC^ 

: ... : \» :AGATAGCT r rTGCTGGCCATCCTTGGAeATGGAGAeTATAAAATi:CAGGGG.TCGAGG 
' ' '-■ •AGGTGGTGITTCTACAACACAGAAGAGATGAAAGACTGGGAAGATAGATITTATC 

25 TrCTACTTTTTTCTTTTCTGGGGCTCTTAGCGCTrGGTGTTTCATTGTTGTGCAATG 
CAATCACAGGAATTACACTTTTAAGAGTTAAATTTAAAAGTCAGCAGCACAGAC 
AAGGCAGATCTCATCATTTGGAAATGGTAATCCAGCTCCTGGCGATAATGTGTGT 
CTCCTGTATTTGTTGGAGCCCATTTCTGGTTACAATGGCCAACATTGGAATAAAT 
GGAAATCATTCTCTGGAAACCTGTGAAACAACACTTTTTGCTCTCCGAATGGCAA 

30 CATGGAATCAAATCTTAGATCCTTGGGTATATATTCTTCTACGAAAGGCTGTCCTT 
AAGAATCTCTATAAGCTTGCCAGTCAATGCTGTGGAGTGCATGTCATCAGCTTAC 
ATATTTGGGAGCTTAGTTCCATTAAAAATTCCTTAAAGGTTGCTGCTATTTCTGAG 
- . TCACGAGTIGGAGAGAAAvECAGCAAGCACCTAGCTTAATAGGACAGTAAATCTG 
* TGTGGGGCTAGAACAAAA1TAAGACATGTTTGGCAATATTTCAGTTAGTTAAATA 

35 CCTGTAGCCTAACTGGAAAATTCAGGCTTCATCATGTAGTTTGAAGATACTATTG 
TCAGATTCAGGTTTTGAAATTTGTCAAATAAACAGGATAACTGTACATTTTTCAC 
TTGTTTTTGCCAATGGGAGGTAGACACAATAAAATAATGCCATGGGAGTCACACT 
GAAAGCAATTTTGAGCTTATCTGTCTTATTTATGCTTTGAGTGAATCATCTGTTGA 
GGTCTAATGCCTTTACTTGGCCTATTTGCCAGAGAACATCTTAATGCAGCCTGCA 

40 TAGTGAAATGGTTATTTTGAGATCACCGCTCTGTAGCTAACCCTTATAAACTAGG 
CrCAGTAAAATAAAGCACTCTTATTTTTTGATCTGGCCTATTTTGCCCCTCATTGT 
GTAGCCTCAATTAACACATGCATGGTCATGACACCCAGAATTCATGATGGTTTGT 
TATAACAACCTCTGCATATTCCAGGTCTGGCAGACAGGTTGCCTGACCCTGCAAT 
CCTATCTAGAATGGGCTCATTCTTGTCATATTTGACAAATAGGACTGCCTACATTT 

45 ATTATTATGAAGGTCGATTGTTGTTGGAAGTGTTTTTTCATGTCATAGATTAGCAA 
TTTTCAAATAATTATTTTTTCTCTGAAAATTTTGTGTGTGATTGCACAATAAATAA 
TTTTrAGAGAAACAAAGGCTCTTTCTCAGCACATTGATGGGCAACTAGAATTACA 
GCAGTTTCAAAACTCTACCATGGATAATGCAAACAAACCGAAGCTACATGCCAA 
TGATAGGTGCAAAGAATATTGGCAAAAGGTGCTTTACCrTGAGCCATTATTTGTG 
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TCAGAGAACAAAAGAAACAGAATCAATATATAAAATTCAAAGACTATCTGCAGC 
TAGTGTGTTTCTTCTTTACACACATATACACACAGACATCAGAAAATTCTGTTGA 
GAGCAGGTTCATTAAATTTGTAAGATGGCATATTCTAAAGCCTGTGCTACCAGTA 
CTAAGAGGGGAAGACTGGCAATTTGCCAAGCACTTGGGGATTATTATAACAATT 
5 AACTAGGAGATCAAGAGATAATAATCTCTCCCCAAATTTTCCAATAATAATTGAG 
ACTTTTTCTTTGCTTGTTTGTGTAATTCAACCAAAAGAATTTCAATACCCATTCAA 
ATTGTCCTAGGTCTATCAGAAATTAGGGAAGGTAGTCCTGCTTTATAATAGGAAA 
ATGTATTTCTGTATAAGATTTCTTTGCTTTCATTAAAAATGGGATTCATTTAAAAA 
TTAATCTTCCCTGTTAGGCTGATTTCAGATTCTCTAGGAAATCTGTGTAAGTAACC 

1 0 AGAAGACCTTTCAGATGGTTTATTTGCTTTCAGCAGAGAATTTATTTCATACAGTT 
ACTTAAGAGTGTTGATGTCTTGTGAACAGAGATATAAGGAACCATTCTCCATCCT 
TCCTTATCATGCTGGGTACAATGCTTCTATGAATATTTCCATGTATTTTGACTGGG 
GAGAGGCATGGAGAAGAAACTCTCATTCAGGGGCTCCAGGATCCTTCTCCTTGA 
GGCTTCTAAATAAATGGCAGAATTCTTGCTGTATTGCCATGATGTCACCCTGGCC 

1 5 ATGTGTACTGACTTGAGGAGATCTTGCAACATGGCCATGTGCAAGGCTTTAAGGA 
GTGAGAGAGATGTGTACATATCTTAGGAGGGTTATCTATGTTATCTGAGTATATG 
TTTGGGTAACCAAATTGGTCTTAAAAATGATGTTAACCCAAGAAGTAGACATCAA 
AAATT 

20 SEQ ID NO: 455 

>6545 BLOOD 228575.9 L29384 g495867 Human (clone pcDNA-alphalE-1) voltage- 
. ' dependent calcium channel alpharIE-1 Isubuni&nRNA,- eompleie cds. 0 ' '• '• -.'-■'■r.-'hy-: : ■ 
. ?jeTOGATCTTCCTTITGCCTCria^ 

• • GTCTTGGTT1TCTCGATGTGAGAGAAGAG.GATGCATCGGAGGGGGGAGCAGCCT 

25 CTAGCATTTGTCATCTTCTTCCGTGTCACTTAGCAGGTTGTTGACAGCCCCACACA 
TCATGCCTGGCCCAGGCCCCCCGCGCCTCCGCCGCCGATAGTGCCCGTTGGGCAT 
CTGCCAGCTATGCCGCAGGGGTGGGGCTGAGCCGATGGTGTTGGAACGGCCCAG 
GCTAGTAGCCACGGCTGCTTCGAAAGTGAGCGTCTCCTCCTCAACACAGTCTGAG 
GCGTGGGAGTCTTCGTGCAGGGCCAAGTAGGGCTCGGAGATGTAGCGCTGTGGG 

30 GAGGCATGTTGCCTCTGCTGGGGGTGCGGAGAGTTGGAAGACTCGGTCAGCCAA 
GCATTGTTGCTCTCCAGAGCTTGGGAGGTCAGCGGGGAGCCCTCCTCGCTTCCAT 
CAGCAGGTGGAGAGATGCTGCCCGCGTGTCGAATCAGGGAGCTGTAGGAAAGGA 
, GGGGCGGGGGCTTTGGGGGGACGGGTGGGAGCTGCCGACGACTTCTTCTTGGGG 
TGC1GGTGTCAGAGACAGAGGGGATGGAGCTCTCACTTAGGGAACCTGTGCCCT 

35 GTCTGTTGGGCGTCTGTGACCTGCCCTCACTGGGTGACCTGGATTGACGGCGCTC 
TGGGGACTCCCAGTCAGCCTGGGTCCCTCGCTCTTCTGAATTGCAGCGGGAGACA 
TCAGGAGAGAGAAGATGCTTTCGCTCTTTTGATCGTCGCCGCTCCCTGCCCCCTG 
AGGGGTGAGTGTCAGACTTGTGGCCTGAATCAGAGTTCAGGCGGTGGGCTGACA 
GCCGCAAGGAGGAGTGGTAACTCCGGCGACGGGACTTGTAGGTATTTTCACTGCT 

40 TCGCTCCATGGAGAATTCCTCCAACCACGAGGAATTTGAACGCTTATCCCGAATA 
GTGGAAAATGAACGTCTCATGGAGCTAGGGTCTGTCACCACCAGAGACTGCCGT 
TCTTGGAACTGTCCGTCATCGGCGGGGTCCATACAAGCCAACTGGAATATATCCT 

ggggagagagtggactcatcgaagggtatccactccggccactcaggcctgaaa 
cggggtcctgctggaggtaaggcagggctttggcattagcaatgatctcctgag 
45 gcagagatgaaggctccatgcgctggaacatgggggcatttttctgttcctccag 
ctgctgcctctgcttcttcaccttactctgcttatagtagtccatgatcatcattg 
ctgcatagattttgcccacagtcaggtcagaggctttgggcatgggcacaagca 
gatccagcatcttctgggataggtgaggccagatggctagggtctccttttgtag 
ctctgagtctagctgctgcctgtctgcaccacctttggcaattttaatgtccagag 
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CTGTCCGGATCAGAGCCATAAGTGTGGAGGTGAAGTGGACCGTCATGTCCTCAG 
CTACTGGCATGTTCATCAGGACCAACCTCTTATATGCCACTTTGGAGGGACATCT 
CTTGCCGAGGCCTAGCGGAGGTGACATGAGAGTCAGCATTTCATACATCTCAGTG 
TAATGGATGCGGCCACATGCTGCTCGGTCATATTCTGCCCAGACGCGGACAAACT 
5 CGTCCAAGTGGTGAGGCCCCAGGATGGAGGAGTCCCGAGTCAGGTACTCAAAGT 
TGTCCATGATGACGGCCACAAACAGGTTGAGCATCAAGAAGGAGCAGAAGAAG 
ATGAAGGAGACAAAGTACACGTAGGCCAGATCGGTGCCGCAGCGTTCATTCTCG 
TTCTGCCCTGATGGTGCGGTGGTGTCAGGCTCACAGCCCTTCTCCCCAAGGCATG 
ACAGCATAATCTCCTGCCAGGCCTCACCTGTGGCACTCCTGAAGAGTAGCATTAG 

1 0 GGACCCAAAGAAACTCCGGAAGTTGTTGTGCCGGTTGATGTGACTCTCCTCGTCT 
AATTTTATGTTTCCAAATACCTGCATCCCAATGATGGCATAAATGAAGAAAAGCA 
TGGCAATTAAAAGGCAGACATAAGGGAGGGCCTTAAAGGACTGCACAAAGGTCC 
ACAGCAAAATGCGTATGGTATAGCCCTGACGCAGGAGCTTTATGAGGCGGGCAG 
CTCGGAAGAGCTTCAGAAAGCTCATATTGAAGCCACTGGTGTTCACCAGCTTGCT 

1 5 GTCTGTCAGGATAATTTCTGTGATACTGCCAATCACGGTGATGAAGTCAAAGATA 
TTCCAGGTGTCTCGGAAATAGTTCAAAAAGCCAAAAGCGATGACCTTCAGGACA 
CATTCCAGGGAAAACACCATGGTGAAGGCGATATTCAGGTACTTCAGGGCCAGC 
TCATAGGTACAGGGAGCAGAATAATACTTCATCATCAGCACAACAGTATTCAAG 
GCGATCATGGCCATAATGGTGTACTCAAAGGACGGAGACACCACAAAGTGCCAC 

20 ACGCGGTACTGGAAGGTGTGTCTGTTCTGCGGCATGTAGCGGGTGAGAGGTTTGG 
CGCTGATGGCGAAGTCGATGCACGCCCTCTCATTCTTCTCCAGGCTGCACTCCTC 
.€ATGATCTIATeCCGlTGCTCGTGGAAGGTGATGATGATGAGAGCGACAAAGATA 

'•• r : TTGACAAAGAAGAAGGGGAAGACaA<>AAAGTAGACTAGATAAAAGATAGACAT 
;K • ■ : CTCCATGCGG'ITGGTGCGGGTTGGGCGTCGGTGTTGGrCTGTCACATCTACAGAGT 

25 GCTGCAGAACTTGAGGCCATCGTTCCCCTGTGGAGACGGTGAAGAGGGTCAGCA 
GGGCCCAGATAATGTTGTCGTAGTGGAATTCATGGCGCTTCCATTCCCGGCCCTT 
CACCTCCATCTTGTTTTTGTCGTGATCTACATAGTTGCCTATGCACTCCTTCTCTGT 
GTCCTTGGAACTGTCCGTGCAATAAAAGAACTTTCCCTTGAAGAGCTGAACTGCG 
ATGACAGCAAAGATGAACATGAAGAGCTTGTACACAATGAGTATGTTGAAGACA 

30 TTCTTCAAGGAGGTCACTACGCAGTCGAAGACGGCCTTGAGCTTGGGCAAGCGCT 
TGATGGTTTTCAGTGGCCTTAGAACTCGGAGCACCCGCAGAGACTTGATGGTCTT 
GATGTCCCGTCCTTTGTTGGTTCCCAAAGCGTTCGCCAGAGCAAAGGCCACCAAT 
, ... . uGGGCGAACGACCACCACAAAGTCCAGGATGTTCCACAAGTCTCGGAAGTAGGAC .. 
CCATCCTGCAGGATCAAGCCTTGGTCTATCATCTTTATAACCATCTCAAAGGTGA 

35 ACACGCCCGTGAACACATAGTCAAAATACCTCAGGACTTTGTTGCGCTCCGAGTT 
GGTCAGGACGGGGTCCTCTGCCGCCAGGGCGATGCTGCTGGCTGCAATCACCAG 
GAGGATGCACATCTCAAAGTAGCGCAGGTTCACGATGTAGTGGCAGGCCCTCCG 
GATCGGGTTGGTGGTGCTGAAGATGAACATTGAGCTGTGGGGCACCATGGCTTTG 
CCTGTCTCACGCTTNNNNNNNNNN^MN^^ 

40 TCTCTGATCTCTGCCTCCTTCAAGGGACTGGCTTCCCCATCCGTCTTGTTGCTAAT 
GTGCACCACGGTTGAGTCCACCAAGGGGTCCACGTCGGGGATGGCGACGGTGAC 
GCTGGTGCTCTCGGTGGTGGCCTTGTCCGTGTTGGCCGTGATGCAGGAGAGGTCA 
GGCTCGCTCTGGCTGATGACCCGGCCCATGTCTAGCTGCACATTCCCCAGCAGGG 
CCTGCTCACTGCTGCCTTCTGGCTCCTGCTCCGTCAGCACCACGTGCTTCCCCACT 

45 TCCAGCTCAGGATGGGGCAGGACTAGGGGGGTGTCAGCCTCATCAAGGCCTCCT 
GCCAGCCCGGAGCCTCTGGACACCATCAGACTGTTGGTCCTCCTTAAATCCTGGG 
CTCTCTCTTCTTGGATCGTTGGCTCCTTGGCACCATGGTTGCCCCTGAGCTCATGG 
TCCTTCTCCCCTTCAGTGGGCATGGCTTCATCCAGACTGCGTTCCTGGCTGGCAGA 
CCTGCTCCGGGAGGCTGAAGAGGACTCCTTGCCTTCTGTCCTGACGCGGCGATGC 
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CGGCTGCGCCGTTGGCTCTGCCTGTGCCTGGCCCGGTCCTCAAAGGTCACCACAG 
CCTCTCCTCCCCCTGCCTCCTGCTGAGTCGGGTCACAGTTTCCATGACAGGGCCTG 
GCCAGCCATGGTGGCTCCCGCTGGCCCAGGGACAAAGGGGTCCTCTGGTTGTCCA 
GGGCACTGGATCGGTCCCCTCCATCCCCCTTGAGGGACCCCCCACGGCTGATGCG 
5 CTCCTCCTCGAACTTCTCCAGGGCCAGGCCCAGGGCCAGGCCCTCAATGGCCCTG 
GGTCGCCGATAAAGGCTGGGGTGGGCATTGAGCGGGTTGAGGGAGCTGAGCGGG 
TTGAGGGGGTTGAGCGGGTTCATGGTCGGCGCCTCCTCTCTGTTGAGGGCCTCCT 
GGCTGGACATCTGCATGTGCTTCCTCAGCTGGCTGGTACGCTGCTCCCACACGGA 
CATGTGGTGCCGGCGCCTCCGCTCCCTCAGGTGGCTGCTGCGTGGCTCCCACATC 

10 GACATGTGGTGTCTTCTCCTTCTGTCTCTTTCGATCGAAGGCATGTTGGGTGCAGA 
CATCGGGCTGACCTCCTTGGCCTTCTGCAGTGCATGTTTCTGGTTGAAGGCCTCTT 
CTTCCTCCTGTTCATCCTTGGTCAGTTCCTGGGCGTTGGCGAGATTATCCACAGCG 
ATAGCCAAGAACACATTCAGTAGCGTGTAGTTGCCAAACAAGGTGAGCACAATG 
AAGTAGATGGCAGACCACATGCCTGAGCTGACCCCACCCTGGGAGCGGATCCCA 

1 5 TTGTACATCACCTCATTCCAGTCCTCACCCGTCAGGATCTGGAACACAGTCATGA 
TGGCTGCAGGGAAGGTATCAAAATTTGCCGAAGGAGTCCCATCATTAAAGTTAA 
ACCTGCCTCCAAATAACTGCATTCCTAGGAGAGCAAAGACAACGATGAAGAGGA 
AGAGGAGGAAAAGCAAACTGATGATAGACTTCATTGAGCTCATCAAGGAGACCA 
CCAAATTCCGTAGGGAAGCCCAATACTTGGTTATTTTAAATATTCTTAGAAGCCG 

20 GAGGGCTCGCAAGACACTGATTCCAAAAGACGTACCAGGTCTGAAGATTGCCCA 
GACCACTTCAAAGATACTGCCCACTGTGACCCCAAAATCAAAGCAGTTGAATGA 
L • : =AGAGTGAAAATAAAGGGGAGG.CGCGATG€GATAGATGrrCAGGGACATGTGGA^v 
■-. • -.GAGGAAGAGTCCCAGAA ACAGAAATTCTGGATAGTAG AGGAGGTGGGTGAGCG • . 
• ACTGGGGGTGGTTGTGATGGACAATGGCCAGACAGGGAGTGTTGAGTGGGAGAA : 

25 GGCTCAGCACAATCCAGTAAAACACCTGGGATTTAACCATGTGGCGAATGGAGA 
TGCGCAGAAGCCTTTCCTTGTGCCGGAAATAAGAGACCCCGTCTACCTTTGCACT 
TTTGATACTGGCTCGGGCCAGAGGTGTGCCCACAGAGGAGATATCAACACAGTG 
TCATCACTGGAGTCTCGAGTCATGGCCTCTGTCCGGCTCCTCTTGATGGTTGCCCT 
TCGAAGCACTTCTAAGGCGGATGTTCCAGCATTTTTATTTTCTTCAGCGAGCATG 

30 ACTTCCTCTGCTTTGTCTATCCAGGCACGGTAGCCATTCAGCTCACGCTCAATCTG 
CTGCTGGCGCCGCAGCTTCATGAAAGCCCTTCGGTTCTCCACTCTCTCTCTCTCTT 
TGGCAAATTCCCCGGAAAGCACTCCCAGGACTAGGTTGAGAACAAAGAAGGATC 
;&,.^,eAATGATGATGAGGGGGATGAAGTACAGCCAATTCCAGGTGGCTGCT 

CATTGGTATTGTAC AGCAC AGTGGTCC ACCCTT CCATGGTGATGCACTGGAAGAC 

35 AGTCAGCACAGCAAAAAGGATGTTATCAAACTGGGTGATCCCATCATTGGGGCC 
GATCCAGTCCTTGCATTCATAACCAGCTGGGCAGCCCTGCACACCACATGGGTGA 
GGGGGGTCAAATCCTTCTAGAATACCTGAATTGTTCATGAAGCACGCTCGATGTA 
ACTTGCCACTGTAGAACTCCAAACCAATGATAGCAAACATCAGGATGGCAAAGA 
AGAGCAGAAGGCCAATCTGCAGAAGAGGTACCATGGCCTTCATGATGGACTTCA 

40 ACACAATCTGCAGGCTAGGTATCCCTGACACGAGCTTCAAAGGCCGCAGGACAC 
GCACAGCCCGGAGGGTCCTCAGGTCCACGTGAGTATTGAAGTGGGTTCCTGCAGT 
GGCCAGGATGCCACTGAGGACCACGATGAAGTCCATGACATTCCAGCCATTGCG 
GAGGTAAGAGCCCTTATGGAAGATGAACCCCAGGGCCACAATTTTGATCCCAGC 
TTCAAAGCAAAAGATCCCAATGAAATAAGGTTCTGTCTTCTCCAGTCTTCGGGAC 

45 ATGGGGGTCTTGTCATCCTCAGGAAGATGCTGCTCCAGGGCCAGGACGATGCAG 
TTGGCAATGATGGTGGCCAGGATCATGTACTCAAATGGCGGCCAATCGATGAGC 
TTCTTGGCATATTTCCTGACAATGTTATCTTCTCCGAAGATGAACAGGGATCTGTT 
GACGGTGAAACAGTTCTGCCGGACGGGAATGGGGTTGTACAAAGCCATAGTCCG 
CGCCCTCTGTGCTTTCGTCTGCTTGTAGGCGGCCGCCTGCCCCGAGGCCGGCACG 
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GGGGTTCCTTGCCGGTTCCTGCTCTGGTCCGAGTCTCCATCGCCGGACCCTGGCCT 
GGCGACCACCGCCTCCCCGAAGCGAGCCATCCTGAGGTTTAAACAGACAGAAGA 
CACACAAAGGTGATCGCGGCCGAACACCCGCACACAGCAACAAGCAGAAAGAC 
ACACGGAGACTCAGAGCCGCATCCAGACAAGCACGGGGACCACCGCCTCTGGGG 
5 AGCTCCGCGAGCTCTTCGGAGAGGCAGCAGCAGC 

SEQ ID NO: 456 

>6559 BLOOD 404061.1 U21051 g687793 Human G-protein-coupled receptor (GPR4) gene, 
complete cds. 0 

1 0 GCGGAGAGAGGTGCCGCCGCCCGCCCCGTCCAGTCGCCGCGCGCAGGCACTGCA 
GTCAGCGGTGAACTGACTTCATCCCAATCCCTCAGCCCCCACCAGGACCAGTCTG 
GAGTCCCTCCCCTGCCCCCATTGAAATTTCCCTTCCGTCCCCAAACTTACCTCTGA 
TCTAGACCTTACTCACCTCCTTCCTGTTTCCTAAGACTCCTTCCTGCCGTCCACAG 
ACCGAGCCTTTTATCTTTGTCCACCCTGTGCCAGACACCTCCTTTTCCAGAACCTT 

1 5 CTCCTTACTGGTGACCTTACTTATCTCTGTTGCTTTCTGGGGTCCT AGG AAATGCC 
AGCACTCCCACCCACATTGCCTGAACTTTCCAACACTCCCTAACTGCGCTGTGTC 
CTATCTCAACACTTTCTCATGTATTTCTTGTGTCTTCTAGAACATTCCCCCGCCATT 
ATTACTTCAATATGGCTACACATACTTCCTAATTGCCCTGCAAACCATCTCCTTCT 
CACCATTGCCCAGCGATGCTTTCGTCTCCTCCATAAACACTCCCGGAGACCAATT 

20 TTTGTGTCACCCCCATACTCCCTCGTTGACACACTGACTCCATACATAACCTCCTT 
GAAAAACCTCTTTATTAATCTCACCATCCTCCAGACTTCCCTCCTGTCATAATTCC 
• ... :■■■■<, ■■■■ ATGCCTCGTOCAAClTTTCCCTCTCAAGCTCtf GCGGTTGOCAGCCCAGGGCAGCCT • ' 
• • . :- AGGCAACCTCATGTCTTGGGTGTAGAGCACATCGCAGGATGTTCCCCTGAGCCTGG C 

• AAGGAAGGGGCTGAGGGGGGCCGATGGGGTGGGGCTCCCTGTGGCGCGAGAGG.C 

25 CCCGTGGGCCAGGGGAAGCGCCCCAGAAGCCGAAGTGCCCACCATGGGCAACCA 
CACGTGGGAGGGCTGCCACGTGGACTCGCGCGTGGACCACCTCTTTCCGCCATCC 
CTCTACATCTTTGTCATCGGCGTGGGGCTGCCCACCAACTGCCTGGCTCTGTGGG 
CGGCCTACCGCCAGGTGCAACAGCGCAACGAGCTGGGCGTCTACCTGATGAACC 
TCAGCATCGCCGACCTGCTGTACATCTGCACGCTGCCGCTGTGGGTGGACTACTT 

30 CCTGCACCACGACAACTGGATCCACGGCCCCGGGTCCTGCAAGCTCTTTGGGTTC 
ATCTTCTACACCAATATCTACATCAGCATCGCCTTCCTGTGCTGCATCTCGGTGGA 
CCGCTACCTGGCTGTGGCCCACCCACTCCGCTTCGCCCGCCTGCGCCGCGTCAAG 
ACCGCCGTGGCCGTGAGCTCCGTGGTCTGGGCCAOGGAGGTGG.GGGCOAACTCG 
GCGCCCCTGTTCCATGACGAGCTCTTCOGAGACGGCTAGAACGACAGCTTCTGCT 

35 TTGAGAAGTTCCCCATGGAAGGCTGGGTGGCCTGGATGAACCTCTATCGGGTGTT 
CGTGGGCTTCCTCTTCCCGTGGGCGCTCATGCTGCTGTCGTACCGGGGCATCCTG 
CGGGCCGTGCGGGGCAGCGTGTCCACCGAGCGCCAGGAGAAGGCCAAGATCAA 
GCGGCTGGCCCTCAGCCTCATCGCCATCGTGCTGGTCTGCTTTGCGCCCTATCAC 
GTGCTCTTGCTGTCCCGCAGCGCCATCTACCTGGGCCGCCCCTGGGACTGCGGCT 

40 TCGAGGAGCGCGTCTTTTCTGCATACCACAGCTCACTGGCTTTCACCAGCCTCAA 
CTGTGTGGCGGACCCCATCCTCTACTGCCTGGTCAACGAGGGCGCCCGCAGCGAT 
GTGGCCAAGGCCCTGCACAACCTGCTCCGCTTTCTGGCCAGCGACAAGCCCCAGG 
AGATGGCCAATGCCTCGCTCACCCTGGAGACCCCACTCACCTCCAAGAGGAACA 
GCACAGCCAAAGCCATGACTGGCAGCTGGGCGGCCACTCCGCCCTCCCAGGGGG 

45 ACCAGGTGCAGCTGAAGATGCTGCCGCCAGCACAATGAACCCCGAGTGGCACAG 
AATCCCCAGTTTTCCCCTCTCATCCCACAGTCCCTTCTCTCCTGGTCTGGTGTATG 
CAAATTGTATGGAAAAAGGGCTGTGTTAATATTCATAAGAATACAAGAACTTAG 
GAAGAGTGAGGTTGGTGTGTCACTGGTCAACCTTTGTGCTCCCAGATCCCATCAC 
AGTTTGGCGATTGTGGAGGGCCTCCTGAAGGAGGAGATGAGTAAANNNNNNNNN 



388 



WO 02/074979 



PCT/US02/08456 



NNNNNNNNNNNNNNNN^ 
NNNNNM^NNNNNN^ 
NNNNNNNNNNNNNN^^ 
NNNNNNNNNNNNNN^ 
5 NNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNhWNNN^ 

GTTTCCAGAAAATAAAGACAAATAGAGAAGGTTAGATTTTTTTTTTTCCAACAAG 
TGGATAAAAGTCTGTGACTCGGGGGAAAGTGGAAGGAGAAATGCAGCCGATATA 
GAGTCATTATGTTTGCAAAGCCCCTGGTCATACAGGCCAGGGAACATAAGACCG 

1 0 CAATTCTAAGTTTCTAGATAAACAGCGATCTCCAAGTCAAGACTGAGGATGAAG 
AGGGAGAATGTCAGAACTCAAGTGAAGGGCAATCAGGGCAGACTGCCTGGAGG 
AGTGATGCCGGAAGGTTTGGGAAGAAGGTGTGGGACAAGAAGAAAGGGTATTTA 
TTCATTCATTCAACAGAGGTTTATGTAGGGCACTGTGCTGGGTGGGGCTGGGGAC 
ACAACAATGACTGAGGCAGCCTGGCCTTGCCTTCACAGGGCTCACCATACACAA 

15 GTAAATAAAAAATATGTAATGTTTGGAATTGCT 

SEQ ID NO: 457 

>6649 BLOOD 222735.9 J05036 gl81193 Human cathepsin E rnRNA, complete cds. 0 
GCAGGTCTGAGAGTTAGGGAAAGTCCGTTCCCACTGCCCTCGGGGAGAGAAGAA 

20 AGGAGGGGGCAAGGGAGAAGCTGCTGGTCGGACTCACAATGAAAACGCTCCTTC 
TTTTGCTGCTGGTGCTCCTGGAGCTGGGAGAGGCCCAAGGATCCCTTCACAGGGT 
GGGCCTCAGGAGGCATCGGTCCGTGAAGAAGAAGGTGCGGGCACGGAGCCAG.CT- . 
■ . ;GTGTGAGTTCTGGAAA^CCGATAA.T'I3;GGAGATGATGCAGTTGACCGAGTCCTGG.-^ \ 

■:■ , : VTCAATGGAOCAG AGTGCG AAGGAACGGCTC ATCAACTACTPGG ATATGGA AT ACT; 

25 TGGGCACTATCTCCATTGGCTCCCCACCACAGAACTTCACTGTCATCTTCGACACT 
GGCTCCTCCAACCTCTGGGTCCCCTCTGTGTACTGCACTAGCCCAGCCTGCAAGA 
CGCACAGCAGGTTCCAGCCTTCCCAGTCCAGCACATACAGCCAGCCAGGTCAATC 
TTTCTCCATTCAGTATGGAACCGGGAGCTTGTCCGGGATCATTGGAGCCGACCAA 
GTCTCTGTGGAAGGACTAACCGTGGTTGGCCAGCAGTTTGGAGAAAGTGTCACA 

30 GAGCCAGGCCAGACCTTTGTGGATGCAGAGTTTGATGGAATTCTGGGCCTGGGAT 
ACCCCTCCTTGGCTGTGGGAGGAGTGACTCCAGTATTTGACAACATGATGGCTCA 
GAACCTGGTGGACTTGCCGATGTTTTCTGTCTACATGAGCAGTAACCCAGAAGGT 
■■ GGTGCGGGGAGCGAGCTGATJTXrGGAGGGTACGAGCACTCCCATTrCTCTGGGA 
GCCTGAATTGGGTCCCAGTGAGCAAGGAAGCTTACTGGCAGATTGCACTGGATAA 

35 CATCCAGGTGGGAGGCACTGTTATGTTCTGCTCCGAGGGCTGCCAGGCCATTGTG 
GACACAGGGACTTCCCTCATCACTGGCCCTTCCGACAAGATTAAGCAGCTGCAAA 
ACGCCATTGGGGCAGCCCCCGTGGATGGAGAATATGCTGTGGAGTGTGCCAACC 
TTAACGTCATGCCGGATGTCACCTTCACCATTAACGGAGTCCCCTATACCCTCAG 
CCCAACTGCCTACACCCTACTGGACTTCGTGGATGGAATGCAGTTCTGCAGCAGT 

40 GGCTTTCAAGGACTTGACATCCACCCTCCAGCTGGGCCCCTCTGGATCCTGGGGG 
ATGTCTTCATTCGACAGTTTTACTCAGTCTTTGACCGTGGGAATAACCGTGTGGG 
ACTGGCCCCAGCAGTCCCCTAAGGAGGGGCCTTGTGTCTGTGCCTGCCTGTCTGA 
CAGACCTTGAATATGTTAGGCTGGGGCATTCTTTACACCTACAAAAAGTTATTTT 
CCAGAGAATGTAGCTGTTTCCAGGGTTGCAACTTGAATTAAGACCAAACAGAAC 

45 ATGAGANNNNNNNNNNNN^ 

ACACCACTCCCACCACCGTCATGATGGAGGAATTACGTTATACATTCATATTTTG 
TATTGATTTTTGATTATGAAAATCAAAAATTTTCACATTTGATTATGAAAA 
AAACATATGCACAAGCAGAGATCATGGTATAATAAATCCCTTTGCAACTCCACTC 
AGCCCTGACAACCCATCCACACACGGCCAGGCCTGTTTATCTACACTGCTGCCCA 
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CTCCTCTCTCCAGCTCCACATGCTGTACCTGGATCATTCTGAAGCAAATTCCGAG 
CATTACATCATTTTGTCCATAAATATTTCTAACATCCTTAAATATACAATCGGAAT 
TCAAGCATCTCCCATTGTCCCACAAATGTTTGGCTGTTTTTGTAGTTGGATTGTTT 
GTATTAGGATTCAAGCAAGGCCCATATATTGCATTTATTTGAAATGTCTGTAAGT 
5 CTCTTTCCATCTACAGAGTTTAGCACATTTGAACGTTGCTGGTTGAAATCCCGAG 
GTGTCATTTGACATGGTTCTCTGAACTTATCTTTCCTATAAAATGGTAGTTAGATC 
TGGAGGTCTGATTTTGTGGCAAAAATACTTCCTAGGTGGTGCTGGGTACTTCTTG 
TTGCATCCTGTCAGGAGGCAGATAATGCTGGTGCCTCTCTATTGGTAATGTTAAG 
ACTGCTGGGTGGGTTTGGAGTTCTTGGCTTTAATCATTCATTACAAAGTTCAGCAT 
10 TTT 

SEQ ID NO: 458 

>6653 BLOOD 416874.3 Ml 5476 g340159 Human pro-urokinase mRNA, complete cds. 0 

gaccgcagccccggagcccgggccagggtccacctgtccccgcagcgccggctc 

15 gcgccctcctgccgcagccaccgagccgccgtctagcgccccgacctcgccacca 
tgagagccctgctggcgcgcctgcttctctgcgtcctggtcgtgagcgactccaa 
aggcagcaatgaacttcatcaagttccatcgaactgtgactgtctaaatggagg 
aacatgtgtgtccaacaagtacttctccaacattcactggtgcaactgcccaaag 
aaattcggagggcagcactgtgaaatagataagtcaaaaacctgctatgagggg 

20 aatggtcacttttaccgaggaaaggccagcactgacaccatgggccggccctgc 
ctgccctggaactctgccactgtccttcagcaaacgtaccatgcccacagatctg 
■■■ •atggtgttcagctgggggtggggaaagataattagtgcaggaacgcagacaagg. 
•; *• ggaggcgagcctggtggtatgtggaggtgggcctaaagccgcttgtccaagagt • 
■ • .. i . ■■ . ggatggtgcatgactggggagatggaaaaaagccctcctctcctccagaagaat . 

■25 taaaatttcagtgtggccaaaagactctgaggcccggctttaagattattggggg 
agaattcaccaccatcgagaaccagccctggtttgcggccatctacaggaggca 
ccgggggggctctgtcacctacgtgtgtggaggcagcctcatcagcccttgctgg 
gtgatcagcgccacacactgcttcattgattacccaaagaaggaggactacatc 
gtctacctgggtcgctcaaggcttaactccaacacgcaaggggagatgaagttt 

30 gaggtggaaaacctcatcctacacaaggactacagcgctgacacgcttgctcac 
cacaatgacattgccttgctgaagatccgttccaaggagggcaggtgtgcgcag 
ccatcccggactatacagaccatctgcctgccctcgatgtataacgatccccagt 
ttggcagaaggtgtgagatgactggctttggaaaagagaattctaccgactatgt 
" ctatccggagcagctgaaaalgactgtl^gf gaaggtgatttcccaccgggagtgt 

35 cagcagccccactactacggctctgaagtcaccaccaaaatgctgtgtgctgctg 
acccacagtggaaaacagattcctgccagggagactcagggggacccctcgtct 
gttccctccaaggccgcatgactttgactggaattgtgagctggggccgtggatg 
tgccctgaaggacaagccaggcgtctacacgagagtctcacacttcttaccctgg 
atccgcagtcacaccaaggaagagaatggcctggccctctgagggtccccaggg 

40 aggaaacgggcaccacccgctttcttgctggttgtcatttttgcagtagagtcat 
ctccatcagctgtaagaagagactgggaagataggctctgcacagatggatttg 
cctgtgccacccaccagggcgaacgacaatagctttaccctcaggcataggcctg 
ggtgctggctgcccagacccctctggccaggatggaggggtggtcctgactcaa 
catgttactgaccagcaacttgtctttttctggactgaagcctgcaggagttaaa 

45 aagggcagggcatctcctgtgcatgggtgaagggagagccagctcccccgacgg 
tgggcatttgtgaggcccatggttgagaaatgaataatttcccaattaggaagtg 
taacagctgaggtctcttgagggagcttagccaatgtgggagcagcggtttggg 
gagcagagacactaacgacttcagggcagggctctgatattccatgaatgtatc 
aggaaatatatatgtgtgtgtatgtttgcacacttgtgtgtgggctgtgagtgta 
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AGTGTGAGTAAGAGCTGGTGTCTGATTGTTAAGTCTAAATATTTCCTTAAACTGT 
GTGGACTGTGATGCCACACAGAGTGGTCTTTCTGGAGAGGTTATAGGTCACTCCT 
GGGGCCTCTTGGGTCCCCCACGTGACAGTGCCTGGGAATGTATTATTCTGCAGCA 
TGACCTGTGACCAGCACTGTCTCAGTTTCACTTTCACATAGATGTCCCTTTCTTGG 
5 CCAGTTATCCCTTCCTTTTAGCCTAGTTCATCCAATCCTCACTGGGTGGGGTGAGG 
ACCACTCCTTACACTGAATATTTATATTTCACTATTTTTATTTATATTTTTGTAATT 
TTAAATAAAAGTGATCAATAAAATGTGATTTTTCTGATGAC 

SEQ ID NO: 459 

10 >6657 BLOOD 284616.2 D10924 g219868 Human mRNA for HM89. 0 

TGTTTTTATAAAAGTCCGGCCGCGGCAGAAACTTCAGTTGTTGGCTGCGGCAGCA 
GGTAGCAAAGTGACGCCGAGGGCCTGAGTGCTCCAGTAGCCACCGCATCTGGAG 
AACCAGCGGTTACCATGGAGGGGATCAGTATATACACTTCAGATAACTACACCG 
AGGAAATGGGCTCAGGGGACTATGACTCCATGAAGGAACCCTGTTTCCGTGAAG 

1 5 AAAATGCTAATTTCAATAAAATCTTCCTGCCCACC ATCTACTCCATCATCTTCTTA 
ACTGGCATTGTGGGCAATGGATTGGTCATCCTGGTCATGGGTTACCAGAAGAAAC 
TGAGAAGCATGACGGACAAGTACAGGCTGCACCTGTCAGTGGCCGACCTCCTCTT 
TGTCATCACGCTTCCCTTCTGGGCAGTTGATGCCGTGGCAAACTGGTACTTTGGG 
AACTTCCTATGCAAGGCAGTCCATGTCATCTACACAGTCAACCTCTACAGCAGTG 

20 TCCTCATCCTGGCCTTCATCAGTCTGGACCGCTACCTGGCCATCGTCCACGCCACC 
AACAGTCAGAGGCCAAGGAAGCTGTTGGCTGAAAAGGTGGTCTATGTTGGCGTC 
., : ; TGGATCCGTGGCCTCeTGGTGAGTAlTCGCGAClTCAlClXIGCCAACG.TCAGTGA 
V • ^:GGGAGATGAGAGATA1I.AT©TGTGAGCGCTTGTACGGGAATGACTTGTGGGTGG<rT - - 

:. G1GTTGCAGTTTG AGGA GA5^ GATGGTTGGCGTTATCCrGCCTGGTATTGTCA'I'CGT 

25 S GTCCTGCTATTGCATTATCATCTCCAAGCTGTCACACTCCAAGGGCCACCAGAAG 
CGCAAGGCCCTCAAGACCACAGTCATCCTCATCCTGGCTTTCTTCGCCTGTTGGCT 
GCCTTACTACATTGGGATCAGCATCGACTCCTTCATCCTCCTGGAAATCATCAAG 
CAAGGGTGTGAGTTTGAGAACACTGTGCACAAGTGGATTTCCATCACCGAGGCC 
CTAGCTTTCTTCCACTGTTGTCTGAACCCCATCCTCTATGCTTTCCTTGGAGCCAA 

30 ATTTAAAACCTCTGCCCAGCACGCACTCACCTCTGTGAGCAGAGGGTCCAGCCTC 
AAGATCCTCTCCAAAGGAAAGCGAGGTGGACATTCATCTGTTTCCACTGAGTCTG 
AGTCTTCAAGTTTTCACTCCAGCTAACACAGATGTAAAAGACTTTTTTTTATACGA 
■ ■- TAAATAACT'mTTTTAAGTO 

GTACAGTTTTTATTGCTTGTiGGATTiaTGTGTTGTGTTTCTTTAGTTTTTGTGA^ 

35 TTTAATTGACTTATTTATATAAATTTTTTTTGTTTCATATTGATGTGTGTCTAGGC 
GGACCTGTGGCCAAGTTCTTAGTTGCTGTATGTCTCGTGGTAGGACTGTAGAAAA 
GGGAACTGAACATTCCAGAGCGTGTAGTGAATCACGTAAAGCTAGAAATGATCC 
CCAGCTGTTTATGCATAGATAATCTCTCCATTCCCGTGGAACGTTTTTCCTGTTCT 
TAAGACGTGATTTTGCTGTAGAAGATGGCACTTATAACCAAAGCCCAAAGTGGT 

40 ATAGAAATGCTGGTTTTTCAGTTTTCAGGAGTGGGTTGATTTCAGCACCTACAGT 
GTACAGTCTTGTATTAAGTTGTTAATAAAAGTACATGTTAAACTTAAAANAAAAA 

SEQ ID NO: 460 

>12205 BLOOD gi|2257932|gb|AF004327.1|AF004327 Homo sapiens angiopoietin-2 
45 mRNA, complete cds 

TGGGTTGGTGTTTATCTCCTCCCAGCCTTGAGGGAGGGAACAACACTGTAGGATC 
TGGGGAGAGAGGAACAAAGGACCGTGAAAGCTGCTCTGTAAAAGCTGACACAG 
CCCTCCCAAGTGAGCAGGACTGTTCTTCCCACTGCAATCTGACAGTTTACTGCAT 
GCCTGGAGAGAACACAGCAGTAAAAACCAGGTTTGCTACTGGAAAAAGAGGAA 
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AGAGAAGACTTTCATTGACGGACCCAGCCATGGCAGCGTAGCAGCCCTGCGTTTC 
AGACGGCAGCAGCTCGGGACTCTGGACGTGTGTTTGCCCTCAAGTTTGCTAAGCT 
GCTGGTTTATTACTGAAGAAAGAATGTGGCAGATTGTTTTCTTTACTCTGAGCTGT 
GATCTTGTCTTGGCCGCAGCCTATAACAACTTTCGGAAGAGCATGGACAGCATAG 
5 GAAAGAAGCAATATCAGGTCCAGCATGGGTCCTGCAGCTACACTTTCCTCCTGCC 
AGAGATGGACAACTGCCGCTCTTCCTCCAGCCCCTACGTGTCCAATGCTGTGCAG 
AGGGACGCGCCGCTCGAATACGATGACTCGGTGCAGAGGCTGCAAGTGCTGGAG 
AACATCATGGAAAACAACACTCAGTGGCTAATGAAGCTTGAGAATTATATCCAG 
GACAACATGAAGAAAGAAATGGTAGAGATACAGCAGAATGCAGTACAGAACCA 

1 0 GACGGCTGTGATGATAGAAATAGGGACAAACCTGTTGAACCAAACAGCTGAGCA 
AACGCGGAAGTTAACTGATGTGGAAGCCCAAGTATTAAATCAGACCACGAGACT 
TGAACTTCAGCTCTTGGAACACTCCCTCTCGACAAACAAATTGGAAAAACAGATT 
TTGGACCAGACCAGTGAAATAAACAAATTGCAAGATAAGAACAGTTTCCTAGAA 
AAGAAGGTGCTAGCTATGGAAGACAAGCACATCATCCAACTACAGTCAATAAAA 

1 5 GAAGAGAAAGATCAGCTACAGGTGTTAGTATCCAAGCAAAATTCCATCATTGAA 
GAACTAGAAAAAAAAATAGTGACTGCCACGGTGAATAATTCAGTTCTTCAAAAG 
CAGCAACATGATCTCATGGAGACAGTTAATAACTTACTGACTATGATGTCCACAT 
CAAACTCAGCTAAGGACCCCACTGTTGCTAAAGAAGAACAAATCAGCTTCAGAG 
ACTGTGCTGAAGTATTCAAATCAGGACACACCACAAATGGCATCTACACGTTAAC 

20 ATTCCCTAATTCTACAGAAGAGATCAAGGCCTACTGTGACATGGAAGCTGGAGG 
AGGCGGGTGGACAATTATTCAGCGACGTGAGGATGGCAGCGTTGATTTTCAGAG 

'•' : ;v/.'.'.^ 

•- ; ? •• vfGGGAAATGAGTlTGTTTCGCAACTG 

• >. ; :•, ::ceAeGTTAAAGAeTGGGAAGGGAATGAGGCTTACTCA'ITGTATG/VACATTTCTATC 
•f25 TCTCAAGTGAAGAACTCAATTATAGGATTCAGCTTAAAGGACTTACAGGGACAG 
CCGGCAAAATAAGCAGCATCAGCCAACCAGGAAATGATTTTAGCACAAAGGATG 
GAGACAACGACAAATGTATTTGCAAATGTTCACAAATGCTAACAGGAGGCTGGT 
GGTTTGATGCATGTGGTCCTTCCAACTTGAACGGAATGTACTATGCACAGAGGCA 
GAACACAAATAAGTTCAACGGCATTAAATGGTACTACTGGAAAGGCTCAGGCTA 

30 TTCGCTCAAGGCCACAACCATGATGATCCGACCAGCAGATTTCTAAACATCCCAG 
TCCACCTGAGGAACTGTCTCGAACTATTTTCAAAGACTTAAGCCCAGTGCACTGA 
AAGTCACGGCTGCGCACTGTGTCCTCTTCCACCACAGAGGGCGTGTGCTCGGTGC 
TGACGGGACCCACATGCTCCAGAI-TAGAGCCTGTAAAC'ITTAI'CACTTAAACITG 
CATCACTTAACGGACCAAaGCAAGACCCTAAACATCCATAATTGTGATTAGACA 

35 GAACACCTATGCAAAGATGAACCCGAGGCTGAGAATCAGACTGACAGTTTACAG 
ACGCTGCTGTCACAACCAAGAATGTTATGTGCAAGTTTATCAGTAAATAACTGGA 
AAACAGAACACTTATGTTATACAATACAGATCATCTTGGAACTGCATTCTTCTGA 
GCACTGTTTATACACTGTGTAAATACCCATATGTCCT 

40 SEQ ID NO: 461 

>12266 BLOOD Hs.90786 gnl|UG|Hs#S1368546 Homo sapiens multidrug resistance- 
associated protein 3B (MRP3) mRNA, complete cds /cds=(36,1568) /gb=AF085692 
/gi=4 106443 /ug=Hs.90786 /len=5346 

CCGCGCTCGCCTTCCTTGCAGCCGCGCCTCGGCCCCATGGACGCCCTGTGCGGTT 
45 CCGGGGAGCTCGGCTCCAAGTTCTGGGACTCCAACCTGTCTGTGCACACAGAAA 
ACCCGGACCTCACTCCCTGCTTCCAGAACTCCCTGCTGGCCTGGGTGCCCTGCAT 
CTACCTGTGGGTCGCCCTGCCCTGCTACTTGCTCTACCTGCGGCACCATTGTCGTG 
GCTACATCATCCTCTCCCACCTGTCCAAGCTCAAGATGGTCCTGGGTGTCCTGCT 
GTGGTGCGTCTCCTGGGCGGACCTTTTTTACTCCTTCCATGGCCTGGTCCATGGCC 
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GGGCCCCTGCCCCTGTTTTCTTTGTCACCCCCTTGGTGGTGGGGGTCACCATGCTG 
CTGGCCACCCTGCTGATACAGTATGAGCGGCTGCAGGGCGTACAGTCTTCGGGG 
GTCCTCATTATCTTCTGGTTCCTGTGTGTGGTCTGCGCCATCGTCCCATTCCGCTC 
CAAGATCCTTTTAGCCAAGGCAGAGGGTGAGATCTCAGACCCCTTCCGCTTCACC 
5 ACCTTCTACATCCACTTTGCCCTGGTACTCTCTGCCCTCATCTTGGCCTGCTTCAG 
GGAGAAACCTCCATTTTTCTCCGCAAAGAATGTCGACCCTAACCCCTACCCTGAG 
ACCAGCGCTGGCTTTCTCTCCCGCCTGTTTTTCTGGTGGTTCACAAAGCTGCTAAA 
CCCTGACCCTCTGCGGGGCTGCCTGCCGGGCTTCACCTCCCCCCAGGATGGCCAT 
CTATGGCTACCGGCATCCCCTGGAGGAGAAGGACCTCTGGTCCCTAAAGGAAGA 

1 0 GGACAGATCCCAGATGGTGGTGCAGCAGCTGCTGGAGGCATGGAGGAAGCAGG 
AAAAGCAGACGGCACGACACAAGGCTTCAGCAGCACCTGGGAAAAATGCCTCCG 
GCGAGGACGAGGTGCTGCTGGGTGCCCGGCCCAGGCCCCGGAAGCCCTCCTTCC 
TGAAGGCCCTGCTGGCCACCTTCGGCTCCAGCTTCCTCATCAGTGCCTGCTTCAA 
GCTTATCCAGGACCTGCTCTCCTTCATCAATCCACAGCTGCTCAGCATCCTGATCA 

1 5 GGTTTATCTCCAACCCCATGGCCCCCTCCTGGTGGGGCTTCCTGGTGGCTGGGCT 
GATGTTCCTGTGCTCCATGATGCAGTCGCTGATCTTACAACACTATTACCACTAC 
ATCTTTGTGACTGGGGTGAAGTTTCGTACTGGGATCATGGGTGTCATCTACAGGA 
AGGCTCTGGTTATCACCAACTCAGTCAAACGTGCGTCCACTGTGGGGGAAATTGT 
CAACCTCATGTCAGTGGATGCCCAGCGCTTCATGGACCTTGCCCCCTTCCTCAAT 

20 CTGCTGTGGTCAGCACCCCTGCAGATCATCCTGGCGATCTACTTCCTCTGGCAGA 
ACCTAGGTCCCTCTGTCCTGGCTGGAGTCGCTTTCATGGTCTTGCTGATTCCACTC 
[■■■■■■. • AACGGAGCTGTGGCCGTGAAGATGGGCGCCJrrCCAGGTAA4GCAAATGAAA r fTG 
. v- 5 JiAAGGAGTCGCGGATCAAGGTGATGAGTGAGATGeTGGAGGGCATGAAGGTGGTG 
.. : • >■ 1 AAGCTGTACGGCTGGGAGGCCAGCTTGCTGAAGCAGGTGGAGGGCATGAGGCAG 

25 GGTGAGCCCCAGCTGCTGCGCACGGCGGGCTACCTGCACACCACAACCACCTTCA 
CCTGGATGTGCAGCCCCTTCCTGGTGACCCTGATCACCCTCTGGGTGTACGTGTA 
CGTGGACCCAAACAATGTGCTGGACGCCGAGAAGGCCTTTGTGTCTGTGTCCTTG 
TTTAATATCTTAAGACTTCCCCTCAACATGCTGCCCCAGTTAATCAGCAACCTGA 
CTCAGGCCAGTGTGTCTCTGAAACGGATCCAGCAATTCCTGAGCCAAGAGGAAC 

30 TTGACCCCCAGAGTGTGGAAAGAAAGACCATCTCCCCAGGCTATGCCATCACCAT 
ACACAGTGGCACCTTCACCTGGGCCCAGGACCTGCCCCCCACTCTGCACAGCCTA 
GACATCCAGGTCCCGAAAGGGGCACTGGTGGCCGTGGTGGGGCCTGTGGGCTGT 
GGGA^GTCCTCGGTGGTGTCTGCCCTGGTGGGAGAGATGGAGAAGCTAGAAGGC 
AAAGTGGACATGAAGGGCTCCGTGGCCTATGTGCCCCAGCAGGCATGGATCCAG 

35 AACTGCACTCTTCAGGAAAACGTGCTTTTCGGCAAAGCCCTGAACCCCAAGCGCT 
ACCAGCAGACTCTGGAGGCCTGTGCCTTGCTAGCTGACCTGGAGATGCTGCCTGG 
TGGGGATCAGACAGAGATTGGAGAGAAGGGCATTAACCTGTCTGGGGGCCAGCG 
GCAGCGGGTCAGTCTGGCTCGAGCTGTTTACAGTGATGCCGATATTTTCTTGCTG 
GATGACCCACTGTCCGGGGTGGACTCTCATGTGGCCAAGCACATCTTTGACCACG 

40 TCATCGGGCCAGAAGGCGTGCTGGCAGGCAAGACGCGAGTGCTGGTGACGCACG 
GCATTAGCTTCCTGCCCCAGACAGACTTCATCATTGTGCTAGCTGATGGACAGGT 
GTCTGAGATGGGCCCGTACCCAGCCCTGCTGCAGCGCAACGGCTCCTTTGGCAAC 
TTTCTCTGCAACTATGCCCCCGATGAGGACCAAGGGCACCTGGAGGACAGCTGG 
ACCGCGTTGGAAGGTGCAGAGGATAAGGAGGCACTGCTGATTGAAGACACACTC 

45 AGCAACCACACGGATCTGACAGACAATGATCCAGTCACCTATGTGGTCCAGAAG 
CAGTTTATGAGACAGCTGAGTGCCCTGTCCTCAGATGGGGAGGGACAGGGTCGG 
CCTGTACCCCGGAGGCACCTGGGTCCATCAGAGAAGGTGCAGGTGACAGAGGCG 
AAGGCAGATGGGGCACTGACCCAGGAGGAGAAAGCAGCCATTGGCACTGTGGA 
GCTCAGTGTGTTCTGGGATTATGCCAAGGCCGTGGGGCTCTGTACCACGCTGGCC 
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ATCTGTCTCCTGTATGTGGGTCAAAGTGCGGCTGCCATTGGAGCCAATGTGTGGC 
TCAGTGCCTGGACAAATGATGCCATGGCAGACAGTAGACAGAACAACACTTCCC 
TGAGGCTGGGCGTCTATGCTGCTTTAGGAATTCTGCAAGGGTTCTTGGTGATGCT 
GGCAGCCATGGCCATGGCAGCGGGTGGCATCCAGGCTGCCCGTGTGTTGCACCA 
5 GGCACTGCTGCACAACAAGATACGCTCGCCACAGTCCTTCTTTGACACCACACCA 
TCAGGCCGCATCCTGAACTGCTTCTCCAAGGACATCTATGTCGTTGATGAGGTTC 
TGGCCCCTGTCATCCTCATGCTGCTCAATTCCTTCTTCAACGCCATCTCCACTCTT 
GTGGTCATCATGGCCAGCACGCCGCTCTTCACTGTGGTCATCCTGCCCCTGGCTG 
TGCTCTACACCTTAGTGCAGCGCTTCTATGCAGCCACATCACGGCAACTGAAGCG 

1 0 GCTGGAATCAGTCAGCCGCTC ACCTATCTACTCCCACTTTTCGGAGACAGTGACT 
GGTGCCAGTGTCATCCGGGCCTACAACCGCAGCCGGGATTTTGAGATCATCAGTG 
ATACTAAGGTGGATGCCAACCAGAGAAGCTGCTACCCCTACATCATCTCCAACCG 
GTCAGAAGCCGCCTCCCTCGCTCCCTGCTCCTCCAGGAATTCCCAGCAGGCTCTC 
TGGTGTTCAGGGTCCTTGTCCCTCCTTTCCCCTAAGCAGAAAACTGGCCCTGCCCT 

1 5 GCCCCTGCCCCATTTCCTCCTCATCTGATCCCCCATAGGTGGCTGAGCATCGGAG 
TGGAGTTCGTGGGGAACTGCGTGGTGCTCTTTGCTGCACTATTTGCCGTCATCGG 
GAGGAGCAGCCTGAACCCGGGGCTGGTGGGCCTTTCTGTGTCCTACTCCTTGCAG 
GTGACATTTGCTCTGAACTGGATGATACGAATGATGTCAGATTTGGAATCTAACA 
TCGTGGCTGTGGAGAGGGTCAAGGAGTACTCCAAGACAGAGACAGAGGCGCCCT 

20 GGGTGGTGGAAGGCAGCCGCCCTCCCGAAGGTTGGCCCCCACGTGGGGAGGTGG 
AGTTCCGGAATTATTCTGTGCGCTACCGGCCGGGCCTAGACCTGGTGCTGAGAGA 
.C GGTGAGTGTGCArGTGGACGGTGGCGAGAAGGTGGGGATCGTGGGGCGCAGTGG 
J, • • -. .GGGTGGGAAGTCTTGCATGAGCGTTTGGCTGTTCCGCATCCTGGAGGGGGCA/iAG 

• GGTGAAATCCGCATTGATGGGCTC:^TGTGGCAGAGATCGGCCTGGATGAGGTGC 

25 GCTCTCAGCTGACCATCATCCCGCAGGACCCCATCCTGTTCTCGGGGACCCTGCG 
CATGAACCTGGACCCCTTCGGCAGCTACTCAGAGGAGGACATTTGGTGGGCTTTG 
GAGCTGTCCCACCTGCACACGTTTGTGAGCTCCCAGCCGGCAGGCCTGGACTTCC 
AGTGCTCAGAGGGCGGGGAGAATCTCAGCGTGGGCCAGAGGCAGCTCGTGTGCC 
TGGCCCGAGCCCTGCTCCGCAAGAGCCGCATCCTGGTTTTAGACGAGGCCACAGC 

30 TGCCATCGACCTGGAGACTGACAACCTCATCCAGGCTACCATCCGCACCCAGTTT 
GATACCTGCACTGTCCTGACCATCGCACACCGGCTTAACACTATCATGGACTACA 
CCAGGGTCCTGGTCCTGGACAAAGGAGTAGTAGCTGAATTTGATTCTCCAGCCAA 
GCTGATTGCAGGIAGAGGCATCTTCTACGGGATGGCCAGAGATGCTGGACTTGCC 
f AAAATAlATrGCTGAGATTTCCTCCTGGCCTTTCCTGGTTTTCATCAGGAAGGAA 

35 ATGACACCAAATATGTCCGCAGAATGGACTTGATAGCAAACACTGGGGGCACCT 
TAAGATTTTGCACCTGTAAAGTGCCTTACAGGGTAACTGTGCTGAATGCTTTAGA 
TGAGGAAATGATCCCCAAGTGGTGAATGACACGCCTAAGGTCACAGCTAGTTTG 
AGCCAGTTAGACTAGTCCCCCGGTCTCCCGATTCCCAACTGAGTGTTATTTGCAC 
ACTGCACTGTTTTCAAATAACGATTTTATGAAATGACCTCTGTCCTCCCTCTGATT 

40 TTTCATATTTTCCTAAAGTTTCGTTTCTGTTTTTTAATAAAAAGCTTTTTC 

GAACAGAAGACAGCTGCTGGGTCAGGCCACCCCTAGGAACTCAGTCCTGTACTC 
TGGGGTGCTGCCTGAATCCATTAAAAATGGGAGTACTGATGAAATAAAACTACA 
TGGTCAACAGTAAAAAAAAAAAAAAAAAAA 

45 SEQ ID NO: 462 

>13258 BLOOD 41 1233.5 D10995 g219678 Human gene for serotonin IB receptor, 
complete cds. 0 

GAGCTCCGGCGCGAGGCGCGGCGCAGCGCTGCTCCTAGACTTCACCCCACCCAG 
CTCTGGCGGCCGCTGCAGCCCCCCAAAAGTGCCCCAGCTTGGGGCGAGGGGTGG 
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GAATGCAAGATCTCGGGACCTCTCGCTGGCCTGCAAGCTTTGGTCTCTACACCTA 
GGAAACTCCTGTGGGCAAAGTCTGCAGATCCAAAAGCGTCCAGGTTAGGAGACG 
CTCAGCCTCAAGCAACTGGGGTAAGAGATCCCATTTGGTCAAAGCCTTCTCCTCA 
AGCAGTACTTCACCCTCCTGCACTAGACGCCTCCAGGGAGCTGGAGCGGAGCAG 
5 GGCTCGGTGGGCCAGCTCTTAGCAACCCAGGTCTAAGACCCGGTGTGGAGAGGA 
ACAACCACAGACGCGGCGGCTTAGCTAGGCGCTCTGGAAGTGCAGGGGAGGCGC 
CCGCCTGCCTTGCGTGCCGCACCCATGACCTCTAGTTTCAGCTGTGAACCTGGGC 
GGAGGAATAATTGAGGAACTCACGGAACTATCAACTGGGGACAAACCTGCGATC 
GCCACGGTCCTTCCGCCCTCTCCTTCGTCCGCTCCATGCCCAAGAGCTGCGCTCCG 

1 0 GAGCTGGGGCGAGGAGAGCCATGGAGGAACCGGGTGCTCAGTGCGCTCCACCGC 
CGCCCGCGGGCTCCGAGACCTGGGTTCCTCAAGCCAACTTATCCTCTGCTCCCTC 
CCAAAACTGCAGCGCCAAGGACTACATTTACCAGGACTCCATCTCCCTACCCTGG 
AAAGTACTGCTGGTTATGCTATTGGCGCTCATCACCTTGGCCACCACGCTCTCCA 
ATGCCTTTGTGATTGCCACAGTGTACCGGACCCGGAAACTGCACACCCCGGCTAA 

1 5 CTACCTGATCGCCTCTCTGGCGGTCACCGACCTGCTTGTGTCCATCCTGGTGATGC 
CCATCAGCACCATGTACACTGTCACCGGCCGCTGGACACTGGGCCAGGTGGTCTG 
TGACTTCTGGCTGTCGTCGGACATCACTTGTTGCACTGCCTCCATCCTGCACCTCT 
GTGTCATCGCCCTGGACCGCTACTGGGCCATCACGGACGCCGTGGAGTACTCAGC 
TAAAAGGACTCCCAAGAGGGCGGCGGTCATGATCGCGCTGGTGTGGGTCTTCTCC 

20 ATCTCTATCTCGCTGCCGCCCTTCTTCTGGCGTCAGGCTAAGGCCGAAGAGGAGG 
TGTCGGAATGCGTGGTGAACACCGACCACATCCTCTACACGGTCTACTCCACGGT 
•. GGGTGGTFrGTACTTCGCCAGCCTGCTGGTCATGGGCCTCTATGGCeGG'ATCTAGG 
• ,.->..*, TAGAAGCGCGGTCCCGGATITrGAA^CAGACGGGGAAGAGGACCGGGAi^GCGCT 
C ■^GAGCCGAGCCCAGCTGATAACGGACTGCCGGGGGTGCACGTCGTCGGTCACCTC 

25 TATTAACTCGCGGGTTCCGGAGGTGCCCAGCGAATCCGGATCTCCTGTGTATGTG 
AACCAAGTCAAAGTGCGAGTCTCCGACGCCCTGCTGGAAAAGAAGAAACTCATG 
GCCGCTAGGGAGCGCAAAGCCACCAAGACCCTAGGGATCATTTTGGGAGCCTTT 
ATTGTGTGTTGGCTACCCTTCTTCATCATCTCCCTAGTGATGCCTATCTGCAAAGA 
TGCCTGCTGGTTCCACCTAGCCATCTTTGACTTCTTCACATGGCTGGGCTATCTCA 

30 ACTCCCTCATCAACCCCATAATCTATACCATGTCCAATGAGGACTTTAAACAAGC 
ATTCCATAAACTGATACGTTTTAAGTGCACAAGTTGACTTGCCGTTTGCAGTGGG 
GTCGCCTAAGCGACCTTTGGGGACCAAGTTGTGTCTGGTTCCACAGGTAGGTCGA 

, ATCTTCTTTCGCGGTTTCTGGGTCCCAGCGAGGCTCTGTCTCCT^ 

ATGGATCCTGAGAAGCCAGAATAGTCCTGAGAGAGAGCTCTGAAAGGAGAAGTG 

35 TTGAAACTAAATGTAGAGCTTCCCTGCCCAGGAGGAGGCTCACTTCCTCCCCTCA 
AGCCCCGGGCTCAGCACTGACCCTGCGGTAGCCAATCCCAAAGGGGGTTGCAAC 
TTTTAAAAATTGATAATGGAAGGGAATCCCTGCCCTGCTTTGGTATCGTGGATAA 
TGCCCACTAGAAGCAGTGTACTTGTAATTGTTGTCTGAAGCCTGTCTGAGACAGA 
TCTACATACAGCCTGGCAGTACTTGAACTAGACGCTTAATGCCCTGTGTTTTTGG 

40 GGGGAGAACTTTGTGTTACAGCTTAATTTAAGAACAGTTACTTTGGCATCATTCA 
GTCTTCACTTTTTGTCTATTTAAACTTGGTTGGAGAAACTTGTGGATTTGGTGCTT 
CAAACCCTATGTGTGGCTTGGATGGCGCAGAGAAACCTTGAAGAGTTAACAGCA 
AAATTCTGATGCTGAGATCTCTATTTTTATTATACTTGAAACTATATGGGGGTGG 
GTGGGTGGGAATGGGAGATGAGGAGTGTTAAACTGAGAATCAACACCTATGATT 

45 GTTTGTTITCTGCAGATTTACAATTrTGTAATTCCTGTTTAGCGATTGTCAAGCCA 
CAACTCTAACAAACAAACCATTATGTGTGCTAGTGCCAAAGTCTGCAGACTGCTT 
TATTTTTTCTCTTAATITCATGTACCTGTCACTTTACACATTTAAATCCCCATAAAT 
GAAGGGTATGATGGGTGACTCAGCCCACACTGCTGCTATATTTCTTACTAATGCA 
ATTGGTAAAACCGATTAGTATTGGAAATATACTGTTTCTTAACAAGAAAAGTGTC 
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TTTATTTCTTATCCAATTTAGTGAGATGTGAAGGAGACTGATGACATGGGGATAG 
TTCTTACACAATTGAGGAATGGGGTGGGGGCAATAGGAGGATGTATATTTTGACT 
TGTAAAAAAATCTTAAAGTGCATGAAACTTTTATCTGATAGTCATTTGCACTCTC 
CTTCCCATCTGTGATTCCTTGTGTGCTAACATATAAAGAAACCAAGAGAACTATC 
5 TTCCTTCTCCAGAAACCTTAAAAATACAGTTAAGGGCCCTAAAAACGATATTGAA 
AAGAAAATAAACTTGTTTCTNhWNNNN^ 

GAGAAAAGATTGCTAGAAAATGACATATAAGAACTTTAGAAAAGCTT 
SEQ ID NO: 463 

10 >13306 BLOOD 1096917.19 K01500 gl77808 Human alpha- 1-antichymotrypsin (AACT) 
mRNA, complete cds. 0 

GCTAGATGTGGTGGCACACGTCTGTAATACCAGCTGCTGGTATTACAGACGTGTG 
CTACATCCAGCTCCCTGAGGACTGAGTGGGCGGAGGCTGAAGAGTTGAGAATGG 
AGAGAATGTTACCTCTCCTGGCTCTGGGGCTCTTGGCGGCTGGGTTCTGCCCTGC 

1 5 TGTCCTCTGCCACCCTAACAGCCCACTTGACGAGGAGAATCTGACCCAGGAGAA 
CCAAGACCGAGGGACACACGTGGACCTCGGATTAGCCTCCGCCAACGTGGACTT 
CGCTITCAGCCTGTACAAGCAGTTAGTCCTGAAGGCCCCTGATAAGAATGTCATC 
TTCTCCCCACTGAGCATCTCCACCGCCTTGGCCTTCCTGTCTCTGGGGGCCCATAA 
TACCACCCTGACAGAGATTCTCAAAGGCCTCAAGTTCAACCTCACGGAGACTTCT 

20 GAGGCAGAAATTCACCAGAGCTTCCAGCACCTCCTGCGCACCCTCAATCAGTCCA 
GCGATGAGCTGCAGCTGAGTATGGGAAATGCCATGTTTGTCAAAGAGCAACTCA 
•- ' : f •GTGTGCTGGACAGGTTeACGGAGGATGGGAAGAGGGTGTATGGCTGCGAGGCGT • 
. ,ii :^ .<■-TTGCGACTGACTTTCAGGAGTGAGCTGCAGGTAAGAAGCTGATCAACGACTACGT • 
. ; V 1 GAAGAATGGAACTAGGGGGAAAA-TCACAGATCTGATCAAGGACCTTGACTCGCA . 

25 GACAATGATGGTCCTGGTGAATTACATCTTCTTTAAAGCCAAATGGGAGATGCCC 
TTTGACCCCCAAGATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAAAAGTGGG 
TAATGGTGCCCATGATGAGTTTGCATCACCTGACTATACCTTACTTCCGGGACGA 
GGAGCTGTCCTGCACCGTGGTGGAGCTGAAGTACACAGGCAATGCCAGCGCACT 
CTTCATCCTCCCTGATCAAGACAAGATGGAGGAAGTGGAAGCCATGCTGCTCCCA 

3 0 GAGACCCTG AAGCGGTGGAGAGACTCTCTGGAGTTCAG AGAGATAGGTGAGCTC 
TACCTGCCAAAGTTTTCCATCTCGAGGGACTATAACCTGAACGACATACTTCTCC 
AGCTGGGCATTGAGGAAGCCTTCACCAGCAAGGCTGACCTGTCAGGGATCACAG 
GGGCCAGGAACCTAGCAGTCTCCCAGGTGGTCCATAAGGCTGTGCTTGATGTAia:, 
' TGAGGAGGGCACAGAAGCATCTGCTGCCACAGCAGTCAAAATCACCCrCCTTTCT 

35 GCATTAGTGGAGACAAGGACCATTGTGCGTTTCAACAGGCCCTTCCTGATGATCA 
TTGTCCCTACAGACACCCAGAACATCTTCTTCATGAGCAAAGTCACCAATCCCAA 
GCAAGCCTAGAGCTTGCCATCAAGCAGTGGGGCTCTCAGTAAGGAACTTGGAAT 
GCAAGCTGGATGCCTGGGTCTCTGGGCACAGCCTGGCCCCTGTGCACCGAGTGGC 
CATGGCATGTGTGGCCCTGTCTGCTTATCCTTGGAAGGTGACAGCGATTCCCTGT 

40 GTAGCTCTCACATGCACAGGGGCCCATGGACTCTTCAGTCTGGAGGGTCCTGGGC 
CTCCTGACAGCAATAAATAATTTCG 

SEQ ID NO: 464 

>13478 BLOOD 233142.9 D79986 gl 136389 Human mRNA for KIAA0164 gene, complete 
45 cds. 0 

GTGACTCTGCTGACCTTCGGCATGACATTGATCGCCGTAGAAAAGAAAGAAGTA 
AAGAACGGGGAGATTCCAAGGGCTCCAGGGAATCCAGTGGATCAAGAAAGCAG 
GAAAAAACTCCAAAAGATTACAAGGAATACAAATCTTACAAAGATGACAGTAAA 
CATAAAAGAGAGCAAGATCATTCTCGATCTTCATCCTCTTCAGCATCACCTTCTTC 
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TCCCAGTTCTCGAGAAGAAAAGGAGAGTAAGAAGGAAAGAGAAGAAGAATTTA 
AAACTCACCATGAAATGAAAGAATACTCAGGCTTTGCAGGAGTTAGCCGACCAC 
GAGGAACCTTTCATGACGACAGAGATGATGGTGTGGATTATTGGGCCAAAAGAG 
GAAGAGGTCGTGGTACTTTTCAACGTGGCAGAGGGCGCTTTAACTTCAAAAAATC 
5 AGGTAGCAGTCCTAAATGGACTCATGACAAATACCAAGGGGATGGGATTGTTGA 
AGATGAAGAAGAGACCATGGAAAATAATGAAGAAAAGAAGGACAGACGCAAGG 
AAGAAAAGGAATAATAAATATGAAGTAAGATTACAACAGAGCAGAACTTGCACC 
CACCATTTTTTTTACCTGATTTTGGTTTTCAAATAAGAATGTAAGCATTTTACTTA 
AATTTTACTGTTTGCAAGTAGTCTATAGAAATTTGGTTTTAAGTCTTCAAATATCT 

1 0 TGAGAAATAGTAGACTGTATGTTGAAAATTGTACTGAAATAAAGTAGAAAATTG 
TTACGTACCATATTTGTAACTATCAACTTTTAAAACTTTTAACGTTTTTGTTACAT 
GCATTGTAATTCTGCTTTGTCTATAAGATATGGTCAAGTACAGCTCTGTGAAAGT 
TCTGATTCTCTTCCTTCCCTGTTTGTCAATGTTTTATTCTGAAGTAAACGTTAGCTC 
TACATATAAATCCTGGAACAGAAATTGTTTATAGAGACTACACTAATTATTTTAA 

1 5 CTGTATACATCTGTTTAATTTGAACACACTACATCGTAGGGTGACTGATTTTTGAA 
GTATACCACAGACAAAAAGTTGTTACTATGGTAAACTAAGCTAGTTTAACACTTG 
AGCAAATGCTTAAGAAGGAATTAAAAAAAAAAAGCTTTGCCAATAGCTAAAAAG 
TACAAGCTATTAAAAATCAGATTGAAAAGTTTTGAGAAAATGTTATTTTTACTGA 
AAGCAAGCAGTGGCCTATAAAGAACATTCTTAGGAGCCTTTTCTATTTGCGTTCA 

20 AAACTGTGTGTTCTCTTTCTATTCCTATTTGATAGTTTGAGTCATGGTCTTAGATA 
TTAGCTATTTGTGAGAGGAAACTGGTTTGTAACAATACTGCAAATAGAAACCCCA 
■■■■■ ■ '•: "Ta^TGTACTGAACATCCTAG-rm AAAeAGAAGAAAAACTGTAATCGl'GGGGTTGG 
>. i ." 
'•»•:- : TCTTACATATTTATlTGAGGTGAACATTAGTTTGrAGTGTAACTATTAGTAAAAAT : i 

25 AGAGAAACACAGCATACTGTTCATTAATAGTATTTTAAAAAAATTGTTTTTCAAA 
TGTCACCAATAAAAGTTTTGGCAGGAAGCTTGTTGCGGCATTGATCTAACCTTTT 
TCCCCCCCATTTCAGTTGCAGTTTTTGTAGAATGGCTTTTTCTTTTTCCTCTTAAGA 
GTTCTATTCTTCAGGTAGATAATTTTTCAAATGTGAATTATCTTTTGTGTCTATATT 
GATAGCrCTTAAAGGAGTGAAAATCTAAAATAGTAAATTTCAATGTTAAGTGTCT 

30 GCTTTATGGGCATATATAAAAGTAGACACATTTCATTTGTTAATTTAGTTGTGTGT 
GTGTGITAAAAGGAGCTAATGCTTATTCTGTTAATGTAAACTTTTGAAGATCTTA 
AGTGTATTGCTCTTTCATCTTAAACACTTTCGAGGATTTGCAGTGCGTCTAGCACC 
TAGATTACAGCCAGGAACATTGGTTAAGAAGTGXTGGAAACAAAACTAAAAGCA 
AACTCAACATATGTGATGTTTATGGCCCTCAGATCCiTAGTATl GTGTGATTTTCC 

35 CCCGTTAACATGTCTTTCTAAAATTGTCTATTAAAGCAGAGGAAATACCTGCCAA 
AGGAAGTATGTATTGCATTAATCAGGGCATAACTAATATTCTCCTGTTCAGAATA 
ATACTTATTTACGTGTGAAAGCAACATGGATGTGATTCCCAACACAGAATTTTCA 
TGACCCTTTTATTGTATACAAATAAATACCATAACAGTTACTTGGTTAGACATCA 
AATCTGTGTGCATGACTATGTGCTTATCCACTTAAGACAATAGGTAAAAGGGGAT 

40 CTGAGAAATTATGTAATAGGGAGTGGGAATAAAACTACTTAATTCCTGTGGGCA 
GGTTATATTTTAAGTTCAAATGCATTGCTTTAACCTTTGGTTACTTTTATTCTGTTA 
AACAGAATTGAAGAAAGAGTATTATACCAGAGTGTAGTAGGCTAGGGTGATTGT 
AAGAACTCTGTAATAGAATGTCATTGTGGATGTTACCTTTTTCAGATCCAAGCAT 
ATAAAAAGCCTGTATATTTTTTAAAAACACATCTTAACTCCACGCTTTACGATATT 

45 ATAAAAGTTGAATGGTTCCTCTTGGTAAGGATATTTGCTTACAAGTGCTAGGAAA 
TAACTCACTGATACCTGCGTTAACATACTTTGTTTTGCCTAGAGAGGGGCAATAA 
AAATGAACCAAAGGATATTTCCAGAAAGGATTAAGAAAGCTGTTTAAGAAGGCC 
ATGACTCTTTAGGTGTGTATGTGTACCITrCAGCATCCTAGGAATTTTTATACTAA 
AAGCAAAATGTTTTTTCCAGTTAGTCTTCITCAAGGAATTACTATTGTTCCTTTTG 
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TCACAGGTAAAATCAGTGTTGGGAATTATAATTTGAGAAAAATATTACCCAGTAA 
CATTGAATGTAGATGGCTAAACGATTCTTACTCAGTGTGATGTATAATGATGCAA 
CAGGGACCCTTGTAAATTGTCATACGCCAATAAAATGTCACAAGTAATAACTGCT 
GTTGTTTGTTTACCTGTGTCTATTTCACACATCTTATTTCTGTGGCCTATTTTAGAA 
5 TATCAGCGCATCTGTTAGGAAGATTACTGGTGTGGTAAGGCTTGATAAATGCTTT 
ATAAACTCCCTCAAACCTTTCTTTACTGTTITTTTGTTTTGTCTTGTTTTTG 
TTTTTGTTTTTGTTTTTGTTTTTCCCTTGTCTCCCCTGGGAAA 
AGTTGGTAAATCTAAGCCAAAATTATTTTGAAATAAAGGAATTCTGGATGTCCAG 
TTTAGTCCTCGTTTTCTTACGTTAATCTGGGACCTTATCACCCATAATATGGTGAT 

1 0 TACTTCTCTTTCTAAAAACATAGTAGCTAGTAAATAAGTAAAAAGAATTGTCTTT 
TCATTCACTTTAAGTAAGATGTGGTATAATTCTTACCATGTGCCATCCTGTCAGTT 
TTAACAAAGCATTTTCACAGAAATTTGTGTACTAAGACAAACTGACACATTTTGA 
CTCATACAAATGGCAAATTAGTCCTTAAAAATTCTGTGAGAGAAATAACTCTGTG 
TGTACATACATATGCATGTAAAGTGTTGTGTAAGATCATTGGTAGCTTAATTATA 

1 5 CTGGATAATTGTAATGTTATATACAAATTTCTT ATATAAAAGTATGCTGC ATT 

SEQ ID NO: 465 

>13519 BLOOD gi|894352|gb|H25229.1|H25229 yl45d06.sl Soares breast 3NbHBst Homo 
sapiens cDNA clone IMAGE:161 195 3' similar to contains LTR3 repetitive element mRNA 
sequence 

ATTCTTTAAAAAATTAGTTGCTTTTTATACAGCTATACAAAGTTCTTAATGTTTCT 
• .n"GGCAATGGAATAlAATGGAATiTrACAAGTATATAAAAAAGTl ACCTTTGCGT •-. ■'. 
AAGAAAGAGTATTTACTGTGTGTACATAGTTGAGTGACAAAA.TTCTCTACCATGC . 
AGCAGCGTAATTAATTGAGGAAATAAGGTACCTGATATTACAGGATTGCCGAi'\AA •. 
GAAAGGNGGAAAAAGNGACACACATACACACACACACACACACACACACACAC 
ACACACACACACACACACACAACCTTCTGNGGGCTCAAAACACAGTNTCACGGG 
CCCTTTCTGCAGGGCAACTTGGCAATTGCCAAATACAATTTAGNGGAT 

SEQ ID NO: 466 

30 >13524 BLOOD Hs.229619 gnl|UG|Hs#S2 19269 y!49d08.sl Homo sapiens cDNA, 3' end 
/clone=IMAGE:161583 /clone_end=3' /gb=H25761 /gi=894884 /ug=Hs.229619 /len=495 
CCTCATGANCNGGNNTTTAATGTNCCANAAAAACACTNAAAGATATTCNTGTAA 
ATACANATAAGCTNTGTGTCAAC ATTCAGTACT ANGGAA , A XCATTTTTGAGTANG . 
" ACAAAATGACCAACTTACACACTTCNGGGTAGCGCTTAATACrTATCl ITGAACT 

35 CTATTGCTGATGCTAGGCCCTAAAGAGCAATGACTCAACCAGAAAAAATAGTAA 
AGGCTGCCTCTTrCCTTirrAAAGCGCTTATTAGCTTTANATCCACAAACAATGGG 
TTTTTACANCTACATACTACTGAAAGGGTGCTCAAANCGTCACCNCTTACAGGCC 
TTCGAACATGTCATTTTCTAACCCTGGCACATGTAAACTTGTTITATCCGGCATTC 
AATGGAGGTCCGCTTNCAAATGGGCTCCCAATCATCNGGTTTCAAATCAGGNCA 

40 GGGGCCAAGGGTCCCCGCCCGGATTAAACNGGCGGCAGGNGGGGCCAAACCCCC 
GG 

SEQ ID NO: 467 

>13526 BLOOD Hs.260516 gnl|UG|Hs#S219414 yl55d09.sl Homo sapiens cDNA, 3' end 
45 /clone=IMAGE:162161 /clone_end=3' /gb=H25907 /gi=895030 /ug=Hs.260516 /len=352 
GGTGAACCAGNNTNTTrATCAGTTrATTAATCTATTTrTAATATATAGACTTTTCA 
GTAGACAACAGCATAAAACATATTCTTTTCAAGTTCAAATTGAACTTTCACCAAC 
ATAGACCATATTCTGGGCCATAAAATAAACATTGGCAAATTTAAAATAATTGAA 
ATCATATTAAGTTTGTTCTCTGACCCTGATAGAGGTAAGCCAGAAATCAAGANCA 
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GAAAGATATCTAGAAAAATCCCAAATAATTTGGAAGTAAAAGANCACAATTTTA 
AATAAACCATGGGGCCAAAGGNAAAGGTCACAGGGGGAANCTCTTAGGNACTG 
GANCTAAAATAGGGGGGNATTTTAC 

5 SEQ ED NO: 468 

>13580 BLOOD 9781 1 6.6 Incyte Unique 

ggcatgcagtttttgtcaggctgcacagaaaagccagtcattgagctctggaag 

aagcacacgctagcccgagaggatgtctttccggccaatgccctcctggaaatcc 

ggccattccaagtttggctccatcacctcgaccacaacgtgagccccaacatctt 

1 0 cgcctgggtctacagggagatcaatgatgacctgtcctaccagatggactgccac 
gccgtggagtgcgagagcaagctcgaggccaagaaactggcccacgccatgatg 
gaggccttcaggaagactttccacagtatgaagagcgacgggcggatccacagc 
aacagctcctccgaagaggtttcccaggaattggaatccgatgatggctgaatg 
aacttgagacgcttcagcaaaggcagcattggtcacggagttcaagggaataga 

1 5 tgagtaagcaacgtttcaaatttgggatgaaaagactgccaaactattggctga 
ccaaggtttttaaattcagaagagcaattctaaatctaaagaaatgtatcattaa 
agtaattacgttacattgaaacctgctgctgctgtgactgtgaggagggtgggag 
tgtggatggggaggaaggttctaggctctcttcttatttttctcatttcccaatgc 
ctctctgtgggagagctccatgccagttttcaccacgctcaggcaaatactctgc 

20 agctgttattggatgggccattccgatctgccttatgaaattccacaagaatgtt 
aggggcacctatgggatctctagtggggtgggcagggtgctgatggggacgctg 
: , 'gccggagggaggaaggaagatgtggggaggggcctgtgttcctctcccacggga 
: .•gatgcggtcctgtgtatgcaaatgagcagaggctttattgagctttacaactaag 
maggtgatagttgggagttaattgagagutagagataatgcttltat^^ 

25 atataccaagtagtaccctcttattgtattcacttcatctattttgttagaatagt ; 
tgcaattactaatgaccccttccctttccctcctgctgccctgtccaccctctttcc 
ccttctaacatccttagagggatgaaatctcagcatatgttgcaggacaccaaaa 
ggaagaaaacaatcaagcaaataaaataaacagtcaaacaaaccaggagttta 
aaacaacaaccccaacaacagaagccttggcaaagaggaatgagtgatcagca 

30 agtgaacacactctatgtcaactctccttttatccagctgagatttatggtaactt 
atttaattaatggtcctgtctgatgcatccttgatggcaagcttcaaatctgattt 
ggtgtcaccgaggaaaccttgcccccatcactcagcattgcacttagatacagaa 
tgagttagataaacttggcttgtctagagaccgatgtgatgxj:aagctaaaggga 
aatcttattgcgttatcat aaaattgatg ai al'ctt aggg1 cag aa1tgccctttt 

35 tttttattttgaatgggaagttctcactaaaacaatcctgagatttcttaatttca 
tggttctttaaatattataaacacagagtcaacatagaatgaaattgtatttgtt 

AAAATACACACATTGGAGGACAAGAGCAGATGACTACTTTTCGAAGTAATGCTG 
CTCCTTCCT 

40 SEQ ID NO: 469 

>13715 BLOOD 021290.12 L08488 gl 86425 Human inositol polyphosphate 1 -phosphatase 
mRNA, complete cds. 0 

GGCTCGGGCAAGCGTGGGGGGCCCGCGCGTCCCGGGAGCCCCGAGGCGGCAGCG 
CGCGTTTCCACGCCGCGGTCCCGCGGGAAAGCCGGGGGCGGCGGCCTGGCTGAG 
45 GCCAAGCTCGGATCCGGTGCCGAGCCAAGCGGGGCCGTGCGTCGCCGGGGCTTC 
GCCTTCGCTCGCGTGACCTCCGCCGTCCTCCCCAACCCTCGTCCTCTGGCCGCGCC 
TGCGGCCGCACGCCCAGCGCCCCTCGCCTAACCTCGCGCCCGGGCCGCGCCTCCT 
CCTCCTCCTGCTCCCCGCCGCTTCCGTTTCTCGAGGGAAAGGCTGCTGCCTCCTGC 
TCTGTCCTCATCCCCGGCTTAGCTGACGGCCCAGAGGGTGGGTGCCAATTCCACC 
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AGCAGCTGCAACTGAAAAGCAAGGTTCAGAAATGTCAGATATCCTCCGGGAGCT 
GCTCTGTGTCTCTGAGAAGGCTGCTAACATTGCCCGGGCGTGCAGACAGCAGGA 
AGCCCTCTTCCAGCTGCTGATCGAAGAAAAGAAAGAGGGAGAAAAGAACAAGA 
AGTTTGCAGTTGACTTCAAGACTCTGGCTGATGTACTGGTACAGGAAGTTATAAA 
5 ACAGAATATGGAGAACAAGTTTCCAGGCTTGGAAAAAAATATTTTTGGAGAAGA 
ATCCAATGAGTTTACTAATGACTGGGGGGAAAAGATTACCTTGAGGTTGTGTTCA 
ACAGAGGAAGAAACAGCAGAGCTTCTTAGCAAAGTCCTCAATGGTAACAAGGTA 
GCATCTGAAGCATTAGCCAGGGTTGTTCATCAGGATGTTGCCTTTACTGACCCAA 
CTCTGGATTCCACAGAGATCAATGTTCCACAGGACATTTTGGGAATTTGGGTGGA 

1 0 CCCCATAGATTCAACTTATCAGTATATAAAAGGTTCTGCTGACATTAAATCCAAC 
CAGGGAATCTTCCCCTGTGGACTTCAGTGTGTCACCATTTTAATTGGTGTCTATGA 
CATACAGACAGGGGTTCCCCTGATGGGAGTCATCAATCAACCTTTTGTGTCACGA 
GATCCAAACACCCTCAGGTGGAAAGGACAGTGCTATTGGGGCCTTTCTTACATGG 
GGACCAACATGCATTCACTACAGCTCACCATCTCTAGAAGAAACGGCAGTGAAA 

15 CACACACTGGAAACACCGGCTCTGAGGCAGCATTCTCCCCCAGTTTTTCAGCCGT 
AATrAGTACAAGTGAAAAGGAGACTATCAAAGCTGCATTGTCACGTGTGTGTGG 
AGATCGCATATTTGGGGCAGCTGGGGCTGGTTATAAGAGCCTATGTGTTGTCCAA 
GGCCTCGTTGACATTTACATCTTTTCAGAAGATACCACATTCAAATGGGACTCTT 
GTGCTGCTCATGCCATACTGCGGGCCATGGGTGGGGGAATAGTAGACTTGAAAG 

20 AATGCTTAGAAAGAAATCCAGAAACAGGGCTTGATTTGCCACAGTTGGTGTACC 
ACGTGGAAAATGAGGGTGCTGCTGGGGTGGATCGGTGGGCCAACAAGGGAGGA 
-7 GTCATTGCATACAGATCCAGGAAGGGGCTGGAGACATTCCTGAGCCTCiSTGGTGC - •• 
. -« •AAAAGCTGGCAGGTGCAGAGACGeATACGTAGAGGAACTCFAACCGGGGTGmGv: " 
:• V ■ IGTGTATAAACTGAACTGTGAAAGTGTTfCGGTl'ATCTCTGTCTTTTGAGGA'BGGGT ; 
: 25 .TTGTCCTGTTGCTGGTTAACATTCACCTTCCT^ 

GTATTCATAATAATGTTAATTTCAATAAATGACATTCATGCAGCAATTATATTGG 

TGTATGAAATTCTTACAGTGAATATTGTGCTGTTAGTGCTGCTTGAAACATTTCAA 

TAAAATATTGACCAGGAAAAAAAAAAAA 

30 SEQ ID NO: 470 

>13823 BLOOD 335527.4 M37238 gl 90035 Human phospholipase C mRNA, complete cds. 
0 

■_'GAATTCGGCGCTGAGTGACCCGAGTCGGGAGGGGGGCTGCGGGGGCGGGACCCC 
GGAGCCCAAACCCGGGGCAGGCGGGCAGCTGTGCCCGGGCGGCACGGCCAGCTT 

35 CCTGATTTCTCCCGATTCCTTCCTTCTCCCTGGAGCGGCCGACAATGTCCACCACG 
GTCAATGTAGATTCCCTTGCGGAATATGAGAAGAGCCAGATCAAGAGAGCCCTG 
GAGCTGGGGACGGTGATGACTGTGTTCAGCTTCCGCAAGTCCACCCCCGAGCGG 
AGAACCGTCCAGGTGATCATGGAGACGCGGCAGGTGGCCTGGAGCAAGACCGCC 
GACAAGATCGAGGGCTTCTTGGATATCATGGAAATAAAAGAAATCCGCCCAGGG 

40 AAGAACTCCAAAGATTTCGAGCGAGCAAAAGCAGTTCGCCAGAAAGAAGACTGC 
TGCTTCACCATCCTATATGGCACTCAGTTCGTCCTCAGCACGCTCAGCTTGGCAG 
CTGACTCTAAAGAGGATGCAGTTAACTGGCTCTCTGGCTTGAAAATCTTACACCA 
GGAAGCGATGAATGCGTCCACGCCCACCATTATCGAGAGTTGGCTGAGAAAGCA 
GATATATTCTGTGGATCAAACCAGAAGAAACAGCATCAGTCTCCGAGAGTTGAA 

45 GACCATCTTGCCCCTGATCAACTTTAAAGTGAGCAGTGCCAAGTTCCTTAAAGAT 
AAGTTTGTGGAAATAGGAGCACACAAAGATGAGCTCAGCTTTGAACAGTTCCAT 
CTCTTCTATAAAAAACTTATGTTTGAACAGCAAAAATCGATTCTCGATGAATTCA 
AAAAGGATTCGTCCGTGTTCATCCTGGGGAACACTGACAGGCCGGATGCCTCTGC 
TGTTTACCTGCATGACTTCCAGAGGTTTCTCATACATGAACAGCAGGAGCATTGG 
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GCTCAGGATCTGAACAAAGTCCGTGAGCGGATGACAAAGTTCATTGATGACACC 
ATGCGTGAAACTGCTGAGCCTTTCTTGTTTGTGGATGAGTTCCTCACGTACCTGTT 
TTCACGAGAAAACAGCATCTGGGATGAGAAGTATGACGCGGTGGACATGCAGGA 
CATGAACAACCCCCTGTCTCATTACTGGATCTCCTCGTCACATAACACGTACCTT 
5 ACAGGTGACCAGCTGCGGAGCGAGTCGTCCCCAGAAGCTTACATCCGCTGCCTG 
CGCATGGGCTGTCGCTGCATTGAACTGGACTGCTGGGACGGGCCCGATGGGAAG 
CCGGTCATCTACCATGGCTGGACGCGGACTACCAAGATCAAGTTTGATGACGTCG 
TGCAGGCCATCAAAGACCACGCCTTTGTTACCTCGAGCTTCCCAGTGATCCTGTC 
CATCGAGGAGCACTGCAGCGTGGAGCAACAGCGTCACATGGCCAAGGCCTTCAA 

10 GGAAGTATTTGGCGACCTGCTGTTGACGAAGCCCACGGAGGCCAGTGCTGACCA 
GCTGCCCTCGCCCAGCCAGCTGCGGGAGAAGATCATCATCAAGCATAAGAAGCT 
GGGCCCCCGAGGCGATGTGGATGTCAACATGGAGGACAAGAAGGACGAACACA 
AGCAACAGGGGGAGCTGTACATGTGGGATTCCATTGACCAGAAATGGACTCGGC 
ACTACTGCGCCATTGCTGATGCCAAGCTGTCCTTCAGTGATGACATTGAACAGAC 

1 5 TATGGAGGAGGAAGTGCGCCAGGATATACCCCCTACAGAACTACATTTTGGGGA 
GAAATGGTTCCACAAGAAGGTGGAGAAGAGGACGAGTGCCGAGAAGTTGCTGC 
AGGAATACTGCATGGAGACGGGGGGCAAGGATGGCACCTTCCTGGTTCGGGAGA 
GCGAGACCTTCCCCAATGACTACACCCTGTCCTTCTGGCGGTCAGGCCGGGTCCA 
GCACTGCCGGATCCGCTCCACCATGGAGGGCGGGACCCTGAAATACTACTTGACT 

20 GACAACCTCACCTTCAGCAGCATCTATGCCCTCATCCAGCACTACCGCGAGACGC 
ACCTGCCGTGCGCCGAGTTCGAGCTGCGGCTCACGGACCCTGTGCCCAACCCCAA 
•. •■GGCGGAGGAGTGCAA;GCCGTGGTACTATGACAGCCTGAGCCGCGGAGA6GCAGA •. 
V ■ - : GGAOATGCTGATGAGGAT-TGCGGGGGACGGGGGCrrCGTGATCCGGA/ l vGCGAGA v 
:•' • ... ••• vGGGGAGCGAGTCCTA^GCCATCACC'ITCAGGGCTAGGGGGAAGGTA^iAGCATTG 
' 25 TCGCATCAACCGGGACGGCCGGCACTTTGTGCTGGGGACCTCCGCCTATTTTGAG 
AGTCTGGTGGAGCTCGTCAGTTACTACGAGAAGCATTCACTCTACCGAAAGATGA 
GACTGCGCTACCCCGTGACCCCCGAGCTCCTGGAGCGCTACAATATGGAAAGAG 
ATATAAACTCCCTCTACGACGTCAGCAGAATGTATGTGGATCCCAGTGAAATCAA 
TCCGTCCATGCCTCAGAGAACCGTGAAAGCTCTGTATGACTACAAAGCCAAGCG 

30 AAGCGATGAGCTGAGCTTCTGCCGTGGTGCCCTCATCCACAATGTCTCCAAGGAG 
CCCGGGGGCTGGTGGAAAGGAGACTATGGAACCAGGATCCAGCAGTACTTCCCA 
TCCAACTACGTCGAGGACATCTCAACTGCAGACTTCGAGGAGCTAGAAAAGCAG 
ATTATTGAAGACAATGGCITAGGGTCTCrrTGCAGAGGAATATTGGAGGTCAATA 
' CCTATAACGTCGTGAAAGCGGCTCAGGGAAAAAACCAGAAGTCCTTTGTCTTCAT 

35 CCTGGAGCCCAAGCAGCAGGGCGATCCTCCGGTGGAGTTTGCCACAGACAGGGT 
GGAGGAGCTCTTTGAGTGGTTTCAGAGCATCCGAGAGATCACCTGGAAGATTGA 
CACCAAGGAGAACAACATGAAGTACTGGGAGAAGAACCAGTCCATCGCCATCGA 
GCTCTCTGACCTGGTTGTCTACTGCAAACCAACCAGCAAAACCAAGGACAACTTA 
GAAAATCCTGACTTCCGAGAAATCCGCTCCTTTGTGGAGACGAAGGCTGACAGC 

40 ATCATCAGACAGAAGCCCGTCGACCTCCTGAAGTACAATCAAAAGGGCCTGACC 
CGCGTCTACCCAAAGGGACAAAGAGTTGACTCTTCAAACTACGACCCCTTCCGCC 
TCTGGCTGTGCGGTTCTCAGATGGTGGCACTCAATTTCCAGACGGCAGATAAGTA 
CATGCAGATGAATCACGCATTGTTTTCTCTCAATGGGCGCACGGGCTACGTTCTG 
CAGCCTGAGAGCATGAGGACAGAGAAATATGACCCGATGCCACCCGAGTCCCAG 

45 AGGAAGATCCTGATGACGCTGACAGTCAAGGTTCTCGGTGCTCGCCATCTCCCCA 
AACTTGGACGAAGTATTGCCTGTCCCTTTGTAGAAGTGGAGATCTGTGGAGCCGA 
GTATGACAACAACAAGTTCAAGACGACGGTTGTGAATGATAATGGCCTCAGCCC 
TATCTGGGCTCCAACACAGGAGAAGGTGACATTTGAAATTTATGACCCAAACCTG 
GGATTTCTGGGCTTTGTGGTTTATGAAGAAGATATGTTCAGCGATCCCAACTTTCT 
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TGCTCATGCCACTTACCCCATTAAAGCAGTCAAATCAGGATTCAGGTCCGTTCCT 
CTGAAGAATGGGTACAGCGAGGACATAGAGCTGGCTTCCCTCCTGGTTTTCTGTG 
AGATGCGGCCAGTCCTGGAGAGCGAAGAGGAACTTTACTCCTCCTGTCGCCAGCT 
GAGGAGGCGGCAAGAAGAACTGAACAACCAGCTCTTTCTGTATGACACACACCA 
5 GAACTTGCGCAATGCCAACCGGGATGCCCTGGTTAAAGAGTTCAGTGTTAATGA 
GAACCAGCTCCAGCTGTACCAGGAGAAATGCAACAAGAGGTTAAGAGAGAAGA 
GAGTCAGCAACAGCAAGTTTTACTCATAGAAGCTGGGGTATGTGTGTAAGGGTA 
TTGTGTGTGTGCGCATGTGTGTTTGCATGTAGGAGAACGTGCCCTATTCACACTCT 
GGGAAGACGCTAATCTGTGACATCTTTTCTTCAAGCCTGCCATCAAGGACATTTC 

1 0 TTAAGACCCAACTGGCATGAGTTGGGGTAATTTCCTATTATTTTCATCTTGGACA 
ACTTTCTTAACTTATATTCTTTATAGAGGATTCCCCAAAATGTGCTCCTCATTTTT 
GGCCTCTCATGTTCCAAACCTCATTGAATAAAAGCAATGAAAACCTTGATCAATT 
AAGCCTTCTGTTGCACGACCTGTGCAGTGAACAGGATTTCTTTTCTGGCCAAGAA 
GATTCTACCTCTAATGATCCAGGTAACTGATGTCCATGGAGGATGAGCTGGAAAT 

15 GTAAGAAACTATTCATGAGACTCTGAAAAAAAAAA 

SEQIDNO: 471 

>13831 BLOOD 232067.6 AL13741 1 g6807963 Human mRNA; cDNA DKFZp434M082 
(from clone DKFZp434M082). le-86 

20 GCAGCTGCAGCGGGCGTGAGTTGGGGGAGGACGGGTTGCCGACTCGCCTACCTA 
GCGGTCTCTTGATTGTCGATATTTTGTTGGCATAGGTTTATGTAGAGACGTATACA 
t f. . ;VA •TAvCATATAGACACAeTGTCTTTAAATCTAGGCCTGTATGCGGTGTCCGAGGGG^Si- •;. 
, ! ».:GlGAGTAAGATGATGXrAAGAGGAAACGTGAAGCAAGTGCGCATTGAGAAAAAC. • 
:■:;::>. vGGGGGCGGCClTCGGGeCGTGGAGTCCGCGGTGGGCGAGAGCGAGGGGGGGGCG: • ' 

25 t GNGGCAGCCATGGCGCTCGCTCTTGCCGGGGAGCGGGCACCGCCGGCGCCCGCG 
CCTCCAGAGGACCACCCGGACGAGGAGATGGGGTTCACTATCGACATCAAGAGT 
TTCCTCAAGCCGGGCGAGAAGACGTACACGCAGCGCTGCCGCCTCTTCGTGGGA 
AATCTGCCCACCGACATCACGGAGGAGGACTTCAAGAGGCTCTTCGAACGCTAT 
GGCGAGCCCAGCGAAGTCTTCATCAACCGGGACCGTGGCTTCGGCTTCATCCGCT 

30 TGGAATCCAGAACCCTGGCTGAAATTGCAAAAGCAGAGCTGGACGGCACCATTC 
TCAAGAGCAGACCTCTACGGATTCGCTTCGCTACACATGGAGCAGCCTTGACTGT 
CAAGAACCTTTCTCCAGTTGTTTCCAATGAGCTGCTAGAGCAAGCATTTTCTCAG 
TTTGGTCCAGTAGAGAAAGGTGTTGTGGTTGTGGATGATCGCGGTAGAGGTACAG 
"GAAAAGGTTTTGTAGAGTTl'GCAGGAAAACCTCCTGCACGAAAGGCTCTGGAAA 

35 GATGTGGTGATGGGGCATTCTTGCTAACAACGACCCCTCGTCCAGTCATTGTGGA 
ACCCATGGAGCAGTTTGATGATGAAGATGGCTTGCCAGAGAAGCTGATGCAGAA 
AACTCAACAATATCATAAGGAAAGAGAACAACCACCACGTTTTGCTCAACCTGG 
GACATTTGAATTTGAGTATGCATCTCGATGGAAGGCTCTTGATGAAATGGAAAAG 
CAGCAGCGTGAGCAGGTTGATAGAAACATCAGAGAAGCCAAAGAGAAACTGGA 

40 GGCAGAAATGGAAGCAGCTAGGCATGAACACCAATTAATGCTAATGAGGCAAGA 
TCTAATGAGGCGTCAAGAAGAACTCAGACGCTTGGAAGAACTCAGAAACCAAGA 
GTTGCAAAAACGGAAGCAAATACAACTAAGACATGAAGAGGAGCATCGGCGGC 
GTGAGGAAGAAATGATCCGACACAGAGAACAGGAGGAACTGAGGCGACAGCAA 
GAGGGCTTTAAGCCAAACTACATGGAAAATAGAGAACAGGAAATGAGAATGGG 

45 TGATATGGGTCCCCGTGGAGCAATAAACATGGGAGATGCGTTTAGCCCAGCCCCT 
GCTGGTAACCAAGGTCCTCCTCCAATGATGGGTATGAATATGAACAACAGAGCA 
ACTATACCTGGCCCACCAATGGGTCCTGGTCCTGCCATGGGACCAGAAGGAGCC 
GCAAATATGGGAACTCCAATGATGCCAGATAATGGAGCAGTGCACAATGACAGA 
TTTCCTCAAGGACCACCATCTCAGATGGGTTCACCTATGGGGAGTAGAACAGGTT 
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CTGAAACCCCTCAAGCACCAATGAGTGGTGTAGGTCCTGTGAGTGGTGGTCCTGG 
TGGCTTTGGTAGAGGAAGTCAAGGGGGCAACTTTGAAGGCCCTAATAAGCGTCG 
TAGATATTAAACATTCGTTCATTCCTGGCTATCTAGAAAAAAAAAAGTCAGTGGT 
ATGCCTTTATACTTTTACCTGTTATCTGGAAGAAATGGTTTTATTGTTAATGTATG 

CATGAGCTTTGTAGATTAGAATGGTAATGATGCTCATCATTTTGAATGTTGAAAT 
GTGTTTGTGACTTTAGCTAAATATAAGTATTCCATAGTACTGTGAAATCTATGTA 
GTTAATCTCAATAAAGAAATCATTTTGGATAATTTAAAAAAAAA 

10 SEQK)NO:472 

>13835 BLOOD GB H57941 gi|1010773|gb|H57941|H57941 yrl2e06.sl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE:205090 3' similar to 
gb|M87905|HUMALND184 Human carcinoma cell-derived Alu RNA transcript, (rRNA); 
■ gb:J03934 NAD(P)H DEHYDROGENASE (HUMAN);contains Alu repetitive element;, 

15 mRNAs 

CATAAGCGAAACATGATTTTGGAATTTTCAGGATGGGGAAAAGAAACAAAATAA 
ATTATGGGAGTTTTTTGTGTTTTTTTTTTGAGACTGGCTCTCATTCCTCTGTCACAT 
GGGCTGGAGTGCAGTAGTGTAATCTCAGCTTACTGCAACCTCTGCCTCAAGTGAT 
CCTCCCACCTCAGACTCCAGAGTAGCTGGGGAGCACATAAAATTAAAACATCTA 
20 AACTCTCATAATGGGTCATTTTGCCAGGGTTCTGCAGGCAAACTTTTATTTGAAG 
TATTCTTTTTTGTGCTTTGTATTGAAAGTAAAGTTAGGGTAGCNAAGGGGGACTA 
^©TTGAAGCGTGAGGAACACGGC€GNGGAAAACTGCAGGCATATGGATGTTTGTG ,: ..- 

; 25 SEQ ID NO: 473 V 

>13852 BLOOD 340851.6 K03195 gl 83302 Human (HepG2) glucose transporter gene 
mRNA, complete cds. 0 

GGCAAGAGGTAGCAACAGCGAGCGTGCCGGTCGCTAGTCGCGGGTCCCCGAGTG 
AGCACGCCAGGGAGCAGGAGACCAAACGACGGGGGTCGGAGTCAGAGTCGCAG 

30 TGGGAGTCCCCGGACCGGAGCACGAGCCTGAGCGGGAGAGCGCCGCTCGCACGC 
CCGTCGCCACCCGCGTACCCGGCGCAGCCAGAGCCACCAGCGCAGCGCTGCCAT 
GGAGCCCAGCAGCAAGAAGCTGACGGGTCGCCTCATGCTGGCCGTGGGAGGAGC 
AGTGCTTGGCTCCCTGGAGTTTGGGTAGAACACTGGAGTCATCAATGCCCCCCAG 
AAGGTGATCGAGGAGTTCTACAACCAGACATGGGTCCACCGCTATGGGGAGAGC 

35 ATCCTGCCCACCACGCTCACCACGCTCTGGTCCCTCTCAGTGGCCATCTTTTCTGT 
TGGGGGCATGATTGGCTCCTTCTCTGTGGGCCTTTTCGTTAACCGCTTTGGCCGGC 
GGAATTCAATGCTGATGATGAACCTGCTGGCCTTCGTGTCCGCCGTGCTCATGGG 
CTTCTCGAAACTGGGCAAGTCCTTTGAGATGCTGATCCTGGGCCGCTTCATCATC 
GGTGTGTACTGTGGCCTGACCACAGGCTTCGTGCCCATGTATGTGGGTGAAGTGT 

40 CACCCACAGCCCTTCGTGGGGCCCTGGGCACCCTGCACCAGCTGGGCATCGTCGT 
CGGCATCCTCATCGCCCAGGTGTTCGGCCTGGACTCCATCATGGGCAACAAGGAC 
CTGTGGCCCCTGCTGCTGAGCATCATCTTCATCCCGGCCCTGCTGCAGTGCATCGT 
GCTGCCCTTCTGCCCCGAGAGTCCCCGCTTCCTGCTCATCAACCGCAACGAGGAG 
AACCGGGCCAAGAGTGTGCTAAAGAAGCTGCGCGGGACAGCTGACGTGACCCAT 

45 GACCTGCAGGAGATGAAGGAAGAGAGTCGGCAGATGATGCGGGAGAAGAAGGT 
CACCATCCTGGAGCTGTTCCGCTCCCCCGCCTACCGCCAGCCCATCCTCATCGCT 
GTGGTGCTGCAGCTGTCCCAGCAGCTGTCTGGCATCAACGCTGTCTTCTATTACTC 
CACGAGCATCTTCGAGAAGGCGGGGGTGCAGCAGCCTGTGTATGCCACCATTGG 
CTCCGGTATCGTCAACACGGCCTTCACTGTCGTGTCGCTGTTTGTGGTGGAGCGA 
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GCAGGCCGGCGGACCCTGCACCTCATAGGCCTCGCTGGCATGGCGGGTTGTGCC 
ATACTCATGACCATCGCGCTAGCACTGCTGGAGCAGCTACCCTGGATGTCCTATC 
TGAGCATCGTGGCCATCTTTGGCTTTGTGGCCTTCTTTGAAGTGGGTCCTGGCCCC 
ATCCCATGGTTCATCGTGGCTGAACTCTTCAGCCAGGGTCCACGTCCAGCTGCCA 
5 TTGCCGTTGCAGGCTTCTCCAACTGGACCTCAAATTTCATTGTGGGCATGTGCTTC 
CAGTATGTGGAGCAACTGTGTGGTCCCTACGTCTTCATCATCTTCACTGTGCTCCT 
GGTTCTGTTCTTCATCTTCACCTACTTCAAAGTTCCTGAGACTAAAGGCCGGACCT 
TCGATGAGATCGCTTCCGGCTTCCGGCAGGGGGGAGCCAGCCAAAGTGACAAGA 
CACCCGAGGAGCTGTTCCATCCCCTGGGGGCTGATTCCCAAGTGTGAGTCGCCCC 

10 AGATCACCAGCCCGGCCTGCTCCCAGCAGCCCTAAGGATCTCTCAGGAGCACAG 
GCAGCTGGATGAGACTTCCAAACCTGACAGATGTCAGCCGAGCCGGGCCTGGGG 
CTCCTTTCTCCAGCCAGCAATGATGTCCAGAAGAATATTCAGGACTTAACGGCTC 
CAGGATTTTAACAAAAGCAAGACTGTTGCTCAAATCTATTCAGACAAGCAACAG 
GTTTTATAATTTTTTTATTACTGATTTTGTTATTTTTATATCAGCCTGAGTCTCCTG 

1 5 TGCCCACATCCCAGGCTTCACCCTGAATGGTTCCATGCCTGAGGGTGGAGACTAA 
GCCCTGTCGAGACACTTGCCTTCTTCACCCAGCTAATCTGTAGGGCTGGACCTAT 
GTCCTAAGGACACACTAATCGAACTATGAACTACAAAGCTTCTATCCCAGGAGGT 
GGCTATGGCCACCCGTTCTGCTGGCCTGGATCTCCCCACTCTAGGGGTCAGGCTC 
CATTAGGATTTGCCCCTTCCCATCTCTTCCTACCCAACCACTCAAATTAATCTTTC 

20 TTTACCTGAGACCAGTTGGGAGCACTGGAGTGCAGGGAGGAGAGGGGAAGGGCC 
AGTCTGGGCTGCCGGGTTCTAGTCTCCTTTGCACTGAGGGCCACACTATTACCAT 
v i-:.,;-. . GAGAAGAGGGCCTGTGGGAGGGTGCAAAGTCACTGGTeA^GAAGACATGGAGAC . 
TCGTGCCCTGTTGTGTATAGATGCAAGATATITATATATATTTTTGGTTGTeAAm . 
TTAAATAGAGAGACTAAGTTATAGTATATGTGGACAAGCCAACTTGTAAATAGAC 

25 CACCTCACTCCTGTTACTTACCTAAACAGATATAAATGGCTGGTTTTTAGAAACA 
TGGTTTTGAAATGCTTGTGGATTGAGGGTAGGAGGTTTGGATGGGAGTGAGACA 
GAAGTAAGTGGGGTTGCAACCACTGCAACGGCTTAGACTTCGACTCAGGATCCA 
GTCCCTTACACGTACCTCTCATCAGTGTCCTCTTGCTCAAAAATCTGTTTGATCCC 
TGTTACCCAGAGAATATATACATTCTTTATCTTGACATTCAAGGCATTTCTATCAC 

30 ATATTTGATAGTTGGTGTTCAAAAAAACACTAGTTTTGTGCCAGCCGTGATGCTC 
AGGCTTGAAATCGCATTATTTTGAATGTGAAGTAAATACTGTACCTTTATTTGAC 
AGGCTCAAAGAGGTTATGTGCCTGAAGTCGCACAGTGAATAAGCTAAAACACCT 
GCTTTTAAG^A.TGGG1AGGATACAACCACTACTCCATTAACTCCACCCACCTCCT 
GCAGCCCrCCCCACACACACAAAATGAACCACGTTCTTTGTATGGGCCCAATGAG 

35 CTGTCAAAGCTGCCCTGTGTTCATTTCATTTGGAATTGCCCCCTCTGGTTCCTCTG 
TATACTACTGC1TCATCTCTAAAGACAGCTCATCCTCCTCCTTCACCCCTGAATTT 
CCAGAGCACTTCATCTGCTCCTTCATCACAAGTCCAGTTTTCTGCCACTAGTCTGA 
ATTTCATGAGAAGATGCCGATTTGGTTCCTGTGGGTCCTCAGCACTATTCAGTAC 
AGTGCTTGATGCACAGCAGGCACTCAGAAAATACTGGAAAAAATACCCCCACCA 

40 AAGATATTTGTCAAAA 

SEQ ID NO: 474 

>13879 BLOOD 480881 .12 X04790 g28820 Human mRNA for A-raf-1 oncogene. 0 
CAGGAGGCCCTGACCAGAGAAGGACCTGGAAGGACTTCAGATGTGAGCAGGATC 
45 TCTTGGACTGTCGTGTGAAAATTAGGCTGCAGGGGTCGACAGGAGCCTGGACTTT 
GAATTTAATTTTGTCCCCTGCCACTTTGCTTCTAGACTATCATTATTGGACCTCTG 
AATTCTTGTCTGCCTTCTTGTAGGAGCCCCATGGCACCTGCCCAGCCCCACCTCA 
GCCCATCTTGACAAAATCTAAGGCTCCATGGAGCCACCACGGGGCCCCCCTGCCA 
ATGGGGCCGAGCCATCCCGGGCAGTGGGCACCGTCAAAGTATACCTGCCCAACA 
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AGCAACGCACGGTGGTGACTGTCCGGGATGGCATGAGTGTCTACGACTCTCTAG 
ACAAGGCCCTGAAGGTGCGGGGTCTAAATCAGGACTGCTGTGTGGTCTACCGAC 
TCATCAAGGGACGAAAGACGGTCACTGCCTGGGACACAGCCATTGCTCCCCTGG 
ATGGCGAGGAGCTCATTGTCGAGGTCCTTGAAGATGTCCCGCTGACCATGCACAA 
5 TTTTGTACGGAAGACCTTCTTCAGCCTGGCGTTCTGTGACTTCTGCCTTAAGTTTC 
TGTTCCATGGCTTCCGTTGCCAAACCTGTGGCTACAAGTTCCACCAGCATTGTTCC 
TCCAAGGTCCCCACAGTCTGTGTTGACATGAGTACCAACCGCCAACAGTTCTACC 
ACAGTGTCCAGGATTTGTCCGGAGGCTCCAGACAGCATGAGGCTCCCTCGAA.ee 
GCCCCCTGAATGAGTTGCTAACCCCCCAGGGTCCCAGCCCCCGCACCCAGCACTG 

10 TGACCCGGAGCACTTCCCCTTCCCTGCCCCAGCCAATGCCCCCCTACAGCGCATC 
CGCTCCACGTCCACTCCCAACGTCCATATGGTCAGCACCACGGCCCCCATGGACT 
CCAACCTCATCCAGCTCACTGGCCAGAGTTTCAGCACTGATGCTGCCGGTAGTAG 
AGGAGGTAGTGATGGAACCCCCCGGGGGAGCCCCAGCCCAGCCAGCGTGTCCTC 
GGGGAGGAAGTCCCCACATTCCAAGTCACCAGCAGAGCAGCGCGAGCGGAAGTC 

1 5 CTTGGCCGATGACAAGAAGAAAGTGAAGAACCTGGGGTACCGGGACTCAGGCTA 
TTACTGGGAGGTACCACCCAGTGAGGTGCAGCTGCTGAAGAGGATCGGGACGGG 
CTCGTTTGGCACCGTGTTTCGAGGGCGGTGGCATGGCGATGTGGCCGTGAAGGTG 
CTCAAGGTGTCCCAGCCCACAGCTGAGCAGGCCCAGGCTTTCAAGAATGAGATG 
CAGGTGCTCAGGAAGACGCGACATGTCAACATCTTGCTGTTTATGGGCTTCATGA 

20 CCCGGCCGGGATTTGCCATCATCACACAGTGGTGTGAGGGCTCCAGCCTCTACCA 
TCACCTGCATGTGGCCGACACACGCTTCGACATGGTCCAGCTCATCGACGTGGCC 
'.' V, .GGGCAGAGTGCCCAGGGGATGGACTACCTCGATGCCAAGAACATCATCGACGGA. 

■ GATGTCAAGTCTAACAAGATCTTCCTA.CATGAGGGGCTCACGGTGAAGATGGGTG 

■ AGTTTGGGTTGGCCAC AGTGAAGAGTCGATGG AGCGGGGCCCAGCCCTTGGAGC 
25 AGCCCTCAGGATCTGTGCTGTGGATGGCAGCTGAGGTGATCCGTATGCAGGACCC 

GAACCCCTACAGCTTCCAGTCAGACGTCTATGCCTACGGGGTTGTGCTCTACGAG 
CTTATGACTGGCTCACTGCCTTACAGCCACATTGGCTGCCGTGACCAGATTATCTT 
TATGGTGGGCCGTGGCTATCTGTCCCCGGACCTCAGCAAAATCTCCAGCAACTGC 
CCCAAGGCCATGCGGCGCCTGCTGTCTGACTGCCTCAAGTTCCAGCGGGAGGAG 

30 CGGCCCCTCTTCCCCCAGATCCTGGCCACAATTGAGCTGCTGCAACGGTCACTCC 
CCAAGATTGAGCGGAGTGCCTCGGAACCCTCCTTGCACCGCACCCAGGCCGATG 
AGTTGCCTGCCTGCCTACTCAGCGCAGCCCGCCTTGTGCCTTAGGCCCCGCCCAA 

. - _-, GCCACGAGGG AGCC AATCTCAGCCCTCCACGCC AAGGAGCCTTGCCCACCA GCC 
AATCAATGrrCGTCTCTGCCCTGATGCTGCCTCAGGATCCCCCATTCCCCACCCTG 

35 GGAGATGAGGGGGTCCCCATGTGCTTTTCCAGTTCTTCTGGAATTGGGGGACCCC 
CGCCAAAGACTGAGCCCCCTGTCTCCTCCATCATTTGGTTTCCTCTTGGCTTTGGG 
GATACTTCTAAATTTTGGGAGCTCCTCCATCTCCAATGGCTGGGATTTGTGGCAG 
GGATTCCACTCAGAACCTCTCTGGAATTTGTGCCTGATGTGCCTTCCACTGGATTT 
TGGGGTTCCCAGCACCCCATGTGGATTTTGGGGGGTCCCTTTTGTGTCTCCCCCGC 

40 CATTCAAGGACTCCTCTCTTTCTTCACCAAGAAGCACAGAATTCTGCTGGGC 

SEQIDNO:475 

>14052 BLOOD 1328001.7 L19185 g440307 Human natural killer cell enhancing factor 
(NKEFB) mRNA, complete cds. 0 
45 ATCCTGACITTAGTTGCTGGCCGCCTTTGCTTTCCATCCGCTATAGTGGCCTCCTT 
TGTCCTTGCGGGGGAAACCGAGGCCACAGCCTTGCAGCGCAGGCCTGAATCGCC 
CGGATTTCCCGCCCCCTGCTCGTGCGGGCCTCACTGTCTCCTTCTGGGCTGGGGG 
CTTGCGACACCGCCCTCCGGCCGACTCGCTCGTGGGGTGCTGGTGGCAGTGGCTG 
GGTCACTCGTGCTCTGGTCAGGAGAGCGGGTCTCCGGCAGCCTCCGGGCCTCGTA 
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GACCGGGTACCCGGGAGGGTGAGGGTTAGTGCTGTCGCCTCCGCCGTGCTGACTC 
AGTCATAGGGCCCAGCAACGCAGCGCGACCTTGGGTTGGGAGGACAAAGTGTCT 
TCCCGGGCGCACTGACCGGGCGGGGGTCTCAGCTTTCAGTCATGGCCTCCGGTAA 
CGCGCGCATCGGAAAGCCAGCCCCTGACTTCAAGGCCACAGCGGTGGTTGATGG 
5 CGCCTTCAAAGAGGTGAAGCTGTCGGACTACAAAGGGAAGTACGTGGTCCTCTTT 
TTCTACCCTCTGGACTTCACTTTTGTGTGCCCCACCGAGATCATCGCGTTCAGCAA 
CCGTGCAGAGGACTTCCGCAAGCTGGGCTGTGAAGTGCTGGGCGTCTCGGTGGA 
CTCTCAGTTCACCCACCTGGCTTGGATCAACACCCCCCGGAAAGAGGGAGGCTTG 
GGCCCCCTGAACATCCCCCTGCTTGCTGACGTGACCAGACGCTTGTCTGAGGATT 

1 0 ACGGCGTGCTGAAAACAGATGAGGGCATTGCCTACAGGGGCCTCTTTATCATCG 
ATGGCAAGGGTGTCCTTCGCCAGATCACTGTTAATGATTTGCCTGTGGGACGCTC 
CGTGGATGAGGCTCTGCGGCTGGTCCAGGCCTTCCAGTACACAGACGAGCATGG 
GGAAGTTTGTCCCGCTGGCTGGAAGCCTGGCAGTGACACGATTAAGCCCAACGT 
GGATGACAGCAAGGAATATTTCTCCAAACACAATTAGGCTGGCTAACGGATAGT 

1 5 GAGCTTGTGCCCCTGCCTAGGTGCCTGTGCTGGGTGTCCACCTGTGCCCCCACCT 
GGGTGCCCTATGCTGACCCAGGAAAGGCCAGACCTGCCCCTCCAAACTCCACAG 
TATGGGACCCTGGAGGGCTAGGCCAAGGCCTTCTCATGCCTCCACCTAGAAGCTG 
AATAGTGACGCCCTCCCCCAAGCCCACCCAGCCGCACACAGGCCTAGAGGTAAC 
CAATAAAGTATTAGGGAAAGGTGAGAGTCTGTGTTGGTGTGCTCTGTACTTTCGT 

20 GCTCCCCTGCAACCCCCTTCCTTCTTCAGGCTC 

•• , ..• • .'.SEQ ID MO: 476 ?.V — r./.: VJZwl-y-A ■■ • • •:.->'•.» 

:> ^J.4107. BLOOD GB_H72027 gi!l.O43843|gb|H72027|R72O27- ysl6el2.rl. Scares breastfe . 
v ' r 2NbHBst Homo sapiens cDNA'.elone' IMAGE:21499Q 5' similar to gb :X044 1 2 GELSOEIN 
25 PRECURSOR, PLASMA (HUMAN);, mRNA sequence [Homo sapiens] 

GGATTNAATTTCCCAAACACTGACATTTTAGACAATTTTGCAAGGACTCTGAATT 
TTTGCAGGGCTATTTTTGGATA 

SEQ ID NO: 477 

30 >14178 BLOOD GB_H75632 gi|1049954|gb|H75632|H75632 yu07b04.sl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE:233071 3', mRNA sequence [Homo 
sapiens] 

. TTATCCAATAATATATirr;\ATAGGTAAGANCTCATTCATCAATATACAAAAAAAA 
AAAAAACAAACCAGAAAACAAAAAACTAACTTTGATTAGGACATGTGCCCTTNG 
35 TAGGGGCCTTNACANTTGGAANGGTTTNTCGGTGGCACTTTGNGGTNGCATNTTT 
TGTAANGTCACAGGGCTGCTCTGCGTTTTCTCCNGGGTTACAAGGGTNGAGGCCN 
TCAGCCTTTGCCCCGGGAAGAGGGAAAGTGAANTTNTCTGTACTCNTTGCCAGTG 
TCAGCCTGGANCACACTTTCTACCACCCACCCTTGGGCCATCCCTCCTCTACACTT 
TATGCGTCGGGGGGTTTA 

40 

SEQ ID NO: 478 

>14251 BLOOD 977429.8 AF1 13534 g6523822 Human HP1-BP74 protein mRNA, 
complete cds. 0 

CAGGCATGAGCCACTGCACCCAGCCTATCGTCTGTTGTTAAATGTTCTAATGCAC 
45 CTATTAGGTGCACAGAGTACTGTTATATACTCAGAATAAAATTTACATAATGCTT 
TAAATCTCACAAAATTGTTTTGATAAACATACTCTTATAATTCTTGCAACACCTTG 
GGAAATAGTTGGTTCTATATTACTGTTTTATAGCTGAGGAGAAAGACTCACATCA 
TTTACTAAGATCATATAGCTAGCTAGTAAATGTTTGAGTGAAAATACAAACAAAG 
GTTTTCTGACTTTAAGAGCTTGAGTTTTTTCCACTATACCATATTGCATCTGTTGT 



406 



WO 02/074979 



PCTYUS02/08456 



AATTGTTAACTAATGTGCATTTTAAAATTCTCATTTGTCTTATGTACTGAGCCCTT 
ATACCAGTGCTAATTTATGTGACTCCTTTCTCCTGCAGCTAAGAGAAAAATACCT 
TTTTAATTCATTTATAGTACCCAGTTTTTAAAGAAGATTTATTTTGTAAAATT^ 
CTTATGGTACATGTCATCTTAGCCTGTAAATAAATTAAAGCATTAATTTTTATCCC 
5 TCCCTGGTCTTTTCCTCCTTCTGACTTTATACGTCTTTCTAGAGAGCTTATCTTCTA 
TAATAACAATTCTTTGTTTTAAAGTGAGAAAGATCAGTCTAAAGAAAAGGAGAA 
GAAAGTGAAAAAAACAATTCCTTCCTGGGCTACCCTTTCTGCCAGCCAGCTAGCC 
AGGGCCCAGAAACAAACACCGATGGCTTCTTCCCCACGTCCCAAGATGGATGCA 
ATCTTAACTGAGGCCATTAAGGCATGCTTGCAGAAGAGTGGTGCATCAGTGGTTG 

1 0 CTATTCGAAAATACATCATCCATAAGTATCCTTCTGTGGAGCTGGAGAGAAGGGG 
TTATCTCCTTAAACAAGCACTGAAAAGAGAATTAAATAGAGGAGTCATCAAACA 
GGTTAAAGGAAAAGGTGCTTCTGGAAGTTTTGTTGTGGTTCAGAAATCAAGAAA 
AACACCTCAGAAATCCAGAAACAGAAAGAATAGGAGCTCTGCAGTGGATCCAGA 
ACCACAAGTAAAATTGGAGGATGTCCTCCCACTGGCCTTTACTCGCCTTTGTGAA 

1 5 CCTAAAGAAGCTTCCTACAGTCTCATCAGGAAATATGTGTCTCAGTATTATCCTA 
AGCTTAGAGTGGACATCAGGCCTCAGCTGTTGAAGAACGCTCTGCAGAGAGCAG 
TAGAGAGGGGCCAGTTAGAACAGATAACTGGCAAAGGTGCTTCGGGGACATTCC 
AGCTGAAGAAATCAGGGGAGAAACCCCTGCTTGGTGGAAGCCTGATGGAATATG 
CAATCTTGTCTGCCATTGCTGCCATGAATGAGCCGAAGACCTGCTCTACCACTGC 

20 TCTGAAGAAGTATGTCCTAGAGAATCACCCAGGAACCAATTCTAACTATCAAATG 
CATTTGCTGAAAAAAACCCTGCAGAAATGCGAAAAGAATGGGTGGATGGAACAG 
-ATGTCTGGGAAAGGGTTGAGTGGCACGTTCCAGGTCTGrrTTCCCTATTrATCCCAG 
• ■ •: GCCAGGAGTTGTGTTTGCGAAGAAAGAGGCAGAT.GATTGTAGAGATGAGGATGA 
AGATGAAGATGAGTC ATCAGAAGAAGAGTCTGAGGATGAAGAGCCGCCACGTAA . 

25 GAGAAGGTTGCAGAAGAAAACCCCAGCCAAGTCCCCAGGGAAGGCCGCATCTGT 
GAAGCAGAGAGGGTCCAAACCTGCACCTAAAGTCTCAGCTGCCCAGCGGGGGAA 
AGCTAGGCCCTTGCCTAAGAAAGCACCTCCTAAGGCCAAAACGCCTGCCAAGAA 
GACCAGACCCTCATCCACAGTCATCAAGAAACCTAGTGGTGGCTCCTCAAAGAA 
GCCTGCAACCAGTGCAAGAAAGGAAGTAAAATTGCCGGGCAAGGGCAAATCCAC 

30 CATGAAGAAGTCTTTCAGAGTGAAAAAGTAAATTTTATAGGAAAAAAGGGTATC 
ATGATGAAATTCAAAATCTTATTTTCTAAGGTCAGTGTGCATTTGTTTAGTTTTGA 
TGCTTTTCAAATTACATTATTTTCCTCCCCTATGAACATTGTGGGGAGGGACTCTA 

, . . , AAIAAACGAGTTTAGGCATTTGCTAGCTTTAGGTGCTTTTATTGGTGCCTGCCCTT 

rrCCTl GT1 CATTTTAATTTCTGCAATAATCCTGGACTTTCCTAAACTATGTAA1 G 

35 TATACTTGTCCTTTTTCTCrGCCTCCCCCAACCCCCTGTTGTTTTTATGGTCAGCTT 
TGCCTTTTTTTTTTCTTCCAATTTTATCTAAACAGTTGCAGAGATTTTTATA 
AGAAAGCATCAAGAACGGTATGCCAGTCAGGTCCTGGAAGTAAAATGGAGGCAC 
AATATAGCACTGACTGAGTTGTAAAGCCTCCTGCCTGGAGACTTCAGTTATAGCT 
GTAATAATTAATCTTATTTATAAAAGCCACTCCACTAACCTTTTCTCTCCAACTGT 

40 AAACACAGAGACAGCTTTGGGAATAAGCCAAAAACAGGGTGATCTCATTAGATT 
TTGAAGATATATGACTCCTTTGGGCTACATTTCATATTGATCAATTTCTAGGTATT 
TTTCACTGGCCCAAAGTATTGCATTCCCTTAACAGCAAGCACAAGTTCTCTATAT 
CACTTGTNNNNNNNNNNNlsn^ 
NNNNNNNNbflWNNNN^ 

45 NNNNNNNNNNNNNNNNNNN^ 
NNNNNNNNNNNM^^ 

NNNNNNNNNNNNN^ 
>WNNNNNNN^CCCACTTGGTTT^ 
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ATTTGTGATTTCTGGTGTCACCTGTGTTACCAAAAATCAAAACAAATCTTTTTTAT 
TTTTATTATTATNATTATTTTGAGACA 

SEQ ID NO: 479 

5 >14308 BLOOD 407458.2 L07894 g292432 Human rod outer segment membrane protein 1 
(ROM1) mRNA, complete cds. 0 

TGACAGGGGGGCGCGTTATTAGGGCTGAGGATGGGAGGATGCTCAGGGTATTGG 
GGTCAGGGTGGCATTAGCCCAGCTCAAGCCGGGCCGGGCTGACTCAGCATCCTG 
CCCCAGCCAGCTTCCATCCCTGACACCTCTGCACTCCCTTGGGCAGAGATGGGAG 

10 ATGGCGCCGGTGTTGCCCCTGGTGCTGCCCCTGCAGCCCCGCATCCGCCTGGCAC 
AAGGGCTCTGGCTCCTCTCCTGGCTGCTGGCGCTGGCTGGTGGCGTCATCCTCCT 
CTGTAGTGGGCACCTCCTGGTCCAGCTAAGGCACCTTGGCACCTTCCTGGCTCCC 
TCCTGTCAGTTCCCTGTCCTGCCCCAGGCTGCCCTGGCAGCGGGCGCGGTGGCTC 
TGGGCACAGGACTAGTGGGTGTAGGAGCCAGCCGGGCAAGTCTGAATGCAGCTC 

1 5 TATACCCTCCCTGGCGAGGGGTCCTGGGCCCGCTGCTGGTGGCTGGCACGGCTGG 
TGGGGGGGGGCTCCTGGTCGTCGCCCTCGGGCTAGCCCTGGCTTTGCCTGGGAGT 
CTGGATGAGGCGCTGGAGGAGGGCCTGGTGACTGCCTTGGCTCACTACAAGGAC 
ACAGAGGTGCCTGGGCACTGTCAGGCCAAAAGGCTGGTGGATGAGCTGCAACTG 
AGGTACCACTGCTGCGGGCGCCACGGGTACAAGGATTGGTTTGGGGTCCAGTGG 

20 GTCAGCAGCCGTTACCTGGATCCCGGTGACCGGGATGTGGCTGACCGGATCCAG 
AGCAATGTAGAAGGCCTATACCTGACTGATGGGGTCCCTTTCTCCTGTTGCAACC 
CCGACTCAGGCCGGCeTTGCCTGCAAAA.GCGTClWrCAGACTCCTACGCCCAGCC , 
:. • i \\ • GCTGTTCGATCCCCGACAACCCAACGA/vAACGTGTGGGCCGAAGGGTGCCATGA ' 
. : - i GGTGCTGGTGGAGGACTTGCAGGAGTTGGCAGGGACACTGGGTAGCATGCl'GGC ■ Z 

25 TGTCACCTTCGTACTGCAGGGTCTGGTGCTCCTTGGCCTGCGGTACCTGCAAAGA 
GCACTGGAGGGGCTTGGAGGGGTCATTGATGCGGGAGGAGAGACCCAGGGCTAT 
CTCT1TCCCAGTGGGCTGAAAGATATGCTGAAAACAGCATGGCTACAGGGAGGG 
GTTGCCTGCAGGCCAGCACCTGAGGAGGCCCCACCAGGAGAAGCACCTCCCAAG 
GAGGATGTATCTGAGGCCTAGAGGCCTGGAGCTTGGGGTGAGGAAGAGGGAGGG 

30 ATGGACAAGTCTGAAAACCTCACAACTCCTTACCAAGGCTCCAGGTTGGGGGGA 
TCGTAGGATTAGAGGGGCTAAGGATAGTCAGCGAGCTGGACTGGGGTAAGAAAG 
AAAACCAGATGTCCTAGGGCCTAGCCCTTGTAGTCAGAACCACCAGGGAACAGC 
..AAAGAAGAGAGTGATGGGAAAGTGACATGAGAAGGCCTGGAGGCTGATTCTGAT 
ATAGACTCAATAAAGTTTTTGGATGGAAAAAAAAAAAAAAAGCGGCCGCC 

35 

SEQ ID NO: 480 

>14315 BLOOD GB_H84982 gi|1064703|gb|H84982|H84982 ys88a08.sl Soares retina 
N2b5HR Homo sapiens cDNA clone MAGE:221846 3* similar to SP:HTLF_HUMAN 
P32314 HUMAN T-CELL LEUKEMIA VIRUS ENHANCER FACTOR ;contains MER22 

40 repetitive element niRNA sequence [Homo sapiens] 

GCTCCCCAGTGGTCAGCGGAGACCCCAAGGAGGATCACAACTACAGCAGTGCCA 
AGTCCTCCAACGCCCGGAGCACCTCGCCCACCAGCGACTCCATCTCCTCCTCCTC 
CTCCTCAGCCGACGACCACTATGAGTTTGCCACCAAGGGGAGCCAGGAGGGCAG 
CGAGGGCAGCGAGGGGAGCTTCCGGAGCCACGAGAGCCCCAGCGACACGGAAG 

45 AGGACGACAGGAAGNACAGCCAGAAGGAGCCCAAGGATTTTTTNGGGGACAGC 
GGGTACGATTNCC 

SEQ ID NO: 481 

>14385 BLOOD 474480.3 Incyte Unique 
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ATCCTGCCCGGCCTGTACATCGGCAACTTCAAAGATGCCAGAGACGCGGAACAA 
TTGAGCAAGAACAAGGTGACACATATTCTGTCTGTCCACGATAGTGCCAGGCCTA 
TGTTGGAGGACAAGACATTTCAAAGAAAGTATTAAATTCATTCACGAGTGCCGG 
CTCCGCGGTGAGAGCTGCCTTGTACACTGCCTGGCCGGGGTCTCCAGGAGCGTGA 
5 CACTGGTGATCGCATACATCATGACCGTCACTGACTTTGGCTGGGAGGATGCCCT 
GCACACCGTGCGTGCTGGGAGATCCTGTACCAACCCCAACGTGGGCTTCCAGAG 
ACAGCTCCAGGAGTTTGAGAAGCATGAGGTCCATCAGTATCGGCAGTGGCTGAA 
GGAAGAATATGGAGAGAGCCCTTTGCAGGATGCAGAAGAAGCCAAAAACATTCT 
GGGTAAATATAAGGAGCAAGGGCGCACAGAGCCCCAGCCCGGCGCCAGGCGGT 

1 0 GGAGC AGTTTTCCGGCACTGGCTCCGCTGACCTACGATAATTATACGACGGAGAC 
CTAACGCAAGCGACCTGCTGCCTTCCTTCCCACTGCTTGTCTTCAGTGTGCCCGGC 
TGGGCAGGGGTGCGGTGGTGGTGGCCGATGAGGACAGGAAAGGGAGATAGCCA 
GGGCGAGGTGGGGCGAGGGCTCCTTTCCCCCAAGCAACACCGCCCAGCCCTGCT 
CCAGGCCCCTGCACTCAGCCCACCCCTACCCTGGCTGCACCTGAGCTTGCTGCCC 

1 5 CCGGGGATGTTGCCCAGTGGCTGTGCACTGCTCTGTGCACGTGCGTGTGTGTGAG 
TGCACTTGTGTGTGGGTGACTAAGTGGATGCATGTGTGTGCCTGTGTGAGTGAGG 
GTATGTGCACCTAAGTGTGTACATGTGTGTATC^ 
NNNNNWINNNN^ 

20 TGGAAGGCATTTGAGCTCGACCTCCGAAAAGCTACCCAGCAAAGAGCAGTCTGT 
GCCTCTGAGCAGACCGTGAGAACTCAGGGGACGAGTGGCTAAGAGCATGGCCTC 
•/ TCCCAGAACCCACCGAGGGTGGTGTGGTGGGGGCAACAGGGGCCAGACTGGTCT . 
v AGAGGGAGGGTGGGTCTGGGGGCCTGGAAAACGirGAGAGACTGGCCTGAGGTGG 

■■" ■ TCCAGTGGGGCAGGACT^ATACGAACTGAGGATTTAAGGGAAGTATGTTAGATT 

25 GCCTCCATCTCAATGTGAATGCACCAGGCTGAGGGTTCCCTAGCGCCTTGAGTCA 
AGGCCACTTTTCAGCCCATCGAGCCCTGAGTTCTACTTGGTGTTTGTTCTCTGGAG 
CTGATTGCACTTGAGCTCTGTGGTGGGCAGGCGCACTTTAGCCTAAGTTGGGTGC 
CCCAGGGCACCCCCTCCTCTCTGCTCCTTGCCAGCTTCATTCACTCCCAGCCTCTC 
GCTGTCCTCACTTTGCAGGGGCTCCTCCTCAACATTTGCATGCACCTGCAAGAAT 

30 TGGGAAGAAAGAGCATTTATTAGGCACTGTAGCAATTTGCATTTTAAAATGCCTG 
AGCATTTATTAAGCTTCTTGGTATTCACTTGGGTTTGATAATTGATCTGAGCTACC 
TCATTGAATGTTTTTGGAAAGGTGTTTTTTGGTATGCAAGTCAGCTTTGCCTCACA 
..GTTGAAAATGTTCGGTCATGATTGCTTTTGAAACGAAACiGGGAAGGTAGCGATAT.. , 
- CATTGAGCTATTTAAAGTTGCCAGTTTGGGCTCCAGTAATGCTTTGTGGTGGGTA " 

35 AAATTCCACATTCAGGCCACGAGAGCATCTACAGTTTGTACTCTGGGGCTGCAGG 
CATCCTGGGACGCTGTACGCAATTCAGTGGTCTAGTCCTTTATACCGACTCAGAT 
TCCTTAAGCATGCAGAGTCACTCGAATGAAAAAACATACTCGACCTCTCCCTAAA 
AAGATGTTGCAACCCAGTTTCTCTGAATTCCACCACAAAAAGAGACCCTGAATAA 
GAAGAGCAGTTTTCCTATGCATATAGAGGGTGTGTCAAAGGTGAGCTTTTTGGGG 

40 ACCGGGAAAAACAAAGTTGCCTGATTCCGCGCAGGTGCACAGGCCCCGGATGTA 
CACCCGGAAAGGGGAGTGTGGCTGTAGAATCATCCATCCGTCTACAGCTAAAAC 
AATTTGCCAATAAAGTACATGTTTTTCCTAAGCCAAAAATAAATATAAATACGTT 
AACAGAAAAATGATTTAGGATATAGCTTGAATGCTTAAATATGTGCACCTTTACA 
AACCTCTCAGTGTATTCTTGGAGTTCTTGAAATGTTGTTTTAATATTTGTTGCCAG 

45 TAATGTTCTTTCTTC 
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SEQIDNO: 482 

>14445 BLOOD GB_H94163 gi|1101459|gb|H94163|H94163 yvl4c07.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone MAGE:242700 5' similar to contains Alu 
repetitive element;, mRNA sequence [Homo sapiens] 
5 CCTGCTTCAGCCTCCCAAGTAGCTGGGATTACAGGCGCCCACCACCGCACCCGGC 
TAATTTTTGTATTTTTAGTAGGGACGGGATTTCTCCGTGTTGGCCAGGCTTTTTGA 
ACTCCTGACCTTAGGTGATCTGCCTGCCTTGGCCTCCCAAAGTGCTGGGATTACA 
GGTATGAGCCACTGTGCCCATCCTCATGTCAATTTTTAAAGTGATAAATCCTGAT 
ATTANACATTGCAATTAGTGTAGAATAAACGCTTGGCTTATAGAACTCTCTGTTC 
10 TTNAGTCTAAAG 

SEQ ID NO: 483 

>1 4450 BLOOD 347864.28 Incyte Unique 

GCAGCCAGCTCTGAGCGGGAGGCCTGAGCGGGAAGCATTGGGCGTCCGAGCGAC 

1 5 TTCTAGGAGCCTGGGGTTCGGCGCTATGGAGGAGCTCGATGGCGAGCCAACAGT 
CACTTTGATTCCAGGCGTGAATTCCAAGAAGAACCAAATGTATTTTGACTGGGGT 
CCAGGGGAGATGCTGGTATGTGAAACCTCCTTCAACAAAAAAGAAAAATCAGAG 
ATGGTGCCAAGTTGCCCCTTTATCTATATCATCCGTAAGGATGTAGATGTTTACTC 
TCAAATCTTGAGAAAACTCTTCAATGAATCCCATGGAATCTTTCTGGGCCTCCAG 

20 AGAATTGACGAAGAGTTGACTGGAAAATCCAGAAAATCTCAATTGGTTCGAGTG 
AGTAAAAACTACCGATCAGTCATCAGAGCATGTATGGAGGAAATGCACCAGGTT 
'■ GCAATTGCTGGTAAAGATCGAGGG AATGGCCGCCAGTTCAGCAGCC AGGTCTCCA . 
VTTTTGTGAGCAATGGA'GCTCATGIGGAAGGTGTGTGAGATTCTT^ ' 
• GGCGGAGCTGGGCGTCTCCTCCTCCATCTGGTTGACTGGGTCCGGGTCGATGTGTG 

25 CGAGGTGGACAGTTTGTCGGCAGATGTTCTGGGCAGTGAGAATCCAAGCAAACA ■ 
TGACAGCTTCTGGAACTTGGTGACCATCTTGGTGCTGCAGGGCCGGCTGGATGAG 
GCCCGACAGATGCTCTCCAAGGAAGCCGATGCCAGCCCCGCCTCTGCAGGCATA 
TGCCGAATCATGGGGGACCTGATGAGGACAATGCCCATTCTTAGTCCTGGGAAC 
ACCCAGACACTGACAGAGCTGGAGCTGAAGTGGCAGCACTGGCACGAGGAATGT 

30 GAGCGGTACCTCCAGGACAGCACATTCGCCACCAGCCCTCACCTGGAGTCTCTCT 
TGAAGATTATGCTGGGAGACGAAGCTGCCTTGTTAGAGCAGAAGGAACTTCTGA 
GTAATTGGTATCATTTCCTAGTGACTCGGCTCTTGTACTCCAATCCCACAGTAAA 
. ...AGCCATTGATCTGCACTACTATGCCCAGTCCAGCCTGGAGCTGTTTCTGGGA 

GAGAGCAGCCCAGAACCCCTGGACAACATCTTGTTGGCAGCGnTGAGTri'GACA 

35 TCCATCAAGTAATCAAAGAGTGCAGCATCGCCCTGAGCAACTGGTGGTTTGTGGC 
CCACCTGACAGACCTGCTGGACCACTGCAAGCTCCTCCAGTCACACAACCTCTAT 
TTCGGTTCCAACATGAGAGAGTTCCTCCTGCTGGAGTACGCCTCGGGACTGTTTG 
CTCATCCCAGCCTGTGGCAGCTGGGGGTCGATTACTTTGATTACTGCCCCGAGCT 
GGGCCGAGTCTCCCTGGAGCTGCACATTGAGCGGATACCTCTGAACACCGAGCA 

40 GAAAGCCCTGAAGGTGCTGCGGATCTGTGAGCAGCGGCAGATGACTGAACAAGT 
TCGCAGCATTTGTAAGATCTTAGCCATGAAAGCCGTCCGCAACAATCGCCTGGGT 
TCTGCCCTCTCTTGGAGCATCCGTGCTAAGGATGCCGCCTTTGCCACGCTCGTGTC 
AGACAGGTTCCTCAGGGATTACTGTGAGCGAGGCTGCTTTTCTGATTTGGATCTC 
ATTGACAACCTGGGGCCAGCCATGATGCTCAGTGACCGACTGACATTCCTGGGA 

45 AAGTATCGCGAGTTCCACCGTATGTACGGGGAGAAGCGTTTTGCCGACGCAGCTT 
CTCTCCTTCTGTCCTTGATGACGTCTCGGATTGCCCCTCGGTCTTTCTGGATGACT 
CTGCTGACAGATGCCTTGCGCCTTTTGGAACAGAAACAGGTGATTTTCTCAGCAG 
AACAGACTTATGAGTTGATGCGGTGTCTGGAGGACTTGACGTCAAGAAGACCTG 
TGCATGGAGAATCTGATACCGAGCAGCTCCAGGATGATGACATAGAGACCACCA 
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AGGTGGAAATGCTGAGACTTTCTCTGGCACGAAATCTTGCTCGGGCAATTATAAG 
AGAAGGCTCACTGGAAGGTTCCTGAGAACTGCTTCAATGTGGTATCTTTGTATGG 
CAATGTATATAGATTTTTTTAAAAGAATAAATGTTGTTTGCAAATGTAGGTTCTTA 
GAAGTCCACCCAGGGAATTTTTTATCTGTCTAGTCTGAACCTGAAGGTGGTAAGA 
5 GATTAAAAAATGC 

SEQ ID NO: 484 

>14476 BLOOD GB_H94944 gi|l 102577|gb|H94944|H94944 yu57b.03.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE:230261 5' similar to gb:M29893 RAS- 

1 0 RELATED PROTEIN RAL- A (HUMAN);, mRNA sequence [Homo sapiens] 

NTCCTCATNCTCCTNACCCrCCTCCTTCNCNTTCCTTNTCCTCCTCCTCCTCCAGCN 
GCCCAGNTCNCCCCGCNACCCGTCAGACTCCTCCTTCGACCGCTCCCGGCGCGGG 
GCCTTCCAGGCGACAAGGACCGAGTACCCTCCGGCCGGAGCCACGCAGCCGNGC 
TTCCGGAGCCCTCGGGGNGCTGGACTGGCTCGCGGTGCAGATTCTTCTTAATCCT 

1 5 TTGGTGAAAACTGAGACACAAAATGGCTGCAAATAAGCCCAAGGGTCAGAATTC 
TTTGGCTTTTACACAAAGTNCATCATGGTGGGCAGTGGTGGCGTGGGCAAGTCAG 
CTCTGAATTCTAACAGTTTCATGTTACGGATGAAGTTTGTTGTAGGACTATGTA 

SEQ ID NO: 485 

20 >14509 BLOOD Hs.75929 gnl|UG|Hs#S4 17461 Human mRNA for OB-cadherin-2, complete 
cds /cds=(476,2557) /gb=D21255 /gi=575578 /ug=Hs.75929 /len=3867 
./•: ■'- ACAGGe-SGGCGACGCTCCGGTCAGGTGGGGGGGGGGGCGGAGAGATGGCGGGGG. 
, .GGGGGCTCGCAGCCGeGGGTGACTTGTGA^TGGGACCGGGACTGGGGGGGGGAC. 

• . TGAGACGGCAGCGCTTGCCCTGGGCGAGGGACTGGCGGCTGGGAGGTTGGGTGG- 

25; AGCCTCAAGGGCCCCAGAAATCACTGTGTTTTCAGCTCAGCGGCCCTGTGACATT 
CCTTCGTGTTGTCATTTGTTGAGTGACCAATCAGATGGGTGGAGTGTGTTACAGA 
AATTGGCAGCAAGTATCCAATGGGTGAAGAAGAAGCTAACTGGGGACGTGGGCA 
GCCCTGACGTGATGAGCTCAACCAGCAGAGACATTCCATCCCAAGAGAGGTCTG 
CGTGACGCGTCCGGGAGGCCACCCTCAGCAAGACCACCGTACAGTTGGTGGAAG 

30 GGGTGACAGCTGCATTCTCCTGTGCCTACCACGTAACCAAAAATGAAGGAGAAC 
TACTGTTTACAAGCCGCCCTGGTGTGCCTGGGCATGCTGTGCCACAGCCATGCCT 
TTGCCCCAGAGCGGCGGGGGCACCTGCGGCCCTCCTTCCATGGGCACCATGAGA 
, , .. ..-.».: AGGGCAAGGAGGGGCAGGTGCTACAGCGCTCCAAGCGTGGCTGGGTGTGGAACC 
AGTTCTTCGTGATAGAGGAGTACACCGGGCCTGACCCCGTGCTTGTGGGCAGGCT 

35 TCATTCAGATATTGACTCTGGTGATGGGAACATTAAATACATTCTCTCAGGGGAA 
GGAGCTGGAACCATTTTTGTGATTGATGACAAATCAGGGAACATTCATGCCACCA 
AGACGTTGGATCGAGAAGAGAGAGCCCAGTACACGTTGATGGCTCAGGCGGTGG 
ACAGGGACACCAATCGGCCACTGGAGCCACCGTCGGAATTCATTGTCAAGGTCC 
AGGACATTAATGACAACCCTCCGGAGTTCCTGCACGAGACCTATCATGCCAACGT 

40 GCCTGAGAGGTCCAATGTGGGAACGTCAGTAATCCAGGTGACAGCTTCAGATGC 
AGATGACCCCACTTATGGAAATAGCGCCAAGTTAGTGTACAGTATCCTCGAAGG 
ACAACCCTATTTTTCGGTGGAAGCACAGACAGGTATCATCAGAACAGCCCTACCC 
AACATGGACAGGGAGGCCAAGGAGGAGTACCACGTGGTGATCCAGGCCAAGGA 
CATGGGTGGACATATGGGCGGACTCTCAGGGACAACCAAAGTGACGATCACACT 

45 GACCGATGTCAATGACAACCCACCAAAGTTTCCGCAGAGCGTATACCAGATATCT 
GTGTCAGAAGCAGCCGTCCCTGGGGAGGAAGTAGGAAGAGTGAAAGCTAAAGA 
TCCAGACATTGGAGAAAATGGCTTAGTCACATACAATATTGTTGATGGAGATGGT 
ATGGAATCGTTTGAAATCACAACGGACTATGAAACACAGGAGGGGGTGATAAAG 
CTGAAAAAGCCTGTAGA1TTTGAAACCAAAAGAGCCTATAGCTTGAAGGTAGAG 
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GCAGCCAACGTGCACATCGACCCGAAGTTTATCAGCAATGGCCCTTTCAAGGAC 
ACTGTGACCGTCAAGATCGCAGTAGAAGATGCTGATGAGCCCCCTATGTTCTTGG 
CCCCAAGTTACATCCACGAAGTCCAAGAAAATGCAGCTGCTGGCACCGTGGTTG 
GGAGAGTGCATGCCAAAGACCCTGATGCTGCCAACAGCCCGATAAGGTATTCCA 
5 TCGATCGTCACACTGACCTCGACAGATTTTTCACTATTAATCCAGAGGATGGTTTT 
ATTAAAACTACAAAACCTCTGGATAGAGAGGAAACAGCCTGGCTCAACATCACT 
GTCTTTGCAGCAGAAATCCACAATCGGCATCAGGAAGCCAAAGTCCCAGTGGCC 
ATTAGGGTCCTTGATGTCAACGATAATGCTCCCAAGTTTGCTGCCCCTTATGAAG 
GTTTCATCTGTGAGAGTGATCAGACCAAGCCACTTTCCAACCAGCCAATTGTTAC 

1 0 AATTAGTGCAGATGACAAGGATGACACGGCCAATGGACCAAGATTTATCTTCAG 
CCTACCCCCTGAAATCATTCACAATCCAAATTTCACAGTCAGAGACAACCGAGAT 
AACACAGCAGGCGTGTACGCCCGGCGTGGAGGGTTCAGTCGGCAGAAGCAGGAC 
TTGTACCTTCTGCCCATAGTGATCAGCGATGGCGGCATCCCGCCCATGAGTAGCA 
CCAACACCCTCACCATCAAAGTCTGCGGGTGCGACGTGAACGGGGCACTGCTCTC 

1 5 CTGCAACGCAGAGGCCTACATTCTGAACGCCGGCCTGAGCACAGGCGCCCTGAT 
CGCCATCCTCGCCTGCATCGTCATTCTCCTGGGTTGCCCAAGCTTAATGGAACCC 
CCCTCTCCCAGGGAAGACATGAGATTGCTTTATCTGGGCTTCCAGCTGATGCTAT 
TTTCCTATGTTAAAGTAAACAGAAGATTTTGTCTTCTGGGGGTCTTTATAAAACTT 
CCTTTCCTCTATGTGGTGGCTACAGAGAGTCCAACCACACTTACGTCATTGTAGT 

20 ATTGTTTGTGACCCTGAGAAGGCAAAAGAAAGAACCACTCATTGTCTTTGAGGA 
AGAAGATGTCCGTGAGAACATCATTACTTATGATGATGAAGGGGGTGGGGAAGA 
. : .AGACAGA-G/iAGCCTTTGATATTGG©AGeGTCCAGAATCCTGATGGTATGAAT6GA 
••; : >' ^iT^ATGGSGCGCAAAGAGASrCAAACGTGAGTATCAGTACATGCCTAGAGCTGGGC - 
: f-,TGCGGGGAGCGGCCAACAGCGTGGATGTCGATGACTTCATGAACAGGAGA/vTAG- 

25 - AGGAGGCAGACAATGACCCCACGGCTCCTCCTTATGAGTCCATTCAAATCTACGG 
TTATGAAGGCAGGGGCTCAGTGGCCGGGTCCCTGAGCTCCCTAGAGTCGGCCAC 
CACAGATTCAGACTTGGACTATGATTATCTACAGAACTGGGGACCTCGTTTTAAG 
AAACTAGCAGATTTGTATGGTTCCAAAGACACTTTTGATGACGATTCTTAACAAT 
AACGATACAAATTTGGCCTTAAGAACTGTGTCTGGCGTTCTCAAGAATCTAGAAG 

30 ATGTGTAAACAGGTATTTTTTTAAATCAAGGAAAGGCTCATTTAAAACAGGCAAA 
GTTTTACAGAGAGGATACATTTAATAAAACTGCGAGGACATCAAAGTGGTAAAT 
ACTGTGAAATACCTTTTCTCACAAAAAGGCAAATATTGAAGTTGTTTATCAACTT 
CGCTAGAAAAAAAAAACACTTGGC ATACAAAATA1TTAAGTGAAGGAGAAQTCT . 
-AACGCTGAACTGACAATGAAGGGAAATTGTTTATGTGTTATGAACATCCAAGrCT 

35 TTCrTCTTrTTTAAGTTGTCAAAGAAGCTTCCACAAAATTAGAAAGGACAACAGT 
TCTGAGCTGTAATTTCGCCTTAAACTCTGGACACTCTATATGTAGTGCATTTTTAA 
ACTTGAAATATATAATATTCAGCCAGCTTAAACCCATACAATGTATGTACAATAC 
AATGTACAATTATGTCTCTTGAGCATCAATCTTGTTACTGCTGATTCTTGTAAATC 
TTTTTGCTTCTACTTTCATCTTAAACTAATACGTGCCAGATATAACTGTCTTGTTTC 

40 AGTGAGAGACGCCCTATTTCTATGTCATTTTTAATGTATCTATTTGTACAATTTTA 
AAGTTCTTATTTTAGTATACATATAAATATCAGTATTCTGACATGTAAGAAAATG 
TTACGGCATCACACTTATATTTTATGAACATTGTACTGTTGCTTTAATATGAGCTT 
CAATATAAGAAGCAATCTTTGAAATAAAAAAAGATTTTTTTTT 

45 SEQ ID NO: 486 

>14510 BLOOD Hs.260473 gnl|UG|Hs#S 133063 yf99hl2.sl Homo sapiens cDNA, 3' end 
/clone=IMAGE:30797 /clone_end=3* /gb=R42293 /gi=817160 /ug=Hs.260473 /len=471 
TTTTTTTTTTTNTTTCGCTTTATTTTN 

ATATNTGAGACAGAGTCTTAACACTGTNGCCCAGGNTGGTAGTGCAATGGCGTG 
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ATCTCAGCTCACTGCAAGCTCTGCCNCTTGGATTCATGCCTTTCTCCNGCCTCAGC 
CTCCCGAGTAGCTGGGACTACAGGGGCCCACCACCACGCCCAGCTAATTTTTTGT 
ACTTTTAGTAGAGACAGGGTTTTACCNTGTTAGCCAGGGTAGTCTCGATCTCCTG 
ACCTCGTGAGCCGCCTGCCTNGGCCTCCCAAAGTGCTGGGATTACAGGCATGAGC 
5 CACCGTGCCTGGGCCACGTCCCTATTTTAGNAAATGAGAGGAGTGACTGCACATA 
GGGAAAAATGCCACTTTTAGGCAATTTCAAAGTGGGAAAAACTITITTTATATNA 
AAATTTATNCCAATTNCCACCCTTTGG 

SEQIDNO:487 

10 >14521 BLOOD 441403.1 L34789 g514934 Human (clone L6) E-cadherin (CDH1) gene, 
exon 16. 0 

AGCTGCTGTGCCCAGCCTCCATGTTTTAATATCAACTCTCACTCCTGAATTCAGTT 

GCTTTGCCCAAGATAGGAGTTCTCTGATGCAGAAATTATTGGGCTCTTTTAGGGT 

AAGAAGTTTGTGTCTTTGTCTGGCCACATCTTGACTAGGTATTGTCTACTCTGAAG 

1 5 ACCTTTAATGGCTTCCCTCTTTCATCTCCTGAGTATGTAACTTGCAATGGGCAGCT 
ATCCAGTGACTTGTTCTGAGTAAGTGTGTTCATTAATGTTTATTTAGCTCTGAAGC 
AAGAGTGATATACTCCAGGACTTAGAATAGTGCCTAAAGTGCTGCAGCCAAAGA 
CAGAGCGGAACTATGAAAAGTGGGCTTGGAGATGGCAGGAGAGCTTGTCATTGA 
GCCTGGCAATTTAGCAAACTGATGCTGAGGATGATTGAGGTGGGTCTACCTCATC 

20 TCTGAAAATTCTGGAAGGAATGGAGGAGTCTCAACATGTGTTTCTGACACAAGAT 
CCGTGGTTTGTACTCAAAGCCCAGAATCCCCAAGTGCCTGCTTTTGATGATGTCT 
, VV:€AGAAAATGCTGGCTGAG^ 
' \ vAAA€€GAGAATATICAAAATT.GeAAA 

vV :tGG.CG(STAAAGGGGGTTAGTTGAGGGGTAGGGGGTAGTGAGGATCTTGA«?FrGGA 

25 TCTCTTTTTATTTAAATGTGAATTTCAACTTTTGACAATCAAAGAAAAGACTTTTG 
TTGAAATAGCTTTACTGTTTCTCAAGTGTTTTGGAGAAAAAAATCAACCCTGCAA 
TCACTTTTTGGAATTGTCTTGATTTTTCGGCAGTTCAAGCTATATCGAATATAGTT 
CTGTGTAGAGAATGTCACTGTAGTTTTGAGTGTATACATGTGTGGGTGCTGATAA 
TTGTGTATTTTCTTTGGGGGTGGAAAAGGAAAACAATTCAAGCTGAGAAAAGTAT 

30 TCTCAAAGATGCATTTTTATAAATTTTATTAAACAATTTTGTT 

SEQ ID NO: 488 

>14531 BLOOD 903254.4 U44103 gl 174146 Human small GTP bindmg.proteinRab9 
mRNA, complete cds. 0 - 

35 GTTGTTCCCTCCGACGCTGGACGGGAGCAGCTGGAGCGGGAGCCTGGCTGCGCT 
ACCGCGGCTGCCTCCTGCTGTGCAGGTCCCCGACCCTCTCTCTGTCCTCATTGCGC 
CCAGACGGGCCGGCCCAGAGCTCCCGGGTCGTCTTTCGTGTGGCCGCGAGACACT 
CTTGCACTCCTGTAATGAGCCTGGCACTGTGATGAAACACTTTTCCCGTGTCGTTT 
GAGTGCATCTTCTCAACAACCCTAGGAGGGTTCTTGAAGCTTTTGAGATTAACAA 

40 TGGCAGGAAAATCATCACTTTTTAAAGTAATTCTCCTTGGAGATGGTGGAGTTGG 
GAAGAGTTCACTTATGAACAGATATGTAACTAATAAGTTTGATACCCAGCTCTTC 
CATACAATAGGTGTGGAATTTTTAAATAAAGATTTGGAAGTGGATGGACATTTTG 
TTACCATGCAGATTTGGGACACGGCAGGTCAGGAGCGATTCCGAAGCCTGAGGA 
CACCATTTTACAGAGGTTCTGACTGCTGCCTGCTTACTTTTAGTGTCGATGATTCA 

45 CAAAGCTTCCAGAACTTAAGTAACTGGAAGAAAGAATTCATATATTATGCAGAT 
GTGAAAGAGCCTGAGAGCTTTCCTTTTGTGATTCTGGGTAACAAGATTGACATAA 
GCGAACGGCAGGTGTCTACAGAAGAAGCCCAAGCTTGGTGCAGGGACAACGGCG 
ACTATCCITATTTTGAAACAAGTGCAAAAGATGCCACAAATGTGGCAGCAGCCTT 
TGAGGAAGCGGTTCGAAGAGTTCTTGCTACCGAGGATAGGTCAGATCATTTGATT 



413 



WO 02/074979 



PCT/US02/08456 



CAGACAGACACAGTCAATCTTCACCGAAAGCCCAAGCCTAGCTCATCTTGCTGTT 
GATTGTTAGATTGTTGATGCATTCTAACCAACTCACACATATACACAAAATCAAC 
ATGGGGATGGAGAAGAGAATTAGCGTTTGCAGCAGTGTATCATCTACTAATAAA 
ATTAAACTAATGTTGCTGCTTCATTAGTTGGTGGGAGAAGGGACACATCCACTCT 
5 TGGAGGAATATATTTACTCAATAATGGCACCTTACATTTATAAATTGTAACAGTT 
GTCTAATAACGTTTCTTTAATTTAAATATGTAAGTTGCAGAGCTAATAAATGAAA 
TGACCAAGACTTTAATTATAATAAAAATAAGAAACTTGACTATTCTAGAAGTTAT 
ACTTGGATTTTTTCCTGGGAAAATGGAGAACTACTTTTTATATGTGTATGTTTTTA 
TGCAATTAGCATTGTATTCTTGGTTCAGGGAAATACTTTCCTAAAGCAATAATGT 
10 TAGATATTAAAGATTAAAATCTAATGTATTTGCAATGCAAAANANANANAAAA 

SEQIDNO: 489 

>14654 BLOOD 237623.3 L15203 g402482 Human secretory protein (Pl.B) mRNA, 
complete cds. 0 

15 CCGGAACCAGAACTGGAATCCGCCCTTACCGCTTGCTGCCAAAACAGTGGGGGC 
TGAACTGACCTCTCCCCTTTGGGAGAGAAAAACTGTCTGGGAGCTTGACAAAGG 
CATGCAGGAGAGAACAGGAGCAGCCACAGCCAGGAGGGAGAGCCTTCCCCAAG 
CAAACAATCCAGAGCAGCTGTGCAAACAACGGTGCATAAATGAGGCCTCCTGGA 
CCATGAAGCGAGTCCTGAGCTGCGTCCCGGAGCCCACGGTGGTCATGGCTGCCA 
20 GAGCGCTCTGCATGCTGGGGCTGGTCCTGGCCTTGCTGTCCTCCAGCTCTGCTGA 
GGAGTACGTGGGCCTGTCTGCAAACCAGTGTGCCGTGCCAGCCAAGGACAGGGT 
> , • • : ■GGAGTGGGGCTAGGCGGATGTCACCCGCAAGGAGTGeA^.CAACGGGGGCTGOIXj ' 

v '>.CvGAATGCACGTTCTGAGGGACCTCGAGCTGGCGGGGGGCGGGGGATGCGAGGCTG : ' 
25 GGAGCACCCTTGCCCGGCTGTGATTGCTGGCAGGCACTGTTCATCTCAGCTTTTCT 
GTCCCTTTGCTCCCGGCAAGCGCTTCTGCTGAAAGTTCATATCTGGAGCCTGATG 
TCTTAA.CGAATAAAGGTCCCATGCTCCACCCGAGGACAGTTCTTCGTGCCTGAGA 
AAAAAACAAAGGGGCGGCCG 

30 SEQIDNO: 490 

>14709 BLOOD 422524.4 L31409 g493131 Human creatine transporter mRNA, complete 
cds. 0 

GGCCGTGCGGCCCGCCGGGGCCATGGCGAAGAAGAGCGCCGAGAAGGGCATCTA 
TAGCGTGTCCGGCGACGAGAAGAAGGGTCCTGTOAT CGtGTCCGGGGCGGATGG 

35 TGCCCCGTCCAAGGGCGATGGCCCTGCGGGCCTGGGGGCGCCCAGCAGCCGCCT 
GGCCGTGCCGCCGCGCGAGACCTGGACGCGCCAGATGGACTTCATCATGTCGTG 
CGTGGGCTTCGCCGTGGGCTTGGGCAACGTGTGGCGCTTCCCCTACCTGTGCTAC 
AAGAACGGCGGAGGTGTGTTCCTTATTCCCTACGTCCTGATCGCCCTGGTTGGAG 
GAATCCCCATTTTCTTCTTAGAGATCTCGCTGGGCCAGTTCATGAAGGCCGGCAG 

40 CATCAATGTCTGGAACATCTGTCCCCTGTTCAAAGGCCTGGGCTACGCCTCCATG 
GTGATCGTCTTCTACTGCAACACCTACTACATCATGGTGCTGGCCTGGGGCTTCT 
ATTACCTGGTCAAGTCCTTTACCACCACGCTGCCCTGGGCCACATGTGGCCACAC 
CTGGAACACTCCCGACTGCGTGGAGATCTTCCGCCATGAAGACTGTGCCAATGCC 
AGCCTGGCCAACCTCACCTGTGACCAGCTTGCTGACCGCCGGTCCCCTGTCATCG 

45 AGTTCTGGGAGAACAAAGTCTTGAGGCTGTCTGGGGGACTGGAGGTGCCAGGGG 
CCCTCAACTGGGAGGTGACCCTTTGTCTGCTGGCCTGCTGGGTGCTGGTCTACTTC 
TGTGTCTGGAAGGGGGTCAAATCCACGGGAAAGATCGTGTACTTCACTGCTACAT 
TCCCCTACGTGGTCCTGGTCGTGCTGCTGGTGCGTGGAGTGCTGCTGCCTGGCGC 
CCTGGATGGCATCATTTACTATCTCAAGCCTGACTGGTCAAAGCTGGGGTCCCCT 
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CAGGTGTGGATAGATGCGGGGACCCAGATTTTCTTTTCTTACGCCATTGGCCTGG 
GGGCCCTCACAGCCCTGGGCAGCTACAACCGCTTCAACAACAACTGCTACAAGG 
ACGCCATCATCCTGGCTCTCATCAACAGTGGGACCAGCTTCTTTGCTGGCTTCGT 
GGTCTTCTCCATCCTGGGCTTCATGGCTGCAGAGCAGGGCGTGCACATCTCCAAG 
5 GTGGCAGAGTCAGGGCCGGGCCTGGCCTTCATCGCCTACCCGCGGGCTGTCACGC 
TGATGCCAGTGGCCCCACTCTGGGCTGCCCTGTTCTTCTTCATGCTGTTGCTGCTT 
GGTCTCGACAGCCAGTTTGTAGGTGTGGAGGGCTTCATCACCGGCCTCCTCGACC 
TCCTCCCGGCCTCCTACTACTTCCGTTTCCAAAGGGAGATCTCTGTGGCCCTCTGT 
TGTGCCCTCTGCTTTGTCATCGATCTCTCCATGGTGACTGATGGCGGGATGTACGT 

1 0 CTTCCAGCTGTTTGACTACTACTCGGCCAGCGGCACCACCCTGCTCTGGCAGGCC 
TTTTGGGAGTGCGTGGTGGTGGCCTGGGTGTACGGAGCTGACCGCTTCATGGACG 
ACATTGCCTGTATGATCGGGTACCGACCTTGCCCCTGGATGAAATGGTGCTGGTC 
CTTCTTCACCCCGCTGGTCTGCATGGGCATCTTCATCTTCAACGTTGTGTACTACG 
AGCCGCTGGTCTACAACAACACCTACGTGTACCCGTGGTGGGGTGAGGCCATGG 

1 5 GCTGGGCCTTCGCCCTGTCCTCCATGCTGTGCGTGCCGCTGCACCTCCTGGGCTGC 
CTCCTCAGGGCCAAGGGCACCATGGCTGAGCGCTGGCAGCACCTGACCCAGCCC 
ATCTGGGGCCTCCACCACTTGGAGTACCGAGCTCAGGACGCAGATGTCAGGGGC 
CTGACCACCCTGACCCCAGTGTCCGAGAGCAGCAAGGTCGTCGTGGTGGAGAGT 
GTCATGTGACAACTCAGCTCACATCACCAGCTCACCTCTGGTAGCCATAGCAGCC 

20 CCTGCTTCAGCCCCACCGCACCCCTCCAGGGGGCCTGCCTTTCCCTGACACTTTTG 
GGGTCTGCCTGGGGGAGGAGGGGAGAAAGCACCATGAGTGCTCACTAAAACAAC 
■< :> rlTTTTCCATTTTTAATAAAACGCCAAAAA^ 

::■■*:■< CTGTCCCCGTCCAGGGCTAGGCGAGGTGGTCGTAGGCCCGGCCTAGTGCGGGACC 
OOCAGeOACAGTGCTGCACTCCJCCTGCCGCTGCCACGCCOACCCCGTGGCCACC 

25 TCTCCAGGCTCTGCTCTGCAGCACACCGGTGGGTGACCCCTCACCCCAGAAGCAG 
CAGTGGCAGCTTGGGAAATGTGAGGAAGGGAAGGAGGGAGAGACGGGAGGGAG 
GAGAGAGAGGAGAAGGGAGGCAGGGGAGGGGCAGCAGAACCAAGGCAAATATT 
TCAGCTGGGCTATACCCCTCTCCCCATCCCTGTTATAGAAGCTTAGAGAGCCAGC 
CAGCAATGGAACCTTCTGGTTCCTGCGCCAATCGCCACCAGTATCAATTGTGTGA 

30 GCTTGGGTGCGAGTGCACGCGTGCGTGAGTACGGAGAGTATATATAGATCTCTAT 
CTCTTAGCAAAGGTGAATGCCAGATGTAAATGGCGCCTCTGGGCAAAGGAGGCT 
TGTATTTTGCACATTTTATAAAAACTTGAGAGAATGAGATTTCTGCTTGTATATTT 
CT7\AAAAGAGGAAGGAGCCCAAACCATCGTGTCGTTACCACTCCCATCCCTGTGA 
GCCCTACCTTAGCCCTCTGCCCCTAGCCAAGGAGTGTGAATrTATAGATCTAACT 

35 TTCATAGGCAAAACAAAAGCTTCGAGCTGTTGCGTGTGTGAGTCTGTTGTGTGGA 
TGTGCGTGTGTGGTCCCCAGCCCCAGACTGGATTGGAAAAGTGCATGGTGGGGG 
CCTCGGGGCTGTCCCCACGCTGTCCCTTTGCCACAAGTCTGTGGGGCAAGAGGCT 
GCAATATTCCGTCCTGGGTGTCTGGGCTGCTAACCTGGCCTGCTCAGGCTTCCCA 
CCCTGTGCGGGGCACACCCCCAGGAAGGGACCCTGGACACGGCTCCCACGTCCA 

40 GGCTTAAGGTGGATGCACTTCCCGCACCTCCAGTCTTCTGTGTAGCAGCTTTAAC 
CCACGTTTGTCTGTCACGTCCAGTCCCGAGACGGCTGAGTGACCCCAAGAAAGGC 
TTCCCCGACACCCAGACAGAGGCTGCAGGGCTGGGGCTGGGTGAGGGTGGCGGG 
CCTGCGGGGACATTCTACTGTGGTAAAAAGCCACTGCAGACATAGCAATAAAAA 
CATGTCATTTTCCAAAGCAAAAAAAAAA 

45 

SEQIDNO:491 

>14753 BLOOD Hs. 125359 gnl|UG|Hs#S1973371 Homo sapiens mRNA; cDNA 
DKFZp761B15121 (from clone DKFZp761B15121); complete cds /cds=(56,541) 
/gb=AL161958 /gi=7328010 /ug=Hs.l25359 /len=1791 
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GGAGGCTGCAGCAGCGGAAGACCCCAGTCCAGATCCAGGACTGAGATCCCAGAA 
CCATGAACCTGGCCATCAGCATCGCTCTCCTGCTAACAGTCTTGCAGGTCTCCCG 
AGGGCAGAAGGTGACCAGCCTAACGGCCTGCCTAGTGGACCAGAGCCTTCGTCT 
GGACTGCCGCCATGAGAATACCAGCAGTTCACCCATCCAGTACGAGTTCAGCCTG 
5 ACCCGTGAGACAAAGAAGCACGTGCTCTTTGGCACTGTGGGGGTGCCTGAGCAC 
ACATACCGCTCCCGAACCAACTTCACCAGCAAATACAACATGAAGGTCCTCTACT 
TATCCGCCTTCACTAGCAAGGACGAGGGCACCTACACGTGTGCACTCCACCACTC 
TGGCCATTCCCCACCCATCTCCTCCCAGAACGTCACAGTGCTCAGAGACAAACTG 
GTCAAGTGTGAGGGCATCAGCCTGCTGGCTCAGAACACCTCGTGGCTGCTGCTGC 

1 0 TCCTGCTCTCCCTCTCCCTCCTCCAGGCCACGGATTTCATGTCCCTGTGACTGGTG 
GGGCCCATGGAGGAGACAGGAAGCCTCAAGTTCCAGTGCAGAGATCCTACTTCT 
CTGAGTCAGCTGACCCCCTCCCCGCAATCCCTCAAACCTTGAGGAGAAGTGGGG 
ACCCCACCCCTCATCAGGAGTTCCAGTGCTGCATGCGATTATCTACCCACGTCCA 
CGCGGCCACCTCACCCTCTCCGCACACCTCTGGCTGTCTTTTTGTACTTTTTGTTC 

1 5 CAGAGCTGCTTCTGTCTGGTTTATTTAGGTTTTATCCTTCCTTTTCTTTGAGAGTTC 
GTGAAGAGGGAAGCCAGGATTGGGGACCTGATGGAGAGTGAGAGCATGTGAGG 
GGTAGTGGGATGGTGGGGTACCAGCCACTGGAGGGGTCATCCTTGCCCATCGGG 
ACCAGAAACCTGGGAGAGACTTGGATGAGGAGTGGTTGGGCTGTGCCTGGGCCT 
AGCACGGACATGGTCTGTCCTGACAGCACTCCTCGGCAGGCATGGCTGGTGCCTG 

20 AAGACCCCAGATGTGAGGGCACCACCAAGAATTTGTGGCCTACCTTGTGAGGGA 
GAGAACTGAGCATCTCCAGCATTCTCAGCCACAACCAAAAAAAAATAAAAAGGG 
--. - GAGGGCTCCTTACCACTGTGGAAGTG€GTGAGAGGC.CTTGGGGCATGA(SCGAGTG. 
,-: AAGATGCAGGTTTGACCAGGAAAGGAGGGGTAG.lljGAGGGn'TGGAGAAGGAGG 
• vTAAGGATGAGGGTTCATCATGSCTCGCTGGGTAAGGAAGCTAAAAGGATGGCCGT 

25 GCTGCCCCTCCCTGCCTCCACGCACAGTGGAGAGGGCTACAAAGGAGGACAAGA 
CCCTCTCAGGCTGTCCCAAGCTCCCAAGAGCTTCCAGAGCTCTGACCCACAGCCT 
CCAAGTCAGGTGGGGTGGAGTCCCAGAGCTGCACAGGGTTTGGCCCAAGTTTCT 
AAGGGAGGCACTTCCTCCCCTCGCCCATCAGTGCCAGCCCCTGCTGGCTGGTGCC 
TGAGCCCCTCAGACAGCCCCCTGCCCCGCAGGCCTGCCTTCTCAGGGACTTCTGC 

30 GGGGCCTGAGGCAAGCCATGGAGTGAGACCCAGGAGCCGGACACTTCTCAGGAA 
ATGGCTTTTCCCAACCCCCAGCCCCCACCCGGTGGTTCTTCCTGTTCTGTGACTGT 
GTATAGTGCCACCACAGCTTATGGCATCTCATTGAGGACAAAGAAAACTGCACA 
ATAAAACCAAGCCTCTGGAATCTAAAAAAAAAAAAAAAAAAAA 

35 SEQ ID NO: 492 

>14789 BLOOD 221059.6 Ml 6768 g339399 Human T-cell receptor gamma chain VJCI-C1I- 
CEI region mRNA, complete cds. 0 

CCCAGTGCTGCAGGCTGTGTGGGTAGCTGAGCAGAGCTAAGCGGCTTGACGGAC 
CAACATCTCTCCAGCTGGTTGAAGACAAGCTCTCAGAAGACAATGCTGCATGTCA 

40 CAGCCCCAGCAACCAACAACACCAGCCTGACAACTTGCTGGGGTGGCCGCCTTG 
TGGTCTGAGGTGGCCGTCTAAACTATGTGGTCTGATCTCAGGCTGCAGACCTTGC 
AGGACTGTCTTCACACAGACTGGAAGTGCTAACAGGTGGTGAGGACACCGCTTT 
ACAACGATGCAGGGGGCCCCATGTCACCCTCACCCATGGGAAGTTTGACTTGGTG 
GACTCAGCCAAGCCACAGAGGTCTAACGCTTCTCTGCGGTGATTTCAGGCTGCCC 

45 TGGCAGAAAGCACAGTGCCTGCAGACATGCTGTCACTGCTCCACACATCAACGCT 
GGCAGTCCTTGGGGCTCTGTGTGTATATGGTGCAGGTCACCTAGAGCAACCTCAA 
ATTTCCAGTACTAAAACGCTGTCAAAAACAGCCCGCCTGGAATGTGTGGTATCTG 
GAATAACAATTTCTGCAACATCTGTATATTGGTATCGAGAGAGACCTGGTGAAGT 
CATACAGTTCCTGGTGTCCATTTCATATGACGGCACTGTCAGAAAGGAATCCGGC 
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ATTCCGTCAGGCAAATTTGAGGTGGATAGGATACCTGAAACGTCTACTACCACTC 
TCACCATTCACAATGTAGAGAAACAGGACATAGCTACCTACTACTGTGCCTTGTG 
GGAGGTGTAACTTTCGAATTATTATAAGAAACTCTTTGGCAGTGGAACAACACTT 
GTTGTCACAGATAAACAACTTGATGCAGATGTTTCCCCCAAGCCCACTATTTTTCT 
5 TCCTTCAATTGCTGAAACAAAGCTCCAGAAGGCTGGAACATACCTTTGTCTTCTT 
GAGAAATTTTTCCCTGATGTTATTAAGATACATTGGCAAGAAAAGAAGAGCAAC 
ACGATTCTGGGGATCCCAGGAGGGGAACACCATGAAGACTAACGACACATACAT 
GAAATTTAGCTGGTTAACGGTGCCAGAAAAGTCACTGGACAAAGAACACAGATG 
TATCGTCAGACATGAGAATAATAAAAACGGAGTTGATCAAGAAATTATCTTTCCT 

1 0 CC AATAAAGAC AGATGTCATCAC AATGGATCCC AAAGACAATTGTTC AAAAGAT 
GCAAATGATACACTACTGCTGCAGCTCACAAACACCTCTGCATATTACACGTACC 
TCCTCCTGCTCCTCAAGAGTGTGGTCTATTTTGCCATCATCACCTGCTGTCTGCTT 
AGAAGAACGGCTTTCTGCTGCAATGGAGAGAAATCATAACAGACGGTGGCACAA 
GGAGGCCATCTTTTCCTCATCGGTTATTGTCCCTAGAAGCGTCTTCTGAGGATCTA 

1 5 GTTGGGCTTTCTTTCTGGGTTTGGGCCATTTCAGTTCTCATGTGTGTACTATTCTAT 
CATTATTGTATAACGGTTTTCAAACCAGTGGGCACACAGAGAACCTCACTCTGTA 
ATAACAATGAGGAATAGCCACGGCGATCTCCAGCACCAATCTCTCCATGTTTTCC 
ACAGCTCCTCCAGCCAACCCAAATAGCGCCTGCTATAGTGTAGACATCCTGCGGC 
TTCTAGCCTTGTCCCTCTCTTAGTGTTCTTTAATCAGATAACTGCCTGGAAGCCTT 

20 TCATTTTACACGCCCTGAAGCAGTCTTCTTTGCTAGTTGAATTATGTGGTGTGTTT 

TTCCGTAATAAGCAAAATAAATTTAAAAAAATGAAAAGTT 
:■ . ;, ;'-''..-'>v t /C- ( .. "'. ■■<$': .': A-.!.- K !i Vi <,[;'■ :'»•' ■•. . ••• -V-'. 

.v\SEQtjd,N0:-493 • •< •• ••••< ..•.••v<v.uj:-- • ♦.-^jum^-' ;., 

■\ >• BLOOD 1 00840 1:6 MT7783: gl830631ItaSHiri glia-derived iiexie (GDN)' mRNA", 5* 

25 end. 0 • 5 

GGACGGCAGGACCAAGAAGCAGCTCGCCATGGTGGAAGGAACCATGAACTGGC 
ATCTCCCCCTCTTCCTCTTGGCCTCTGTGACGCTGCCTTCCATCTGCTCCCACTTCA 
ATCCTCTGTCTCTCGAGGAACTAGGCTCCAACACGGGGATCCAGGTTTTCAATCA 
GATTGTGAAGTCGAGGCCTCATGACAACATCGTGATCTCTCCCCATGGGATTGCG 

3 0 TCGGTCCTGGGGACGCTTCAGCTGGGGGCGGACGGCAGGACCAAGAAGCAGCTC 
GCCATGGTGATGAGATACGGCGTAAATGGAGTTGGTAAAATATTAAAGAAGATC 
AACAAGGCCATCGTCTCCAAGAAGAATAAAGACATTGTGACAGTGGCTAACGCC 
GTGTTTGTTAAGAATGCCTCTGAAATTGA4GTGCCTTTTGTTACAAGGAACAAAG 
ATGTGTTCCAGFGTGAGGTCCGGA^ 

35 TGATTCCATCAATGCATGGGTTAAAAACGAAACCAGGGATATGATTGACAATCT 
GCTGTCCCCAGATCTTATTGATGGTGTGCTCACCAGACTGGTCCTCGTCAACGCA 
GTGTATTTCAAGGGTCTGTGGAAATCACGGTTCCAACCCGAGAACACAAAGAAA 
CGCACTTTCGTGGCAGCCGACGGGAAATCCTATCAAGTGCCAATGCTGGCCCAGC 
TCTCCGTGTTCCGGTGTGGGTCGACAAGTGCCCCCAATGATTTATGGTACAACTT 

40 CATTGAACTGCCCTACCACGGGGAAAGCATCAGCATGCTGATTGCACTGCCGACT 
GAGAGCTCCACTCCGCTGTCTGCCATCATCCCACACATCAGCACCAAGACCATAG 
ACAGCTGGATGAGCATCATGGTGCCCAAGAGGGTGCAGGTGATCCTGCCCAAGT 
TCACAGCrGTAGCACAAACAGATTTGAAGGAGCCGCTGAAAGTTCTTGGCATTAC 
TGACATGTTTGATTCATCAAAGGCAAATTTTGCAAAAATAACAAGGTCAGAAAA 

45 CCTCCATGTTTCTCATATCTTGCAAAAAGCAAAAATTGAAGTCAGTGAAGATGGA 
ACCAAAGCTTCAGCAGCAACAACTGCAATTCTCATTGCAAGATCATCGCCTCCCT 
GGTTTATAGTAGACAGACCTTTTCTGTTTTTCATCCGACATAATCCTACAGGTGCT 
GTGTTATTCATGGGGCAGATAAACAAACCCTGAAGAGTATACAAAAGAAACCAT 
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SEQIDNO: 494 

>14808 BLOOD 336093.2 XI 2830.1 g33845 Human mRNA for interleukin-6 (IL-6) 
receptor. 0 

GGCGGTCCCCTGTTCTCCCCGCTCAGGTGCGGCGCTGTGGCAGGAAGCCACCCCC 
5 TCGGTCGGCCGGTGCGCGGGGCTGTTGCGCCATCCGCTCCGGCTTTCGTAACCGC 
ACCCTGGGACGGCCCAGAGACGCTCCAGCGCGAGTTCCTCAAATGTTTTCCTGCG 
TTGCCAGGACCGTCCGCCGCTCTGAGTCATGTGCGAGTGGGAAGTCGCACTGACA 
CTGAGCCGGGCCAGAGGGAGAGGAGCCGAGCGCGGCGCGGGGCCGAGGGACTC 
GCAGTGTGTGTAGAGAGCCGGGCTCCTGCGGATGGGGGCTGCCCCCGGGGCCTG 

10 AGCCCGCCTGCCCGCCCACCGCCCCGCCCCGCCCCTGCCACCCCTGCCGCCCGGT 
TCCCATTAGCCTGTCCGCCTCTGCGGGACCATGGAGTGGTAGCCGAGGAGGAAG 
CATGCTGGCCGTCGGCTGCGCGCTGCTGGCTGCCCTGCTGGCCGCGCCGGGAGCG 
GCGCTGGCCCCAAGGCGCTGCCCTGCGCAGGAGGTGGCGAGAGGCGTGCTGACC 
AGTCTGCCAGGAGACAGCGTGACTCTGACCTGCCCGGGGGTAGAGCCGGAAGAC 

1 5 AATGCCACTGTTCACTGGGTGCTCAGGAAGCCGGCTGCAGGCTCCCACCCCAGCA 
GATGGGCTGGCATGGGAAGGAGGCTGCTGCTGAGGTCGGTGCAGCTCCACGACT 
CTGGAAACTATTCATGCTACCGGGCCGGCCGCCCAGCTGGGACTGTGCACTTGCT 
GGTGGATGTTCCCCCCGAGGAGCCCCAGCTCTCCTGCTTCCGGAAGAGCCCCCTC 
AGCAATGTTGTTTGTGAGTGGGGTCCTCGGAGCACCCCATCCCTGACGACAAAGG 

20 CTGTGCTCTTGGTGAGGAAGTTTCAGAACAGTCCGGCCGAAGACTTCCAGGAGCC 
GTGCCAGTATTCCCAGGAGTCCCAGAAGTTCTCCTGCCAGTTAGCAGTCCCGGAG 
• ■ . GGAGACAGCTCTTTCTAGATAGTGTCeATGTGCGTCGCCAGTAGTGTCGGGAGCA 
. AGTTGAGCAAAACTCAAACCTTTCAGGGTTGTGGAATCTTGCAGCCTGATGCGCC 
: . v-V •-TGCCAACATCACAGTCAGTGCCGTCK3GGAGAAACGGGCGCTGGCTCAGTGTGAGC 

25 TGGCAAGACCCCCACTCCTGGAACTCATCTTTCTACAGACTACGGTTTGAGCTCA 
GATATCGGGCTGAACGGTCAAAGACATTCACAACATGGATGGTCAAGGACCTCC 
AGCATCACTGTGTCATCCACGACGCCTGGAGCGGCCTGAGGCACGTGGTGCAGC 
TTCGTGCCCAGGAGGAGTTCGGGCAAGGCGAGTGGAGCGAGTGGAGCCCGGAGG 
CCATGGGCACGCCTTGGACAGAATCCAGGAGTCCTCCAGCTGAGAACGAGGTGT 

30 CCACCCCCATGCAGGCACTTACTACTAATAAAGACGATGATAATATTCTCTTCAG 
AGATTCTGCAAATGCGACAAGCCTCCCAGTGCAAGATTCTTCTTCAGTACCACTG 
CCCACATTCCTGGTTGCTGGAGGGAGCCTGGCCTTCGGAACGCTCCTCTGCATTG 
CCATTGTTCTGAGGTTCAAGAAGACGTGGAAGCTGCGGGCTCTGAAGGAAGGCA 
AGACAAGGATGCATeGGCGGfAcfcrrTGGGGCAGCT 

35 GACCCACCCCAGTGCTTGTTCCTCTCATCTCCCCACCGGTGTCCCCCAGCAGCCTG 
GGGTCTGACAATACCTCGAGCCACAACCGACCAGATGCCAGGGACCCACGGAGC 
CCTTATGACATCAGCAATACAGACTACTTCTTCCCCAGATAGCTGGCTGGGTGGC 
ACCAGCAGCCTGGACCCTGTGGATGACAAAACACAAACGGGCTCAGCAAAAGAT 
GCTTCTCACTGCCATGCCAGCTTATCTCAGGGGTGTGCGGCCTTTGGCTTCACGG 

40 AAGAGCCTTGCGGAAGGTTCTACGCCAGGGGAAAATCAGCCTGCTCCAGCTGTT 
CAGCTGGTTGAGGTTTCAAACCTCCCTTTCCAAATGCCCAGCTTAAAGGGGTTAG 
AGTGAACTTGGGCCACTGTGAAGAGAACCATATCAAGACTCTTTGGACACTCAC 
ACGGACACTCAAAAGCTGGGCAGGTTGGTGGGGGCCTCGGTGTGGAGAAGCGGC 
TGGCAGCCCACCCCTCAACACCTCTGCACAAGCTGCACCCTCAGGCAGGTGGGAT 

45 GGATTTCCAGCCAAAGCCTCCTCCAGCCGCCATGCTCCTGGCCCACTGCATCGTT 
TCATCTTCCAACTCAAACTCTTAAAACCCAAGTGCCTTAGCAAATTCTGTTTTTCT 
AGGCCTGGGGACGGCrTTTACTTAAACCGCCAAGGCTGGGGGAAGAAGCTCTCT 
CCTCCCTTTCTTCCCTACAGTTGAAAAACAGCTGAGGGTGAGTGGGTGAATAATA 
CAGTATCTCAGGGCCrGGTCGTTTTCAACAGAATTATAATTAGTTCCTCATTAGC 



418 



WO 02/074979 



PCT/US02/08456 



ATTTTGCTAAATGTGAATGATGATCCTAGGCATTTGCTGAATACAGAGGCAACTG 
CATTGGCTTTGGGTTGCAGGACCTCAGGTGAGAAGCAGAGGAAGGAGAGGAGAG 
GGGCACAGGGTCTCTACCATCCCCTGTAGAGTGGGAGCTGAGTGGGGGATCACA 
GCCTCTGAAAACCAATGTTCTCTCTTCTCCACCTCCCACAAAGGAGAGCTAGCAG 
5 CAGGGAGGGCTTCTGCCATTTCTGAGATCAAAACGGTTTTACTGCAGCTTTGTTT 
GTTGTCAGCTGAACCTGGGTAACTAGGGAAGATAATATTAAGGAAGACAATGTG 
AAAAGAAAAATGAGCCTGGCAAGAATGCGTTTAAACTTGGTTTTTAAAAAACTG 
CTGACTGTTTTCTCTTGAGAGGGTGGAATATCCAATATTCGCTGTGTCAGCATAG 
AAGTAACTTACTTAGGTGTGGGGGAAGCACCATAACTTTGTTTAGCCCAAAACCA 
1 0 AGTCAAGTGAAAAAGGAGGAAGAGAAAAAATATTTTCCTGCCAGGCATGGTGGC 
CCACGCACTTCGGGAGGTCGAGGCAGGA 

SEQ ID NO: 495 

ye38d08.rl Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE: 1200 15 5' similar 
1 5 to SP:NINS_DROME PI 0677 NINAC SHORT PROTEIN;, mRNA sequence 
gi|728449|gb|T94961 .1 |T9496 1 [728449] 

TGATTCAGGAAATTGGATACAACTGTGTAGCAGACATCTGGTCCCTGGGAATAAC 
TGCCATAGAAATGGCTGAAGGAAAGCCCCCTTATGCTGATATCCATCCAATGAG 
GGCAATCTTCATGATTCCTACAAATCCTCCTCCCACATTCCGAAAACCAGAGCTA 
20 TGGTCAGATAACTTTACAGATTTTGTGAAACAGTGTCTTGTAAAGAGCCCTGAGC 
AGAGGGCCACAGCCACTTCAGGTTCCTGCAGGCACCCATTTGTTCAGGGAGTTGC 
• ■ :^CAAAGGGAGTGTTCAATTATTGGGAGGATTTAATTTAA.TGGAAGGGCATGGGAT ■ 
-v-O. : GTGGAAATrGNAAACGGCAGGGGNTTGGGAGCAGCGGGGAAGTNGGAGCGGGG ■:. 
• NCGTTGAAGGAAAATTTGAGGAAGNGGGTTGAATTGGGT TTNTTGGTT..." A ^ : , *a 
25 \ 
SEQ ID NO: 496 

>14817 BLOOD 3481 10.1 X03795 g35365 Human mRNA for platelet derived growth factor 
A-chain (PDGF-A). 0 

CCCAGACTCCCTCCGGAGTTCTTCTTGGGGCTGATGTCCGCAAATATGCAGAATT 

30 ACCGGCCGGGTCGCTCCTGAAGCCAGCGCGGGGAGCGAGCGCGGCGGCGGCCAG 
CACCGGGAACGCACCGAGGAAGAAGCCCAGCCCCCGCCCTCCGCCCCTTCCGTC 
CCCACCCCCATCCCGGCGGCCCAGGAGGCTCCCCGCGCTGGCGCGCACTCCCTGT 
TTCTCCTCCTCCTGGCTGG.CGCTGCCTGCCTCTCCGCACTCACTGCTCGCAGCCGG 
GeGCGCtCCGCCAGCTceGfGCTCeCCGCGCCACCCTCCTCCGGGCCGCGCTCCC 

35 TAAGGGATGGTACTGAATTTCGCCGCCACAGGAGACCGGCTGGAGCGCCCGCCC 
CGCGGCCTCGCCTCTCCTCCGAGCAGCCAGCGCCTCGGGACGCGATGAGGACCTT 
GGCTTGCCTGCTGCTCCTCGGCTGCGGATACCTCGCCCATGTTCTGGCCGAGGAA 
GCCGAGATCCCCCGCGAGGTGATCGAGAGGCTGGCCCGCAGTCAGATCCACAGC 
ATCCGGGACCTCCAGCGACTCCTGGAGATAGACTCCGTAGGGAGTGAGGATTCTT 

40 TGGACACCAGCCTGAGAGCTCACGGGGTCCATGCCACTAAGCATGTGCCCGAGA 
AGCGGCCCCTGCCCATTCGGAGGAAGAGAAGCATCGAGGAAGCTGTCCCCGCTG 
TCTGCAAGACCAGGACGGTCATTTACGAGATTCCTCGGAGTCAGGTCGACCCCAC 
GTCCGCCAACTTCCTGATCTGGCCCCCGTGCGTGGAGGTGAAACGCTGCACCGGC 
TGCTGCAACACGAGCAGTGTCAAGTGCCAGCCCTCCCGCGTCCACCACCGCAGC 

45 GTCAAGGTGGCCAAGGTGGAATACGTCAGGAAGAAGCCAAAATTAAAAGAAGT 
CCAGGTGAGGTTAGAGGAGCATTTGGAGTGCGCCTGCGCGACCACAAGCCTGAA 
TCCGGATTATCGGGAAGAGGACACGGGAAGGCCTAGGGAGTCAGGTAAAAAAC 
GGAAAAGAAAAAGGTTAAAACCCACCTAAAGCAGCCAACCAGATGTGAGGTGA 
GGATGAGCCGCAGCCCTTTCCTGGGACATGGATGTACATGGCGTGTTACATTCCT 
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GAACCTACTATGTACGGTGCTTTATTGCCAGTGTGCGGTCTTTGTTCTCCTCCGTG 
AAAAACTGTGTCCGAGAACACTCGGGAGAACAAAGAGACAGTGCACATTTGTTT 
AATGTGACATCAAAGCAAGTATTGTAGCACTCGGTGAAGCAGTAAGAAGCTTCC 

TTGTCN^I^INNN^J>^sl^n^ 

5 NAAAACNAAACGGACTCACAAAAATATCTAAACTCGATGAGATGGAGGGTCGCC 
CCGTGGGATGGAAGTGCAGAGGTCTCAGCAGACTGGATTTCTGTCCGGGTGGTC 
ACAGGTGCTTTTTTGCCGAGGATGCAGAGCCTGCTTTGGGAACGACTCCAGAGGG 
TGCTGGTGGGCTCTGCAGGGGCCCGCAGGAAGCAGGAATGTCTTGGAAACCGC 

10 SEQEDNO:497 

>14833 BLOOD 346440.21 X55005 g29878 Human mRNA for thyroid hormone receptor 
alpha 1 THRA1, (c-erbA-1 gene). 0 

CCGGCCGGGCGCGCCGAGCCCGAGCCCCAGCCGGAGCGGGGCGGGGGAGGGAG 
GAGCCAGAGCGGCCGCCGCCTCTGCCGGAGGAGCCGCGGGGCCGCCACACTCGC 

1 5 CCCCCGCCCCCCCCGCGCTCACTCGCACTCACACCCGGGCGCAGGAGGCGGGCG 
GCCCGGGCCCCACCGGCCCCCCATGGACGCCCCCAGCACGGGGGCGCTGAGACC 
CCCGCGTCGCTGCCCAGCCCGGTCCGGCGCGCCACGCCGAGGGATCTCTGGACA 
GGACAAGACTCCGAAGCTACTCCCCCAGCACACAGCCCGGGACCCACAAACCCA 
GCTTGCCCCCAGCCCTCCCACCTGCCACTCCCTGGCCCCTCCCACCGCCCGCCCCC 

20 CTTGGGGCGCAGGGGCATGGTGTGAAAGGCCAAGTGCTGAGGCGGGTATCATGG 
GTGCTGTGCCCTAGGGCCTGGGTGGCAGGGGGTGGGTGGCCTGTGGGTGTGCCG 
GGGGGGCCAGTGTGCCOACCGGAGTCXCTTGGGCGTGCTGGAGGGCATCGTGGAT 

,". GGAATTGAAGTGAATGGAAGAGAAGCGAAeCAAGGTGGAGTGl GGGTOAGACC t 
CAGAGGAGAACAGTG<3GAGGTCACCAGATGGAAAGCGAAAAAG AAAGAAGGGC • 

25 CAATGTTCCCTGAAAACCAGCATGTCAGGGTATATCCCTAGTTACCTGGACAAAG 
ACGAGCAGTGTGTCGTGTGTGGGGACAAGGCAACTGGTTATCACTACCGCTGTAT 
CACTTGTGAGGGCTGCAAGGGCTTCTTTCGCCGCACAATCCAGAAGAACCTCCAT 
CCCACCTATTCCTGCAAATATGACAGCTGCTGTGTCATTGACAAGATCACCCGCA 
ATCAGTGCCAGCTGTGCCGCTTCAAGAAGTGCATCGCCGTGGGCATGGCCATGG 

30 ACTTGGTTCTAGATGACTCGAAGCGGGTGGCCAAGCGTAAGCTGATTGAGCAGA 
ACCGGGAGCGGCGGCGGAAGGAGGAGATGATCCGATCACTGCAGCAGCGACCA 
GAGCCCACTCCTGAAGAGTGGGATCTGATCCACATTGCCACAGAGGCCCATCGC 
AGCACCAATGCCCAGGGGCAGCCATTGGAAACAGAGGCGGAAATTCCTGCCCGA 
TGACArfGGCGAGTGACCCA'ITG'lCl-CCATGCCGGACGGAGACAAGGTGGAGCTG 

35 GAAGCCTTCAGCGAGTTTACCAAGATCATCACCCCGGCCATCACCCGTGTGGTGG 
ACTTTGCCAAAAAACTGCCCATGTTCTCCGAGCTGCCTTGCGAAGACCAGATCAT 
CCTCCTGAAGGGGTGCTGCATGGAGATCATGTCCCTGCGGGCGGCTGTCCGCTAC 
GACCCTGAGAGCGACACCCTGACGCTGAGTGGGGAGATGGCTGTCAAGCGGGAG 
CAGCTCAAGAATGGCGGCCTGGGCGTAGTCTCCGACGCCATCTTTGAACTGGGCA 

40 AGTCACTCTCTGCCTTTAACCTGGATGACACGGAAGTGGCTCTGCTGCAGGCTGT 
GCTGCTAATGTCAACAGACCGCTCGGGCCTGCTGTGTGTGGACAAGATCGAGAA 
GAGTCAGGAGGCGTACCTGCTGGCGTTCGAGCACTACGTCAACCACCGCAAACA 
CAACATTCCGCACTTCTGGCCCAAGCTGCTGATGAAGGTGACTGACCTCCGCATG 
ATCGGGGCCTGCCACGCCAGCCGCTTCCTCCACATGAAAGTCGAGTGCCCCACCG 

45 AACTCTTCCCCCCACTCTTCCTCGAGGTCTTTGAGGATCAGGAAGTCTAAAGCCT 
CAGGCGGCCAGAGGGTGTGCGGAGCTGGTGGGGAGGAGCCTGGAGAGAAGGGG 
CAGAGCTGGGGGCTGAGGGAGACCCCCCCACACCCCTTCTCTCCTTCCTCTCGTC 
CTTGGATAGATTCAGCTCCCACACACACACCCGCACTGCCCAGGTCCCTCCTCAG 
ACCTCCAGCCCTGGGACAGGGCAAACAACTGAACTTGCTATGGAAAGGACAGTG 
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TGGGAGGCTGGGGGAGCTGTGTCCTGCAGTTCCCAGGACCCCATCCTCTCAGAAG 
GTAGGGGAAGGGCGGGAGGATTGAGAAGGGACAAGCCACCTTGACCGTAGGGG 
AAGGAGGAATGTGGGCTGGGGGAAGATGCCCTCAACTCACCCCCTACACACACA 
TGAGAGAGAGCCCCCAGCCAGTTCCTTGGCCTAGGTCTCCCCTCCAGGCTGAGGG 
5 CCTCTCTACTTCCCCAGATGCCTGGGTGCAAAGAACGGCTTGGCTTGGCTCCTCC 
TCTGGAGGTTAAAATTTATAGTCATTCTAACTGCACTTTGGAAACCAAGCAAGGG 
GAGAAGACAAATGAAGAAAAACTAGACAGAGAGAAAAATACAAAAAAGAGAG 
AGCGAGCGATAGAGAGAGATGATATTAAGTTATTAACTGAGGCTGACCAGAGGG 
GAGGACCCCCCCTTTACCACCCCATGCACTTTGCGAGCTGCCCCTTCTTCCCCCAC 
1 0 ATCAGAGAGAAATGCCCCCACACCAGAGCCCCTTCTCCTGGTGGCGGGTCTGCA 
GGGCTGGGAGAGGGCAGGGCGTTGTGAGAGAGAGACCGTCCATAAGGAGGACA 
GTAACTCCTGTCCTGGGAACTCCTGGGCGGGGGGGGAGGGGGACACTGCCCAGA 
GGCGC 

15 SEQIDNO:498 

>14849 BLOOD 4031 13.1 M26685 gl 86569 Human IsK protein (exhibiting a slowly 
activating channel activity) gene, complete cds, clone phKI2. 0 

gggaacaacgcatttgacacttgactgggatacactaccggatcctccgagggt 
gatggttctcaagaaggcagaagcaatggtgaccaatagacctccttaaaggct 

20 gagccgctgggcaccttcctactcctctcgaccgtgctaggatgactgcagcaga 
gtccccgagtcctttgatgcaagggtctagcaaccaccaaacagacaagcccttc 
ggcctgtcctggagggggttgaatgggatggcctggagctcaaccaggagaaeg 

■ ■ gtggtcaggagg/iagagaccagaaggataactcaaaaagttctgagaagttgg'e • 
aagagcacgtgaagagaaggag€ctggtgccaatggtgtggacaggggagtg[pgs 

25 cttgaggagacttcagaaacgagaactgtttcacacaatcatcaggtgagccga 
ggatccattggaggaaggcattatctgtatccagaggaaatagccaaggatatt 
cagaggtgtgcctgggaagtttgagctgcagcagtggaaccttaatgcccagga 
tgatcctgtctaacaccacagcggtgacgccctttctgaccaagctgtggcagga 
gacagttcagcagggtggcaacatgtcgggcctggcccgcaggtccccccgcag 

30 cggtgacggcaagctggaggccctctacgtcctcatggtactgggattcttcggc 
ttcttcaccctgggcatcatgctgagctacatccgctccaagaagctggagcact 
cgaacgacccattcaacgtctacatcgagtccgatgcctggcaagagaaggaca 
agggctatgtgcaggcccgggtcctggagagctacaggtcgtgctatgtcgttga 
• aaAggatctggcgatagaacaacccaagacacaccttcctgagacgaagccttg 

35 cccatgaaccccaccactggctaaa 

SEQ ID NO: 499 

>14852 BLOOD 474647.3 M27492 gl 86289 Human interleukin 1 receptor mRNA, complete 
cds. 0 

40 GTACCAGCTGGGGCCGTCCGGCAAGATGTGAGTTGTCACTCTGCTGCGGCACAG 
ACCTGAATTAACAACTCTAGCTAGGGCTGACTTCAAAAAGCACTTTCGTTTTTTA 
ATAACCAACATCAGCTCAGCAGGCTTCATTTGGGAAAAGAAACCTTGTCGGATTA 
CCCCGACATTCTCCACCTCCTGGGAGGCCAGCCATTCCCAAATGCCCCAAGGATG 
AAGAACGGAGACGGTAGACGCACCCTCTGAAGATGGTGACTCCCTCCTGAGAAG 

45 CTGGACCCCTTGGTAAAAGACAAGGCCTTCTCCAAGAAGAATATGAAAGTGTTA 
CTCAGACTTATTTGTTTCATAGCTCTACTGATTTCTTCTCTGGAGGCTGATAAATG 
CAAGGAACGTGAAGAAAAAATAATTTTAGTGTCATCTGCAAATGAAATTGATGT 
TCGTCCCTGTCCTCTTAACCCAAATGAACACAAAGGCACTATAACTTGGTATAAA 
GATGACAGCAAGACACCTGTATCTACAGAACAAGCCTCCAGGATTCATCAACAC 
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aaagagaagctttggtttgttcctgctaaggtggaggattcaggacattactatt 
gcgtggtaagaaattcatcttactgcctcagaattaaaataagtgcaaaatttgt 
ggagaatgagcctaacttatgttataatgcacaagccatatttaagcagaaact 
acccgttgcaggagacggaggacttgtgtgcccttatatggagttttttaaaaat 
5 gaaaataatgagttacctaaattacagtggtataaggattgcaaacctctacttc 
ttgacaatatacactttagtggagtcaaagataggctcatcgtgatgaatgtggc 
tgaaaagcatagagggaactatacttgtcatgcatcctacacatacttgggcaa 
gcaatatcctattacccgggtaatagaatttattactctagaggaaaacaaaccc 
acaaggcctgtgattgtgagcccagctaatgagacaatggaagtagacttggga 
10 tcccagatacaattgatctgtaatgtcaccggccagttgagtgacattgcttact 
ggaagtggaatgggtcagtaattgatgaagatgacccagtgctaggggaagact 
attacagtgtggaaaatcctgcaaacaaaagaaggagtaccctcatcacagtgc 
ttaatatatcggaaattgaaagtagattttataaacatccatttacctgttttgcc 
aagaatacacatggtatagatgcagcatatatccagttaatatatccagtcacta 
1 5 atttccagaagcacatgattggtatatgtgtcacgttgacagtcataattgtgtg 
ttctgttttcatctataaaatcttcaagattgacattgtgctttggtacagggatt 
cctgctatgattttctcccaataaaagcttcagatggaaagacctatgacgcata 
tatactgtatccaaagactgttggggaagggtctacctctgactgtgatattttt 
gtgtttaaagtcttgcctgaggtcttggaaaaacagtgtggatataagctgttca 
20 tttatggaagggatgactacgttggggaagacattgttgaggtcattaatgaaa 
acgtaaagaaaagcagaagactgattatcattttagtcagagaaacatcaggct 
v. . .tgaggtggctgggtggttgatgtgaagagcaaatagecatgtataatgctgttgt 
■■■■■ ;tgaggatggaattaaagttgtggtggxtgagctggagaaaatcgaa.gagtatga . 
• ':■ ". ,v.'lgaa^vatgggagaatcgattaaattgattaagcagaaacatgggggtatggggtg 
' 25 gtcaggggactttacacagggaccacagtctgcaaagacaaggttctggaagaa 
tgtcaggtaccacatgccagtccagcgacggtcaccttcatctaaacaccagtta 
ctgtcaccagccactaaggagaaactgcaaagagaggctcacgtgcctctcggg 
tagcatggagaagttgccaagagttctttaggtgcctcctgtcttatggcgttgc 
aggccaggttatgcctcatgctgacttgcagagttcatggaatgtaactatatca 
30 tcctttatccctgaggtcacctggaatcagattattaagggaataagccatgacg 
tcaatagcagcccagggcacttcagagtagagggcttgggaagatcttttaaaa 
aggcagtannnnnn>wnnnnnnnn>^ 
: ... nnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnnjsinnnnnnnnn 

35 NN>0<nsINNNNNNN>^^ 

NNNNNN>mNN]WNN>flN^ 
NNNNNNNNNNM^^ 

CTCTGAATGTTTGAACTGCCAAGAAAAGGCATGGAGACAGCGAACTAGAAGAAA 
GGGCAAGAAGGAAATAGCCACCGTCTACAGATGGCTTAGTTAAGTCATCCACAG 

40 CCCAAGGGCGGGGCTATGCCTTGTCTGGGGACCCTGTAGAGTCACTGACCCTGGA 
GCGGCTCTCCTGAGAGGTGCTGCAGGCAAAGTGAGACTGACACCTCACTGAGGA 
AGGGAGACATATTCTTGGAGAACTTTCCATCTGCTTGTATTTTCCATACACATCCC 
CAGCCAGAAGTTAGTGTCCGAAGACCGAATTTTATTTTACAGAGCTTGAAAACTC 
ACTTCAATGAACAAAGGGATTCTCCAGGATTCCAAAGTTTTGAAGTCATCTTAGC 

45 TTTCCACAGGAGGGAGAGAACTTAAAAAAGCAACAGTAGCAGGGAATTGATCCA 
CTTCTTAATGCTITCCTCCCTGGCATGACCATCCTGTCCTTTGTTATTATCCTGCAT 
TTTACGTCTTTGKjAGGAACAGCTCCCTAGTGGCTTCCTCCATCTGCAATGTCCCTT 
GCACAGCCCACACATGAACCATCCTTCCCATGATGCCGCTCTTCTGTCATCCCGC 
TCCTGCTGAAACACCTCCCAGGGGCTCCACCTGTTCAGGAGCTGAAGCCCATGCT 
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TTCCCACCAGCATGTCACTCCCAGACCACCTCCCTGCCCTGTCCTCCAGCTTCCCC 
TCGCTGTCCTGCTGTGTGAATTCCCAGGTTGGCCTGGTGGCCATGTCGCCTGCCCC 
CAGCACTCCTCTGTCTCTGCTCTTGCCTGCACCCTTCCTCCTCCTTTGCCTAGGAG 
GCCTTCTCGCATTTTCTCTAGCTGATCAGAATTTTACCAAAATTCAGAACATCCTC 
5 CAATTCCACAGTCTCTGGGAGACTTTCCCTAAGAGGCGACTTCCTCTCCAGCCTT 
CTCTCTCTGGTCAGGCCCACTGCAGAGATGGTGGTGAGCACATCTGGGAGGCTGG 
TCTCCCTCCAGCTGGAATTGCTGCTCTCTGAGGGAGAGGCTGTGGTGGCTGTCTC 
TGTCCCTCACTGCCTTCCAGGAGCAATTTGCACATGTAACATAGATTTATGTAAT 
GCTTTATGTTTAAAAACATTCCCCAATTATCTTATTTAATTTTTGCAATTATTCTA 

1 0 ATTTTATATATAGAGAAAGTGACCTATTTTTTAAAAAAATCACACTCTAAGTTCT 
ATTGAACCTAGGACTTGAGCCTCCATTTCTGGCTTCTAGTCTGGTGTTCTGAGTAC 
TTGATTTCAGGTCAATAACGGTCCCCCCTCACTCCACACTGGCACGTTTGTGAGA 
AGAAATGACATTTTGCTAGGAAGTGACCGAGTCTAGGAATGCTTTTATTCAAGAC 
ACCAAATTCCAAACTTCTAAATGTTGGAATTTTCAAAAATTGTGTTTAGATTTTAT 

1 5 GAAAAACTCTTCTACTTTCATCTATTCTTTCCCTAGAGGCAAACATTTCTTAAAAT 
GTTTCATTTTCATTAAAAATGAAAGCCAAATTTATATGCCACCGATTGCAGGACA 
CAAGCACAGTTTTAAGAGTTGTATGAACATGGAGAGGACTTTTGGTTTTTATATT 
TCTCGTATTTAATATGGGTGAACACCAACTTTTATTTGGAATAATAATTTTCCTCC 
TAAACAAAAACACATTGAGTTTAAGTCTCTGACTCTTGCCTTTCCACCTGCTTTCT 

20 CCTGGGCCCGCTTTGCCTGCTTGAAGGAACAGTGCTGTTCTGGAGCTGCTGTTCC 
AACAGACAGGGCCTAGCTTTCATTTGACACACAGACTACAGCCAGAAGCCCATG 
* C ; •.;;GGAGCAGGGATGTGACGTCTTGAAAAGeCTATTAGATG , nTTAeA4Aril;AAaTT 

./,^ggagattattttagtctgtgatgeagaaaatgtgtcagcatggatagtgctaag 
•aaaggAagccaatttggaaag^aggttagtgacaaaattggccagagagtggg 

25 ggtgatgatgaccaagaattacaagtagaatggcagctggaatttaaggaggga 
caagaatcaatggataagcgtgggtggaggaagatccaaacagaaaagtgcaa 
agttattccccatcttccaagggttgaattctggaggaagaagacacattcctag 
ttccccgtgaacttcctttgacttattgtccccactaaaacaaaacaaaaaactt 
ttaatgccttccacattaattagattttcttgcagtttttttatggcatttttttaa 

30 agatgccctaagtgttgaagaagagtttgcaaatgcaacaaaatatttaattacc 
ggttgttaaaactggtttagcacaatttatattttccctctcttgcctttcttattt 

GCAATAAAAGGTATTGAGCCATTTTTTAAATGACATTTTTGATAAATTATGTTTGT 

35 TAGACTGTACTTATTTTCCAATAAAATTTTCAAACTTTGTACTGTTAAAA 
SEQIDNO: 500 

>14870 BLOOD 470771.8 J05038 gl90823 Human ras-related C3 botulinum toxin substrate 
(rac) rnRNA, complete cds. 0 

40 CTAGATCGCGAGCGGCCATTTCCTGTTTCTCTGCAGTTTTCCTCAGCTTTGGGTGG 
TGGCCGCTGCCGGGCATCGGCTTCCAGTCCGCGGAGGGCGAGGCGGCGTGGACA 
GCGGCCCCGGCACCCAGCGCCCCGCCGCCCGCAAGCCGCGCGCCCGTCCGCCGC 
GCCCCGAGCCCGCCGCTTCCTATCTCAGCGCCCTGCCGCCGCCGCCGCGGCCCAG 
CGAGCGGCCCTGATGCAGGCCATCAAGTGTGTGGTGGTGGGAGACGGAGCTGTA 

45 GGTAAAACTTGCCTACTGATCAGTTACACAACCAATGCATTTCCTGGAGAATATA 
TCCCTACTGTCTTTGACAATTATTCTGCCAATGTTATGGTAGATGGAAAACCGGT 
GAATCTGGGCTTATGGGATACAGCTGGACAAGAAGATTATGACAGATTACGCCC 
CCTATCCTATCCGCAAACAGATGTGTTCTTAATTTGCTTTTCCCTTGTGAGTCCTG 
CATCATTTGAAAATGTCCGTGCAAAGTGGTATCCTGAGGTGCGGCACCACTGTCC 
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CAACACTCCCATCATCCTAGTGGGAACTAAACTTGATCTTAGGGATGATAAAGAC 
ACGATCGAGAAACTGAAGGAGAAGAAGCTGACTCCCATCACCTATCCGCAGGGT 
CTAGCCATGGCTAAGGAGATTGGTGCTGTAAAATACCTGGAGTGCTCGGCGCTCA 
CACAGCGAGGCCTCAAGACAGTGTTTGACGAAGCGATCCGAGCAGTCCTCTGCC 
5 CGCCTCCCGTGAAGAAGAGGAAGAGAAAATGCCTGCTGTTGTAAATGTCTCAGC 
CCCTCGTTCTTGGTCCTGTCCCTTGGAACCTTTGTACGCTTTGCTCAAAAAAAANC 
AAAACAAAANAACAAAAANTAACAACGGTGGAGCCTTCGCACTCAATGCCAACT 
TTTTGTTACAGATTAATTTTTCCATAAAACCATTITTTGAACCAATCAGTAATTTT 
AAGGTTTTGTTTGTTCTAAATGTAAGAGTTCAGACTCACATTCTATTAAAATTTAG 

1 0 CCCTAAAATGACAAGCCTTCTTAAAGCCTTATTTTTCAAAAGCGCCCCCCCCATT 
CTTGTTCAGATTAAGAGTTGCCAAAATACCTTCTGAACTACACTGCATTGTTGTG 
CCGAGAACACCGAGCACTGAACTTTGCAAAGACCTTCGTCTTTGAGAAGACGGT 
AGCTTCTGCAGTTAGGAGGTGCAGACACTTGCTCTCCTATGTAGTTCTCAGATGC 
GTAAAGCAGAACAGCCTCCCGAATGAAGCGTTGCCATTGGAACTCACCAGTGGA 

1 5 GTTAGCAGCACGTGTTCCCGACATAACATTGTACTGTAATGGAGTGAGCGTAGCA 
GCTCAGCTCTTTGGATCAGTCTTGTGATTTCATAGCGAGTTTTCTGACCAGCCCTC 
TTTGCCGGCAGCACTTTCTGAACCAGCACANCTGCTTACTTTCCCTCCTAACTGAA 
CGAACTTCCTGCTATTACGCCTTGCTGCGCGCTGCTAGCCCGAGCGCCTGCGCGC 
GTCTGTCTAGCTTGCTGCACCTCCACACACGCGCATCCACACACGCATCTACGTC 

20 TACTTTCTCTGCAGCCACACACAACTATCCGCACACGCTGCGACGCACTCTTACC 
ACTTACCACTTGGTACCAACGGCAACTGCAAAGCTGTCACGGCGTAACAAACCTC 
O • TTACAAACGGTTAAGTeTTeTGeTCAAAOTGCAGCTAGGATGAOl GCAAAGAAAG < 

Vi; ^i^GCCATGCGTGeCCAAATTGGGeATTTAATTCM-CT^ 

25 AGTCGCTAACTTAGTAAGTGCTTTTCTTATAGAACCCCTTCTGACTGAGCAATAT 
GCCTCCTTGTATTATAAAATCTTTCTGATAATGCATTAGAAGGTTTTTTTGTCGAT 
TAGTAAAAGTGCTTTCCATGTTACTTTATTCAGAGCTAATAAGTGCTTTCCTTAGT 
TTTCTAGTAACTAGGTGTAAAAATCATGTGTTGCAGCTATAGTTTTTAAAATATTT 
TAGATATTCTTAAACTATGAACCTTCTTAACATCACTGTCTTGCCAGATTACCGAC 

30 ACTGTCACTTGACCAATAC 

SEQ E) NO: 501 

>14871 BLOOD 232589.59 AF077208 g4679029 Human HSPC022 mRNA, complete cds. 0 
CTCCTGCCCCACCACCGCTGCTCCTCAGCAGGCGGGTGACGAGGCTGeACACCCC - 

35 TTGCGCCCGCAGAAACGCGCCTGGGCCCTGAGCTGTGCACCACCGACACTCTCCA 
GGCTCCGGACACGATGCAGGCCATCAAGTGTGTGGTGGTGGGAGATGGGGCCGT 
GGGCAAGACCTGCCTTCTCATCAGCTACACCACCAACGCCTTTCCCGGAGAGTAC 
ATCCCCACCGTGTTTGACAACTATTCAGCCAATGTGATGGTGGACAGCAAGCCAG 
TGAACCTGGGGCTGTGGGACACTGCTGGGCAGGAGGACTACGACCGTCTCCGGC 

40 CGCTCTCCTATCCACAGACGGACGTCTTCCTCATCTGCTTCTCCCTCGTCAGCCCA 
GCCTCTTATGAGAACGTCCGCGCCAAGTGGTTCCCAGAAGTGCGGCACCACTGCC 
CCAGCACACCCATCATCCTGGTGGGCACCAAGCTGGACCTGCGGGACGACAAGG 
ACACCATCGAGAAACTGAAGGAGAAGAAGCTGGCTCCCATCACCTACCCGCAGG 
GCCTGGCACTGGCCAAGGAGATTGACTCGGTGAAATACCTGGAGTGCTCAGCTCT 

45 CACCCAGAGAGGCCTGAAAACCGTGTTCGACGAGGCCATCCGGGCCGTGCTGTG 
CCCTCAGCCCACGCGGCAGCAGAAGCGCGCCTGCAGCCTCCTCTAGGGGTTGCA 
CCCCAGCGCTCCCACCTAGATGGGTCTGATCCTCCAGGATCCCCACCCAAAGCCT 
GATGGCACCCCGGCTGGCCATGCTGTCCCCTCCCTGTGGCGTTTCTTAGCAGATG 
GCrGCAGAGCTTCGTTGATGGTCTTTTCTGTACTGGAGGCCTCCTGAGGCCAGGA 



424 



WO 02/074979 



PCTYUS02/08456 



ACGTGCAAATTTGCAGGTGCTGCATCCCAAGCCCCTCATGCTCCTGCCTTCCTGA 
GGGCCAGAGGGGAGCCCCAGGACCCATTAAGCCACCCCCGTGTTCCTGCCGTCA 
GTGCCAACTGCCGCATGTGGAAGCATCTACCCGTTCACTCCAGTCCCACCCCACG 
CCTGACTCCCCTCTGGAAACTGCAGGCCAGATGGTTGCTGCCACAACTTGTGTAC 
5 CTTCAGGGATGGGGCTCTTACTCCCTCCTGAGGCCAGCTGCTCTAATATCGATGG 
TCCTGCTTGCCAGAGAGTTCCTCTACCCAGCAAAAATGAGTGTCTCAGAAGTGTG 
CTCCrCTGGCCTCAGTTCTCCTCTTTTGGAACAACATAAAACAAATTTAATTTTCT 
ACGCCTCTGGGGATATCTGCTCAGCCAATGGAAAATCTGGGTTCAACCAGCCCCT 
GCCATTTCTTAAGACTTTCTGCTGCACTCACAGGATCCTGAGCTGCACTTACCTGT 
10 GAGAGTCTTCAAACTTTTAAACCTTGCCAGTCAGGACTTTTGCTATTGCAAATAG 
AAAACCCAACTCAACCTGCTTAAGCAGAAAATAAATTTATTGATTCAAAAAAAA 
AAA 

SEQ ID NO: 502 

15 >14873 BLOOD 462958.2 M30471 gl78133 Human class III alcohol dehydrogenase 
(ADH5) chi subunit mRNA, complete cds. 0 

cgtcagtgcgcggcccaccccggatgtcagccccccgcgccgaccagaatccgt 

gaaacatggcgaacgaggttatcaagtggcaaggctgcagttgcttgggaggct 

ggaaagcctctgctccatagaggagatagaggtggcacccccaaaggctcatga 

20 agttcgaatcaagatcattgccactgcggtttgcccacaccgatgcctataccct 
gagtggagctgatcctgagggttgttttccagtgatcttgggacatgaaggtgct 
: - •ggaattgtggaaagtgttggtgagggagttagtaagctgaaggcgggtgacagt" 
y. .< : • . . •; gtcatcggactctacatggcacagtgtgg aga atgcaaatttl^gtgta aatcgta 5 

•■ aaagtaaggtnetgccagaagataagagtgagtcaagggaaaggattaarggcag. 

25 atggtaccagcagatttactl'gcaaaggaaagacaattttgcattacatgggaa 
ccagcacattttctgaatacacagttgtggctgatatctctgttgctaaaataga 
tcctttagcacctttggataaagtctgccttctaggttgtggcatttcaaccggtt 
atggtgctgctgtgaacactgccaagttggagcctggctctgtttgtgccgtcttt 
ggtctgggaggagtcggattggcagttatcatgggctgtaaagtggctggtgctt 

30 cccggatcattggtgtggacatcaataaagataaatttgcaagggccaaagagt 
ttggagccactgaatgtattaaccctcaggattttagtaaacccatccaggaagt 
gctcattgagatgaccgatggaagagtggactattcctttgaatgtatggtaatg 
tgaaggtcatgagagcagcacttgaggcatgtcacaagggctggggcgtcagcg 
tcgtggttggagtagctgcttcaggtgaaga^attgcgactg&tGcattccaggt 

35 ggtaacaggtcgcacatggaaaggcactgcctttggaggatggaagagtgtaga 
aagtgtcccaaagttggtgtctgaatatatgtccaaaaagataaaagttgatga 
atttgtgactcacaatctgtcttttgatgaaatcaacaaagcctttgaactgatg 
cattctggaaagagcattcgaactgttgtaaagatttaattcaaaagagaaaaa 
taatgtccatcctgtcgtgatgtgataggagcagcttaacaggcagggagaagc 

40 gcctccaacctcacagcctcgtagagcttcacagctactccagaaaatagggtta 
tgtgtgtcattcatgaatctctataatcaaggacaaggataattcagtcatgaac 
ctgttttctggatgctcctccacataaataattgctagtttattaaggaatatttt 
aacataataaaagtaatttctacatttgtgtggaaattgtcttgttttatgctgtc 
atcattgtcacggtttgtctgcccattatcttcattctgcaagggaaagggaaag 

45 gaagcagggcagtggtgggtgtctgaaacctcagaaacataacgttgaactttt 
aagggtctcagtccccgttgattaaagaacagatcctagccatcagtgacaaag 
ttaatcaggacccaagtctgcttctgtgatattatctttaagggaggtactgtgc 
cttgttcatacctgtaccccaaattcctaggatggcatctgcccttcagggggca 
ctaaaatgtattattgaaacagcattctgggcttaaataggtgtatgtatgtgtt 
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GGTTGTGACTGTACTATTTCTAGTATAGTGAACTACATACTGAATATCCAAGTTCT 
CAGCACCTACTTTTGTCAAATCTTAACATTTTGCCACTTCGAGATCACATTGCCAT 
TCCTCCCCTCCAGAGGTAACAATTATCCACAATTTGATGTTTATCATTCCTGTGTT 
GTTGTACTTTCACTGTGTATAACCTAAACCATCTACTCTTTAGTACTGTTTTATAT 
5 ATTTTTAAGCCTCATACTTGCTCATTCTACAGCTTTTTTCACTCATTATTGTATAAT 
TATATCTGAAGCTCTCGTTCATTAATTTTAGTCCTGTGTAGCAGAATTCAATTACG 
GGAACTACCATAATTTATCTGTTCTCCAGTTGAAGGCATGAAGTTGTTGCCAGTT 
TCTGTATTATAACACTGTAGTGGAACATTCTTCTGCATTGGGCTCACTGCGTGTTA 
CCTAAGACGTATCACAGAATAAACACATTTAGCCTTATAGACATTGCCAAATTGC 

1 0 TCTTCAAAGTAAATGTGAGTTTTTGTG AATTACATGAGTATGGAATGGTGTTTTAT 
TATGACTTTAGTTTGCATTTTCCTCAATTCTCGTTAAATCCTTCATTCTAATGGAC 
ATTTTATTGTGAAGAACCTGTTCATATCCTGTGCTCAACTTTGTATTGAATTATTT 
TTCTCTGAATAATTTTTAGGAGTTCTTTTATTCTAGACATCAATCATTTGTCAGTTT 
TATATGTTGCAAATATCTTCTAGTCTATCTTGTGACTTTTCTTTTTACTTTATGGTA 

1 5 TTTTGTTGAATAAAGTTTTAATGTAGTCACATAAAAAAGATGACTAAGAGGGAG 
GACGTTTGGGAGGGGAAAGAGTGTGGGGTGTGGAGATGTGAGCACGCGGCGGG 
GCGCTGAGGGGGGGAGCGCGGGAAGTGCGGACGAGGGAGAAAAGAGGGGGGG 
CGGCGCGCGGGTCGGGGTGGGAGGCGTTTGAGGGCACCCGGGGCATGGAGAGCC 
CGCTGGTGCAGGGGCAGCGCGGGAGGGTGGAGCGAGGGTGATGCCCCCGAGTAT 

20 GGGCGAGTCCGGTGTAGAGTCTCTTGTGGGAGGATGTGCGTGGGAGGAGAGGGC 
GGTTGTGCCGCGCGGGTACCGCGCGTGTTGATGAAGGTTTGTAGAACGCGCCCCC 
• . - . GAGAATGGCATGeCGGTGTGCATGTGAGAGTGGTCGGGGGG • :.. x \ H - 

SEQI1>NO:503 ' ; 1. ' : ■"' ••' -•>-T ;; ;w . v 

25 >14882 BLOOD 1 13621.5 AL1H)197 g5817115 Human mRNA; cDNA DKFZp586J021 
(from clone DKFZp586J021). 0 

AGCCCCCCGGCCCGCCATGGGCGCCGCGGCCCGCACCCTGCGGCTGGCGCTCGG 
CCTCCTGCTGCTGGCGACGCTGCTTCGCCCGGCCGACGCCTGCAGCTGCTCCCCG 
GTGCACCCGCAACAGGCGTTTTGCAATGCAGATGTAGTGATCAGGGCCAAAGCG 

3 0 GTCAGTGAGAAGGAAGTGGACTCTGGAAACGAC ATTTATGGCAACCCTATCAAG 
AGGATCCAGTATGAGATCAAGCAGATAAAGATGTTCAAAGGGCCTGAGAAGGAT 
ATAGAGTTTATCTACACGGCCCCCTCCTCGGCAGTGTGTGGGGTCTCGCTGGACG 
TTGGAGGAAAGAAGGAATATCTCATTGCAGGAAAGGCCGAGGGGGACGGCAAG 
ATGCACATCACCCTCTGTGACTTCATGGTGCCeTGGGACACCCTGAGCACCACCC 

35 AGAAGAAGAGCCTGAACCACAGGTACCAGATGGGCTGCGAGTGCAAGATCACGC 
GCTGCCCCATGATCCCGTGCTACATCTCCTCCCCGGACGAGTGCCTCTGGATGGA 
CTGGGTCACAGAGAAGAACATCAACGGGCACCAGGCCAAGTTCTTCGCCTGCAT 
CAAGAGAAGTGACGGCTCCTGTGCGTGGTACCGCGGCGCGGCGCCCCCCAAGCA 
GGAGTTTCTCGACATCGAGGACCCATAAGCAGGCCTCCAACGCCCCTGTGGCCA 

40 ACTGCAAAAAAAGCCTCCAAGGGTTTCGACTGGTCCAGCTCTGACATCCCTTCCT 
GGAAACAGCATGAATAAAACACTCATCCCATGGGTCCAAATTAATATGATTCTGC 
TCCCCCCTTCTCCTTTTAGACATGGTTGTGGGTCTGGAGGGAGACGTGGGTCCAA ■ 
GGTCCTCATCCCATCCTCCCTCTGCCAGGCACTATGTGTCTGGGGCTTCGATCCTT 
GGGTGCAGGCAGGGCTGGGACACGCGGCTTCCCTCCCAGTCCCTGCCTTGGCACC 

45 GTCACAGATGCCAAGCAGGCAGCACTTAGGGATCTCCCAGCTGGGTTAGGGCAG 
GGCCTGGAAATGTGCATTTTGCAGAAACTTTTGAGGGTCGTTGCAAGACTGTGTA 
GCAGGCCTACCAGGTCCCTTTCATCTTGAGAGGGACATGGCCCTTGTTTTCTGCA 
GCTTCCACGCCTCTGCACTCCCTGCCCCTGGCAAGTGCTCCCATCGCCCCGGTGC 
CCACCATGAGCTCCCAGCACCTGACTCCCCCCACATCCAAGGGCAGCCTGGAACC 
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AGTGGCTAGTTCTTGAAGGAGCCCCATCAATCCTATTAATCCTCAGAATTCCAGT 
GGGAGCCTCCCTCTGAGCCTTGTAGAAATGGGAGCGAGAAACCCCAGCTGAGCT 
GCGTTCCAGCCTCAGCTGAGTCTTTTTGGTCTGCACCCACCCCCCNANCCTGCTCC 
CCGCCCACATGCTCCCCAGCTTGCAGGAGGAATCGGTGAGGTCCTGTCCTGAGGC 
5 TGCTGTCCGGGGCCGGTGGCTGCCCTCAAGGTCCCTTCCCTAGCTGCTGCGGTTG 
CCATTGCTTCTTGCCTGTTCTGGCATCAGGCACCTGGATTGAGTTGCACAGCTTTG 
CTTTATCCGGGCTTGTGTGCAGGGCCCGGCTGGGCTCCCCATCTGCACATCCTGA 
GGACAGAAAAAGCTGGGTCTTGCTGTGCCCTCCCAGGCTTAGTGTTCCCTCCCTC 
AAAGACTGACAGCCATCGTTCTGCACGGGGCTTTCTGCATGTGACGCCAGCTAAG 

10 CATAGTAAGAAGTCCAGCCTAGGAAGGGAAGGATTTTGGAGGTAGGTGGCTTTG 
GTGACACACTCACTTCTTTCTCAGCCTCCAGGACACTATGGCCTGTTTTAAGAGA 
CATCTTATTTTTCTAAAGGTGAATTCTCAGATGATAGGTGAACCTGAGTTGCAGA 
TATACCAACTTCTGCTTGTATTTCTTAAATGACAAAGATTACCTAGCTAAGAAAC 
TTCCTAGGGAACTAGGGAACCTATGTGTTCCCTCAGTGTGGTTTCCTGAAGCCAG 

1 5 TGATATGGGGGTTAGGATAGGAAGAACTTTCTCGGTAATGATAAGGAGAATCTC 
TTGTTTCGTCCCACCTGTGTTGTAAAGATAAACTGACGATATACAGGCACATTAT 
GTAAACATACACACGCAATGAAACCGAAGCTTGGCGGCCTGGGCGTGGTCTTGC 
AAAATGCTTCCAAAGCCACCTTAGCCTGTTCTATTCAGCGGCAACCCCAAAGCAC 
CTGTTAAGACTCCTGACCCCCAAGTGGCATGCAGCCCCCATGCCCACCGGGACCT 

20 GGTCAGCACAGATCTTGATGACTTCCCTTTCTAGGGCAGACTGGGAGGGTATCCA 
GGAATCGGCCCCTGCCCCACGGGCGTTTTCATGCTGTACAGTGACCTAAAGTTGG 
TAAGATGTGATAATGGACGAGTGGATGTGATTTCAGTATATAGAACTCCAGCAGA 
CGGCTCGAACCCATATAACACGCCACCCGTGTTCGCTTCGTGTATGGTGATATCAT 
ATGTAACATTTACTCCTGT3TGTGCTGATTGTTTT1TTAATGTTTTGGTTTGTTTTT 

25 GACATCAGCTGTAATCATTCCTGTGCTGTGTTTTTTATTACCCTTGGTAGGTATTA 
GACTTGCACTTTTTTTAAAAAAAGGTTTCTGCATCGTGGAAGCATTTGACCCAGA 
GTGGAACGCGTGGCCTATGCAGGTGGATTCCTTCAGGTCrTTCCTTTGGTTCTTTG 
AGCATCTTTGCTTTCATTCGTCTCCCGTCTTTGGTTCTCCAGTTCAAATTATTGCA 
AAGTAAAGGATCTTTGAGTAGGTTCGGTCTGAAAGGTGTGGCCTTTATATTTGAT 

30 CCACACACGTTGGTCTTTTAACCGTGCTGAGCAGAAAACAAAACAGGTTAAGAA 
GAGCCGGGTGGCAGCTGACAGAGGAAGCCGCTCAAATACCTTCACAATAAATAG 
TGGCAATATATATATAGTTTAAGAAGGCTCTCCATTTGGCATCGTTTAATTTATAT 
GTTATGTTCTAAGCACAGCTCTCTTCTCCTATTTTCATCCTGGAAGCAACTCAAAA 
•< - TATTTAAAATAAAGTTTACATTGTAGTTAtTTTGAAi\TCTTTGCTTGATAAGTATT 

35 AAGAAATATTGGACTTGCTGCCGTAATTTAAAGCTCTGTTGATTTTGTTTCCGTTT 
GGATTTTTGGGGGAGGGGAGCACTGTGTTTATGCTGGAATATGAAGTCTGAGACC 
TTCCGGTGCTGGGAACACACAAGAGTTGTTGAAAGTTGACAAGCAGACTGCGCA 
TGTCTCTGATGCTTTGTATCATTCTTGAGCAATCGCTCGGTCCGTGGACAATAAAC 
AGTATTATCAAAGAATGATACAAAGCATCAGAGACATGCGCAGTCTGCTTGTCA 

40 ACTTTCAACAACTCTTGTGTG 

SEQ ID NO: 504 

>1491 1 BLOOD 337076.6 M36089 g340396 Human DNA-repair protein (XRCC1) mRNA, 
complete cds. 0 

45 TAATACAGCAAAAAGATTTGCTTTCTCGGCTTCAGTGTGGGCGGTAACTCCATCG 
TGCAATGAGAAAGGCGAATTTCTTCCAGACACCAATCCCGGAGGTCGCTTCTGTT 
GCTAGGCTCCCAGAAAGCAGGGTTCGGACGTCATTGGGAGGCGAGGCTAGAGCG 
GGGTTGTGTGTGGCGGAGGGAGGCGGGGCTGGAGGAAACGCTCGTTGCTAAGGA 
ACGCAGCGCTCTTCCCGCTCTGGAGAGGCGCGACTGGGCTTGCGCAGTGTCGACG 
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CCGGCGCCGGCGCGCCGGGGTTTGAAAGGCCCGAGCCTCGCGCGCTTGCGCACT 
TTAGCCAGCGCAGGGCGCACCCCGCTCCCTCCCACTCTCCCTGCCCCTCGGACCC 
CATACTCTACCTCATCCTTCTGGCCAGGCGAAGCCCACGACGTTGACATGCCGGA 
GATCCGCCTCCGCCATGTCGTGTCCTGCAGCAGCCAGGACTCGACTCACTGTGCA 
5 GAAAATCTTCTCAAGGCAGACACTTACCGAAAATGGCGGGCAGCCAAGGCAGGC 
GAGAAGACCATCTCTGTGGTCCTACAGTTGGAGAAGGAGGAGCAGATACACAGT 
GTGGACATTGGGAATGATGGCTCAGCTTTCGTGGAGGTGCTGGTGGGCAGTTCAG 
CTGGAGGCGCTGGGGAGCAAGACTATGAGGTCCTTCTGGTCACCTCATCTTTCAT 
GTCCCCTTCCGAGAGCCGCAGTGGCTCAAACCCCAACCGCGTTCGCATGTTTGGG 

1 0 CCTGACAAGCTGGTCCGGGCAGCCGCCGAGAAGCGCTGGGACCGGGTCAAAATT 
GTTTGCAGCCAGCCCTACAGCAAGGACTCCCCCTTTGGCTTGAGTTTTGTACGGT 
TTCATAGCCCCCCAGACAAAGATGAGGCAGAGGCCCCGTCCCAGAAGGTGACAG 
TGACCAAGCTTGGCCAGTTCCGTGTGAAGGAGGAGGATGAGAGCGCCAACTCTC 
TGAGGCCGGGGGCTCTCTTCTTCAGCCGGATCAACAAGACATCCCCAGTCACAGC 

1 5 CAGCGACCCGGCAGGACCTAGCTATGCAGCTGCTACCCTCCAGGCTTCTAGTGCT 
GCCTCCTCAGCCTCTCCAGTCTCCAGGGCCATAGGCAGCACCTCCAAGCCCCAGG 
AGTCTCCCAAAGGGAAGAGGAAGTTGGATTTGAACCAAGAAGAAAAGAAGACC 
CCCAGCAAACCACCAGCCCAGCTGTCGCCATCTGTTCCCAAGAGACCTAAATTGC 
CAGCTCCAACTCGTACCCCAGCCACAGCCCCAGTCCCTGCCCGAGCACAGGGGG 

20 CAGTGACAGGCAAACCCCGAGGAGAAGGCACCGAGCCCAGACGACCCCGAGCT 
GGCCCAGAGGAGCTGGGGAAGATCCTTCAGGGTGTGGTAGTGGTGCTGAGTGGC 
■ , -. ' . . ^TTeCAGAACCGGTTCGGCTGGGAGCTGGGAGATAAGGCCCTAGAGCTTGGGGCCA 

M- ' AGTATGGGCCAGACTGGACGCGGGACAGCAGGCAGGTCA.TCTGTGGCTTTGCCAA 
GACCCCCAAGTAGAGCCAGGTCGTAGGGCTGGGAGGCCGCATCGTGCGTAAGGA' 

25 GTGGGTGCTGGAGTGTCACCGCATGCGTCGGCGGCTGCCCTCCCAGAGGTACCTC 
ATGGCAGGGCCAGGTTCCAGCAGTGAGGAGGATGAGGCCTCTCACAGCGGTGGC 
AGCGGAGATGAAGCCCCCAAGCTTCCTCAGAAGCAACCCCAGACCAAAACCAAG 
CCCACTCAGGCAGCTGGACCCAGCTCACCCCAGAAGCCCCCAACCCCTGAAGAG 
ACCAAAGCAGCCTCACCAGTGCTCCAGGAAGATATAGACATTGAGGGGGTACAG 

30 TCAGAAGGACAGGACAATGGGGCGGAAGATTCTGGGGACACAGAGGATGAGCT 
GAGGAGGGTGGCAGAGCAGAAGGAACACAGACTGCCCCCTGGCCAGGAGGAGA 
ATGGGGAAGACCCGTATGCAGGCTCCACGGATGAGAACACGGACAGTGAGGAA 
CACCAGGAGGCTCCTGATCTGCCAGTCCCTCrAGCTCCCAGATTTCTTCCAGGGCA 
AGCACTTCTTTCf?TAeGGGli3AGrrcG : CTG 

35 ATACGTCACAGCCTTCAATGGGGAGCTCGAGGACTATATGAGTGACCGGGTTCA 
GTTTGTGATCACAGCACAGGAATGGGATCCCAGCTTTGAGGAGGCCCTGATGGA 
CAACCCCTCCCTGGCATTCGTTCGTCCCCGATGGATCTACAGTTGCAATGAGAAG 
CAGAAGTTACTTCCTCACCAGCTCTATGGGGTGGTGCCGCAAGCCTGAAGTATGT 
GCTATAC 

40 

SEQ ID NO: 505 

>14916 BLOOD 337528.6 M37763 gl 89300 Human neurotrophin-3 (NT-3) gene, complete 
cds. 0 

GCTGGGTGGAGGGAACGACTCGGCAGCCTCTTCTGGCCCTGAGGAAGACGTCGA 
45 TATTTTGGCACGAGGGGAGCCACTGAAGGACTACCCTACCCTTGCGAGGGACCG 
CAGGAGGTGACGCCCCTGGGCCTCGGTGGGCGCTTCTGGCGGTTTTCGATGTGGC 
AACCCCCATCAGCCAGGATAATGATGAGATCTTACAGGTGAACAAGGTGATGTC 
CATCTTGTTTTATGTGATATTTCTCGCTTATCTCCGTGGCATCCAAGGTAACAACA 
TGGATCAAAGGAGTTTGCCAGAAGACTCGCTCAATTCCCTCATTATTAAGCTGAT 
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CCAGGCAGATATTTTGAAAAACAAGCTCTCCAAGCAGATGGTGGACGTTAAGGA 
AAATTACCAGAGCACCCTGCCCAAAGCTGAGGCTCCCCGAGAGCCGGAGCGGGG 
AGGGCCCGCCAAGTCAGCATTCCAGCCGGTGATTGCAATGGACACCGAACTGCT 
GCGACAACAGAGACGCTACAACTCACCGCGGGTCCTGCTGAGCGACAGCACCCC 
5 CTTGGAGCCCCCGCCCTTGTATCTCATGGAGGATTACGTGGGCAGCCCCGTGGTG 
GCGAACAGAACATCACGGCGGAAACGGTACGCGGAGCATAAGAGTCACCGAGG 
GGAGTACTCGGTATGTGACAGTGAGAGTCTGTGGGTGACCGACAAGTCATCGGC 
CATCGACATTCGGGGACACCAGGTCACGGTGCTGGGGGAGATCAAAACGGGCAA 
CTCTCCCGTCAAACAATATTTTTATGAAACGCGATGTAAGGAAGCCAGGCCGGTC 

1 0 AAAAACGGTTGCAGGGGTATTGATGATAAACACTGGAACTCTCAGTGCAAAACA 
TCCCAAACCTACGTCCGAGCACTGACTTCAGAGAACAATAAACTCGTGGGCTGG 
CGGTGGATACGGATAGACACGTCCTGTGTGTGTGCCTTGTCGAGAAAAATCGGA 
AGAACATGAATTGGCATCTCTCCCCATATATAAATTATTACTTTAAATTATATGAT 
ATGCATGTAGCATATAAATGTTTATATTGTTTTTATATATTATAAGTTGACCTTTA 

1 5 TTTATTAAACTTCAGCAACCCTACAGTATATAAGCTTTTTTCTCAATAAAATCAGT 
GTGCTTGCCTTCCCTCAGGCCTCTCCCATCTGTTAAAACTTGTTTTGTGATCCGGC 
TCTCAGGAGTCACTCTGTAAAATCTGTGTACACCAGTATTTTGCATTCAGTATTGT 
CAAGGCCATGACTGTTGTTTTAGTAAACTTGTTAAAATCAGATGATGTCAGAGTT 
GTGTATAAACACAGTGTATATC 

20 

SEQIDNO: 506 

.• : >14923 BLOOD 332483 X M36634- £340264 Human vasoactive intestinal peptide: (VIP) ; 

rriRNA, complete eds. 0.. 'f. v»- W. •. . , : v ; - . ■■. ■■ -. .. ■ > 

-■ •( ATAAAATGATGGGCTTTGAAATGCTGGTCAGGGTAGAGTGAGAAGCACGAGCAG 

25 GCAGTAACAGGCAACCCTTAGCCATTGCTAAGGGCAGAGAACTGGTGGAGCCTT 
TCTCTTACTCCCAGGACTTCAGCACCTAAGACAGCTCCAAAACAAACCAGAACA 
GTCAGCTCCGGGGGAGCACCGACTGGGCGAGAGGCACAGAAATGGACACCAGA 
AATAAGGCCCAGCTCCTTGTGCTCCTGACTCTTCTCAGTGTGCTCTTCTCACAGAC 
TTCGGCATGGCCTCTTTACAGGGCACCTTCTGCTCTCAGGTTGGGTGACAGAATA 

30 CCCTTTGAGGGAGCAAATGAACCTGATCAAGTTTCATTAAAAGAAGACATTGAC 
ATGTTGCAAAATGCATTAGCTGAAAATGACACACCCTATTATGATGTATCCAGAA 
ATGCCAGGCATGCTGATGGAGTTTTCACCAGTGACTTCAGTAAACTCTTGGGTCA 
ACTTTCTGCCAAAAAGTACCTTGAGTCTCTTATGGGAAAACGTGTTAGCAGTAAC 
ATCTGAGAAGAeCCTGTAGGAGTCAAAGGTGACTCAGATGCAGTCTTCACTGACA 

35 ACTATACCCGCCTTAGAAAACAAATGGCTGTAAAGAAATATTTGAACTCAATTCT 
GAATGGAAAGAGGAGCAGTGAGGGAGAATCTCCCGACTTTCCAGAAGAGTTAGA 
AAAATGATGAAAAAGACCTTTGGAGCAAAGCTGATGACAACTTCCCAGTGAATT 
CTTGAAGGAAAATGATACGCAACATAATTAAATTTTGAGTTCTACATAAGTAATT 
CAAGAAAACAACTTCAATATCCAAACCAAATAAAAATATTGTGTTGTGAATGTTG 

40 TGATGTATTCTAGCTAATGTAATAACTGTGAAGTTTACATTGTAAATAGTATTTG 
AGAGTTCTAAATTTTGTCTTTAACTCATAAAAAGCCTGCAATTTCATATGCTGTAT 
ATCCTTTCTAACAAAAAAATATATTTAATGATAAGTAAATGCTAGGTTAATTCCA 
ATTATATGAGACGTTTTTGGAAGAGTAGTAATAGAGCAAAATTGATGTGTTTATT 
TATAGAGTGTACTTAACTATTCAGGAGAGTAGAACAGATAATCAGTGTGTCTAAA 

45 TTTGAATGTTAAGCAGATGGAATGCTGTGTTAAATAAACCTCAAAATGTCTAAGA 
TAGTAACAATGAAGATAAAAAGACATTCTTCCAAAAAGATTTTCAGAAAATATT 
ATGTGTTTCCATATTTTATAGGCAACCTTTATTTTTAATGGTGTTTTAAAAAATCT 
CAAATTTGGATTGCTAATCACCAAAGGCTCTCTCCTGATAGTCTTTCAGTTAAGG 
AGAACGACCCCTGCTTCTGACACTGAAACTTCCCTTTCTGCTTGTGTTAAGTATGT 
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GTAAAATGTGAAGTGAATGAAACACTCAGTTGTTCAATAATAAATATTTTTGCCA 
TAATGACTCAGAATATTGCTTTGGTCATATGAGCTTCCTTCTGTGAAAGTACATTT 
GGAGACACAACTATTTTTCCAAAATAATTTTAAGAAATCAAAGAGAGAAAATAA 
AGACCTTGCTTATGATTGCAGAT 

5 

SEQ ID NO: 507 

>14933 BLOOD 332882.1 X58377 g22952 Human mRNA for adipogenesis inhibitory 
factor. 0 

GCTCAGGGCACATGCCTCCCCTCCCCAGGCCGCGGCCCAGCTGACCCTCGGGGCT 

1 0 CCCCCGGCAGCGGACAGGGAAGGGTTAAAGGCCCCCGGCTCCCTGCCCCCTGCC 
CTGGGGAACCCCTGGCCCTGTGGGGACATGAACTGTGTTTGCCGCCTGGTCCTGG 
TCGTGCTGAGCCTGTGGCCAGATACAGCTGTCGCCCCTGGGCCACCACCTGGCCC 
CCCTCGAGTTTCCCCAGACCCTCGGGCCGAGCTGGACAGCACCGTGCTCCTGACC 
CGCTCTCTCCTGGCGGACACGCGGCAGCTGGCTGCACAGCTGAGGGACAAATTC 

1 5 CCAGCTGACGGGGACCACAACCTGGATTCCCTGCCCACCCTGGCCATGAGTGCA 
GGGGCACTGGGAGCTCTACAGCTCCCAGGTGTGCTGACAAGGCTGCGAGCGGAC 
CTACTGTCCTACCTGCGGCACGTGCAGTGGCTGCGCCGGGCAGGTGGCTCTTCCC 
TGAAGACCCTGGAGCCCGAGCTGGGCACCCTGCAGGCCCGACTGGACCGGCTGC 
TGCGCCGGCTGCAGCTCCTGATGTCCCGCCTGGCCCTGCCCCAGCCACCCCCGGA 

20 CCCGCCGGCGCCCCCGCTGGCGCCCCCCTCCTCAGCCTGGGGGGGCATCAGGGCC 
GCCCACGCCATCCTGGGGGGGCTGCACCTGACACTTGACTGGGCCGTGAGGGGA 
. vGTGCTGCTGGTGAAGACTCGGCTGTGAGCCGGGGCCCAAAGCCAeCACGGTCCTT 
CCAAAGCCAGATCTTATTTA'nTATTTA'lTTCAGTACTGGGGGCGAAACAGCCAG 
LGTGACECCCCGCGGGAXTATCTCCCGGTAGTTAGAGACAGTCCn^CGGTGAGGCGT :' 

25 GGGGGGCATCTGTGCCTTATTTATACTTATTTATTTCAGGAGCAGGGGTGGGAGG ; 
CAGGTGGACTCCTGGGTCCCCGAGGAGGAGGGGACTGGGGTCCCGGATTCTTGG 
GTCTCCAAGAAGTCTGTCCACAGACTTCTGCCCTGGCTCTTCCCCATCTAGGCCTG 
GGCAGGAACATATATTATTTATTTAAGCAATTACTTTTCATGTTGGGGTGGGGAC 
GGAGGGGAAAGGGAAGCCTGGGTTTTTGTACAAAAATGTGAGAAACCTTTGTGA 

30 GACAGAGAACAGGGAATTAAATGTGTCATACATATCCACTTGAGGGCGATTTGT 
CTGAGAGCTGGGGCTGGATGCTTGGGTAACTGGGGCAGGGCAGGTGGAGGGGAG 
ACCTCCATTCAGGTGGAGGTCCCGAGTGGGCGGGGCAGCGACTGGGAGATGGGT 
CGGTCAGCGAGACAGCTCTGTGGAGGCAGGGTCTGAGCCTTGCCTGGGGCCCCG 

35 NNNNNNNNNNNN^ 

NNNNNNNNNNN^NNNKNNNNNN^ 

NNNNNNNNNN^ 

NNNNNNNNNNTNNNNNN^ 

NNNNN^MNN^^^IN^ 
40 NNNNNNNNNNNNAGGTCTTCAATAAATATTTAATGGAAGGT^^ 

CTGTGATCAACAGTACCCGTATGGGACAAAGCTGCAAGGTCAAGATGGTTCATT 

ATGGCTGTGTTCACCATAGCAAACTGGAAACAATCTAGATATCCAACAGTGAGG 

GTTAAGCAACATGGTGCATCTGTGGATAGAACACCACCCAGCCGCCCGGAGCAG 

GGACTGTCATTCAGGGAGGCTAAGGAGAGAGGCTTGCTTGGGATATAGAAAGAT 
45 ATCCTGNhWNNNNNNNNNNN^ 

MSINNNNNNNNNNNN^ 

NNNNNNhMSIN^ 

AACAGCAGGCTACAAAACCACTGCATGCTGTGATCCCAATTTTGTGTTTTTCTTTC 
TATATATGGATTAAAACAAAAATCCTAAAGGGAAATACGCCAAAATGTTGACAA 
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TGACTGTCTCCAGGTCAAAGGAGAGAGGTGGGATTGTGGGTGACTTTTAATGTGT 
ATGATTGTCTGTATTTTACAGAATTTCTGCCATGACTGTGTATTTTGCATGACACA 
TTTTAAAAATAATAAACACTATTTTTAG 

5 SEQ JD NO: 508 

>14948 BLOOD 351209.16 X59960 g402620 Human mRNA for sphingomyelinase. 0 
TCAGAGGAAGAGGAAGGGGCGGACTGCTTTGCGGCCGGCCGCGGAGCAGTCAGC 
CGACTACAGAGAAGGGTAATCGGGTGTCCCCGGCGCCGCCCGGGGCCCTGAGGG 
CTGGCTAGGGTCCAGGCCGGGGGGGACGGGACAGACGAACCAGCCCCGTGTAGG 

1 0 AAGCGCGACAATGCCCCGCTACGGAGCGTCACTCCGCCAGAGCTGCCCCAGGTC 
CGGCCGGGAGCAGGGACAAGACGGGACCGCCGGAGCCCCCGGACTCCTTTGGAT 
GGGCCTGGCGCTGGCGCTGGCGCTGGCGCTGGCGCTGGCGCTGGCGCTGGCGCT 
GGCTCTGTCTGACTCTCGGGTTCTCTGGGCTCCGGCAGAGGCTCACCCTCTTTCTC 
CCCAAGGCCATCCTGCCAGGTTACATCGCATAGTGCCCCGGCTCCGAGATGTCTT 

1 5 TGGGTGGGGGAACCTCACCTGCCCAATCTGCAAAGGTCTATTCACCGCCATCAAC 
CTCGGGCTGAAGAAGGAACCCAATGTGGCTCGCGTGGGCTCCGTGGCCATCAAG 
CTGTGCAATCTGCTGAAGATAGCACCACCTGCCGTGTGCCAATCCATTGTCCACC 
TCTTTGAGGATGACATGGTGGAGGTGTGGAGACGCTCAGTGCTGAGCCCATCTGA 
GGCCTGTGGCCTGCTCCTGGGCTCCACCTGTGGGCACTGGGACATTTTCTCATCTT 

20 GGAACATCTCTTTGCCTACTGTGCCGAAGCCGCCCCCCAAACCCCCTAGCCCCCC 
AGCCCCAGGTGCCCCTGTCAGCCGCATCCTCTTCCTCACTGACCTGCACTGGGAT 
CATGAGTACGTGGAGGGGGACGGAGCGTGACTGTGCAGACCCACTGTGCTGCCG 
• ' GGGGGGTTCTGGCGTGCGGGCCGCATCGGGGCGAGGTGCCGGATACTGGGGCGA c.-s 
^ATAGAGCAAGTGTGAGCTGGGGGTGAGGACCCTGGAGAGCCTGTl'GAGTGGGGT/ 

25 GGGCCCAGCCGGCCCTTTTGATATGGTGTACTGGACAGGAGACATCCCCGCACAT 
GATGTCTGGCACCAGACTCGTCAGGACCAACTGCGGGCCCTGACCACCGTCACA 
GCACTTGTGAGGAAGTTCCTGGGGCCAGTGCCAGTGTACCCTGCTGTGGGTAACC 
ATGAAAGCACACCTGTCAATAGCTTCCCTCCCCCCTTCATTGAGGGCAACCACTC 
CTCCCGCTGGCTCTATGAAGCGATGGCCAAGGCTTGGGAGCCCTGGCTGCCTGCC 

30 GAAGCCCTGCGCACCCTCAGAATTGGGGGGTTCTATGCTCTTTCCCCATACCCCG 
GTCTCCGCCTCATCTCTCTCAATATGAATTTTTGTTCCCGTGAGAACTTCTGGCTC 
TTGATCAACTCCACGGATCCCGCAGGACAGCTCCAGTGGCTGGTGGGGGAGCTTC 
AGGCTGCTGAGGATCGAGGAGACAAAGTGCATATAATTGGCCACATTCCCCCAG 

; GGCACTGtCTGAAGAGCTGGAGCTGGAA'n A1TACCGAA1TG 1AGCCAGGTATG 

35 AGAACACCCTGGCTGCTCAGTTCTTTGGCCACACTCATGTGGATGAATTTGAGGT 
CTTCTATGATGAAGAGACTCTGAGCCGGCCGCTGGCTGTAGCCTTCCTGGCACCC 
AGTGCAACTACCTACATCGGCCTTAATCCTGGTTACCGTGTGTACCAAATAGATG 
GAAACTACTCCAGGAGCTCTCACGTGGTCCTGGACCATGAGACCTACATCCTGAA 
TCTGACCCAGGCAAACATACCGGGAGCCATACCGCACTGGCAGCTTCTCTACAG 

40 GGCTCGAGAAACCTATGGGCTGCCCAACACACTGCCTACCGCCTGGCACAACCT 
GGTATATCGCATGCGGGGCGACATGCAACTTTTCCAGACCTTCTGGTTTCTCTAC 
CATAAGGGCCACCCACCCTCGGAGCCCTGTGGCACGCCCTGCCGTCTGGCTACTC 
TTTGTGCCCAGCTCTCTGCCCGTGCTGACAGCCCTGCTCTGTGCCGCCACCTGATG 
CCAGATGGGAGCCTCCCAGAGGCCCAGAGCCTGTGGCCAAGGCCACTGTTTTGCT 

45 AGGGCCCCAGGGCCCACATTTGGGAAAGTTCTTGATGTAGGAAAGGGTGAAAAA 
GCCCAAATGCTGCTGTGGTTCAACCAGGCAAGATCATCCGGTGAAAGAACCAGT 
CCCTGGGCCCCAAGGATGCCGGGGAAACAGGACCTTCTCCTTTCCTGGAGCTGGT 
TTAGCTGGATATGGGAGGGGGTTTGGCTGCCTGTGCCCAGGAGCTAGACTGCCTT 
GAGGCTGCTGTCCTTTCACAGCCATGGAGTAGAGGCCTAAGTTGACACTGCCCTG 
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GGCAGACAAGACAGGAGCTGTCGCCCCAGGCCTGTGCTGCCCAGCCAGGAACCC 
TGTACTGCTGCTGCGACCTGATGCTGCCAGTCTGTTAAAATAAAGATAAGAGACT 
TGGACTCCAAAAAAAAAAAAAAGG 

5 SEQIDNO:509 

>14954 BLOOD 289783.4 M38694 g339561 Human transforming growth factor-beta (tgf- 
beta) mRNA, complete cds. 0 

GGAGTCCGTGGCGAGAGCGCGCTCAGCCCCGCCGCGATGCCCGCGCGCCCAGGA 
CGCCTCCTCCCGCTGCTGGCCCGGCCGGCGTGCCTGACTGCGCTGCTCTTGCAGC 

1 0 TGCTGGGTCATGGCGGCGGCGGGCGCTGGGGCGCCCGGGCCCAGGAGGCGGCGG 
CGTGCGGCGGCGGACGGGCCCCCCGCGGCAGACGGCGAGGACGGACAGGACCC 
GCACAGCAAGCACCTGTACACGGCCGACATGTTCACGCACGGGATCCAGAGCGC 
CGCGCACTTCGTCATGTTCTTCGCGCCCTGGTGTGGACACTGCCAGCGGCTGCAG 
CCGACTTGGAATGACCTGGGAGACAAATACAACAGCATGGAAGATGCCAAAGTC 

1 5 TATGTGGCTAAAGTGGACTGCACGGCCCACTCCGACGTGTGCTCCGCCCAGGGG 
GTGCGAGGATACCCCACCTTAAAGCTTTTCAAGCCAGGCCAAGAAGCTGTGAAG 
TACCAGGGTCCTCGGGACTTCCAGACACTGGAAAACTGGATGCTGCAGACACTG 
AACGAGGAGCCAGTGACACCAGGGCCGGAAGTGGAACCGCCCAGTGCCCCCGA 
GCTCAAGCAAGGGCTGTATGAGCTCTCAGCAAGCAACTTTGAGCTGCACGTTGCA 

20 CAAGGCGACCACTTTATCAAGTTCTTCGCTCCGTGGTGTGGTCACTGCAAAGCCC 
TGGCTCCAACCTGGGAGCAGCTGGCTCTGGGCCTTGAACATTCCGAAACTGTCAA 

• " / GATTGGGAAGGTTGA'rrGTAGACAGGACTATGAACTGTGC'l'CCGGAAACCAGGlT 

r >• ~ : .CGTGGGT ATCCC ACTCTTCTCTGGTTCCGAG ATGGG AA AA/VC KJTGGATC AG;f AC A •• 
. AGGGAAAGOGGGATTTGGAGTOAGTGAGGGAGTACGTGGAGTCGGAGGTGGAGC 

25 GCACAGAGACTGGAGCGACGGAGACCGTCACGCCCTCAGAGGCCCCGGTGCTGG 
CAGCTGAGCCCGAGGCTGACAAGGGCACTGTGTTGGCACTCACTGAAAATAACT 
TCGATGACACCATTGCAGAAGGAATAACCTTCATCAAGTTTTATGCTCCATGGTG 
TGGTCATTGTAAGACTCTGGCTCCTACTTGGGAGGAACTCTCTAAAAAGGAATTC 
CCTGGTCTGGCGGGGGTCAAGATCGCCGAAGTAGACTGCACTGCTGAACGGAAT 

30 ATCTGCAGCAAGTATTCGGTACGAGGCTACCCCACGTTATTGCTTTTCCGAGGAG 
GGAAGAAAGTCAGTGAGCACAGTGGAGGCAGAGACCTTGACTCGTTACACCGCT 
TTGTCCTGAGCCAAGCGAAAGACGAACTTTAGGAACACAGTTGGAGGTCACCTC 
.TCCTGCGCAGCTCCCGCACCCTGCGTTTAGGAGTTCAGTCCCACAGAGGCCACTG 

35 TTTGTGTGTGTGTTTTCCAAGCCAACACACTCTACAGATTCTTTATTAAGTTAAGT 
TTCTCTAAGTAAATGTGTAACTCATGGTCACTGTGTAAACATTTTCAGTGGCGAT 
ATATCCCCTTTGACCTTCTCTTGATGAAATTTACATGGTTTCCTTTGAGACTAAAA 
TAGCGTTGAGGGAAATGAAATTGCTGGACTATTTGTGGCTCCTGAGTTGAGTGAT 
TTTGGTGAAAGAAAGCACATCCAAAGCATAGTTTACCTGCCCACGAGTTCTGGAA 

40 AGGTGGCCTTGTGGCAGTATTGACGTTCCTCTGATCTTAAGGTCACAGTTGACTC 
AATACTGTGTTGGTCCGTAGCATGGAGCAGATTGAAATGCAAAAACCCACACCT 
CTGGAAGATACCTTCACGGCCGCTGCTGGAGCTTCTGTTGCTGTGAATACTTCTCT 
CAGTGTGAGAGGTTAGCCGTGATGAAAGCAGCGTTACTTCTGACCGTGCCTGAGT 
AAGAGAATGCTGATGCCATAACTTTATGTGTCGATACTTGTCAAATCAGTTACTG 

45 TTCAGGGGATCCTTCTGTTTCTCACGGGGTGAAACATGTCTTTAGTTCCTCATGTT 
AACACGAAGCCAGAGCCCACATGAACTGTTGGATGTCTTCCTTAGAAAGGGTAG 
GCATGGAAAATTCCACGAGGCTCATTCTCAGTATCTCATTAACTCATTGAAAGAT 
TCCAGTTGTATTTGTCACCTGGGGTGACAAGACCAGACAGGCTTTCCCAGGCCTG 
GGTATCCAGGGAGGCTCTGCAGCCCTGCTGAAGGGCCCTAACTAGAGTTCTAGA 
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GTTTCTGATTCTGTTTCTCAGTAGTCCTTTTAGAGGCTTGCTATACTTGGTCTGCTT 
CAAGGAGGTCGACCTTCTAATGTATGAAGAATGGGATGCATTTGATCTCAAGACC 
AAAGACAGATGTCAGTGGGCTGCTCTGGCCCTGGTGTGCACGGCTGTGGCAGCT 
GTTGATGCCAGTGTCCTCTAACTCATGCTGTCCTTGTGATTAAACACCTCTATCTC 
5 CCTTGGGAATAAGCACATACAGGCTTAAGCTCTAAGATAGATAGGTGTTTGTCCT 
TTTACCATCGAGCTACTTCCCATAATAACCACTTTGCATCCAACACTCTTCACCCA 
CCTCCCATACGCAAGGGGATGTGGATACTTGGCCCAAAGTAACTGGTGGTAGGA 
ATCTTAGAAACAAGACCACTTATACTGTCTGTCTGAGGCAGAAGATAACAGCAG 
CATCTCGACCAGCCTCTGCCTTAAAGGAAATCTTTATTAATCACGTATGGTTCAC 

10 AGATAATTCTTTTTTTAAAAAAACCCAACCTCCTAGAGAAGCACAACTGTCAAGA 
GTCTTGTACACACAACTTCAGCTTTGCATCACGAGTCTTGTATTCCAAGAAAATC 
AAAGTGGTACAATTTGTTTGTTTACACTATGATACTTTCTAAATAAACTCTTTTTT 
TTTAAAAGTCTGGTCTTTCCTTCAATGTTACAGCAAAACAGATATAAAATAGACA 
ATAAATTATAGTTTATATTTACAAAAAAAGCTGTAAGTGCAAACAGTTGTAGATT 

1 5 ATAAATGTATTATTTAATCAGTTTAGTATGAAATTGCCTTCCCAGTACATGATTGT 
GAAAAAGACATTTAGAAAATATTCTAAAATTTAATCTGAGCCTCACTTTCTACAA 
GGGAAATCATGATTTCCGTTCATAAACAGCATGCTCATCCCCCTAACACCATTCT 
1ATAAGCTGGGCACCCTCATTTTATTTTCTTCGTTGGTTCTAACCCTGTGGCGTGG 
TATGCTGTATAGTAAAAAGGCAGAGAACCACTTTACTGAAAAGGTACTAGAGCC 

20 GGCAGTCCAGAAGTTAATGTGCTGGTCAAAGAACCGTTCTGGTAAAGAAGAGGT 
GAGCATTGCCTTCACGTGTTACACGGTTACACACCCCTTGTAGCCTCACCTCAGT 
■ • . A : GTAATCAGTCTACTTTTGGTAGTAGCAAAGAGTAGAGCAAATGGAGGATTGAGG 
• ' : -TGTAGAAATGGTATGTTrTGGCTGAAATAAG.TGTAri^_TCACACGAAGAAAACTC .'• 
. GAGGACGAACATACAAGAGGAATGACTGAGAGAAGGGGGCCCGGT(SGAGCCCTG 

25 '-■ GCTGTGGCCTGGGCTGTGCGTCCTGTGGACTTCTGGGAATGAACTGAACAGAGGC 
GTTCCCCCCACTTCCCCGATTTCTGTTCTCTGTAAAATCTACCTTTGATAGACAGT 
ACTGAACCAGCTGATCCTTTAGCCAAGAATACATTTAACTCCTTTGAGATTATTTT 
CCCTATTTACTAACAAACACCCCAAATAGCTTGATCTACAGCTAAAACTAATTTT 
GGTGGGTTTTTGGGGGAGGAGGGTAGGAAGAGCTTCACGGTTATGTTTCTGCAGT 

30 TACCAGACCTTATGCTACAGACATCCAAACTCAGCTTGCTACAGACCAACAACTA 
CTCACGTCATTTACCAAGTGAGCAAATTATTAATGAGGTCCTTTAAAATCTTCCT 
GGGTAATAAGGCACTGGCATGAGATAGTTTCAAAGTCTCATCGTCCCACCTCCAA 
CTGTGCTTCCGTGTTTTTTTAAGGCAGATGTAATCTAGGAATCCAAGGCAGAATG 
TGTGTCCCCAGCATCTGGTTTCGAGTTAGTGGCATCCACAAGCTCTfAeAACCAT ' 

35 ATTCCTGTATTTTTTCAGAATGACATTGGAGTTGTCATCAAAGTAAAGAACCGAG 
ATGGCATTTAGCTTAGTTGGCGCACAGCACGGTTTGGGGACATACTCGGGGTTCA 
TAAGGTGAACCAAGGTCTGCACAATCGCGTGGTTGGTTGCATTCATGTGTGCGTT 
GAGTGGGAAGGAGCATTCTCCATCACAGTAATTGGCAGCATAGCCCTTGGGTGC 
AATGATCCAGTCCTGCCATCCCAGGTCTTGGAAACTCACATACAGCTCATGCTTC 

40 CTGCAGGCTGTTTTCAATTCACTGCTGTTGTAATCTGAAGCACTGGAGACCCGCG 
CCACGTCCTGGGACTGGGTAGAGCGATTACGACTCTGTTGTCGGCGCCGGCTGGA 
GGCTGACCTGGTGGTGCGCACGTGGACCTCACTCACTTTGAAGAAAGCCACCATG 
AAGGGCTGCTTGTCGTAAGGGCCGTCTCTGCCCACCAGGCCTGCGGCTCGGGGGT 
GGACGTGGACTCCATCCCTTGTCACCACGCTCAGCTGAAGCCCCATGTTATGCTG 

45 TGGAGTCACAACCCACAGATTGCTAGTGGCCGTGATGTCAAATTCCAGCCAGCCT 
TCTTCTGAGGCCCATACTACACGGGTGTCCAACAAAAACAGGTCAGAGTCTCTGT 
GCTGATGCTCCTGTAAGACTTGATAAATGCTGATAAGAAAAGTTTGGTTTTTAAA 
ACTCCCCATAACACAGTCCTTGTAGATGCGGAATTCTGCAGCCGTCACCACCTCA 
CCCTCAGGAATCTGGGATAAGTTGAACTTGAACTCTTTGTGGTGTCGCTGACGAG 
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GGGAGAACTCCTTGTCGTACTCCACCAGGTTCACAAAGCTCATGACCATGTCCGC 
GTCGTTGAGGAAGGCGCTGTCCTGCGCGCTGGTCAGTGGGGACGCGCCGCCGCT 
GCCAGATCCGGGGGCCAGAAGGCTCTTGCGGTTGAGCGGGTGCGCGGCGCCCGG 
GGGCGGCTGCCGACGCTGGGACGAGCTGGCTGCTTCGTGGGGCCAGGACTGCTG 
5 CCTCTCCCCCTCCGACGCCCCGTCCTCGTCGTTGTCGGCGGACAGGGCGTTGTAC 
AGATCCAGCATGAAGAGGGGCGCGGACTTCAGTCGCCCGGGAGGGGGCTCTCCG 
CGAGGCAGCTGCTGCTGCTGCTGCTGCTCCTCCTGCTGCCGGAGCGCCGGGGGCT 
GCGGCTGTTGGAGGCCGTGCAGGGGCCGGGGCCGGTGCGGGAGCCCCAGCACCG 
ACAAGATCTCCTTCTGCATCTCCCGCTTCTCCTGCGTCTTGAGCCGCCGGTACAGG 

1 0 AAGCCCGAGGAGGACTGCGGCGACGGCGGCGGCTGCTCCGTGCGGCCGGGGCTC 
CCGCCGTCCCCCAGCAGCTGCCCCCCGGCGGCGGCGGCCGCGGCAGCGGGCAAG 
GGCGGCCGCAGCGGCGGGGGCCCGCAGCAGCTGCACAGCAGCCCCCACCACCAG 
CACAGCCACTGCGCCCTCCGCCCCAGCCCCGGCATCCCCGCCCGGCCGGGCTGCC 
CCCGCGGATCCCGCGAGGCGTGGAGCGGCGGAGCGAGGCCGGAGCGCGGCCGCT 

1 5 GTGGCCCTTGGCGTGAGCAGTCCCCGCCACCTCTCGGCGGGCTCGCTTCCCC 

SEQ ID NO: 510 

>14959 BLOOD 995976.15 M25295 gl 86738 Human keratinocyte growth factor mRNA, 
complete cds. 0 

20 AGCACACACGCGCTCACACACAGAGAGAAAATCCTTCTGCCTGTTGATTTATGGA 
AACAATTATGATTCTGCTGGAGAACTTTTCAGCTGAGAAATAGTTTGTAGCTACA 
V • >-;■■ ' VGTAGAAAGGCTCAAGTTGGACGAGGCAGACAAGAGACATGGAATl'GTTATATAT • ■■ 
■ :;. ^GSAG^GlTAGCAACAAAACAAAjAGTCAAATAGCAAACAGCGTGACMGCAACTG 
. ■ ••; '-i'.-lAACviTTACTACGAACTGTfTTTATGAGGATT^ 

'25 ATCCTGTGTTGTTATCAGGAACTAAAAGGATAAGGCTAACAATTTGGAAAGAGC 
AACTACTCTTTCTTAAATCAATCTACAATTCACAGATAGGAAGAGGTCAATGACC 
TAGGAGTAACAATCAACTCAAGATTCATTTTCATTATGTTATTCATGAACACCCG 
GAGCACTACACTATAATGCACAAATGGATACTGACATGGATCCTGCCAACTTTGC 
TCTACAGATCATGCTTTCACATTATCTGTCTAGTGGGTACTATATCTTTAGCTTGC 

30 AATGACATGACTCCAGAGCAAATGGCTACAAATGTGAACTGTTCCAGCCCTGAG 
CGACACACAAGAAGTTATGATTACATGGAAGGAGGGGATATAAGAGTGAGAAG 
ACTCTTCTGTCGAACACAGTGGTACCTGAGGATCGATAAAAGAGGCAAAGTAAA 
AGGGACCCAAGAGATGAAGAATAATTACAATATCATGGAAATGAGGACAGTGGC 
- - AGTTGGAATTGTGGCAATCAAAGGGGTGGAA/VGfGAATTCTAtCTtGCAAtGAA 

35 CAAGGAAGGAAAACTCTATGCAAAGAAAGAATGCAATGAAGATTGTAACTTCAA 
AGAACTAATTCTGGAAAACCATTACAACACATATGCATCAGCTAAATGGACACA 
CAACGGAGGGGAAATGTTTGTTGCCTTAAATCAAAAGGGGATTCCTGTAAGAGG 
AAAAAAAACGAAGAAAGAACAAAAAACAGCCCACTTTCTTCCTATGGCAATAAC 
TTAATTGCATATGGTATATAAAGAACCAGTTCCAGCAGGGAGATTTCTTTAAGTG 

40 GACTGTTTTCTTTCTTCTCAAAATTTTCTITCCTTTTATTTTTTAGT 

GGCTGGAAAACTACTGAAAAACTGATCAAGCTGGACTTGTGCATTTATGTTTGTT 
TTAAGACACTGCATTAAAGAAAGATTTGAAAAGTATACACAAAAATCAGATTTA 
GTAACTAAAGGTTGTAAAAAATTGTAAAACTGGTTGTACAATCATGATGTTAGTA 
ACAGTAATTTTTTTCTTAAATTAATTTACCCTTAAGAGTATGTTAGATTTGATTAT 

45 CTGATAATGATTATTTAAATATTCCTATCTGCTTATAAAATGGCTGCTATAATAAT 
AATAATACAGATGTTGTTATATAAGGTATATCAGACCTACAGGCTTCTGGCAGGA 
TTTGTCAGATAATCAAGCCACACTAACTATGGAAAATGAGCAGCATTTTAAATGC 
TTTCTAGTGAAAAATTATAATCTACTTAAACTCTAATCAGAAAAAAAATTCTCAA 
AAAAACTATTATGAAAGTCAATAAAATAGATAATTTAACAAAAGTACAGGATTA 
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GAACATGCTTATACCTATAAATAAGAACAAAATTTCTAATGCTGCTCAAGTGGAA 
AGGGTATTGCTAAAAGGATGTTTCCAAAAATCTTGTATATAAGATAGCAACAGTG 
ATTGATGATAATACTGTACTTCATCTTACTTGCCACAAAATAACATTTTATAAATC 

5 GTATAATTCATATTTGGGAATATGGCTTTTAATAATGTTCTTCCCACAAATAATCA 
TGCTTTTTTCCTATGGTTACAGCATTAAACTCTATTTTAAGTTGTTTTTGAACTTTA 
TTGTTTTGTTATTTAAGTTTATGTTATTTATAAAAAAAAAACCTTAATAAGCTGTA 
TCTGTTTCATATGCTTTTAATTTTAAAGGAATAACAAAACTGTCTGGCTCAACTGC 
AAGTTTCCCTCCCCTTTGTGACTGACACTAAGCTAGCACACAGCACTTGGGCCAG 

10 CAAATCCTGGAAGGCAGACAAAAATAAGAGCCTGAAGCAATGCTTACAATAGAT 
GTCTCACACAGAACAATACAAACATGTAAAAAATCTTTCACCACATATTCTTGCC 
AATTAATTGGATCATATAAGTAAAATCATTACAAATATAAGTATTTACAGGATTT 
TAAAGTTAGAATATATTTGAATGCATGGGTAGAAAATATCATATTTTAAAACTAT 
GTATATTTAAATTTAGTAATTTTCTAATCTCTAGAAATCTCTGCTGTTCAAAAGGT 

1 5 GGCAGCACTGAAAGTTGTTTTCCTGTTAGATGGCAAGAGCACAATGCCCAAAAT 
AGAAGATGCAGTTAAGAATAAGGGGCCCTGAATGTCATGAAGGCTTGAGGTCAG 
CCTACAGATAACAGGATTATTACAAGGATGAATrTCCACTTCAAAAGTCTTTCAT 
TGGCAGATCTTGGTAGCACTTTATATGTTTACCAATGGGAGGTCAATATTTATCT 
AATTTAAAAGGTATGCTAACCACTGTGGTTTTAATTTCAAAATATTTGTCATAAA 

20 AGTCCCTTTACATAAATAGTATTTGGTAATACATTTATAGATGAGAGTTATATGA 
AAAGGCTAGGTCAACAAAAACAATAGATTCATTTAATTTTCCTGTGGTTGACCTA 

• ; rTAGGAGGAGGATGTAGAAAAeTAGAAAGAACTGCCClTGCTCAGATATACTCTTG : ! 
• " ■ ■: . GGAGAGAGCAGGAATGGTATTCTGAAGTATCAGCTGATTCAAGGAeTTTGCTAGG . I 
■ l V:\i ve : TAGGTTTTGAGGTGAGGCTTCAGTAACTGTAGTC'^TGTGAGCATATTGAGGGCAG. : ; 
i, 25 AGGAGGACTTAGTTTTTCATATGTGTTTCCTTAGTGCCTAGCAGACTATCTGTTCA 
TAATCAGTTTTCAGTGTGAATTCACTGAATGTTTATAGACAAAAGAAAATACACA 
CTAAAACTAATCTTCATTTTAAAAGGGTAAAACATGACTATACAGAAATTTAAAT 
AGAAATAGTGTATATACATATAAAATACAAGCTATGTTAGGACCAAATGCTCTTT 
GTCTATGGAGTTATACTTCCATCAAATTACATAGCAATGCTGAATTAGGCAAAAC 

30 CAACATTTAGTGGTAAATCCATTCCTGGTAGTATAAGTCACCTAAAAAAGACTTC 
TAGAAATATGTACTTTAATTATTTGTTTTTCTCCTATTTTTAAATTTATTATGCAAA 
TTTTAGAAAATAAAATTTGCTCTAGTTACACACCTTTAGAATTCTAGAATATTAA 
AACTGTAAGGGGCCTCCATCCCTCTTACTCATTTGTAGTCTAGGAAATTGAGATT 
TTGATACACCTAAGGTCACGCAGCTGGGTAGATAtACAGCTGTCACAAGAGTCTA 

35 GATCAGTTAGCACATGCTTTCTACTCTTCGATTATTAGTATTATTAGCTAATGGTC 
TTTGGCATGTTTTTGTTTTTTATTTCTGTTGAGATATAGCCTTTACATTTGTACACA 
AATGTGACTATGTCTTGGCAATGCACTTCATACACAATGACTAATCTATACTGTG 
ATGATTTGACTCAAAAGGAGAAAAGAAATTATGTAGTTTTCAATTCTGATTCCTA 
TTCACCTTTTGTTTATGAATGGAAAGCTTTGTGCAAAATATACATATAAGCAGAG 

40 TAAGCCTTTTAAAAATGTTCTTTGAAAGATAAAATTAAATACATGAGTTTCTAAC 
AATTAGAAAAGAAAAAATTAAAACATGANATGATAACAAAAGTAAACAAAAGA 
TACTTTCAAAGCAGTGAACAAAACATTTTGACATAAGCCATAATATAAATTATAA 
TATAAAAAATAAAAACCATAGTATAAATTGTCAGCCTTTGAGTTGGCTACAAATT 
CAATTTAATGACAGAAGAGAAGGGATGCTGGAGGTAAATTCTTAGGGTTTCTATC 

45 TCATAGAGTTTGCTCTTCTGGTTCTCTAGACTGCCAAAGAACATAAAGATGTGTG 
AGGGGACCTAGCTGTAGTAAAAGCAATCCTATAACAAGAAAAACTCTAAAACAG 
TGCCCCTTACGATTTTCTACTGAAATTTCTCTAATAGTAGAGGTGTAAAATAAGA 
AGTTAGAGAATAATGCAAAGGGGGCCCACCACAGACGGAACATTTCTTTTCTCTT 
AAGACTCATGTGATTTTTGCATCTTACTCCATAATATATTTGTGGTTGCGTTAATA 
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TGACAATGTCTGCAATTAAACACCAGTAAGCAAAATTGATACATCAGAATGACTT 
GCAGGGCTTATCATGCAGTTTGGTTTACATCCCTACTCCACTGCCATTTACTTGAG 
CGTGAATGAGACACAAAAGATTATTTGCCTCCCATAATCCAACTTTACACATAAA 
TAACACAAGGCTAAAGAAAACCAGAACTCAAATTCACCACGCATAGGAGTGATA 
5 ACAAAAATATTTAACAGTCAGTATGGGTGATTACTGGCCAATCAGAATACATCAC 
TGATACATCGAAATGGATGCAGGCCACTATGACTAACTTGTGGGTATCATTTCTA 
TGATCACCCTAAAACAGAGTTGGGAAAATATCTATTAACTGGTCTCTCTGGTTTG 
AATTCTCAATATGTATCTTAATATGAAATAGCTCATTAAAACTTCATGTGTAACT 
ATTTCAGCATTGTTGTCAGCTACTCTTTATTCCACTTCTGTACAGTATTTATTCAA 

1 0 CCAAGCTGCTGCTTTCAATGAAGGTCACTTGTTCCTTCAGGGACACATATACTCC 
CACCTATCCTTTAATTTTGAATGGTTTGTCAGGAAAATTTACTTTCTCTTGAGTTG 
AAAAACTTGACAGGAAGCAAGAAATAATACAGTCCTAGCCTCTTTCCAATAACA 
TCTGATTTCTCCATTCTCAAACTACACTTCTCAAGGAACCAGATATTTACTCTCAT 
CTGGGAAGATGCCTCTTATGTTTTCCTTTTACTTCCTGGTTATCATGTGGTTGCAT 

1 5 TTTCCAAGTTCTTATCATTGAATTTATGAGAGCCTATCAAAATTTATTTTCTTTCA 
TTTATATTCTAATAATTGAAATGTGAGATGAAAATAACATTTCACTTATGAAAAA 
CCCTTCTCTTGATGAATCCTTCCATGTGTTAGTTATCTATTGCTGTGNAACAANTT 
AANACTTAATGGCTTGAAAC 

20 SEQE)NO:511 

>14966 BLOOD 153659.5 X52015 g32576 Human niRNA for interleukin- 1 receptor 

• I ''• ! antagonist. ;0. ; > •. ! 'v- 'v . x -iA:M v r / i ■ • • 

• mW-M AGCTGGA€CCTGGGAGGGACTGTGGCGCAGGTAOTGGeGGGGTGCTAGTT0JATGG 

• GCAGGAGGTCAGTTGAGTTAGAGTCTGGAAGAGGTGAG/iAGAGCTCGTGTGGTAT 

25 GAGGCCCTCCCCATGGCTTTAGAGACGATCTGCCGACCCTCTGGGAGAAAATCCA 
GCAAGATGCAAGCCTTCAGAATCTGGGATGTTAACCAGAAGACCTTCTATCTGAG 
GAACAACCAACTAGTTGCTGGATACTTGCAAGGACCAAATGTCAATTTAGAAGA 
AAAGATAGATGTGGTACCCATTGAGCCTCATGCTCTGTTCTTGGGAATCCATGGA 
GGGAAGATGTGCCTGTCCTGTGTCAAGTCTGGTGATGAGACCAGACTCCAGCTGG 

30 AGGCAGTTAACATCACTGACCTGAGCGAGAACAGAAAGCAGGACAAGCGCTTCG 
CCTTCATCCGCTGAGACAGCGGCCCCACCACCAGTTTTGAGTCTGCCGCCTGCCC 
CGGTTGGTTCCTCTGCACAGCGATGGAAGCTGACCAGCCCGTCAGCCTCACCAAT 
ATGCCTGACGAAGGCGTCATGGTCACCAAATTCTACTTCGAGGAGGAGGAGTAG 
TACTGCCCAGGCCTGCCTGTTCCCATTCTTGGATGGCAAGGACTGCAGGGACTGC 

35 CAGTCCCCCCTGCCCCAGGGCTCCCGGCTATGGGGGCACTGAGGACCAGCCATTG 
AGGGGTGGACCCTCAGAAGGCGTCACAACAACCTGGTCACAGGACTCTGCCTCC 
TCTTCAACTGACCAGCCTCCATGCTGCCTCCAGAATGGTCTTTCTAATGTGTGAAT 
CAGAGCACAGCAGCCCCTGCACAAAGCCCTTCCATGTCGCCTCTGCATTCAGGAT 
CAAACCCCGACCACCTGCCCAACCTGCTCTCCTCTTGCCACTGCCTCTTCCTCCCT 

40 CATTCCACCTTCCCATGCCCTGGATCCATCAGGCCACTTGATGACCCCCAACCAA 
GTGGCTCCCACACCCTGTTTTACAAAAAAGAAAAGACCAGTCCATGAGGGAGGT 
TTTTAAGGGTTTGTGGAAAATGAAAATTAGGATTTCATGATTITTTTTTTCA 
CCGTGAAGGAGAGCCCTTCATTTGGAGATTATGTTCTTTCGGGGAGAGGCTGAGG 
ACTTAAAATATTCCTGCATTTGTGAAATGATGGTGAAAGTAAGTGGTAGCTTTTC 

45 CCTTCTTTTTCTTCITTTTTTGTGATGTCCCAACTTGT 

ACTATGTTAGCCCCATAACTTTTAATTTTTACAAGTTGTGGGACATCAC 
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SEQE>NO:512 

>15111 BLOOD 350447.18 M14333 gl81171 Human c-syn protooncogene mRNA, 
complete cds. 0 

CTAACATGCTTCTTCATCACAGGCACTCAGCAGCACAAAGACTCTCGTCCTGAAT 
5 CATTTCCCTTCCCCTAAATGAAACCTTGCTTCTTACCTCGTGACTGTAAGAGGCGG 
GGTTTCCGAGACGAATGTTTGAAGTGGGACTGGGTGGCCTCGTGATGAAGGTCA 
AAGCTCGAGGACTCCTGAACTGGATCCAGAGGCACCATCCCCCTTGCGAGCATCT 
CAGGTCCATGAACTTGACCTGGGACCTGTTGTCCTGATAAATCAAGCTCCAAGTC 
TTCTAGAAGGGTCACGGCCTCCTCTCCACTATCGGGGCGGTATTCCTGCAGCCAG 

1 0 ACCTGGAGCTCCTTGGGCAGGATGGAAAGAAACTGCTCTAGCACCAGAAGCTCC 
AGGATCTGTTCCTTGGTGTTTATTTCTGGCCGCAGCCACTGATGACAAAGTTCCTT 
CAGCCGACTGAGAGCCTCTCGGGGCCCAAAAGTGTTCTGGTAACAGAAGCGCCT 
GAAGCGTTGGCGGAATATCTCTGGGTCTGGAGGAGGCGTGTCCTGTAGGGTGGA 
ATCCTGCCCCCACATGTGGTCTTCCTCATCTTCCTCTTCCACCTTCACTATTACGA 

1 5 TACCATCCTTCTCCTGTGCAGCCTGTGGGGACAGACCCGTGGCTTCCCGTGATTC 
AGCAGTCATCATTCAGGCTCCAGGAACTGACTTGATCCAAACAGGGTCTGTGCTC 
ACCTTTATGTCCTGGGAGGTTTTATGATGTGTTTCTTTACTATTCCGTGAGCCCCG 
GGAGCGGCCTGGGGGCGCTGGGCGAGAAAGGGGAGCTGACTCTGGGGCTCAGG 
CCGGCCGAAGGGCACCGGCGAGGAGGGGGCTGCCGCGGGCGAGGAGGAGGGGT 

20 CGCCGCGAGCCGAAGGCCTTCGAGACCCGCCCGCCGCCCGGCGGCGAGAGTAGA 
GGCGAGGTTGTTGTGCGAGCGGCGCGTCCTCTCCCGCCCGGGCGCGCCGCGCTTC 
.TGCGAGCGCACCGAGGACCGCCCGGGCGGACACAAAGCCGCCGCCCGGGCGGGA 
• :• ,OCGGGG.e&CGGCCGCCGCCCGCGCCAGGGAGGGATTCGGCCGCOGGGCCGGGGA 
.CAGGCGGCtGGCCGCCCCCTGGGTGCTCTCGGAAGGGCCACCGGCTCCGGGGGCCG 

25 CCGGGGACCCCCCGGAGCCGCCTGGGCCGCGCCGGAGGAGGGCGGGGAGAGGA 
CCATGTGAGTGGGCTCCGGAGCCTCAGCGCCGCGCAGTTTTTTTGAAGAAGCAGG 
ATGCTGATCTAAACGTGGAAAAAGACCAGTCCTGCCTCTGTTGTAGAAGACATGT 
GGTGTATATAAAGTTTGTGATCGTTGGCGGAAATTTTGGAATTTAGATAATGGGC 
TGTGTGCAATGTAAGGATAAAGAAGCAACAAAACTGACGGAGGAGAGGGACGG 

30 CAGCCTGAACCAGAGCTCTGGGTACCGCTATGGCACAGACCCCACCCCTCAGCA 
CTACCCCAGCTTCGGTGTGACCTCCATCCCCAACTACAACAACTTCCACGCAGCC 
GGGGGCCAAGGACTCACCGTCTTTGGAGGTGTGAACTCTTCGTCTCATACGGGGA 
CCTTGCGTACGAGAGGAGGAACAGGAGTGACACTCTTTGTGGCGCTTTATGACTA 
TGAAGCAGGGACAGAAGATGACCTGAGTiTrCACAAAGGAGAAAAA'lTrCAAA'r 

35 ATTGAACAGCTCGGAAGGAGATTGGTGGGAAGCCCGCTCCTTGACAACTGGAGA 
GACAGGTTACATTCCCAGCAATTATGTGGCTCCAGTTGACTCTATCCAGGCAGAA 
GAGTGGTACTTTGGAAAACTTGGCCGAAAAGATGCTGAGCGACAGCTATTGTCCT 
TTGGAAACCCAAGAGGTACCTTTCTTATCCGCGAGAGTGAAACCACCAAAGGTG 
CCTATTCACTTTCTATCCGTGATTGGGATGATATGAAAGGAGACCATGTCAAACA 

40 TTATAAAATTCGCAAACTTGACAATGGTGGATACTACATTACCACCCGGGCCCAG 
TTTGAAACACTTCAGCAGCTTGTACAACATTACTCAGAGAGAGCTGCAGGTCTCT 
GCTGCCGCCTAGTAGTTCCCTGTCACAAAGGGATGCCAAGGCTTACCGATCTGTC 
TGTCAAAACCAAAGATGTCTGGGAAATCCCTCGAGAATCCCTGCAGTTGATCAA 
GAGACTGGGAAATGGGCAGTTTGGGGAAGTATGGATGGGTACCTGGAATGGAAA 

45 CACAAAAGTAGCCATAAAGACTCTTAAACCAGGCACAATGTCCCCCGAATCATT 
CCTTGAGGAAGCGCAGATCATGAAGAAGCTGAAGCACGACAAGCTGGTCCAGCT 
CTATGCAGTGGTGTCTGAGGAGCCCATCTACATCGTCACCGAGTATATGAACAAA 
GGAAGTTTACTGGATTTCTTAAAAGATGGAGAAGGAAGAGCTCTGAAATTACCA 
AATCTTGTGGACATGGCAGCACAGGTGGCTGCAGGAATGGCTTACATCGAGCGC 
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ATGAATTATATCCATAGAGATCTGCGATCAGCAAACATTCTAGTGGGGAATGGA 
CTCATATGCAAGATTGCTGACTTCGGATTGGCCCGATTGATAGAAGACAATGAGT 
ACACAGCAAGACAAGGTGCAAAGTTCCCCATCAAGTGGACGGCCCCCGAGGCAG 
CCCTGTACGGGAGGTTCACAATCAAGTCTGACGTGTGGTCTTTTGGAATCTTACT 
5 CACAGAGCTGGTCACCAAAGGAAGAGTGCCATACCCAGGCATGAACAACCGGGA 
GGTGCTGGAGCAGGTGGAGCGAGGCTACAGGATGCCCTGCCCGCAGGACTGCCC 
CATCTCTCTGCATGAGCTCATGATCCACTGCTGGAAAAAGGACCCTGAAGAACGC 
CCCACTTTTGAGTACTTGCAGAGCTTCCTGGAAGACTACTTTACCGCGACAGAGC 
CCCAGTACCAACCTGGTGAAAACCTGTAAGGCCCGGGTCTGCGGAGAGAGGCCT 

1 0 TGTCCC AGAGGCTGCCCCACCCCTCCCCATTAGCTTTCAATTCCGTAGCCAGCTG 
CTCCCCAGCAGCGGAACCGCCCAGGATCAGATTGCATGTGACTCTGAAGCTGAC 
GAACTTCCATGGCCCTCATTAATGACACTTGTCCCCAAATCCGAACCTCCTCTGT 
GAAGCATTCGAGACAGAACCTTGTTATTTCTCAGACTTTGGAAAATGCATTGTAT 
CGATGTTATGTAAAAGGCCAAACCTCTGTTCAGTGTAAATAGTTACTCCAGTGCC 

1 5 AACAATCCTAGTGCTTTCCTTTTTTAAAAATGCAAATCCTATGTGATTTTAACTCT 
GTCTTCACCTGATTCAACTAAAAAAAAAAAAGTATTATTTTCCAAAAGTGGCCTC 
TTTGTCTAAAACAATAAAATTTTTTTTCATGTTTTAACAAAAACCAATCAGGACA 
GGTGTTTGTTTTTGTTTTCTTTTTTATAAATATGAATATATATAATATATATGTCCC 
TGTACATATACAATGTGGGTGCTAATGTGGAGACTGTGGCCGGCCTGAGCCACCA 

20 AGCTGCGGGACCCAGAGGGAGGATTTTACTGCAAGTCAGCATCAAAGCACCGGT 
GTTATTCTGAAAACACCAGTGGCCTCATTTTTGGCTTTTGCAAAGCATGAATTTTT 
. • i.TCATTTGGATTGCAeTOCCTGGTTGAlTGACTGTACCTGTAGGTGGTTGTTACTTT,. 

C\ GACTGTTTTCAGGAACCACCGCGGAAGCT '■ 

25 CTGATACTACCAAGAGAACTGGAAGATGGATACCACACAAACTTCTTGTATAAA 
AATATGAATGCTGAAATGTTTCAGACATTTTTAATTTAATAAACCTGTAACCACA 
TTTAAGTGATCTAAAACCCATAGCATTGTAGTCATGGCAACCCGCTAAACTTTCT 
CATGCAACTAAAATTTCTGGGGGAAATGAGGGTGGGGGTTGTACATTTCCCATTG 
TAAAATAAGTGTTTTAAATGTCCTGTACTGCTAACGAATGACTTTCTATATGTCCA 

30 GGAGTTCTCCAGTGGAATAACTATGCACTACTTTACATTTCATGGGGATGCACAA 
AAACAAAAAAGTATTACATTTTTAGTTGCTGTTTGTACCAACCTTAAATTACATA 
TGTTTAACAACAACAAATCAAAAATCCTATTTCTATTGAGTTTTTAATACTGACTA 
GCAACTCTGAAGTCTTAATTCCTTTTTTGTXATGATTTATTTGTGAGTTTACATTTT 
TAAATTGTTTAACTTTC'CTAATT^ 

35 AAAAAANAAAAANGGGCGGCCGCCGACTAGTGA 

SEQIDNO: 513 

>15354 BLOOD 337518.7 Z32765 g525231 Human CD36 gene exon 15. 0 
AGAAGGGAGACCTGTGTACATTTGCTGATGTCTAGCACNCCATATGGTGTGCTAG 

40 ACATCAGCAAATGCAAAGAAGGGAGACCTGTGTACATTTCACTTCCTCATTTTCT 
GTATGCAAGTCCTGATGTTTCAGAACCTATTGATGGATTAAACCCAAATGAAGAA 
GAACATAGGACATACITGGATATTGAACCTATAACTGGATTCACTTTACAATTTG 
CAAAACGGCTGCAGGTCAACCTATTGGTCAAGCCATCAGAAAAAATTCAAGTAT 
TAAAGAATCTGAAGAGGAACTATATTGTGCCTATTCTTTGGCTTAATGAGACTGG 

45 GACCATTGGTGATGAGAAGGCAAACATGTTCAGAAGTCAAGTAACTGGAAAAAT 
AAACCTCCTTGGCCTGATAGAAATGATCTTACTCAGTGTTGGTGTGGTGATGTTT 
GTTGCTTTTATGATTTCATATTGTGCATGCAGATCGAAAACAATAAAATAAACCT 
GGCTCAAGCACAAACCAATTTGTGTTGTTCTGATTCAATAATTGGTTTCTGGGTG 
GCCAATTCAGAAGAAGAGTGTACATGCTCAACAAATCCTAGGCCCTGCATTCCTG 
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TCATCCTCATCCGGGGGAAACACCATCATCCCAGTAGCTGCCCTATTCAACTGCA 
ACAGTCTCCAGGACCATCAGTATACTGCATTTCATGTGCACCAAATATTTTGAAA 
GACATTTATAAATAATTGGCTTATGACTCATATTTCTCTATGAATACCTTCATACA 
GCAGGTATAACTCTTTTCTTTATGGGCTTAAATATTTTGTCACTGATCCTGCAAAT 
5 GGACATCATTTTAGCACACTAGCGGTTTATATTTTAAGGACCTTCATTCTCTGTTC 
TGCACCTCTTCTGGAAATTGAGTAAATTTTGCTTTTTTTTTTTTACTCAGTTGC 
TTACGCTTGGCATCTTCAGAATGCTTTTCTAGCATTAAGAGATGTAAATGATAAA 
GGAATTATTGTATGAAATATTACAAAGCGTAGACTATGCATTGTTATTCATTATA 
ATATTTTTTGCTGTCATAATCGCCTCATAAAGACAGGTTTCAACCATTAAAATAT 

1 0 GTTCTTCCTTAAATTCCTGTGCTTTTTCTAGrrCCTCTTGTGTCATAAAATGTTTAT 
CCTAATTTTCTCTCTGAAGTATATTTTATCTGAATCCACATTTCTTTATAAATCCAT 
AGTCCTTGCTGAAATATGCTTTCTAAATTTCTACCACTTTGTTCTAGGCTAATTTT 
TTAAGCTAATTGGATGAAGAACAAAAAGACATTTGGTTTCATCCTTTACAGCAGT 
AGGACAATTGCAAAGGTTTTTCCTTTTTCATAAGGAGACACATTAATAGGTAACT 

1 5 CTGTTTCTTGAGCAGGGGTTCACTTATTCTGAGAGCATTAGTTCTCCTAAAAAGCT 
CCAGCATAGAAAGGGAAGATAAACCAAATTCTAGCTTGTGTTTTACCCACAGAA 
GGATACAGGACAAAGGAATAGTAACTGGCCTGTTTGGATACTAAAATTGAAAAT 
AACTTTTAGCCTCCTCCTTATGATAGCCGCCAGAGTAAATGTTGAGCATTACTAC 
AGAAAAGCCACAAACCAAGAATCTACCTGTTTGGAAAGATCTTTTGCATCTCTGA 

20 AGGTGCTTAAAGCATACTTTAGTGCCTTTCCTTTTAACTGGGAAGATAAAAGAAG 
TATCTGTCCAAGATATTAATATGTAAGATAACATTGTAGACATGTTCTTCTGATA 
.. -ATAGAAGGTTTATTCTATTTGCATTAGGATATTTGTGGACATGTCGATGTAATATA 
• , AAGGAAAGTTTTTTAATCATFGAGGGATG^ 

;/ CITCTAAAGATAATTGGA^G AGAATATAGATATTGACCTGTATATT ATG ACTAAT' 

25 CATGACTCAGATCTTAATACAGGGATGATCTCATAGCATTTAGATATCAGAAAAG 
GTTTTGACCTATATGTCTTTAATATTTTTTGAATACATGTATAATCTTTATCATTCC 
TCAGTGTTTCATTTCTCAAATTCTGTAAAAGGAATATAAGAGGAAAGACAATTCA 
TATACAAAGACAACGAGATTAAAAATATGCAGTAGGAAAAATAATTACTTAAGG 

30 GTGTGCACATATGCACTGTGGTGGGAGTGGGGCAACTTGGGGAATATGTTACAT 
GTGTGACTTTGTTTTGCCCTGGCGAAGTTAATGTTGTTCAGAAAGGGTAAATGTT 
TGGACACTTGCAATTGCTCATGGATGAATTTATATGTTTTAGTCATAGAAAAATT 
GTACCCTTTGATAGAAGCACATTTTCTTTCGAAAGTTGGXTATTAACCACAGAATT 
ATAGCAGGTATTCATAACTTAAGTTTGAAAATCAATAGGGTCTGCAAATGGATTA 

35 ACAGATTAGAGAATCAACAGCATCGGAAAATAGGTTAATGCATATTGCTTCTAA 
CAAGTGCATGAAGAAATAGAAGAAGCTATGTAGCTTTCAGTTCTGACAGAAAAG 
GGTGAAGGAGGGTATCATTTCAAGAAAAAAAATAGCTATCACGCAATGGTTATC 
TCTGAAAATATTTGTATTAAGATGTGTATACATGGCCAGGCATGGTGGCTCATGC 
C 

40 

SEQIDNO:514 

>15389 BLOOD gi|1186305|gb|N45139.1|N45139 yzl3gll.sl 
Soares_multiple_sclerosis_2NbHMSP Homo sapiens cDNA clone IMAGE:282980 3', 
mRNA sequence 

45 CTGTTCAAAACAGTTTATTTTATTTTATTTTTTTTTTTG 

TTCTGGACCACAGTAGAGGATGGAAACCTTTCACAAACTTATTTATTTGAAAATA 
CAAATATAAAATTATACTTTCCACATCTGTGATGTGAGAGACTGCCATCCACATA 
GTAATTITTTACAACAGGGCTTTAAGAAAGCCACACACAAAGACCTGAAAGATG 
CTTAGATATATATATAGATAGATACATATATATGTATATATAT 
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SEQIDNO: 515 

>15418 BLOOD GB_N46975 gi|1188141|gb|N46975|N46975 yv28fl2.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE:244079 5', mRNA sequence [Homo 
5 sapiens] 

TTGGTCAACCACGCCAAGGGANNTNTCAGACTCCTTTCACAAGCCAGCTTCTGAC 
CCAGGCAGCTGACCCTCACCATGGACACTACAGGCCCTGGAATGGCCAGGGTGG 
ACCAAAAGCCATGCCAGCTGGGCATGACCCCAGGCAGCCAGCCACAGGTGANAG 
GGGGCTTGTTGGCTGAGTGATCTGCAGAGGAGANAGCAGCCCCAGC 

10 

SEQIDNO: 516 

>15620 BLOOD 238262.4 Incyte Unique 

TGTGCTCCCATCTTTACCCAGCCACTGTGTCCAGTCCATGGTGCCCCCATCTTTGC 
CCAGCCACCACCTCTTGTCTGACTCCCCGTCCTCCCCTTGGTGCTGGGCTCCTGCC 
1 5 TGTCCCTCCTCTGTCAAGTGCACCTGGACCTGGGAGTGACCTTGGAGTGACCTTG 
ACCCTGGCAGCTCCAACTCTCAACCCGTCAGCCAGGCTCCTTGAAACCTGGCTGG 
AGGGAAACGGCAAACCCTGCCACCTGGAGTCGCCTAAAATTCGCAGCCACGGTC 
CTCCAACAGGCCCCACGCTTCCCGCCAGTCCAGCACATTTCCTGGTTAATTTATA 
ATTCTGTTTTCCCAGGCAGCTATTTTGCAATTTCCAGGCTCAACAAAGCCTCCAAC 
20 AGTTCTTCACCTTCCTAATTCCGAGCTGTTGCCCACATTTGTTTATTTTATCAAAA 
GAACTTCCGGGCCGGGTGCAGTGGCTCAl^NNNNNNNNNh^ 
: • : VNNNNNNNNN>I>JNNNNNN^ ' 

AGTTACAGTTTACTAATAAA-GTTAAGTCTGGTTCTGTCCTAGAGGAAATAAATl'G. 

25 ACTATTAATTCATGTCTTAAGTTACTTGGGTTAAAACACTTTCAGCCACCCAGA1T 
AATTAAAGTGGAGCAGTGGAGCCCCTGGCTGGGAGATGGCCTCCAGAGGAGCAG 
CTGCAGGGCATGTTCTGGGCTTAGCGACAGAGGCAAGCAAGGGACTGGTGTCTC 
TGGTGAGAGGTGGGTTTGATGTATCTCTGTCCTATGCTGGTCTCTCTTCTCCTTl'A 
TAAAATCCTCTGTGGTCAACTGACTACTGCGTATCGCAGTGGAATAAGACTGCAC 

30 AGTTGCTGGTAGGTGAGTTTAAAGTCTTAATCTATGCATTCAGAGAAATATTTTT 
ATATGCTTTGTGTAATTTATAACAAGGATTTTTTTTTTAGCTTTGTTAACTGTGAA 
TTCACCCCTCCTCCTCCACTGCATATTTAAAGCATGTGTTCACACTGTGTGTAAAC 
ATTCACTGAAGATTTTTTCTTTGTGCATIGGTGAC.TGTTCAAACATAACAAGTATT 
ArTAAAATTAAATATfAAGTGACTCAAAAAAAGAAAAAAGAAAAGAAAAAAATT 

35 GGAA 

SEQIDNO: 517 

>15743 BLOOD Hs.75277 gnl|UG|Hs#S 1569956 Homo sapiens mRNA; cDNA 
DKFZp586M141 (from clone DKFZp586M141) /cds=UNKNOWN/gb=AL050139 

40 /gi=4884349 /ug=Hs.75277 /len=33 1 2 

TATTATTCTGATGGATACAGATAATGATCTTTTCTCTTGTGAGGTATCTTCATTTA 
TGCACTGTCCAAAAATAGCCATGTGTAAGAGTCTTTCTGTATGACGAACTACATG 
GAAAAGACTTCTGTGGACATAATTCTGACCGAAACCCATGAAGTTACTTCAGTAT 
AAGAAGAACGTTACACGGAAATCACCAAATATTTTGCAACTTTATTTCTTCTGAC 

45 ATGGAGTGAACATCAATAGGAATACTTTCAAAGAAAATGAAAACACAGAAGCAA 
AGAGAAATGTGGCACTTCACATTTTAAACTACAGATGGACTTGGTTTGAGGGAG 
GGGGAATCACAGATTTGGTGCTAAGTTAATTAGAAACTGGCAGCGTTTTACAGTA 
GTACACCAGCCTGGATGTTTTTTCTAAAATGTTTACCTGGGAGAGCTGGGGTTTG 
TTTGTGAGGAGAAAGAGTACTGTGGAAAACCTCTGCTTGAGTACCATGTGGCCA 
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GGCCTATGTGGATGGCTACTCCGTGCTGTGCGGCTTCACCAGCGGTTGGGATTGG 
CCCAGCTTGGAGTGCTTGTGTGGTCCAACCTCAGTCTGGCCCCATAGTGACTTTT 
GCCCCATGATTCTGCTTCACTGTTGGAATCCTCTTTGAAGTTCCCCCTCTCTTTGC 
TAAAGCAGTGAAGGAAGAGAACAGAGACAAACTCTTTGGACTGTGAAAGAGAA 
5 GGTAGAGAATTCCAGGCAACAGTCTGACCAAGGGTGTAAACCAGTTTATTATAT 
ATATATTTTTCCTTTGAATTAAAACCTAGAGTGTTGTATTTTTCTTTCTTTTTTTTT 
TTTTITTTITrTTACCCTTTTTC 

ACCCAAACACCTACACAACGTTTAGGCTTCCTGTAAGGTTTGAATGAGACAGATG 
TACTCTGAAGGCTGGTGGTAAATGTGTTTGATGACCAGACTCTTCATACAGTCGG 

10 CTTGGGCCACTTTAAAGGACAAAAGCCAGAGCTCAGCTTTATCCCTCTCCCAGTG 
CTGGGAGCCAAAAAACTGTTGACAGTTTTTTGTGCAGCTCAAGAAAACTTTGAAA 
AGAACATGCTTTAACTGAAGCATTGGACTCTGCAGCTTTCTGTGTAAGGCCCGTG 
TACTCCCACTGGGCAGGGTGAGGACCAAAAATCTGAAACTCTTATGAATCTGAC 
ATATTATATGGAAATTATAXCTTGTGACCGTCTTCAAGTGCATGGACTTAAAATT 

15 CATGAGAGACTAAATGTGAGGGAGAGGTGGATTTAAAGAGGCCAGACCTTAACC 
AAAGATGCTGAGATACAGCATTCTGTCCCCCCTGCCCTAGAAACTCCATAAATGC 
TGTCACAACCCTATCATTGCTGATGCTTTCTGCATGTCAGCAGTCCAGGAGGATG 
CTTTTTGTCTCTCTTTGCCTCCACTTTACAAAAGATAATATGATAGAGGCAACGTT 
TATAACAGTCACATTTAATTATAATGTACATCAAAGGCAGAATTTCAGAATGGTT 

20 TCTTAAATTTCCTTGGGAACGGTTTCCACATATCAGTTATAGACAAAGGCCATGG 
GACTATGCTAAACCAATAAAACCTTATTAGCAAATCTTTAGATTCTGACTTAGCC 
' : \ . . AGAGCATGTGAGTGTTCAAGTACAGTTTTACAGTGGGTAAGGTTGTCTCTTGATC', 
-U TTTTTTCTGCGTTGTGTGAIFGAGAGATGCTATT'I'CTGTTTTATTGGTGATTATAGGA • 
GAGTTCTAATAGATAAATGAAGGGGTATTGGTGCCTCTTTATTTTAAAAAATTTG 

25 AAGAAAAGAGCCACGTCATATTCATAGGGTGTGTATTTTTTGAGTGTGAGCATTr 
AATTGAAAATAAGAAAGCTATGAAGTAAATGTTAACTTCTCTGTAGCAGCTAATG 
CATAGAGACACTAAAACCCACACCACATTTTGTGGGAAATGAGGATCCTGATCCT 
CTTTTGTCCTCTCCAGGTAGTCTCGCAGGTTATGCAGCTTAAGTTCAGTCTTCTTT 
ATGCTGCGATTGATTTCCACCTCAGTGGCTTAGCCTTTGGGACAGTGGATACTGC 

30 AACAGCCAAGAACTCTTGGTTATCCGCACAAGCTGCTGGTAGACTACATTAGCCC 
TCTGGTTTTCCAGCTCAACCTCTGATAAAGTGGACTGAGAGCCACGCTGCTCAGT 
CTGTTTCGTCAGCCGACTCAGGTTATTTTCAGGGAAGGCATGGAGGCATAGTTTG 
GTTAGTTTCATCACTAGGATGTATAAGG'TGAGGACACAAACCAAATACCTTTCTT 
TCATCACTTAACTATACGTACrTTATCTCTGGTAACACTAGAATGCTGTGGTCTTG 

35 AGGGAATGTTAGCAAGGAACACATAGAAGATTTGGTGTTTCATAAGCCTGTCTA 
GGTGTGGCAGGTTTTGTGTGGTACACTGATGTTTACCATAAGCAGGTACAAGCTT 
CATGAACCGTTCTTAATGAACTATAATTGAATAGATACCAAAAATAGAATGACA 
AATGTATTTTAATAGCAGATGAGGCAGTTTTAGGATGAATTTTCCACTGTTGATTT 
TACTTCAAGACATAGCAAGAGAAACAAAATTTTGTTTTCAAGACATTTCCACTGC 

40 AGTTTCAAGCTGTAGTGGGCATATGCTTCATTTACTTCCAAAGAGGCAAAAGCAG 
CTGGAATTGGCTTACAGCACATGCTTTGTTTCATGTTATGGGTGAGGACCTACAT 
ACACTCTTACTTTAGCAGTCACTTAACCTTCTCCAGCAAGGCAGTTGTGGGGTTC 
ACTAGGATTTAGTGCCTGATCTTTTTTTTGGGAAGGGGCGGGAATGAATGTGTTG 
GGGCTGGGAGGGAAGCAGAAGAAAATGGGAGTGTGAGTGAGTGTGCATGTGTCT 

45 GAAGTTCACCATTGCCCCCACCTGCACCTAGCAAGGAACAGGTGTTTGATGTATT 
TTGCTCATGACTGCAGTATGCATGTATTTTTT^ 

CACTAAAGGATTCATCAAATCATCTTGTTCAGATGGCTCAGGATTGTATTTATTTT 
GCTTACCCCGTGCTCTTGGGTTCTATAGTATTTCTATAATTATGTAACGAGAATAG 
TGTTGCACTGTAATCTATCATATAGAGCTATATGTATGGAAAATTTTGATCAATTT 
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TTTAAGAAATGTATCCTGTTTGCAAAGGCACAGTAAAGTTGCATCTTATAGACTA 
TAGGC AATAAAGCTAAC AAT AAAC CTT ATTT AAC AC AAACC AAAAAAAAAAAAA 
AAAAGG 

5 SEQIDN0:518 

>15833 BLOOD GB_N63635 gi|1211464|gb|N63635|N63635 zal6cl2.sl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone MAGE:292726 3' similar to gb:M54915 PM-1 
PROTO-ONCOGENE SERJNE/THREONINE-PROTEIN KINASE (HUMAN);, mRNA 
sequence [Homo sapiens] 

10 TTTTTTCCAGGTTAGAATGCGCATCTTTCAAAAAAAAAAAAAAAAACAGGTAAA 
ATAACTTAAAGGCAAAATTTCTTAAAAATTAGATCCACTACAATCTTTTTGTATA 
CTACCATGCCAACTGTACACACATTTACAGCTTTTCTGTTGATTGCATTGTTTGTG 
CATTTTTTGTGTGTGTGAGGTCTTGGCTTTGAAACAGTTAAGTAAAAACCAAAAA 
GGAAGACCAGTTCNCNCGGAGTTTTACNAAAGGAGGCAGAAAAAAGGGCAGGT 

15 GGCCCAGCGTTTGGCCCAGTAGCCNCTTCCATGGCNCCTTTC 

SEQK)NO:519 

>15915 BLOOD 233764.7 Y1271 1 g6759555 Human mRNA for putative progesterone 
binding protein. 0 

20 GCCTAGCGCGGCCCAACCTTTACTCCAGAGATCATGGCTGCCGAGGATGTGGTGG 
CGACTGGCGCCGACCCAAGCGATCTGGAGAGCGGCGGGCTGCTGCATGAGATTT 
• TCAGGTC.GCGGGTCA^GGTGCTGGTGCari:GGGGTCTGCATCTTCCTGCTCTAGAAG 
f .:\ATCGTGCGCGAGTFCAGGGCCGCCGAGGTGGGGCGCTTGGACGGCGTC€AGGAGC 
' AGGGGGATACTCATGGGCATCAACGGCAAGGTGTTCGATGTGACCAAAGGCGGGA 

25 AATTGTACGGGCCCGAGGGGCCGTATGGGGTCTTTGCTGGAAGAGATGCATCCA 
GGGGCCTTGCCACATTTTGCCTGGATAAGGAAGCACTGAAGGATGAGTACGATG 
ACCTTTCTGACCTCACTGCTGCCCAGCAGGAGACTCTGAGTGACTGGGAGTCTCA 
GTTCACTTTCAAGTATCATCACGTGGGCAAACTGCTGAAGGAGGGGGAGGAGCC 
CACTGTGTACTCAGATGAGGAAGAACCAAAAGATGAGAGTGCCCGGAAAAATGA 

30 TTAAAGCATTCAGTGGAAGTATATCTATTTTTGTATTTTGCAAAACCATTTGTAAC 
AGTCCACTCTGTCTTTAAAACATAGTGATTACAATATTTAGAAAGTTTTGAGCAC 
TTGCTATAAGTTTTTTAATTAACATCACTAGTGACACTAATAAAATTAACTTCTTA 
GAATGCATGATGTGTTTGTGTGTCACAAATCCAGAAAGTGAAGTGGAGTGCTGTA 
ATACACATGTTAATACTGTTTTTCTTCTATCTGTAGT - 

35 

SEQ ID NO: 520 

>1 5974 BLOOD 981864.1 Incyte Unique 

AACTAATATTAAATAGTAAATTTAATGTGTATTAATATTGTCATATAATATTGTA 
ATTACTCATGTAAATGTAAATATTACATTGAGGATATAGTAAATATTAAATTTAC 

40 TATGTCATTGAGGACAGTATTTCAAACTAGCTTTTTTAAAAAGAAAAACAGAAGA 
TGGCAGTGAATAGAACAGTGATTGTTCATACTACTTGGATCTACTGCCTTAATTT 
ATACTAGGATGTCAATCCACCATTGATTTTGTACCATCAGTGCAAATGTCAACGT 
AGCAAAAAAGGCAAATAATGTCTGAGTACTATTACTAAAATAATTTTGACTTTGT 
CAAGCCCTGAAAGGGTCTCCAGGACCCTCATGGGGTTTGTGGATCAACTTAAAG 

45 AACCATTGATAAAATCAAATGAGCAAACTGGGCTTATGTTTCTTGAAAATATTCT 
GGG 
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SEQ ID NO: 521 

>16020 BLOOD Hs.3021 1 gnl|UG|Hs#S2005168 EST382554 Homo sapiens cDNA 
/gb=AW970473 /gi=8160318 /ug=Hs.30211 /len=707 

ATTTGGCCCTCGAGGCCAAGAATTCGGCACGAGGTTTTTCTTTAGGCTTCTCATG 
5 CATATGAATATTTTAAGCACGAATGGACTACTAAATATCTGAGTTTTTTTTTTTTT 
AAAGATCCTAACAGAACATAGCGTAACAATATTGGTCTl'CCAGGTGTTACTCATT 
TCAATTATGTGTAGTATACCAGGACAGACCTATTTTCATGTCTTATTTCTTTAAAG 
AGCTGCTTCATTGGCCGGGCGCCATGGCTCACGTCTGTAATCCCAGCACTTTGGG 
AGGCCGAGGCGGGTGGGTTACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCAAA 

1 0 CATGGCGAAACCCCATCTTAACTAAAAATACAAAAAAATTAGCCGGGTGTGGTG 
TCACGCGCCTGTAATCCCAGCTACTTGGGGGGCTCAGGCAGGAGAATTGCCTGA 
ACCCAGGAGGCGGAGGTTGCAGTGAGCTGAGATTGGGCCACTGCACTCCACCCT 
GGGCGACAGAGTGAGACTCGGTCTCAGAAAAAAAAAAAAAAGAGCTGCTTCAC 
ATATAAATGTCTATAGCTAGTAGCGTGGCCCTTTAATGTTTAATTTGAATAGATAT 

15 ATCTGTTTTCCGTGAATTATCTTGAAAGTTTTAAACAAAATGACCTCATAGTTTTT 
AAATAAAAATATTATTTACCTAAAATGTGCTAGTAGCATCTTTGCCCAA 

SEQ ID NO: 522 

>16166 BLOOD 346280.34 AB020692 g4240258 Human mRNA for KIAA0885 protein, 
20 complete cds. 0 

TTTTTTTTTAGTTTCTCAAAAATCAGTAAAACTTTATGGGGTTCCATTCTTTCGCC 
. .' i V ;■ ATlvy^GAG AAAACTGGAG AAAGGAAAAATGTTTCGGTGTTTACAAA GAXAAAGT 
i.v*. •■ •■■ GGGe^G^KrAGGCAGAGATGAAAACeTCJAAACTGACAAGGGGG/^AGA^AAAAeG- • 
■• GGGCTCCCGGACATCCCCTGAGGTGACCCTTGTGATCTTAGGACAAAGGGTrCGA . ¥ 

25. '. GTCCACTGGCCAGGGGACCCTGTATATGGCCAATTCAAGAAGAGGGCCAAGAAA 
TCAGACCCATCCATTCCCGTGATATAAAGTTGAACAGAAGCTACACCAAGGGTC 
AAGTGTCTCGTATTTTACAGGACACAGTAACCAGGCGGCTACTTATAAAAAAAA 
ACAAGATTCATTTCAGGCACAACTTTTTTATTTTTTTTTTCTTTTGTTTTTAAATCA 
GTAAAAGAAACCGGGTCCTAGAAGCTGCAGTGATCTAAGCAGCAGCAAGTTTGT 

30 GCATTCATTTTTTTTGTTTTTGTTTAAATATGTTTAAATTATCACACTGCTGGCACT 
CCTCATTTGCATGAAATTCTGCACCATACTTACTAATTCGTAGTAAAGTTACCCCC 
CAACCCACGAAAAAAAAACCTACTCTGGAAGAAAATTTTCAGl'GAAATATAACC 
AAACTTCTTTAAGTGGGATTGTGACAAGATTATAAATGATATGAAAAATAACATT 
TTTAAAATTTGGCCATCCAACTTTANAGA^TGGmGCCCTATAGAAATTTTTGT 

35 AATTTTTAAAAGATAATATATTCTACCCTCATATGGTCCTCAGAATTAAGCATAA 
TGAACAGGAAGAAAAGGAAAAGAATGCAACTGAGTGCTAAGGCAGAACATCTT 
GCCAGAAGTAATTAATGAAGGTAGAGTATATAATGAAAAGTGCAGAATTTCATA 
GGGCCAACAAGATAACAGTCTATATTTTTCACTTACACAGGCAAAGTGGATTCTG 
CAATTACCAGTTGCGTTAAATGCACCAAATAAAGCTCCTAAAATTGATACTATAA 

40 GGCGCCACCTTAAGTTTTTCCAGGCTGCAACTGTGCATTATTTAAAATGGTTTTCT 
TAAATTTATTTATTTTTTTAAACATAACACGAGGAAGGTGTTAAAACTGGTGTAA 
TAGCTCAATAGAATAAGTATTCCAGATTTCGGGAGGGATGAAGAGGGAGATATT 
CAGAACCCTTCACCAGATTCCCCCCAACTTGATCATAGTGGATTAATGGTGTGCT 
TTGTGGATGTGGTTAGTCAATGACACCAGCTrGACGGATCTTTCTTTCTGCACCA 

45 AACCCCATTGAGTTATCTGGTCCCCTTGGCTGACGAAGAACCATTAGGCGAGGAG 
CACTGGCATCATCCAGAGTGATATTCTTCAAGCGATTGACCAACCGATCAGGTCG 
AGGAGCTGCAACAGCCTTGGGGCCCTCACAGACTCGCCAAACATTACAGGCGCT 
GCACTTGCCAGTGCGCTGATTAAGAATCACTGAGAACTCCACCTCATCTCCTGCC 
TGTAGCTCAATGCCATCCTGAACTTCTTTCACATGGAAAAAGAGCTTCTTGCTAT 
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CTCCTACTTCATAGTTAATGAAGCCAAACTGATCTTTCACACATTCCACTGTGGCC 
CTGCGCAGGGGTGTGATGTTGTAAGCCATAGTTTGTGCATTTTGGCCCAGGACAC 
ACAATTGGAACTTGACGCTCTCCCCTTTCTGCAGGCAATCCCCTTTGTTGGCCATC 
CCAACGATGCCAAATGGATAGACCTCACCTTTCATATCGCCCTCCTCCACAATCT 
5 CAATCATTCCTTGGTACTCAGTCTGTGTTGGATCAACACTCCTCAGGGGGCGAAT 
TACTTTGCCAGAGTAAATGGTGGGATCAGCTTCCTCAGTAATGCCATTCACTGAG 
TGTGTTTTGTTCACTTTTTCTGCACTGACTTTGTTGCCTTTGCCTTTGGACAAGCTA 
TACTCGACCATGTCCCCCAGTTCCAGGCTATCAACATCACCAGAGAACTCACTGT 
AATGGAAAAAGATTTCCTTATCATGATTGGCTGTTTCAATAAATCCAAAATTATC 
1 0 CTTCAGAGTTGCCACATAACCCAAGAGCCTCTTGGAGTTAGAATTACGACCTAAA 
AGTCGCACACAAGTTGCAACCTGCTGTCCAGGCCTCTGTTTGTCACTAATACTAA 
ATTCAACCTTATCTCCTATTTGAGGAGAAGTAGATCCTTCCACATCCrrGGCTTGA 
AAAGCAATAGTCAGTTTCACCCCACAGTCATCATAAGCAATAATGCCATCCTCAG 
CCTCCTTCTCTTTGCCTTTATTTGGGCTAGTGGTTTTAGGATTGGAAAAAGTGGCT 
1 5 TCTTTTTCTACCGTGCCCAGAAAACGGTGATCTGAATGGGAATGAAATGAAACCG 
TGCCCTTGGGAAGTTTTTTAATCCTAATAGCATGATTTCTTTGAGCAGAGAGCAT 
ATCAGGAACCACAGTAAACTCTACTTCATCTGCAATATGGAGCTGGTTCCCATCC 
AGAATTTCACTGAAGTGGAAGAACATACGAACATCACGATCCACACACTTGATG 
AAACCAAAACCATCTCTCATGGCAGCAATCACACCCATTTCTCGGGCTTCATTAG 
20 TGAACTGAAATGTATTTGACAGAACTTCTATATTGGTTGCTCGCTCTAATTTGTCA 
CGTCGGTCTGTTGAAATATTAAACCTAACATGGTCACCTTCCAGCAGGGTCACCT 
. :iTGGATT1?GGGTATCTTTGTCTSCAAAGGGAAGTTGTTTAGGGATGAGAAAGTCAA* -.. 
.- . . •■■ ; vtGTTIGAXGGGTCGTGGCAATC ATA 
;• \ . -SA '^Gi^^ 

25 GTTCCTTGAGGCAAATAGNCTGACATCTGTTGCAACTTNTlTNACCATMrCTGTCC 
GTGATTGTNGAATTCCACATCATCGCCAGGCTGTAAGGTTTCTAAGTCACCCTTA 
AATTCACTATAGTGAAAGAATATCTCTTTTACAACATCACCTCTTTCAATAAAGC 
CAATGCCTCCTTCATGGCACAAACTACTCCCTGACAGCGGGCTTGTTTCTTTTTCA 
ACAGTATAATGTTGCGAGCACTTACAGCACCAGTATGTTTATTGTTATCAATTAC 

30 AAAGTTTATTTTATCTCCAGTTTCCAGCTGAACGTTCCCTTCGACATCTTCAGGGG 
TGTAAGTCAGATAAAACAAGAAATCCTCCCTGAAGAACGAATGAATGGACAAGA 
AGTGTTTTATCTGACTTACACCCCTGAAGATGTCGAAGGGAACGTTCAGCTGGAA 
... ACTGG AGATAAA ATAAACTTTGTA ATTGATAACAATA A ACATACTGGTGCTGTA A 
GTGCTCGC AACATTATGCTGTTGAAAAAGAAACAAGCCCGCTGTCAGGGAGTAG 

35 TTTGTGCCATGAAGGAGGCATTTGGCTTTATTGAAAGAGGTGATGTTGTAAAAGA 
GATATTCTTTCACTATAGTGAATTTAAGGGTGACTTAGAAACCTTACAGCCTGGC 
GATGATGTGGAATTCACAATCAAGGACAGAAATGGTAAAGAAGTTGCAACAGAT 
GTCAGACTATTGCCTCAAGGAACAGTCATTTTTGAAGATATCAGCATTGAACATT 
TTGAAGGAACTGTAACCAAAGTTATCCCAAAAGTACCCAGTAAAAACCAGAATG 

40 ACCCATTGCCAGGACGCATCAAAGTTGACTTTGTGATCCCTAAAGAACTTCCCTT 
TGGAGACAAAGATACGAAATCCAAGGTGACGCTGCTGGAAGGTGACCATGTTAG 
GTTTAATATTTCAACAGACCGACGTGACAAATTAGAGCGAGCAACCAATATAGA 
AGTTCTGTCAAATACATTTCAGTTCACTAATGAAGCCCGAGAAATGGGTGTGATT 
GCTGCCATGAGAGATGGTTTTGGTTTCATCAAGTGTGTGGATCGTGATGTTCGTA 

45 TGTTCTTCCACTTCAGTGAAATTCTGGATGGGAACCAGCTCCATATTGCAGATGA 
AGTAGAGTTTACTGTGGTTCCTGATATGCTCTCTGCTCAAAGAAATCATGCTATT 
AGGATTAAAAAACTTCCCAAGGGCACGGTTTCATTTCATTCCCATTCAGATCACC 
GTTTTCTGGGCACGGTAGAAAAAGAAGCCACTTTTTCCAATCCTAAAACCACTAG 
CCCAAATAAAGGCAAAGAGAAGGAGGCTGAGGATGGCATTATTGCTTATGATGA 
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CTGTGGGGTGAAACTGACTATTGCTTTTCAAGCCAAGGATGTGGAAGGATCTACT 
TCTCCTCAAATAGGAGATAAGGTTGAATTTAGTATTAGTGACAAACAGAGGCCTG 
GACAGCAGGTTGCAACTTGTGTGCGACTTTTAGGTCGTAATTCTAACTCCAAGAG 
GCTCTTGGGTTATGTGGCAACTCrGAAGGATAATTTTGGATTTATTGAAACAGCC 
5 AATCATGATAAGGAAATCTTTTTCCATTACAGTGAGTTCTCTGGTGATGTTGATA 
GCCTGGAACTGGGGGACATGGTCGAGTATAGCTTGTCCAAAGGCAAAGGCAACA 
AAGTCAGTGCAGAAAAAGTGAACAAAACACACTCAGTGAATGGCATTACTGAGG 
AAGCTGATCCCACCATTTACTCTGGCAAAGTAATTCGCCCCCTGAGGAGTGTTGA 
TCCAACACAGACTGAGTACCAAGGAATGATTGAGATTGTGGAGGAGGGCGATAT 
1 0 GAAAGGTGAGGTCTATCCATTTGGCATCGTTGGGATGGCCAACAAAGGGGATTG 
CCTGCAGAAAGGGGAGAGCGTCAAGTTCCAATTGTGTGTCCTGGGCCAAAATGC 

acaaactatggcttacaacatcacacccctgcgcagggccacagtggaatgtgt 

gaaagatcagtttggcttcattaactatgaagtaggagatagcaagaagctcttt 

ttccatgtgaaagaagttcaggatggcattgagctacaggcaggagatgaggtg 

1 5 gagttctcagtgattcttaatcagcgcaactggcaaagtgcagcgcctgtaatgt 
ttggcgaagtctgtgaagggcccccaaggctgttgcaagctccctcgacctgaat 
cggttgggtcaatcgcttgaagaatatcacctctggatgatgccagtgctcctcg 
gcctaatggttccttcgtcagcccaagggggaccagataactcaatggggtttgg 
tgcagaaagaaagatccgtcaagctggtgtcattgactaaccacatccacaaag 

20 cacaccattaatccactatgatcaagttggggggaatctggtgaagggttctgaa 
tatctccctcttcatccctcccgaaatctggaatacttattctattgagctattac 
. ^ :,^:^ggagttttaacaccttegt€atgttatgtttaaa ' • 

z> . -mggattttaaataatgca^ 
a \r. '::tagtatcaatrrtaggaggtttatltggtgga'i^taacge.a^ctggtaattgcag ; - , • 

25 a:\tccactttgcctgtgtaagtgaaaaatatagactgttatgttgttggccctat 
gaaattctgcacttttcattatatactctaccttcattaattacttctggcaagat 
gttctgccttagcactcagttgtattcttttcctttttcttcctgttcattatgctt 
taattctgaggaccatatgagggtagaatatattatcttttaaaaattacaaaaa 
tttgtataggcaaaccatttcttaaagttgatgggccaaattttaaaatgttattt 

30 ttcatatcatttataatcttgtcacaatccacttaaagaagtttggttatatttca 
gtgaaaattttcttccagagtaggttttttttcgtgggttgggggggtaactttac 
tacaattaggtaagtatggtgcagaatttcatgcaaatgaggagtgccagcagt 
gtgataatttaaacatatttaaagaaaaacaaaaaaatgaatgcacaaacttgc 
tgctgcttagatcactgcagcttctaggacccggtttcttttactgattt 

35 

SEQ ID NO: 523 

>16184 BLOOD 237729.6 AL1 17521 g5912037 Human mRNA; cDNA DKFZp434P0735 
(from clone DKFZp434P0735). 0 

CTCATTTGTACTTAGACAAAGAGGCAGCTGAACGTCTTTCAAAAACAGTAGATGA 
40 AGCATGTCTGTTACTAGCAGAATATAACGGGCGCCTGGCAGCAGAACTGGAGGA 
CCGTCGCCAGCTGGCTCGGATGTTGGTGGAGTATACCCAGAATCAGAAAGATGTT 
TTGTCGGAGAAGGAGAAAAAACTAGAGGAATACAAACAGAAGCTTGCACGAGT 
AACCCAGGTCCGCAAGGAACTGAAATCCCATATTCAGAGCTTGCCAGACCTCTCA 
CTGCTGCCCAACGTCACAGGGGGCTTAGCCCCCCTGCCCTCTGCTGGGGACCTGT 
45 TTTCAACTGACTAGGATGGGTGTCATGTCCCAGATTTCTGTTTGTACCAGCAGAA 
AGAAGAGGGCAAGTCATGGTTGGAAATAACCTTCTAGCCCCTGGTTCTATCCCTT 
CTTCCGCCCAGCCCCCCAGCCTCAAGAAAGAACCTCAGACTCTGATTCTCCTCTT 
CAGCCTCTCATCTTGAGCACAGTTCAGAACAGTGGCGACTGGAATCTGGTTTATA 
TTCATATTTGCAAAGACTACAGACTTTTTCTCCCACTTCATATTTTCATGCCCCCC 
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TGTTGGTTTTCCATTCTTAACTGTCTCCTTATACCTAAGAAGTTATGAAAATCATG 
TGTACTTCTGGAAGCTTTCGAAAGAATCTTGTCCCTCATGACAGCATTTTATCATG 
AAAGCAGCTTCTCCTTTCTGGGCTGGGCTTGTTCAAGTTCGGTGTGGGCTTCCACT 
AAGGCACTTGTCCTGGAGACGTTGGCTTTCCCAGCTGCATCTGCCCCAAAAGGTT 
5 GTAGGCACAGCTGTCGTAGCGTTGCCATAAAGAGTTTGCCAAATCTCTGATCCTC 
CCTTTCCATTGCTTCTCCTAGTGATGCACGAAGATTAGGTGCATTTATTTTGTAAA 
CAGATTGGAGAATCTAGCAATAAGATTCAAAGCTAATCTGGAGCATAAAGGCAC 
AGTTCAGAGACAGAATAACAGGGATCACAAGCATGAATTAAAAGGAATTTATTT 
GCTTCAAGTTCCTAGATACAACCTTCCCATGCTGCACTTCTCCACTGTCGGAGCA 

10 CGTTCCGAAAAACAGAATGCCTTGATCCCTGGTGGGTGCGAAGGCAGTTGTTAG 
GGATGGCAGGCATTGGTGGGCTCCAAAAGATGAAGGCCCCACACACAGGTGTGC 
TGCATTTGGGATCTGTGTGGGTGTTTCTTGGACCCTTTCTTCTGGGAGTAGGGTAC 
ACACTAACGTTTAATCCGCTGTCTGGGTGCATGTCCACAGTACGGTGGCTAAACT 
CGAACATCACTGCAAATAGGACGCTGAGCAGGTCCGTCTGTCATGTCACGCCACT 

1 5 GCACAGGTCCTTGTCCCCACACGACGGGGAGTAC1TGCGTCAGATGTTATTGAAT 
AGCTCGTCTCGGGCAGGGGAAGCGGGGAGTTGGGGATATTAATTGGGGGTTTTA 
ATTCTATTATCATGTCAGCTGACATTATGACTATATAATGTAGTTAGAGACAATTT 
TTATCTTGCTTATAGTAAAGGTTCAGCCTGCCAATTGTAAATCATTCTAATTTGGC 
AGGCTTATTTTTGACATTGGAAAGGGCAGAAAGCGATTTGCCCCAGTAGTGTAAT 

20 AGGAGTTATAGACCAGAGGCTGAAACCCAAACTATATAAAAAGGAATTCAGTGG 
AGGGGGCTTTGTAATCTCCATTAATTTGTGTTGCTACTTCCAGGATCACCAAAAA 
f .: K 1 /rTAeATGTAAlTTTACATGTTAA^ 

* v.« • ATAAGGGGCTTGCGTT CGAGAAGCTGTGCTGGTTGTGATGAAGTGAGAAGAATGA 
.•V>'AAAGTGATx\GCAGATACTCAGTTTAAGTCTGTGriAGA^vCGTAGTAGTGTTTGAGC^ 

25 TGTTATTCAGATTTGAATTCAGACTGTGTGTTGTTTGCTTATGGACACTGCCTGTC 
GTTCTGTCACTGTTAAATTAATGAGTCTATAAGGTTTTTCTTCCAGAGGCCATAGG 
TGACATCACTAAAATTGCAAGATAAATTGTAATCTTTGCTGCTGCTGCACTCCCC 
AACCTCTCCCCCACCCCCCGTGGTGTGCTGCTTTCTAGATGAGCGTGTTTTGGAGC 
AGGCCCATCTGGGACACTCTATGCTTTCACCAAGGAAGTGCGATCTGAGCAGCCA 

30 CAATCCAGCCAAAAGAGGATCGTAGATATTTGCTCTGATCAACTAGATGAAAAT 
ATAGCAGAATGGATTTAGCCCACTGCTCTGTTTTATCCAACTGAGTCTCTGACCA 
GCAATTGGTGCATAATTATTACAGCAAAAGTTAAGAAATGAAACTGTAGCAATT 
ATGTAAATGAATGTGTTGGCCTCTTAATACCTGTTACTAGTGGACTTCCTGTGAG 
GAAGTTAGTTTTTTGTTTTGATGAAATGCTTTCGTTTTTTAAATCTTAATTCTGCTG 

35 TCCACATCCTCCCAAAGTGTGCTTACTTCATTTGTTTAATTTAAATGAACTTTCCT 
CCTTGTATGTATGAGGTGACTTGGTGGGTGGGGTGGGTGGTTTTTGTTTTTGTGTT 
TTTTCTTTCTTAGGGCATCTGTAGGCCTCAAAGGACCTTTCCTTTAGGTCATATTC 
CTCAGAAAGTCTTCAATCTTCCCTTGTTTTTGTTTGTTTGTTTTTCTTAAAGAATAT 
TTTCAAAGCTTAAATTTGTATATTAATTTAGGACTATTTAGAAGTATAGGCTGTCG 

40 TTGGCGGCAGCAGTATATTCTGAAATGTCTCATAGATATATATTTTTGAATAAAG 
ATGGTGTTGTTGAAC 

SEQ ID NO: 524 

>16303 BLOOD gi|1443464|gb|N90137.1|N90137 zbl7h09.sl Soares_fetal_lung_NbHL19W 
45 Homo sapiens cDNA clone IMAGE:302369 3' similar to gb:Xl 7576 CYTOPLASMIC 
PROTEIN NCK (HUMAN);, rnRNA sequence 

GCGNCCGAGTGGCGTCCTGGAGCCCTCCTCAGTGCTGAAGCTGCTGAAAGATGG 
CAGAAGAAGTGGTGGTAGTAGCCAAATTTGATTATGTGGCCCAACAAGAACAAG 
AGTTGGACATCAAGAAGAATGAGAGATTATGGCTTCTGGATGATTCTAAGTCCTG 
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GTGGCGAGTTCGAAATTCCATGAATAAAACAGGTTTTGTGCCTTCTAACTATGTG 
GAAAGGAAAAACAGTGCTCGGAAAGCATCTATTGTGAAAAACCTAAAGGATACC 
TTAGGCATTGGAAAAGTGAAAAGAAAACCTAGTGTGCCAGATTCTGCATCTCCTG 
CTGATGATAGTTTTGTTTGACCCAGGGGAACGTCTCTATGGACCTCAACATGCCC 
5 GCTTTATGTGAAATTTAACTTACATGGCTGAGAGAGAGGATGAATTATCATTTGA 
TAAAGGGGGACAAAGGTT 

SEQ ID NO: 525 

>16305 BLOOD 474565.9 M18391 g339716 Human tyrosine kinase receptor (eph) mRNA, 
10 complete cds. 0 

GCCCCCGCCCGGCCCGCCCCGCTCTCCTAGTCCCTTGCAACCTGGCGCTGCATCC 
GGGCCACTGTCCCAGGTCCCAGGTCCCGGCCCGGAGCTATGGAGCGGCGCTGGC 
CCCTGGGGCTAGGGCTGGTGCTGCTGCTCTGCGCCCCGCTGCCCCCGGGGGCGCG 
CGCCAAGGAAGTTACTCTGATGGACACAAGCAAGGCACAGGGAGAGCTGGGCTG 

1 5 GCTGCTGGATCCCCCAAAAGATGGGTGGAGTGAACAGCAACAGATACTGAATGG 
GACACCCCTGTACATGTACCAGGACTGCCCAATGCAAGGACGCAGAGACACTGA 
CCACTGGCTTCGCTCCAATTGGATCTACCGCGGGGAGGAGGCTTCCCGCGTCCAC 
GTGGAGCTGCAGTTCACCGTGCGGGACTGCAAGAGTTTCCCTGGGGGAGCCGGG 
CCTCTGGGCTGCAAGGAGACCTTCAACCTTCTGTACATGGAGAGTGACCAGGATG 

20 TGGGCATTCAGCTCCGACGGCCCTTGTTCCAGAAGGTAACCACGGTGGCTGCAGA 
CCAGAGCTTCACCATTCGAGACCTTGCGTCTGGCTCCGTGAAGCTGAATGTGGAG 
: . CGGTGCTCTGTGGGCCGCGTGACGGGGGGTGGGGTCTAGGTCGCITT'CGACAACGG 

CM. GGGTGGGTGTGTGGCGGTGGTGTGTGTGCGGGTGTTGTACGAGCGCTGTGGTGAG ■ 
>JM '■' ACGGTG/iATGGCTTGGCCCAATI?GGGAGAGAGIGTGGC!FGGCCCCGCTGGGTTGG" 

25 TGGAAGTGGCGGGGACCTGCTTGCCCCACGCGGGGGCCAGCCCCAGGCCCTCAG 
GTGCACCCCGCATGCACTGCAGCCCTGATGGCGAGTGGCTGGTGCCTGTAGGAC 
GGTGCCACTGTGAGCCTGGCTATGAGGAAGGTGGCAGTGGCGAAGCATGTGTTG 
CCTGCCCTAGCGGCTCCTACCGGATGGACATGGACACACCCCATTGTCTCACGTG 
CCCCCAGCAGAGCACTGCTGAGTCTGAGGGGGCCACCATCTGTACCTGTGAGAG 

30 CGGCCATTACAGAGCTCCCGGGGAGGGCCCCCAGGTGGCATGCACAGGTCCCCC 
CTCGGCCCCCCGAAACCTGAGCTTCTCTGCCTCAGGGACTCAGCTCTCCCTGCGT 
TGGGAACCCCCAGCAGATACGGGGGGACGCCAGGATGTCAGATACAGTGTGAGG 
TGTTCCCAGTGTCAGGGCACAGCACAGGACGGGGGGCCCTGCCAGCCCTGTGGG 
•"• GTGGGCGTGGACTTCTCGCCGGGGGCCGGGGCGCTCACCACACCTGCAGTGCATG 

35 TCAATGGCCTTGAACCTTATGCCAACTACACCTTTAATGTGGAAGCCCAAAATGG 
AGTGTCAGGGCTGGGCAGCTCTGGCCATGCCAGCACCTCAGTCAGCATCAGCAT 
GGGGCATGCAGAGTCACTGTCAGGCCTGTCTCTGAGACTGGTGAAGAAAGAACC 
GAGGCAACTAGAGCTGACCTGGGCGGGGTCCCGGCCCCGAAGCCCTGGGGCGAA 
CCTGACCTATGAGCTGCACGTGCTGAACCAGGATGAAGAACGGTACCAGATGGT 

40 TCTAGAACCCAGGGTCTTGCTGACAGAGCTGCAGCCTGACACCACATACATCGTC 
AGAGTCCGAATGCTGACCCCACTGGGTCCTGGCCCTTTCTCCCCTGATCATGAGT 
TTCGGACCAGCCCACCAGTGTCCAGGGGCCTGACTGGAGGAGAGATTGTAGCCG 
TCATCTTTGGGCTGCTGCTTGGTGCAGCCTTGCTGCTTGGGATTCTCGTTTTCCGG 
TCCAGGAGAGCCCAGCGGCAGAGGCAGCAGAGGCAGCGTGACCGCGCCACCGA 

45 TGTGGATCGAGAGGACAAGCTGTGGCTGAAGCCTTATGTGGTACCTCCAGGCAT 
ACGAGGACCCTGCACAGGGAGCCTTGGACTTTACCCGGAGGCTGGTCTAATTTTC 
CTTCCCGGGAGCTTGATCCAGCGTGGCTGATGGTGGACACTGTCATAGGAGAAG 
GAGAGTTTGGGGAAGTGTATCGAGGGACCCTGAGGCTCCCCAGCCAGGACTGCA 
AGACTGTGGCCATTAAGACCTTAAAAGACACATCCCCAGGTGGCCAGTGGTGGA 
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ACTTCCTTCGAGAGGCAACTATCATGGGCCAGTTTAGCCACCCGCATATTCTGCA 
TCTGGAAGGCGTCGTCACAAAGCGAAAGCCGATCATGATCATCACAGAATTTAT 
GGAGAATGGAGCCCTGGATGCCTTCCTGAGGGAGCGGGAGGACCAGCTGGTCCC 
TGGGCAGCTAGTGGCCATGCTGCAGGGCATAGCATCTGGCATGAACTACCTCAGT 
5 AATCACAATTATGTCCACCGGGACCTGGCTGCCAGAAACATCTTGGTGAATCAAA 
ACCTGTGCTGCAAGGTGTCTGACTTTGGCCTGACTCGCCTCCTGGATGACTTTGAT 
GGCACATACGAAACCCAGGGAGGAAAGATCCCTATCCGTTGGACAGCCCCTGAA 
GCCATTGCCCATCGGATCTTCACCACAGCCAGCGATGTGTGGAGCTTTGGGATTG 
TGATGTGGGAGGTGCTGAGCTTTGGGGACAAGCCTTATGGGGAGATGAGCAATC 

1 0 AGGAGGTTATGAAGAGCATTGAGGATGGGTACCGGTTGCCCCCTCCTGTGGACT 
GCCCTGCCCCTCTGTATGAGCTCATGAAGAACTGCTGGGCATATGACCGTGCCCG 
CCGGCCACACTTCCAGAAGCTTCAGGCACATCTGGAGCAACTGCTTGCCAACCCC 
CACTCCCTGCGGACCATTGCCAACTTTGACCCCAGGGTGACTCTTCGCCTGCCCA 
GCCTGAGTGGCTCAGATGGGATCCCGTATCGAACCGTCTCTGAGTGGCTCGAGTC 

1 5 CATACGCATGAAACGCTACATCCTGCACTTCCACTCGGCTGGGCTGGACACCATG 
GAGTGTGTGCTGGAGCTGACCGCTGAGGACCTGACGCAGATGGGAATCACACTG 
CCCGGGCACCAGAAGCGCATTCTTTGCAGTATTCAGGGATTCAAGGACTGATCCC 
TCCTCTCACCCCATGCCCAGTCAGGGTGCAAGGAGCAAGGACGGGGCCAAGGTC 
GCTCATGGTCACTCCCTGCGCCCCTTCCCACAACCTGCCAGACTAGGCTATCGGT 

20 GCTGCTTCTGCCCACTTTCAGGAGAACCCTGCTCTGCACCCCAGAAAACCTCTTT 
GTTTTAAAAGGGAGGTGGGGGTAGAAGTAAAAGGATGATCATGGGAGGGAGCT 
. = '• GAGGGGTT AAT ATATATAG ATACATT ACACATATATAT ATTTTl'GTA /aATALAAG A ' • 
UGGAACTGATTITCEGCCTGGA^ : 
■ -GGTGAGTAC7GAGAATTCTGGAAVAGAAGGTCT r 

25 CCGACAGAGCACGTGACCGTGGAGGGGGAAGCAGCCATTGTCATCTGCCTCAAT 
CGACAGGGGCTTCCCGCAGTCCTGGGAAGAAGGAAGGGTGAGGGGCACTGGACC 
GGAAGGCCCCTGCTCTGCTCCACCCTACCCCACCCCATCCAGCTCCATCTTGGAA 
TTAGAAAGATGCTTCATGGCTCAGAGCTGGTGTCATCGCTTTTTCCAGCCACACC 
CAACTCCCCATCCCTATCCTACTTCCAGTCACCCACTAGGACCTTCCTGCAAGAG 

30 GGCAAGCAGTGGGTAGAGCTGCTCCCAAGGTGCTTGCTCCCCTGCCCACCACCAC 
CCTAATAAAATAGAGGTTGGCTCACCTCCATTCGAAGACCTCTTCTCTCAGCTCC 
TGTTTCCCCATCCCCTACCACGGTAAAACACCATGCCCTTCTTCTCTCCTATTGGC 

- -v SEQ ID NOf 526 - • ' - - 

35 >16466 BLOOD Hs.6820 gnl|UG|Hs#S2451360 601487048F1 Homo sapiens cDNA, 5' end 
/clone=IMAGE:3889762 /clone_end=5' /gb=BE875609 /gi=10324385 /ug=Hs.6820 /len=915 
CTTCTGAGCTTTCTTCCTCACCAGTGGGCTGTGCTTGTTCCATTTCTGTACACCCTT 
ATTTTATACCGTTTTTCTTCAACAATGGCGAAATTGACTGTAGTGCTGAACCAAA 
AGTATCCCTTTCCCTCCTTATTCCTCACCCCAAGAACATTCTAGATCACATGGGTG 

40 CTTGTGCCTTCCGATTTTCTTGCATTTGTTTTTTTCCTGACCTGAAGTTGTTGTTAC 
AAAATCAGTCAGACTTTGTGGGCTGAAGGACACGGTGCAGCAGAGGGTGTCCCT 
GTGAGAGTTCTGCAGAGTGCTGGGCATGTGCCTGGAACTACCGAGTAGGAGCCA 
TTTCTTTGTACCCCTGCCTAATCCATTCCTCTCCTTCCAAGTCCATTGTTGCAAGC 
AATATTCTTCTCAATTTTTATATGTTTACTTTAAATCAAAGTTAGTCTATTTGT^ 

45 AAATTTTTAAAAAATCTAAAAGAAAAAGAAAAAAAACAAGGGTGGGTTGGGTAT 
TCCAGTGGGAAGATCATTGAAGGGAAAAAATGTTACTATTTACTGAGGTATTTTT 
CACCAGAATGATTGAATTAAAAAAATCAATTGCATTTTCATTGTGGGTGCTTAGA 
GAAGTTCTACAAAATTCACACCrGGCAAGGTTATGCTTCATTTAATTATGGACCC 
ATACTTTTCAATTTCTGAAGATACCGGAATTCCTTATGAATCAAAAGAAATTTTTC 
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ATTCCAGTCAACGCACGCGGCGGACTCGCGAATTCCAAACGGGATCTGCTGAGA 
CCTCACAGAGGTGGGCCGCGATTATAAGGACGGGATGACATATCTTGAGCCACG 
ACAGGTCTCGAGGCCCCCAGTACGAGACACGGAGCAGGGCTGTGACACCCCACG 
CAGGCAAGAGCGCTAGGATGCACAGCACACCC 

5 

SEQ ID NO: 527 

>16524 BLOOD 474681 .7 D50525 gl 167502 Human mRNA for TI-227H. 0 

GGATTTGGAGCGGCCGGGGAGGCGGGGGTGGCCGGGGCCGGCTTGGAGGCCTGG 

CGCCACCCTTCGGGGCCTGCAAGGACCCAGTTGGGGGGGCAGGAGGGGGCCGGA 

1 0 GGATGGTTGGTTGTGGGATTTCTACTTTGCCTTTTCCTCCTTATGCCGCCTTAGTG 
AGGGGCGGGAGCTCTGGCGGCAGCCCCGGGGTGGGGAGACGAGCTCCGGAGTC 
GGAAGAGCTGGGTTTTCTTCCGGGCCTAGCCACCAGTTGGCGGAGTGACCTTAGG 
CGAGTCACTCTGTAATTTGTCTGCGCCTCAGTTTCCTCCTCTGCCTATCAATGTGT 
GTGGGGTTGAAATCGCTTTGTAAACTATAAAGCGTGGGTGTACGTAAAGGATGG 

1 5 TTATTGTTTATAATTTTTTTTGAGTTGTAAG AAAACTTAGCAGTTCCCC AATCCTT 
GGGTTTTGAACCTGGGAACCTTGGATTGGAGTTGGGGATCCCCAAACTTCCTGAA 
ATTGTGGGAATGTGCGGTTTGGGGGAATGATGGGAATTTGTGGGAATGTGCGTTT 
TAGGGGAATGATGATCCATCGCTAGCAAGTTTTCCAAGGGGGCTGTGACCCAGA 
AGAGTTAAGAATCACAATTTCTTCATGCTACAGAGAGGAAACTGAGGCCTAGAT 

20 GTCATTTGGGACCCTTCACAACCATTTTGAAGCCCTGTTTGAGTCCCTGGGATAT 
GTGAGCTGTTTCTATGCATAATGGATATTCGGGGTTAACAACAGTCCCCTGCTTG 
•:• t . V.GOTCTATTGTGAATCGTTTTOTTGAGCATGGGGTGCCTGAAGGGTGGGTGATGC 
:^ATATGGTACAATGGCACCCAGTGT^^ 
• V-''<2£STA{3CATCCTA^^ 

25 TCTGCTGCTTGTACTGGTGGCTGTACTTTTCTGACTCTCATTGACCATATTCCACG 
ACCATGGTTGTCATCCATTACTTGATCCTACTTTACATGTCTAGTCTGTGTGGTTG 
GTGGTGAATAGGCTTCTTT1TACATGGTGCTGCCAGCCCAGCTAATTAATGGTGC 
ACGTGGACTTTTAGCAAGCGGGCTCACTGGAAGAGACTGAACCTGGCATGGAAT 

30 AAGTTTTGTTAGAACTACTGCGGAACCTCAAAATCAGTAGATTTGGAAGTGATTC 
AAAGCTAAACTTTTTCCTTGGCCCTCCTTGTGTTCTAATTGCTTGCAAGTGTAATA 
CTAGGATGTCCAAGATGCCAGTTTTTGCTTCTTTGTTAGTTGTCAGCTGCTTTTAT 
. ..,„, CAAATTTCAGGCCATTATCCAACAAACACTATAAAAATGTTTGAACAATTGGATT 
^^TGAAACATTTTCGTTTTGTGGAGTGGTGCTCACCAAGTGGTACAGCGCTAAGGAA 

35 GTGAACACAAACACATTTAAGTGTATTTTGTCTGATTAGATGTTAGCCAGTTATG 
CTATTTCATTCAAATGTCTGAAAAAATCAATTGACTATTCCCTTTTCCTAAAGGGC 
AGAGACAGATAATCTCACTTCCAGAGAAATGACTTGGAGAAAAAAAAGTGTTGG 
TCITITTGCTCTTTTGTAATTAAATCCGGATGTACCTCAAAAGACTTAAGACTGTG 
GTGATAAGATGCTTTCCTCAGCAGAAAGGAGGGAAAAAAAACAACTGGAACTCA 

40 AAGCTTGAAATTCTGTGGCAAAACATGAGATGTCCAGGATTGGAGGTTGAAAAG 
ATTTCACTACAGTGTTCTGCAATAGTTGGAGCAGATAACTTTCAGTGTAGCCACA 
GCCATGGACTCCAGATTTCCAGATTTTCAAGACCTGGACCTGGAACCCGAAAGA 
GCrTGTCACGATGCGGCAGGAACACTGGAGGTAGATTTTTTTTTATTTTTGAATTT 
TGGGACTGTTGACCTTGCTGTGAGAAAAGAGACAACGACTGAGCAAGCACTACC 

45 ACCAGCACTGTTACTGGGAATTAGAAGACCTGAGTTTCTGTCCAGACCCTCAGTG 
CAAACTGAGGATGCTCCATCCAAAGTGAATTATGTCCTGTGCCTCCTGATTGCTG 
AGTGTTCACCTGGACCTTCTGACTACCTTCCCTGTGCTATTCCATCAGCCTACAGA 
CCTGGTACCrGGATTTTTGCCCGAGATGATTCCTACCACCTTACTACTGACGAAG 
ACACCCATTCCAGTGGACCACTGTGACCCAGGAGGCATTCAGCCATCATGATGTG 
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GCCTTTACCTCCACTCCTGTCTTGTTCTACCCAGATTCAGCACAGCCCTTTATAGT 
•GAAGTCAGAGTCCTCAAGCCAAATAGCTAAAGCTGTTTTATCACAACAAAGGCC 
TAGTTTGTTCCATGAGTGTGCATTTCATTTCTTCAGTTAAAGCCTTCAGAGACACA 
CAATAAATTTGGACCAGGGGATTTTTTAGTTATTAATGCTCTCTGAAGAAAGGCA 
5 ACATCTTTTTGAGAGCAGCATTGGACCACACCCCACAATCTCAAATGATTGAAAT 
TCATGAACATCTAGGATCCCGTGAAGGTCACTGGACCCTGTTTTTTCTACTTCAA 
ATCCTGTAGTAGCCTACTGAATGAGAAAACATATTCTGACCCATTGGGATCAAAT 
CAAAGGCACAGTGAACTCCTCATAGCATCTTCTTTGGAATTACTCAGGAACCAGA 
ACTTTTTACACAAATGTAAGAAATTCTACCAAGGAGTCCCCTTACCTAACAGCAT 

1 0 CTCACAAGGCTGCACCAGATTCCAGAAAAGGCTTCTCTTGATACATCAAGGTAGA 
ACCTCTATGCATTTTGTGACCGACTTATTCTTAGATCATTGGTTTTCCAAAGGCTT 
TGTGGCCATGAAGCCCTTTGAGTGAAAACTGTGCAGAAGCCCAGAGTAAAAGTG 
AAGCTGCTCTGGATGAAGTAGTGAAGCAAGAGTAGGGGCCTGAATCCTGCTACA 
ACTATCTTCCTTTACCACCGTGGTGACACCTAAGGGGACTTCCTTACAACACCTT 

1 5 GAACTCTTCCGAACACAGTTTGAAAACCACTGCCCCAGACAGCAATATGTTTGAC 
CTGAATGGCATTCCAATCTTTTCTGTACCTCCACTCAGCACAGTTCATGTTCAGTA 
GATGCTGAACATTCTTAGAAATACTGTGTGTGAACTTAGAAAAGTGCAAGAAGA 
CAGGCATGTCTTTGACCCCAGGAATGATCATTTGCTGAAGATGGTGTCAAGTGAA 
CCTAGATTAACAGCCCTCCACTCCAGATGGATATCCAGTGATTCCTAGAATGGGA 

20 TATAGCCAGAGAACAATTCTATGCACCCTACACTGACAGACTCCCTTAAGCAACA 
CCAGATGCTCTACTGGTACTTGAAGTACATGACTTTGAAGTCTTGACCCTCCATG 
■■■■ v.r ' ' • AiATACGT-GAATTx^TCAGG AAGGGGG¥E?rTGAAGCTGGTGGGTGATTG AGGCC ATA 
• ;-^TAGAGCAAGTTGTAGATTTGAeGTG^FGTTATG AGGGATGGTACTGTAeTTCGTG . 

25 GGCTCAATATCTTATCATTCGTCITCTTTTCCAAACTACACATCACTGTATGACTC '. 
AACCAGTAGCAGTTATATTGCCCCTTGGTTTTTATTCAGTTTAACTACTGTTTCCA 
AGATAAATGAGCTAATAAGCTTTAAAAAAAAAAAAAAAAAGGCTGAATTCTTTT 
TTCTTCATCACTGGCATATCTGCCTATTCTCCAGAATTATTATGACTATTCAGCTC 
ACTTTAACAGTTGAACTTCAAGCGACAATCTTTGAACACCCCTTCTCATGTGATTT 

30 AAAATGAAACCATTTGGAAAAGTTTCTTCTAGCCAGTAATAGATTTTTTTTTTAAT 
TGCTCTGCCTTGTGCCGAGAGATGTTCTTTTAAGATGAATCTTTTGATGTCTGATA 
CCACCAAATATAGGTGGTAGGGAGAGTTGGAGGCTGGCCCTTTGAGCAGGCCAT 
... TAGCTTACTTGCTGGGCATTTCCGATAGCTTATTGCCTACCTTTTTGCTGGAAACA, 
AACTGATTTGAAAAACAAAATCTATGAAGACTGCAGCTAAGGATTTTATCGGTA 

35 GACTTAAGAGCTTTTGTCCTTGTGGATATTTTAGTGGAACCACATCAGTCTCAAT 
ACTGTCATTTTACACTGACTCAGAGCAGCTGACTTCATTCCTTGCCATGATATATA 
TTTAAGGCAGGCATTGTAACAGACATAAAGACAACTTATCTGTTTCAGCAGGAA 
GGATTCAGTTTATGAACTCTCAGACCAGATCATGTTGAACAAGGAGACTTTGATG 
TGTGTCATGAGAAAACTCATTCTTTACTTCCCAGTCAATTTAAAGGCCAGCTATC 

40 CrGAGCTACTCGAATGAATGCACTGGTTAAACATTGGAAATAGTTTGTTTATATC 
CTTGTCTCTCTCTAGGCCAATTGTGATTACATGACTCGACTCTACATCTCGTCAAA 
CAAGGCCTAGGTCTGGTTGCTGTAGACTGCTCGCCCTCAACAAATAAAATCTGGT 
TGACTAGCCTCCTTGTATATACAACTATTATTTGTTAAGAAGAAATTATCGTCAAT 

45 ACAGAAAAAGACATTGATCTATACTGCCATTCCCTCTAATCCTGCCATACTCAGT 
CAAAAGGAATGACTTAAGATGAAGATGATCATCTGCTCGAGTCTAAAATATACA 
TTGTATATAAGAATTGGTGATTAGAAAAGCAAAAAACCTAAAACTTAAATCTAG 
GAGTCTGTATACTGTCTCCATGTCTCCATGCCTCAGATCTCATCTAAATCTTTGAA 
CAGCACCATTCAACCAATCTGAGGCCTTGACTTGCTTGTAAGATGATTCTCAGAG 
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ATCGGCTGAGTTAAAAAAGATGACGACTTGATTACCAAAGAAAGTAGGGCCAAC 
TTTGACAAATCTGGCTCTGCTGACCCTGTCACTCCCAGATGTAGCATAGACTCCT 
AAACAGAACCTCAAGTCTGATTGAGGATAAGGCCTTCTCCTGAGCTGAAAGTTCT 
TTGGCAGATGAGCAAGAAACTGAAAGCTGATGTACCTGACTGGCTCTGTAAGAT 
5 CAGAAAACTGTATCCAGAATAAGCCCTATGGATTAACCCCTGAGTACCCAGAGT 
AAAAACTAATTTACAGAACTTCCTTATTGATCTGCTGGTTCTTCCAGATCATATTC 
TGGCTATTGGTATGGCTGGCCTTTCTGAAGGTACCCTGCTTGTCTATTTTCCTGAC 
TCAGCTCTTGCCTGCCTTTTTCACATGTTGCTGCAATTAGACTCACCGTGAGGACT 
ACAGTCAATTTCAGTCTATCTTGTGCCCAATACAACAAGGATTTTTAATAGTAAC 

1 0 AACCCACACCTCACCCACTAGGACTCAATGTTCACAACAGGAAGGACCATTGCT 
GCATACTCCTTGACCAGCAACTTTTTTGAAGATATTTTTAAGTGCAGAGTAGGCC 
TCTATTCCTGTATGTAATTGTTCATTTTCAGCACCTGGAACCTCATCTATCGGGTC 
TGGAAGGAATACAGCAGTTCGAAAGCCGCGTCCATTTCTCTCCTTCAGTAGTGCA 
GAAATGAGTCCGATTCACCAGTACACACAGAACTGTACCAGTTCAACCTAGCAA 

1 5 AAGAAGAAAAGTTTCCACTGTACTTAAAATTTACAGCTGACTCAAATTGCCTC AC 
AGAATTATTTGATGTAGAAGGCTAGTTGTCTTACTTCAGATCAGCAGGACAGTTG 
GGCTCTCAGACTCATGACCACTGAGTTTGCTTGTGTTGAAACTGTGGTTTCATCCA 
ACATATGCTATTGGACATGATTATTATTCCATTCAAATGGATTACAGACTTCTTGA 

20 GAAGAAACCATGCCAGCTGTTACCATTCAACTTCTTAAGCAGAGATTAAGCTTTT 
TCATATCTGTTCTTATCCTGGACATCAGTAGTTTTTAATTGCCCAGCATCCGTTCC 
\V ■• - : 0 ATeiTGTAACAAGTCGGTGATGTTTCTTAAi\AeGAGCTCTTGGTATTTTCAGTGTG •: 
.TGG:TTTGGACAGTGTGAGGGAAGGTTGAGG^TGTGGGTGAACATGTAA,T1CAGA ^ ' 
• CCrCATGAATCAGGAAATGGAT-G^GAACTGTGGAGGAGA\GCTGTCTTTAGTGAG 
25 GGTGCTTTAGCTTrGTAGGATGAAAACCTCAAACTAACAGGGCCTACCATGTAGA 
GAATGAAGCCAGTGCAGGGGAAAGCAGAGCCAAAATATGGAGAGACTTGAATC 
CTGATGACAGCGTTTGTGCCCCTGGATCCAACCGTGCCTGAAGCTAGAATATCCC 
CTGGACTTTTCAGTTATGTGAACCAATAAATACCCTTTTTTGCTTAAGTTACTTTG 
AGTTGGGTTTCTGTTACTTGAAATTGAATCCACACTAATATATCTACCAACATTG 
30 AGACTTGACAGATCCAAGTATTTATTAAGCTAGAGGTCATGGTCACTGAAATTAC 
TTTCCAAAGTGGAAGACAAAATGAAACAGGAACTGAGGGAATATTTAAGATCCC 
ACAGAAGCGTAAAAATGACATGGTAGAAAGTAATAGAAAACCTAAATGTCTGTC 
:,: . ATTAAAGGATAGGTTAAGGTGTGGTTCAGCCATATAGGAATATCTCGTATCTGTT. 
' " AAaATGAATAAAGTACATTCATTGTGTATGGAAAAATGGCCATGATACATTAGG- 
35 TGAAACAAGTTATTAATAGAAAAGTGTACAGTGTGAACTCATTTTAAAATGTGTG 
TGCTTATGTTTATAAATGCATAGAAAGGTCTATTCACAGCTTTCTTTGAACAGTGT 
AGATCACATGAAACTTTCAACTTTATACATTTCTGTATTAATATTTTACACTACCC 
ACATTATTTTTAAACTTTATTTTAAATAAAGAATTTTTAAAATT 

40 SEQ ID NO: 528 

>16759 BLOOD GB_R09836 gi|761792|gb|R09836|R09836 yf30bl2.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE:128351 5', mRNA sequence [Homo 
sapiens] 

AAGATCACAAGGTTTACATCTGGCACAAACGTAGTANACCTGCCAATTGCGGAC 
45 TCAGGGGCACACACGTACAGTAAACTGTGTGAGCTGGAACCCACAGATTCCATC 
CATGATGGCCAGCGCCTCAGATGATGGCACTGTTAGAATATGGGGACCAGCACC 
TTTTATAGGACCACCAGAATATTGGAAGAGGGAATGCAGTAGCATGGGATAGTT 
TGATGGGTGATTTGGGAGCAGACGANTTCTTGTTTTAACTTTAAATTTAGTTCGTA 
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TTTTTAATTGGCTTNGGGGTTTTGGGTGCCAAACCAAACNTGATTTGATAGCTTG 
GGACAGGACATGCTTCCGT 

SEQ ID NO: 529 
5 >16991 BLOOD 978861.1 Incyte Unique 

CGGCCCCCACCTCTGCCTCCTTCTACTCGGGCGCCCCGGCCGCCGCCACCTCTCCC 
CAGCCCAGGAGAGGCTGCGGAGCCGCAGCCGCCCAGACCGCGCAGCGCGGGGA 
GGCAGGTTCCGCACGAAATAAATCAGAATGAGTTATGCAGAAAAACCCGATGAA 
ATCACGAAAGATGAGTGGATGGAAAAGCTCAATAACTTGCATGTCCAGAGAGCA 

1 0 GACATGAACCGCCTCATCATGAACTACCTGGTC ACAGAGGGCTTTAAGGAAGCA 
GCGGAGAAGTTTCGAATGGAATCTGGAATCGAACCTAGTGTGGATCTGGAAACA 
CTTGATGAACGAATCAAGATCCGGGAGATGATACTGAAAGGTCAGATTCAGGAG 
GCCATCGCCTTGATCAACAGCCTCCACCCAGAGCTCTTGGACACAAACCGGTATC 
TTTACTTCCATTTGCAGCAACAGCATTTGATCGAGCTGATCCGCCAGCGGGAGAC 

1 5 AGAGGCGGCGCTGGAGTTTGCACAGACTCAGCTGGCGGAGCAGGGCGAGGAGA 
GCCGAGAGTGCCTCACAGAGATGGAGCGTACCCTGGCACTGCTGGCCTTTGACA 
GTCCCGAGGAGTCGCCCTTCGGAGACCTCCTCCACACCATGCAGAGGCAGAAGG 
TGTGGAGTGAAGTTAACCAAGCTGTGCTAGATTATGAAAATCGCGAGTCAACAC 
CCAAACTGGCAAAATTACTGAAACTACTACTTTGGGCTCAGAACGAGCTGGACC 

20 AGAAGAAAGTAAAATATCCCAAAATGACAGACCTCAGCAAGGGTGTGATTGAGG 
AGCCCAAGTAGCGCCTGCGCTTGCGTGGTGGATCCAACACCAGCCCTGCGTCGTG 
V. =:•: GGAGTTGCGTCAGATGAGGGTGCGACTGCAAGATTC'FrACTGCAGTAGAGAACfG. . 
: .• , » ; •,• " TTTFTGT^ 

• tttgtagggagtggaa^aagttgcaaggaaaggtgcggtctct'itggcagtgtgat •:. 

25 gcagagcctgcactctggcactcgctgaagaatctggaaggttgcggtttgctct 
tccagtgttcgggggcctctggctgctgaaggattcggtctaccacggagggctg 
tgctgttaggctgcatcccactcaaaatacaggaaaagcacgaatcatgattctg 
ctttctgttagcttaggcagacattgggccttcacctacaagtttttccttacccc 
tgtggtttttgtgttttttttttttctttttccataggaaagaatatataaatttgt 

30 aaatcctaattcaaagatggctcgtgtgtgagggcattgagtttgatttgttttc 
cctttggtctgggttgtgtggcttttgggggatgcgtgtgagggggctatgtgtt 
ttttaattttttaaatatatattttggtgctgtgtgtggtaagagacttgttccta 
gtggatcaatgaaccatctcttctgggcagttttgttgaaaataaaggtttctctt 
tgatttcaagaatgaccaaaatggGctctaaaagatgttaatcatctcaaatgac 

35 cttttgtctttggggcgttcttccccctgtgatagcggcagtggctttttctggta 
cctgcagctggaaaggccacttggccctgtgctgagtgagcggccttcattagag 
cgaggcagcccttggccggtggggacgcagagccccagcaggtggtgcacgact 
gttggcggaaggaacgcgtgttcatcctcagtgatctgccctccagcatctcggc 
agcatctcatcctccatcgtcagctggctctgccgatgtcctgcttctgttcactc 

40 acagaactgtcccctgctccgtggtgggcaggagggaagtggtgcagggctgcg 
tgcattgcctgcgagtcgggacagttgatgggcacatggccttgtagctctgggc 
acagatgtgtttggattcattgcagcggaccaccgggcactgttgaccccactga 
gcagtgctaagtgttggtttagtggatgttcgtggaattgctgacccatccaagg 
gcgtcctttggagccagtggagcctgccggcgcatctgaggggcagaatgctgc 

45 tagcacttgaatctgggatctcgccttattctcaagtagcaaggcatctcgacaa 
gcatggtctaggtctggtggccagcttgccagtacctgagccggtcgggtcatct 
gcctctgagggaccgtcctcaccgagctcctgcatcccttgagtgttgatcagga 
ggcgtccacagcattgttctcgcctctgaatgatgcttctttctgtgttggagcct 
ggcgaagttgtgttttcaagccctctacttctctttccagtgggtaggagcttttg 
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GCAGTGTTTACTTTACCTAGATGGCTTATATAATCCAGTAAGAGATGCAAAGATA 
AAATTGCTGCGGTTGTTACAGAAGCATGGCGGCCTCCAGACTGACCCATTGGTTG 
CCCTTTAGATTTTGTAAGGATGCGGTGCTGGGGAGGTGGTGCTTCCCTACCACCT 
AGAAATGCTGCCTTCCAACTACCACTCTCCCAGATGTGACCCTTGCGATTATTTCC 
5 TCTGAGGTTTGAGGATGAAGATAAGTTGGAGGGAAAGAGAGTAACTAATAGGGG 
ATGAAATATAGCAGAAGCTAGAAGAAAGCGGTGAGGTGAGAGAGATGCATCTG 
CACGTTTTCTTCAACAGCACCAGGTGATTCAGCATATTCCTAATTACCTTTCACTA 
TTCGTGTATATAAGATCGTTTACTTGCATAATATATCATCAATTTGACATATTCTT 
AAAACTAGAGGGTGTGAGAAGCACAGCAATAGGAAGTCTCTCCACAAACTAGGG 

1 0 GAACACAAATGGGGTCATTCACGTGCCTGGACTGTCACTATGTGGCTGTCACGTG 
AAGTGCTGGTGTTGATTTCCATTTCAGCCAGTGGGTAGCTGATAAGCCAGTGCCA 
GCATCCAGCATGAGCAGATGTCGGGGAGACTGGGAAGTCTCCAGCGTTACTGCT 
CTCCTTCCCTTCATGATAAGCCAGTGCCAGCATCCAGCGTGAGCAGACGTCGGGG 
AGACTGGGAAGTCTCCGATGTTACTGCCTGCCTTCCTTTCGTGTGAGGGGCTGCA 

1 5 CTTGCTTTTCTTGTGATCTGTTAGTGGACGAGGTCTTCCAAGGAAGTGCTTTGC AC 
ACTTTCTTTGCTCCTTTTTACAGTCTTTGTCTTTGCAGCAAGCAAATGAAATTAAG 
CCACTTTGGGATAATGAACATTCAGTATAATTCTACTTTGTCTCATTTTGGATCTC 
ACTGTTGTCTTTATAAAAATGGCACATTTTACAAAGTAGTTTATTCTTATTATACT 
TTCTGCTGGAGAGTGCCTTGAAATAAAATGTGAGAGTATTCTGGTACTCTGTGTT 

20 CCAGATGCATGAAATTGGGTGAGGAATAACCCCTAGTCTGGAATCTTTGTGAAGC 
ATAGGGTTATTGCAAGGCAAATGGGAACTAACACATCTTGCCATTTGAATCAGG 

• . . \GTCTCGA0OTCTAGAAAAGGCAGAeACTGGaTGGGAGCAAAGTCTCCATGGCAC 

c \. •' ••atgactgaagagtggtggtcgtgtgtgtggggagtggagggaagcctcggggag 

GTGGAGCTGCTCGTTCGATTCCGTCAGGAGGTGATCTGAAAACATGTAGAGAAGAv 
25 TGAGTl'GAGGACAGCTTTTCTAAGGCAATGTGATGTCTTTGCTTTCTTATTTCTCT 
TTCTCTGCGTTGTTAGTTTTGAAGAGTGGAGGAGCTAGGGGCTCCAGAAAGAATC 
TTACACATGTGTTGAAGACATTGATGTCATAGGGAGCGGGGAGCTGCATTCCCTT 
CTGGGCTGTTACTGCTAAATCTCAGTATGAACAGACCAGGCGGAAAGCTTGGTG 
GCCAAGCAGTCTGTGTGCTTCCCCGCTGATGGAGAACGTTGCGTTGTTCACAATA 
30 GGGCCTCATGGGTGTAGCCGCATGGCAGACCCATGGCTGGCGCAGCTGCCTGTTG 
CCGTCTGTCTTCAGTAACTGCTGCTCTGTTAACTGTTCTATTCTGATACTACGCGT 
GTTGTTTmACAACAGGTATGTTTTTGTTTCAGAAATATGTATTGCTTTTCTCATA 
TTTTTTGCAAATTGTATTGTC AACATGGGTC A TTT A AAGTCCTGTATGAACC ATAA 
"* CCTGCTGTGGTACCTTTGTAGATGTTTGATTCTGl ATTCTTTATTCCAGTGTGGCA 
35 TATGTGCCCCTCTGTATCTTTTGAGAAGTGCGGAATAGGTTGCTTCTACCACCTGT 
TCTTAATGTAACAGTAAAAGTTTTCACATTTTTCTCAGAAAAAAAAAAAAAAGGG 

SEQ ID NO: 530 

>17028 BLOOD GB_R25895 gi|782030jgb|R25895|R25895 yh43fl2.rl Soares placenta 
40 Nb2HP Homo sapiens cDNA clone MAGE: 1 32527 5', mRNA sequence [Homo sapiens] 
TNTTNACTGTGCCGTTTTAGTGGTTTAGGATAAAAATGCACTTGTGAAGCAAATG 
TAGTGCCAACAGAAGGTGATTTTCCAGTTGTAAATGTCATGCAGCATTTGAAGGG 
ACTGTGTTTTCTTAAAAAAAAAAATCACAGTTACTTCTAAACCAGATTTCATTTCT 
TTTATTGTTTTATGTGCCAAACCACGAAGGCCATTGGGGCTTTCAATCTCTGGAA 
45 CACTGTAGGACCCATTAGGAAGGACTGTTCCCGATTGTTACAANTGTAGTGCCNG 
GAAAACACTCTTTAGGCTGATGTCTTTAACCAAAATGGAAGGTTCTNCCAAGGGC 
CAAAAC 
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SEQ ID NO: 531 

>17066 BLOOD GB_R27082 gi|783217|gb|R27082|R27082 yh52b06.rl Soares placenta 
Nb2HP Homo sapiens cDNA clone IMAGE: 133331 5', mRNA sequence [Homo sapiens] 
GCACCGCACTGCCGCCTCCTGACTGCCCCTATCCCCGCAGCCCCTGTGCCGGATT 
5 TCATTTCCCTCCTCTCTCCCAGGGTACCTGGCNCCCAGCACTCTCCCATCTGTTCT 
TCAGGAACCGACTCCTCTCCAGTTGCAACACCAGGGGAGAAAGGGGCCTCCACA 
TGCCCAAGTACCCCTGCAGGATGAAGGGCAGGCCGGCCCTTGATGTGCCATTTCT 
GAATAATAGTCACTGCCGCCGAGTCTAGGGATGTCCTGTTTTTAACTTAGCCCTG 
CCTTGGGATGC 

10 

SEQ ID NO: 532 

>17168 BLOOD GB_R33030 gi|788873|gb|R33030|R33030 yh70d06.sl Soares placenta 
Nb2HP Homo sapiens cDNA clone IMAGE:135083 3' similar to gb:D16234 PROBABLE 
PROTEIN DISULFIDE ISOMERASE ER-60 PRECURSOR (HUMAN);, mRNA sequence 
15 [Homo sapiens] 

AGAAAATACCCCCAACTCAACCCCACCCCCACAACATTTCCCCCAACACAAATA 

ATTTTTCCCAAAACCACAAACATAAACTGGTCCNGGGGATTTCCATAAACAGTGC 

AGCTAAGAAACAGTTTAGNGAAANTTTAACAGGGNTTCAGATTATATCCATTCTG 

20 TCCTCTCGGGCCCTGAGNGGGTAATAATTCCCATATGGGGNCCTAGGTCCTCCCC 
AATGGGTTTTCCCATCTCTGATGGGGAGGAGGTCCTTTTTACAAGTGGGGTGTTT 
= V-GGGGTACTGCTTTAGGGGATGCTCGTGGNGGCGT.TC .0 

■■■■ -. . ^GT^eTTGNATTTACNGGGGGGGGTTIETTAGGGTTC , ' Vi.l'.-X- ;Vv:-/Y 1 ..: 

25 <SEQIDNO;533 " "' - ■.. 

>17191 BLOOD 445041.1 1 X15480 g31947 Human mRNA for anionic glutathione S- 
transferase (GST-pi- 1). 0 

GCCGCAGTCTTCGCCACCAGTGATGCCGCCCTACACCGTGGTCTATTTCCCAGTT 
CGAGGCCGCTGCGCGGCCCTGGCGCATGCTGCTGGCAGATCAGGGCCAGAGCTG 

30 GAAGGAGGAGGTGGTGACCGTGGAGACGTGGCAGGAGGGCTCACTCAAAGCCTC 
CTGCCTATACGGGCAGCTCCCCAAGTTCCAGGACGGAGACCTCACCCTGTACCAG 
TCCAATACCATCCTGCGTCACCTGGGCCGCACCCTTGGGCTCTATGGGAAGGACC 
AGC AGGAGGC AGCCCTGGTGGACATGGTGAA TGACGGCGTGG AGGACCTCCGCT 
-•' GCAAATACATCTCCCTCATCTAGACCAACTATGAGGCGGGCAAGGATGACTATGT 

35 GAAGGCACTGCCCGGGCAACTGAAGCCTTTTGAGACCCTGCTGTCCCAGAACCA 
GGGAGGCAAGACCTTCATTGTGGGAGACCAGATCTCCTTCGCTGACTACAACCTG 
CTGGACTTGCTGCTGATCCATGAGGTCCTAGCCCCTGGCTGCCTGGATGCGTTCC 
CCCTGCCCGCCTCATAGTTGGTGTAGATGAGGGAGATGTATTTGCAGCGGAGGTC 
CTCCACGCCGTCA 

40 

SEQ ID NO: 534 

>17309 BLOOD 994439.4 S78569 g!042081 laminin alpha 4 chain [Human, fetal lung, 
mRNA, 6204 nfj. 0 

CAAACTGAATCCTGCTTTAATTCAAGCTTGTGGAGAACAAAGTCCTACAGAAACA 
45 TTCCACAGAATTTTCTGGAAAAGAGGGATCACAACAACCCTGTAAAAAGGTGAG 
AAGGAAGCCAGGACAGCGCAGTCCCCAGTCCCGAACGGCCAGGGAGAGGAGGT 
GGCCTAGCGCTGGCGGGGCTCACCCCAATCCGTCTGCCTTTTGATGCCGTACTCT 
GCTGGTTGGCGCAGCCACCTCGGGATACTGCACACGGAGAGGAGGGAAAATAAG 
CGAGGCACCGCCGCACCACGCGGGAGACCTACGGAGACCCACAGCGCCCGAGCC 
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CTGGAAGAGCACTACTGGATGTCAGCGGAGAAATGGCTTTGAGCTCAGCCTGGC 
GCTCGGTTCTGCCTCTGTGGCTCCTCTGGAGCGCTGCCTGCTCCCGCGCCGCGTCC 
GGGGACGACAACGCTTTTCCTTTTGACATTGAAGGGAGCTCAGCGGTTGGCAGGC 
AAGACCCGCCTGAGACGAGCGAACCCCGCGTGGCTCTGGGACGCCTGCCGCCTG 
5 CGGCCGAGAAATGCAATGCTGGATTCTTTCACACCCTGTCGGGAGAATGTGTGCC 
CTGCGACTGTAATGGCAATTCCAACGAGTGTTTGGACGGCTCAGGATACTGTGNN 
AGANGGGCTTCATCCGTCCAGCAAGAACTCAGACAAATTTAACCCCAGCCTACA 
AGCAGCCCTGCCAGATTGTTTATGGNNTAGTTTCATGGTAGTTGGCACTGCCAGC 
GGAACACAACAGGAGAGCACTGTGAAAAGTGTCTGGATGGTTATATCGGAGATT 

1 0 CCATCAGGGGAGCACCCCAATTCTGCCAGCCGTGCCCCTGTCCCCTGCCCCACTT 
GGCCAATTTTGCAGAATCCTGCTATAGGAAAAATGGAGCTGTTCGGTGCATTTGT 
AACGAAAATTATGCTGGACCTAACTGTGAAAGATGTGCTCCCGGTTACTATGGAA 
ACCCCTTACTCATTGGAAGCACCTGTAAGAAATGTGACTGCAGTGGAAATTCAGA 
TCCCAACCTGATCTTTGAAGATTGTGATGAAGTCACTGGCCAGTGTAGGAATTGC 

1 5 TTACGCAACACCACCGGATTCAAGTGTGAACGTTGCGCTCCTGGCTACTATGGGG 
ACGCCAGGATAGCCAAGAACTGTGCAGTGTGCAACTGCGGGGGAGGCCCATGTG 
ACAGTGTAACCGGAGAATGCTTGGAAGAAGGTTTTGAACCCCCTACAGGCTGTG 
ATAAGTGCGTCTGGGACCTGACTGATGACCTGCGGTTAGCAGCGCTCTCCATCGA 
GGAAGGCAAATCCGGGGTGCTGAGCGTATCCTCTGGGGCCGCCGCTCATAGGCA 

20 CGTGAATGAAATCAACGCCACCATCTACCTCCTCAAAACAAAATTGTCAGAAAG 
AGAAAACCAATACGCCCTAAGAAAGATACAAATCAACAATGCTGAGAACACGAT 
.^GAAAA-GCCTTCTGTCTGA<jGTAGAGGAA1TAGT1'GAAAAGGAAAATGAAGCCTC f 

. - J GAGA^iAAGGACAACTEGTTCAGAAGGAAAGCATGGACACGATTAAGCACGGAAG v 
. 'TGAGCTGGTAGAGCAAGCGGATGATATGAGGGATAAA ATGCAAGAGATGAACAA '■■ 

25 CAAGATGCTCTATTATGGGGAAGAGCATGAACTTAGCCCCAAGGAAATCTCTGA 
GAAGCTGGTGTTGGCCCAGAAGATGCTTGAAGAGATTAGAAGCCGTCAACCATT 
TTTCACCCAACGGGAGCTCGTGGATGAGGAGGCAGATGAGGCTTACGAACTACT 
GAGCCAGGCTGAGAGCTGGCAGCGGCTGCACAATGAGACCCGCACTCTGTTTCC 
TGTCGTCCTGGAGCAGCTGGATGACTACAATGCTAAGTTGTCAGATCTCCAGGAA 

30 GCACTTGACCAGGCCCTTAACTATGTCAGGGATGCCGAAGACATGAACAGGGCC 
ACAGCAGCCAGGCAGCGGGACCATGAGAAACAACAGGAAAGAGTGAGGGAACA 
AATGGAAGTGGTGAACATGTCTCTGAGCACATCTGCGGACTCTCTGACAACACCT 
CGTCTAACTCTTTCAGAACTTGATGATATAATAAAGAATGCGTCAGGGATTTATG 
■CAGAAATAGATGGAGCC/iAAAGTGAACTACAAGTAAAACTATCTAACCTAAGTA 

35 ACCTCAGCCATGATTTAGTCCAAGAAGCTATTGACCATGCACAGGACCTTCAACA 
AGAAGCTAATGAATTGAGCAGGAAGTTGCACAGTTCAGATATGAACGGGCTGGT 
ACAGAAGGCTTTGGATGCATCAAATGTCTATGAAAATATTGTTAATTATGTTAGT 
GAAGCCAATGAAACAGCAGAATTTGCTTTGAACACCACTGACCGAATTTATGAT 
GCGGTGAGTGGGATTGATACTCAAATCATTTACCATAAAGATGAAAGTGAGAAC 

40 CTCCTCAATCAAGCCAGAGAACTGCAAGCAAAGGCAGAGTCTAGCAGTGATGAA 
GCAGTGGCTGACACTAGCAGGCGTGTGGGTGGAGCCCTAGCAAGGAAAAGTGCC 
CTTAAAACCAGACTCAGTGATGCCGTTAAGCAACTACAAGCAGCAGAGAGAGGG 
GATGCCCAGCAGCGCCTGGGGCAGTCTAGACTGATCACCGAGGAAGCCAACAGG 
ACGACGATGGAGGTGCAGCAGGCCACTGCCCCCATGGCCAACAATCTAACCAAC 

45 TGGTCACAGAATCTTCAACATTTTGACTCTTCTGCTTACAACACTGCAGTGAACTC 
TGCTAGGGATGCAGTAAGAAATCTGACCGAGGTTGTCCCTCAGCTCCTGGATCAG 
CTTCGTACGGTTGAGCAGAAGCGACCTGCAAGCAACGTTTCTGCCAGCATCCAGA 
GGATCCGAGAGCTCATTGCTCAGACCAGAAGTGTTGCCAGCAAGATCCAAGTCT 
CCATGATGTTTGATGGCCAGTCAGCTGTGGAAGTGCACTCGAGAACCAGTATGG 
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ATGACTTAAAGGCCTTCACGTCTCTGAGCCTGTACATGAAACCCCCTGTGAAGCG 
GCCGGAACTGACCGAGACTGCAGATCAGTTTATCCTGTACCTCGGAAGCAAAAA 
CGCCAAAAAAGAGTATATGGGTCTTGCAATCAAAAATGATAATCTGGTATACGT 
CTATAATTTGGGAACTAAAGATGTGGAGATTCCCCTGGACTCCAAGCCCGTCAGT 
5 TCCTGGCCTGCTTACTTCAGCATTGTCAAGATTGAAAGGGTGGGAAAACATGGAA 
AGGTGTTTTTAACAGTCCCGAGTCTAAGTAGCACAGCAGAGGAAAAGTTCATTA 
AAAAGGGGGAATTTTCGGGAGATGACTCTCTGCTGGACCTGGACCCTGAGGACA 
CAGTGTTTTATGTTGGTGGAGTGCCTTCCAACTTCAAGCTCCCTACCAGCTTAAAC 
CTGCCTGGCTTTGTTGGCTGCCTGGAACTGGCCACTTTGAATAATGATGTGATCA 

1 0 GCTTGTACAACTTTAAGCACATCTATAATATGGACCCCTCCACATCAGTGCCATG 
TGCCCGAGATAAGCTGGCCTTCACTCAGAGTCGGGCTGCCAGTTACTTCTTCGAT 
GGCTCCGGTTATGCCGTGGTGAGAGACATCACAAGGAGAGGGAAATTTGGTCAG 
GTGACTCGCTTTGACATAGAAGTTCGAACACCAGCTGACAACGGCCTTATTCTCC 
TGATGGTCAATGGAAGTATGTTITTCAGACTGGAAATGCGCAATGGTTACCTACA 

1 5 TGTGTTCTATGATTTTGGATTCAGCAGTGGCCCTGTGCATCTTGAAGATACGTTAA 
AGAAAGCTCAAATTAATGATGCAAAATACCATGAGATCTCAATCATTTACCACA 
ATGATAAGAAAATGATCTTGGTAGTTGACAGAAGGCATGTCAAGAGCATGGATA 
ATGAAAAGATGAAAATACCTTTTACAGATATATACATTGGAGGAGCTCCTCCAG 
AAATCTTACAATCCAGGGCCCTCAGAGCACACCTTCCCCTAGATATCAACTTCAG 

20 AGGATGCATGAAGGGCTTCCAGTTCCAAAAGAAGGACTTCAATTTACTGGAGCA 
GACAGAAACCCTGGGAGTTGGTTATGGATGCCCAGAAGACTCACTTATATCTCGC • 

i\ -• >■ : AGAGGATATTTCAATGGAGAGAGCTTCATTGCWCAATTCAGAAAATATCTTTCT t, 
■ H . •TTGATGGCTTTGA>\GGAGGTIT?JAATTTGCGAACATTACAAGGAAATGGGTTACT * 
•} ■ , ' : ATTGTAITATGCTTCAGGGTC AG ACGTGTTGTGG ATCTGACTGG ATAATGGT AGTG •! 
' 25 TCATCATGGATGTAAAGGGAATCAAAGTTGAGTCAGTAGATAAGCAGTACAATG 
ATGGGCTGTCCCACTTCGTCATTAGCTCTGTCTCACCCACAAGATATGAACTGAT 
AGTAGATAAAAGCAGAGTTGGGAGTAAGAATCCTACCAAAGGGAAAATAGAAC 
AGACACAAGCAAGTGAAAAGAAGTTTTACTTCGGTGGCTCACCAATCAGTGCTC 
AGTATGCTAATTTCACTGGCTGCATAAGTAATGCCTACTTTACCAGGGTGGATAG 

30 AGATGTGGAGGTTGAAGATTTCCAACGGTATACTGAAAAGGTCCACACTTCTCTT 
TATGAGTGTCCCATTGAGTCTTCACCATTGTTTCTCCTCCATAAAAAAGGAAAAA 
ATTTATCCAAGCCTAAAGCAAGTCAGAATAAAAAGGGAGGGAAAAGTAAAGAT 
GCACCTTCATGGGATCCTGTTGCTCJGAAACTCCCAGAGCGGAATACTCCAAGAA 
• ACTCTCATTGCCACCTTTCGAACAGGCCTAGAGCAATAGAGCACGCCTATCAATA 

3 5 TGGAGGAAC AGCCAAC AGCCGCCAAGAGTTTGAAC ACTTAAAAGGAGATTTTGG 
TGCCAAATCTCAGTTTTCCATTCGTCTGAGAACTCGTTCCTCCCATGGCATGATCT 
TCTATGTCTCAGATCAAGAAGAGAATGACTTCATGACTCTATTTTTGGCCCATGG 
CCGCTTGGTTTACATGTTTAATGTTGGTCACAAAAAACTGAAGATTAGAAGCCAG 
GAGAAATACAATGATGGCCTGTGGCATGATGTGATATTTATTCGAGAAAGGAGC 

40 AGTGGCCGACTGGTAATTGATGGTCTCCGAGTCCTAGAAGAAAGTCTTCCTCCTA 
CTGAAGCTACCTGGAAAATCAAGGGTCCCATTTATTTGGGAGGTGTGGCTCCTGG 
AAAGGCTGTGAAAAATGTTCAGATTAACTCCATCTACAGTTTTAGTGGCTGTCTC 
AGCAATCTCCAGCTCAATGGGGCCTCCATCACCTCTGCTTCTCAGACATTCAGTG 
TGACCCCTTGCTTTGAAGGCCCCATGGAAACAGGAACTTACTTTTCAACAGAAGG 

45 AGGATACGTGGTTCTAGATGAATCTTTCAATATTGGATTGAAGTTTGAAATTGCA 
TTTGAAGTCCGTCCCAGAAGCAGTTCCGGAACCCTGGTCCACGGCCACAGTGTCA 
ATGGGGAGTACCTAAATGTTCACATGAAAAATGGACAGGTCATAGTGAAAGTCA 
ATAATGGCATCAGAGATTTTTCCACCTCAGTAACACCCAAGCAGAGTCTCTGTGA 
TGGCAGATGGCACAGAATTACAGTTATTAGAGATTCTAATGTGGTTCAGTTGGAT 
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GTGGACTCTGAAGTGAACCATGTGGTTGGACCCCTGAATCCAAAACCAATTGATC 
ACAGGGAGCCTGTGTTTGTTGGAGGTGTTCCAGAATCTCTACTGACACCACGCTT 
GGCCCCCAGCAAACCCTTCACAGGCTGCATACGCCACTTTGTGATTGATGGACAC 
CCAGTGAGCTTCAGTAAAGCAGCCCTGGTCAGCGGCGCCGTAAGCATCAACTCCT 
5 GTCCAGCAGCCTGACATGACAGAGCACAGCTGCCCAAATACAAAGTTCTTTAGA 
GCACTGAAAGAAACACAAAGCCAGCCAGGAGGAACAGTAACTCTTCCTTCGGGT 
GGAAGCTTTCATCGAGTTGAACAGGACTTAAACGAATCATCAGGGACCGGATAT 
TTCTTATTTCTCATTTGGATTCTTAACCTTGAATCCAAAGTGTCTGCAATGGACAA 
CAATTGAAGGAGTGGCAAACTTACTTGTATTGAGAGCACACGCAATTCCTACTGG 

1 0 TGAAATTACTGTTTCTGTTTCT AATAAAATAGAAGGGATTCCAAATAAACACTTG 
CACACATTTTTGAAGTGCGGCTAGATTCTCAGATTCACCTTTCTTCCAGGGAAGA 
TAACTTTCAATCTATATAAAAATCTCTGTCCTAAAACTACCTTTCTTTATTTTGAA 
GAGACTTACTAACITACATATAATCTAAATTAGATGATAGATTTGTTTTTAGCCCT 
TTTGTTTGGTCTATCAGTATAAGAAGAATATTTTAGGTTTATAGCTGAAGTTATCA 

1 5 AGGTTTAATAAAGTAAATTTCTAACAGAATACTAGAAAAATGCAGTATAATTTAA 
TTTTTTCTAAATAAGAAACACAGGAAATCAACTACTTTTTCCCCTTCCTTATCTCC 
TTAAAAGAAAAATAAAATTGTACATGAGAGGAGGCTTCTGTAGGTTATTATTACC 
ATTATTGTGTGTTCTATGGGAATCATTGAGGATATCACAGCAAAAACAGTAGGAC 
AAAATCATAAAATTCAATTTAAGAGTACACAAGTCCTTTATAANAGTTTGCTCCT 

20 AGCCTGGGGCAACATAATGAGATCCCATCTCTGC 

• - >SKQ ID NO; 535 . • : ' ■: • • *; : , ■: '.. •• ■-' . ' .; ; . •. 

: : -A £17456, BLOOD 245885.4 AJ0005 1 7 g2370! 54 Human mRNA for. spinocerebellar ataxia* 7: :. 

25 AGTCAGCCACCGAATTGCTTTTATCAGTGnAAAGTGGTCTGAACTGCTTGCTAC 
CAATCTGTGAGAAGTTTTTGTTTTTGTTTTGTTTTTTAACTTGCAGTATATCACAG 
AGCCACTCTTCAAGTAGATTGGCTGGGCAAAAGAATGTTTTGGCAAGAGCGTTAC 
TGTAGACCTTTCTCCCTCCTTCCTTTTACTACCATTTTTTTTTAACACTGTCATCTG 
TAGGTCACTCTCCAGCAGTTAGGCACCTTAACTGGAGACCAGAAACCTTCCAGAG 

30 AACACAGGGCTGCATCCCGAGCAACCCTCTGAAGAAGGGAATTAGGCTTTAGAT 
TTTGATAGCAATGTTCCAGGAATGAAATATAGATGTTAGCCCAAGACACCATGAC 
AAAATAGCCCAGCCTTTTGAGAGTAATTTGGGAAAAGAAGCTGTCAGAAGTTTCT 
AACTTACAAACTGGTTTGAAATTTTTGATGCCCAGACAGCAAGTATAAATCATTT 
: ' ' TGG AGGCTTACTTTTCATGA'i ACAAAAGCAATTCTGTGTGANNNNNNN^ 

35 NMWNNNNNNNATGCAAGCTAGTTTTGAGAAAGGAAGGCCAAATTGGGTCGGG 
GGAGGGTGGGAGTGAGGAAGTTAAAATCACTATAGGGAGAAAAAACTTTTTTCA 
AGATTTCCAAAGAGATGAAATTTTCTTAATCCTTTTAAGTTTTCATAGTAAACAGT 
ATGGCAGATTGGGTTGGTTGTCCTACCTGGTCTATTTTTAAAAGTCACCTTTTAAA 
GTGACATTATTAGATACACTTAAATGTTTCCAAGGCACTCTCTACATTACCCTTGT 

40 TTTTCTCTTTGGATACTGTCCTGGGACTAAGTGTAGATTTCTGCTTCAAGCACTTC 
TGGCATTGTGTGTTTTTGTATGCACTCCCCITCATGCCACTTCAGATGTTTATTTG 
GATGTGGTTGGGGACGAGAGCAGACACCAAGGAAAGGGAGTTGGAGAGAATGT 
AAGTCCTGACCTGAAGGTCTTTTGTGATGCATGTATAGGATTGCCCTGACACACA 
CCCTCCTTTCTTGGGATTATACCAGCCATCTTCCTGAGAGTTTTGGAGCCCTCTAG 

45 GATATTTTTTCTAGTACCCCACCCCCCACCCCTAAAGAAAGACCTTAATATGTTA 
AAACAGCATTGCTTGGAGAAGGTGTCATTGAATTCCGGGACGAGCCGGAGCCTT 
TAAATGGGTGCTTCCACCACTACAGGCTCCTGACACGAGTAACAGGCACTGTTGC 
TTAGAAGAACACACGAAGTTGCCGAACACAGGGTAAAATTTCCAAGGCGCTGAT 
CGTrGCCCTGGCCAGGGCCTGATGAGAGCCAGTCAGTACATTCTTTTTTTCCTAC 
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AGTTCTTGGGTTTCAAACTTCAGTTTCAGGGAATTTCAAGTCAACAACAGGTAGA 
ATGAATAAACTTGGTTACCAGCCTAATAATGTGAATTGCTACAGAATTATTCTTA 
TTATGTAAGAAAACAAAAACTTTATGCAGATACTTTAGCTATAAATTGATGTAAA 
ATACTGATTTTTTTAAAGGAAGGAGAGAACAGTATCTTGTTCAATTATTATGCAA 
5 TCAATCAGTAAATGTTTTTAAAATGATACTACAGGAGAGCTTAGTAAGGAGAGG 
GCATGGATGGGCCAGTTTGGCATAGTTGGGAGAAATCAGTCTGGTTTCCATCCCA 
GTCGGGGAAGAGAGAGGTGAGAGGGAATCAGAACGTACCTAGTTGATTCCTTGG 
TGACAAGTGCAATGGGGTATGGGTAGAATTTATTTTCAGAGCCAAGAGGACTTG 
ATGGTTATAAATAAAGTTGCCTTTAGCAATGGAATTTACAGATCGATCATGTTGT 

1 0 TCCGAAAGATGTGAATAGGATCCACAATAACAAGTTGATTCAGACTAATGTAGA 
TATTTAGATTAGCAAGTATTGAACATTTGATTTCTTAGACTGAGGTTTTAAATGA 
ATTTCATTATTTCTCCCGGTAATACACAGAGCATCGGGATTAGGAAATTAGCCAT 
TTTGGATTCTGTCTGCCACAAACAGACCTATTCTAAACAGTGCTATTAAATTTTAG 
ACTGTTGTTCAAATATTTTATTTTCTCCTAAACTACTTTTTATGGTGATGAATAAT 

1 5 TAAGACCATTTAAAACACGGGAGTACAAGTATTTTTTTGAATTAA\TTAACTTGC 
AAAAACCAAATTTGCAGTGGTTGGGTTGTTTCTAGACAGACTTTGGTATGAATTT 
AAAACCAAGATAATTTTTATATTCTTTCCAATAGAATTTCATGACAACTCCTGCA 
GTTTTCTTAACCTAC 

20 SEQ ID NO: 536 

>17486 BLOOD gi|836069|gb|R64190.1 |R64190 yil8b07.rl Soares placenta Nb2HP Homo 
sapiens cDNA clone BVIAGE: 139573 5', niRNA sequence 
....... ••GGJGAAATGGCCGGAATGCAGAGCTGCGGGTGGGATGGGGGCAAATCGTGCTrAi 

AGAACGACCACCAGGAAGATTTCTGGAAAGTGAy\GGAGTTGCTGCATAAGCAGG 

25 GGAAGCAGAAGTATACACTTCCGCTCTACCACGCAATGATGGGTGGCAGTGAGG 
TGGCCCAGACCCTCGCCAAGGAGACTTTTGCATCCACCGCCTCCCAGCTCCACAG 
CAATGTTGTCAACTATGTCCAGCAGATCGTGGCACCCAAGGGCAGTTAGAGGCTC 
GTGTGCATGGCCCCTGNCTCTTTCAGGCTCTCCAGGGTTTCAGAATAATTGTTTGT 
TCCCAAATTCCTGTTTCCCTGATCAATTTCCTGGGAGTTTATATTCCCTTCAGG 

30 

SEQ ID NO: 537 

>17501 BLOOD Hs.12342 gnl|UG|Hs#S998603 Homo sapiens clone 24538 mRNA sequence 
• /cds=UNKNQWN/gb:-fAE055030 /gi=3005760 /ug=Hs.l2342 /len=1725 

: ; GTTTGCTGTGAAGCTTGCTACTTGTACTTGGTTGAAGTTCTAGGTACCTTTAGTCA - 

35 AGGGATGGAAAAATAAAGCCATACGCAGTTTTGTTACCTCAGTTACCCCAAAAA 
TAGGAAAAGCAGCAAGCACAGTATTTTAAAGATCATAATTCCTATAAAAGGACT 
GTGCACAAAGTGTTTAGACTCCATTTTCATTAGGCAGGTTGACTAAAAATGATTG 
CAGTAACAGGTTTATATAAAATAGAGCAACCTTTCATGCTGTGACACAAATCAAA 
AGGTTGATAACTTTGTAATTTTACTCTGGAGATTCTAACCGAAGTTGGTGTAAGT 

40 TTTCAAGAGTTACTAAAATCAAGTTGGAAATGATTTACGTACACTTCCCTGAGCC 
TGGACTAAAGCCTCATGCCTGTACCCCAAGTAGGTGATGGTACTTTTCTATACAA 
AAAGGATTTCCTGGCAGGCAGGTATTTACAAAGTTTGTTCCTGTACCAGTCCAAT 
AATGACAACTCTAAATCCAGCTGCACCAAATCTTAGTGGGCCATTTGTCATACCT 
ATGAAAATTCTTCAGTTATTAAATAACTTTGTCAGTGCTACCTATGGTAGGCCGG 

45 AAACAATGTAGATTAGGAAGTTTCATGAAAATTAACTTTTGGGGCTATGGAGAA 
ACAGTTAAGTATCTTAAGTTACTAAACATTTCCACTGAATTTTTGGAGTGAGCCA 
AGGTTACTATAAAATACTTTGGAAGATGAATTCTCTACCTGGAGTTAGTTTCGAG 
AGTAAGCGTAGCITITAACAGAAATAACTGCAGATTTTAAGCTCATAATTTGCAA 
AAAAAATCTTTTATTGGCATGAAAATAATGTTGTAAATGGCACCAAATATTCCAC 
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TTAAATGCATATACAGTATTAGAGTCAAAAACTATTTTATCCCTCTTTGCTGTTTT 
TCCCCCTTCTGCCCACTTTCCTGGGTGTTGGGGGGGCCCGCTGACAACAGTCACA 
AATCCAGCGACCTAGGAAAAAAATTGTTAATATAGAATGAAAAATTATCTTTAC 
AGGACTGAATTTTAAGCCCATCTAAACTCTTCTGCCTTAGCTATCACTAATGATAT 
5 TCCTCTCTGGATTTTGTGGTGAGAAGGGCACTATGAGTTCCTTAATTTAAGGAAA 
AAATGTAAACTTAATCAATGTAATCAATGCCATGCAAAATTCATTGCAAGTCAAG 
GGGGATGGGAGAGATGCAATGCCATACGGTGATACGGACCTTTAAGAAAGTACA 
ATCTTTCCTGAAATTCAAACACTATCATACTTCAAAAGGTCAAAACCCATTCCGG 
AATTTGGCTTTTTTAAGACTTTTTCTCTCCTGCTCACTGGCAGCTGTGTGTCTTAA 

1 0 CAGCATTCTTTCAAGTCCTGGTGTACTCTGCTGACAGCACTTTAAAACTTTAACA 
GCACAATGATAACTTGTACTACATACTTGATCTGAATTACTACAGAAAAATAATT 
ATGTTGCTTGCTTAATGATTCCCAGGAAACTTCGTTGTAGGCATATATTTTATAAG 
AGTATTATACAGTGTTAACTATGCAAGTAAGTTCTAAAATTACACAATTATCTGT 
GTAATGTTTTAGTCCAATTACTGTGATTTATTCAACTCTGTTCTAAAGTTATCTGG 

1 5 AATTGTC ATGCTGCCTC AATTTAC AGAAATCTATAATAGATTTCTATAGAAATGT 
AAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 538 

>17504 BLOOD 238178.2 Incyte Unique 

20 CTGACAAAATGATCTCAATArrGGTGTAAAATCACCTCCCCTTTCAAGGGTCTTC 
CAAAGCAC1TCCTGTCTGCGGCATACAAAATGTATGGCACGGAATTTTAAGCTTA 
CTGAGGTTTATAAACAGGTCACATrGACACATTCAAGACACACAGTGGATATTCG. 
: :■■ GATAAAAAGAAACAAACAAAAAACAGGGTAAATACCCATTCCGGTCAATAAGTT 

■■' •• '■■ ■■■ ■ GGATAAG ATACCTAAAAAAGGTGGAGGTTGGGT ACCTTTCTGTCTTeTGCCCTCTC 

25 GCTATTTGCCTACACTGGGTTCCTCACCTCCACTTTTTCTCACGTTTATCTGAGCG 
AAAACAAGCACGGTTCGGCAGCCTCCTTTCCCAGCCCTACCTTTGTGCTGCAAAA 
GCGAAAATTCAAAAGCCAAGTACAATAGGAGACCGCCCACCCTGGCTCCCTCGT 
GACACGAGGGAGCGCGAAGCGGAGGGCGCCTCGCGGCAGGAGCGGGATTTCCG 
GGGTCACGGGAACCGGCAGGGGAACGGGATAAAGTTCCCGGAGAAAGGAAAGG 

30 AGAGCGTGGGATAGTAAAAGAGAAGACGCGGAGAAGAGGAGAGGACCTACAAG 
AACGGAGGACAGGGGCGCACGATGGTCCCGGGGGGAGCGGAAACAAAGGCACG 
CAAAACGGAAAAGCGTGTGTAGGGGAGCGGAAAAGGAAGTCACCACCGTGGCC 
TGCGACGAAATGGGGAAAAGTCTTTTGAAGACAGCCTCTCTGTCTGGAAGGACA 
A,\A:TTGCTACATGAAACAGGATTGTCACTTTATAGTACATCCC ATGGATTTTATG 

35 AGGAAGAAGTGAAAAAAACACTTCAGCAGTTTCCTGGTGGATCCATTGACCTTC 
AGAAGGAAGACAATGGCATTGGCATTCTTACTCTGAACAATCCAAGTAGAATGA 
ATGCCTTTTCAGGTGTTATGATGCTACAACTTCTGGAAAAAGTAATTGAATTGGA 
AAATTGGACAGAGGGGAAAGGCCTCATTGTCCGTGGGGCAAAAAATACTTTCTC 
TTCAGGATCTGATCTGAATGCTGTGAAATCACTAGGAACTCCAGAGGATGGAAT 

40 GGCCGTATGCATGTTCATGCAAAACACCTTAACAAGATTTATGAGACTTCCTTTA 
ATAAGTGTTGCGCTGGTTCAAGGTTGGGCATTGGGTGGAGGAGCAGAATTTACTA 
CAGCATGTGATTTCAGGTTAATGACTCCAGAGAGTAAGATCAGATTCGTCCACAA 
AGAGATGGGCATAATACCAAGCTGGGGTGGCACCACCCGGCTAGTTGAAATAAT 
CGGAAGTAGACAAGCTCTCAAAGTGTTGAGTGGGGCCCTTAAACTGGATTCAAA 

45 AAATGCTCTAAACATAGGAATGGTTGAAGAGGTCTTGCAGTCTTCAGATGAAACT 
AAATCTCTAGAAGAGGCACAAGAATGGCTAAAGCAATTCATCCAAGGGCCACCG 
GAAGTAATTAGAGCTTTGAAAAAATCTGTTTGTTCAGGCAGAGAGCTATATTTGG 
AGGAAGCATTACAGAACGAAAGAGATCTTTTAGGAACAGTTTGGGGTGGGCCTG 
CAAATTTAGAGGCTATTGCTAAGAAAGGAAAATTTAATAAATAATTGGTTTTTCG 
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TGTGGATGTACTCCAAGTAAAGCTCCAGTGACTAATATGTATAAATGTTAAATGA 
TATTAAATATGAACATCAGAATTACTTTGAAGGCTACTATTAATATGCAGACTTA 
CTTTTAATCATTTGAATATCTGAACTCATTTACCTCATTTCTTGCCAATTACTCACT 
TGGGTATTTACTGCGTAATCTGGAACATTTAGCTAAAATATACACTTTTGGCTTA 
5 AAAATTATTGCTGTCAATTCCAATAATAATTCTTAGCTTATAACCAAAGAGCAGT 
GTTTAAAAGGAGAGCTTCTATACAAAACCTATTCCTGGCGTTACTTTTCATACAA 
TTTTTGTTCTGTTTTACCTGGAAATAATTTACCAAAATAACTGAGTGTTGCTGCTA 
AAGAACAAAAGTGGGGAGGTATCAGGGAACAAGAAAACAAGAAAGGGTATGAT 
CAATCATTTTCTTCTGCTCCAAACAGCTGGAGTAAAATTCATGGGAAATGGCCCT 

1 0 TCATTTAAAAAAAGATGTACCTCACTACCCACTACAAATTTGGAACTTTGTTCTTT 
TCAATAATTAGTTTTCTATTGTAAATTACCTACTAAACAGTGGTAGCCATGACAT 
GGAAAGTCAACTGATTCTACAATTGGACATTCATTTGTGTGCCCTGGAATTTCCA 
ACTAGTAATAAACAACTACTGTTGATGTAGTTTTAAACCACTTGAAGGGACTCAT 
GAAGCATCCTGCAACATAAATTTGCATTTTTACATCAGATTTCTTTTTTTTCCTGA 

1 5 AAAACAACTAACCTTCTAACAACTATCTTTCAAAAGTAAATGTAATAAAAATGCA 
CAACATAAAATGTTTATGATCCCAGCAATACACTTTTTAAAAAATGTGAAAGTCA 
AAGAATTAAGTTCTAGTTCTGACTCATCACAAGAGGTCAAAAGTATTTGCTACTG 
TAACATTCAATTCACATTTGAGAATCATGGTAAAAATAACTTGCATTTGCCTTAC 
CATCATGATCCTACTGTTGAGTTAGGAAAATATGGTTAGACAGACTCACATTACT 

20 TTTTTTCAGAGGTAAACTCTAGATTACTGTGTCAACCCAATACTATTTGGCCATAG 
ATGTAAAAACTACCAAATAAAAGTGGATTTTGTGGTCTACAACATTTTGTGTAAA 
• • GTGAATTGATGTCTGCTA AGAGCGTTA AGT.GTGCC ' : -. = • • 

» K i -SEQ ID NO: 539 -Y: ■ -, ■<. .A- ■::.<:; X- A ' : ' ' v ' ■ : ' ■•' ' 
25 >17616 BLOOD GB_R70598 gi|8441 15|gb|R70598|R70598 yi41g08.rl Soares placenta 
Nb2HP Homo sapiens cDNA clone IMAGE: 141 854 5' similar to contains Alu repetitive 
element;, mRNA sequence [Homo sapiens] 

GATCCACCCACCTCAGCCTCCCACAGTGCTGGGACTACAGGCATGAGGATCATCT 
GAGGCCAAGAGTTCAAGATCAGCCTGGGCAACATAGTGATACCCTATCTCTTAA 

30 A AA AG AAG A AGTTTTT A A ATTTG AAATAAT A AT AG GT A CTGG ATTT ATG C AAATG 
TCTTTTCTGCGTCTTTTGAGATGAGTATCAGGTTTTTTTTTTTCCTNTTATCATCTG 
ATGATGANCTTAATGTTTCCATTTGTATTAATGGGAATACTAAGTCCCTCTGTGAT 
TTTCTQ AACGGAA GCTATTTCGTANGGCCTG AGTTTN ATTTTNGTTTG ACAC AGTA 
- : ' 'ATTAAAATTAGGANGGCCCAAGCCGTGGGTGGCCATGTTGNCCTGTAAGTCCCN 

35 AAGTTGNCTGANGGTAAGGAAGGATTTGCTTTGNAGCCCCA 

SEQ ID NO: 540 

>17691 BLOOD 327226.7 Incyte Unique 

GCTTAAGAGACCCCGCAGTGGGGCGCTCGTCCGAAGCCAGGCCGCGTCCGCCAT 
40 AGTACCTGGCTTGGAGGTGTCGCCGCCGCTCGGTGAGAGCCCCCGAGCGGCAGG 
GGGCCAACACAAAAAGGGAGCCGGAGAAGCCCTAGCCGCTGCCCAGCAGCTTGC 
GGGCGTGTTCTCGCGGTTCCGGGCCTCAAGGCGACGGAAACGAAAGGCGAGCGA 
AGCGCGGAGGATCCGGCGAGAAGAAGCGTCAGGGAGCCTCGGCGGTGTCCCCGG 
GGTCCGCCGAAGCCACCCGGCCGCCGGCTGGGGCCCGGGGTGGTGAGGAAGTGC 
45 TCCGAGGCCTCGCCGAGGCCTAGCGCCGGCTTTGTGTCCGAGGCGGCGGCTGGC 
GGCGGGGGGAGGCTGGAGCCGGGGGCGTGCTGCGGGAAGGCCTCTCCTCCGCCG 
ACCGCGCGTTTTCGGCCTAGGCCGTGGGGCCGCTCGTGGCCTCCGGGGAGCAGG 
CGCCAGGGGTTTGTAGTGCGGAGGGGGCCTGGGCCTGGGCCTGGGGAAGCTGAC 
GCCGGTCGTCCGGAAGCCAGGAGGAGGCGTGAGGCCGCTCGTGGACTCCGGGCC 
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TAGGCCCTCTCCCCTCAACCTTCTCCCGGGGCCTGGGTCACCCCAATCCACGGAG 
AGAGAGACCCGCCGGGAGGTGCGGCCGCGCTATGGACCCCTGACCCCGTGGGGT 
CGCTCGGACTCTTAACGTGTGGACTGACCGCTACTGACTGCACCGCCAATCCCCC 
CGTCTCTGCCGGCCCCTTAGCATGAGCGAGGGGGACCCAGCCGGGTGACATTGT 
5 GCCCGTTGGCGGATTCTCGATTTCCCCTCTTCCCCGTCCTCGTCCTCCTCNTCCNN 
CATGAAGTGATTCTGAGTATCGGGGGGTCTCTGGATTATTGTTCTGACGAACCCC 
TGCTTGTGGTTGGGGGGTATTTAATCTGAGGCCTTAGGGTCCTTCGGTGTCTTTGA 
GTGTTTTGTGTGTACATATTTTGCTCTTAAAGTTTATAAATATACGTATATTGAGA 
GTGTCCACGTCTCCTCGCTGAACCTTAGGAATCCCTTGGCACCATGTCCTGTGTGC 

1 0 ATTATAAATTTTCCTCTAAACTCAACTATGATACCGTCACCTTTGATGGGCTCCAC 
ATCTCCCTCTGCGACTTAAAGAAGCAGATTATGGGGAGAGAGAAGCTGAAAGCT 
GCCGACTGCGACCTGCAGATCACCAATGCGCAGACGAAAGAAGAATATACTGAT 
GATAATGCTCTGATTCCTAAGAATTCTTCTGTAATTGTTAGAAGAATTCCTATTGG 
AGGTGTTAAATCTACAAGCAAGACATATGTTATAAGTCGAACTGAACCAGCGAT 

1 5 GGCAACTACAAAAGCAGTATGTAAAAACACAATCTCACACTTTTTCTACACATTG 
CTTTTACCTTTATAATGTAGCAGTGAAGTAAATCATTTTAGAACTTAATATCCAAC 
TGATCATAGTACATATTGTAAATAAAATGTATTTTGATGACAGCTCAGTTGAATA 
TGGATAATATGTGGCATCACTTGCACACTTATTTTGTAGAAATGGGTAATTTGTG 
CCCGTAACACTGTTTCATATTAAATATGATAGCATTATCCCTGTATGACACTGTGT 

20 TGTACAGTTAATGTATGATCCTTTTTAGATCGTTTAGGTTTTACACTAAGGAACAT 
GATGACATGTTCTACATTTGTCTGTCTATAGTTAGTATTTTGTATGTATGTACAGG 
CTGTTGTGTGCTTl'TTGTTTCTTGCAATAAAAAATGTTTGGAGTGTATATTTTGCC 
. ATTTCAGGTTGTATCAG-TTAGT.TTTTGTTAG •' . . . 

25 SEQ ID NO: 541 > • - ' 

>17713 BLOOD GB_R78516 gi|854797|gb|R78516|R78516 yi73h02.rl Soares placenta 
Nb2HP Homo sapiens cDNA clone IMAGE:144915 3', mRNA sequence [Homo sapiens] 
GTGCGTGTGATTACCAGAGAACTACTAAAAAAACCAACTGCTTTTTAAATCCTAT 
TGTGTAGTTAAAGTGTCATGCCTTGACCAATCTAATGAATTGATTAATTAACTGG 

30 GCCTTTATACTTAACTAAATAAAAAACTAAGCAGATATGAGTTAAATTTAAAAAA 
AAAAAAAANAAG 

SEQ ID NO: 542 

, - > i7805 BLOOJ 3 099572.2 AF001862 g2232149 Human FYN binding protein mRNA, 
35 complete cds. 0 

TAAGGTATAGTATTTTAAACTGTGCAAGTAAGACTTTTGTCTCTCAGCTATTTTTT 
GTTCCCTATGTTTGTAGGATGGAAAGGCAGATGTAAAGTCCCTCATGGCGAAATA 
TAACACGGGGGGCAACCCGACAGAGGATGTCTCAGTCAATAGCCGACCCTTCAG 
AGTCACAGGGCCAAACTCATCTTCAGGAATACAAGCAAGAAAGAACTTATTCAA 

40 CAACCAAGGAAATGCCAGCCCTCCTGCAGGACCCAGCAATGTACCTAAGTTTGG 
GTCCCCAAAGCCACCTGTGGCAGTCAAACCTTCTTCTGAGGAAAAGCCTGACAA 
GGAACCCAAGCCCCCGTTTCTAAAGCCCACTGGAGCAGGCCAAAGATTCGGAAC 
ACCAGCCAGCTTGACCACCAGAGACCCCGAGGCGAAAGTGGGATTTCTGAAACC 
TGTAGGCCCCAAGCCCATCAACTTGCCCAAAGAAGATTCCAAACCTACATTTCCC 

45 TGGCCTCCTGGAAACAAGCCATCTCTTCACAGTGTAAACCAAGACCATGACTTAA 
AGCCACTAGGCCCGAAATCTGGGCCTACTCCTCCAACCTCAGAAAATGAACAGA 
AGCAAGCGTTTCCCAAATTGACTGGGGTTAAAGGGAAATTTATGTCAGCATCACA 
AGATCTTGAACCCAAGCCCCTCTTCCCCAAACCCGCCTTTGGCCAGAAGCCGCCC 
CTAAGTACCGAGGAACTCCCATGAAGACGAAAGCCCCATGAAGAATGTGTCTTC 
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ATCAAAAGGGTCCCCAGCTCCCCTGGGAGTCAGGTCCAAAAGCGGCCCTTTAAA 
ACCAGCAAGGGAAGACTCAGAAAATAAAGACCATGCAGGGGAGATTTCAAGTTT 
GCCCTTTCCTGGAGTGGTTTTGAAACCTGCTGCGAGCAGGGGAGGCCTAGGTCTC 
TCCAAAAATGGTGAAGAAAAAAAGGAAGATAGGAAGATAGATGCTGCTAAGAA 
5 CACCTTCCAGAGCAAAATAAATCAGGAAGAGTTGGCCTCAGGGACTCCTCCTGC 
CAGGTTCCCTAAGGCCCCTTCTAAGCTGACAGTGGGGGGGCCATGGGGCCAAAG 
TCAGGAAAAGGAAAAGGGAGACAAGAATTCAGCCACCCCGAAACAGAAGCCAT 
TGCCTCCCTTGTTTACCTTGGGTCCACCTCCACCAAAACCCAACAGACCACCAAA 
TGTTGACCTGACGAAATTCCACAAAACCTCTTCTGGAAACAGTACTAGCAAAGG 

1 0 GCCAGACGTCTTACTCAACAACTTCCCTGCCACCACCTCCACCATCCCATCCGGC 
CAGCCAACCACCATTGCCAGCATCTCACCCATCACAACCACCAGTCCCAAGCCTA 
CCTCCCAGAAACATTAAACCTCCGTTTGACCTAAAAAGCCCTGTCAATGAAGACA 
ATCAAGATGGTGTCACGCACTCTGATGGTGCTGGAAATCTAGATGAGGAACAAG 
ACAGTGAAGGAGAAACATATGAAGACATAGNNNNNNNN^^ 

15 hn^NNNNNNNN^^ 
>n<IN]SlNNXNN^ 

GCCCTATTCAAGTCATCCATCTTGCAAAAGCTTGTTGTGATGTCAAAGGAGGAAA 
GAATGAACTGAGCTTCAAGCAAGGAGAGCAAATTGAAATCATCCGCATCACAGA 
CAACCCAGAAGGAAAATGGTTGGGCAGAACAGCAAGGGGTTCATATGGCTATAT 

20 TAAAACAACTGCTGTAGAGATTGACTATGATTCTTTGAAACTGAAAAAAGACTCT 
CTTGGTGCCCCTTCAAGACCTATTGAAGATGACCAAGAAGTATATGATGATGTTG 
1 CAGAGGAGGATGATATTAGCAGCCAGAGXCAGAGTGGAAGTGGAGGGATATTGG : 
■ CTOCACCACCAGATGATGAGATTTATGATGGGA'ITGAAGAGGAAGATGCTGATG h 
ATGGTTTCCCTGCTCCTCCTAAACAATTGGACATGGGAGATGAAGTTTACGATGA 

25 TGTGGATACCTCTGATTTCCCTGTTTCATCAGCAGAGATGAGTCAAGGAACTAAT 
TTTGGAAAAGCTAAGACAGAAGAAAAGGACCTTAAGAAGCTAAAAAAGCAGGA 
AAAAGAAGAAAAAGACTTCAGGAAAAAATTTAAATATGATGGTGAAATTAGAGT 
CCTATATTCAACTAAAGTTACAACTTCCATAACTTCTAAAAAGTGGGGAACCAGA 
GATCTACAGGTAAAACCTGGTGAATCTCTAGAAGTTATACAAACCACAGATGAC 

30 ACAAAAGTTCTCTGCAGAAATGAAGAAGGGAAATATGGTTATGTCCTTCGGAGT 
TACCTAGCGGACAATGATGGAGAGATCTATGATGATATTGCTGATGGCTGCATCT 
ATGACAATGACTAGCACTCAACTTTGGTCATTCTGCTGTGTTCATTAGGTGCCAA 
... .. ... TG.TGAAGTCTGGATTTTAATTGGCATGTTATTGGGTATCAAGAAAATTAATGCAC ., 

" ■ ' AAAACCACTrATTATCATITGTTATGAAATCCCAATTATCTTTACAAAGTGTTTAA'-^" 

3 5 AGTTTGAACATAGAAAATAATCTCTCTGCTTAATTGTTATCTCAGAAGACTACAT 
TAGTGAGATGTAAGAATTATTAAATATTCCATTTCCGCTTTGGCTACAATTATGA 
AGAAGTTGAAGGTACTTCTTTTAGACCACCAGTAAATAATCCTCCTTCAAAAAAT 
AAAAATAAAAGAAAAAGGAAAATCATTCAGGAAGAAATGACCTGTCTAAAAAA 
ACCTAAGGAAGAATAATAATATAAGAAAGGAAATTTAAAAACATTCCACAAGAA 

40 GAAAAATTATTGTTTATACTCCTACTTATGGTTATATCTTATATTCTCTATTCAAG 
TGACCTGTCTTTTAAAAAGGCAGTGCTGTCTTACCTCTTGCTAGTGGGTTAAATGT 
TTTCAAAAATTATAGCAGTAGTAGAAGTTTTGTATAAAATTTGTCCTTATTTGTTA 
ATTGTATATAAATGTTAATTATTTGATACGAATGTTATGCATTTAGTATGCACATT 
GAAGTCTAAACTGTAGAAGAGTCTAAAACAAGTTCrCTTTTTGCAGATTCACATA 

45 CTAATGGTTTAATTCTGTGCTCTGTTTAAAGTACTATTATAACTAGAGTAGATCTG 
AATGAGGATAACCCTAAAATCATGAGGAATGGAAGAATGGACCTTGAAACTACC 
TAGGCTTTTATGCATGGCACCTCTTTATAATGAAGACACTTITTAAAGTTTTTGTT 
TTTGTTTCAATTACCGCTAGATTTTITITrCTCTTTT^ 

AAAGTTGGCCAGCAGAGGGAGTAGAAATTATTAAAATTCTAGTGTTTGGATTGG 
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GCCCTTCTCTAACAGTACATACTCATTCCCAAAGCAATCCAAAAACAAAATGTGA 
ACCATTTGGGTTTCAAATGTTAAGAACACTAAATAGCATGATTTAAAAAATGAAA 
AATGCTAACACCCAAGAAAAGAAGATATTAAGTGCTTTTTAACAACTCCTAGAGT 
ACAAAATGAGTACATCATAATGCTGGGCTCTTCTACTAATGAACCATCGAGTGAT 
5 ATTGAATAAATTATTTATCTTCTCAGTTTCCTTATCTGTAAATTACAATATTAGAC 
TAAGTAAGTTTTTCCAACTCTTCACTACCAATTACCTTAGGCTTTTATAATGCTCC 
GCCTACTTCAGTCCCATGTTTCAGAAGCTTTTGTCTATTTTTTAAACTCATTGATT 
AAATAATGATTAATGCATTCTCCACATTTTAATATTGCAAAGGCCCATTGGAGTT 
TCTGAAGTGGCTCCACAGAATTGAAATAATTTCAAATAACTGTAAAGGAACTGA 

1 0 AAATCTTCACAGAGATGAAGTGGGGTTTCCATTAGGTGCTTTGAAATTTGATAAC 
AAATCATCAACTTCCACTGGTCAATATATAGATTTTGGGTGTCTGAGGCCCCAAG 
ATTAGATGCCACTAATCTCCAAAGATTCCCTCCAATTATGAAATATTTTAATGTCT 
ACTTTTAGAGAGCACTAGCCAGTATATGACCATGTGATTAATTTCTTTTCACACTA 
GATAAAATTACCTGGTTCAAAAGTGGTTTTTGTTTATTAAATTTGGTAATAAATAT 

1 5 ATATAATACACAGACAGGATAGTTTTTATGCTGAAGTTTTTGGCCAGCTTTAGTTT 
GAGGACTCCTTGATAAGCTTGCTAAACTTTCAGAGTGCCCTGAGACACTTCCAGC 
CATCCCTCCTCCTGCCTTCATTGGGGCAGACTTGCATTGCAGTCTGACAGTAATTT 
TTTTTCTGATTGAGAATTATGTAAATTCAATACAATGTCAGTTTTTAAAAGTCAAA 
GTTAGATCAAGAGAATATTTCAGAGTTTTGGTTTACACATCAAGAAACAGACACA 

20 CATACCTAGGAAAGATTTACACAATAGATAATCATCTTAATGTGAAAGATATTTG 
AAGTATTAATTTTAATATATTAAATATGATTTCTGTTATAGTCTTCTGTATGGAAT 
- •:. TTTGTCACTTAAGATGAGCTGCAAATAAATAATACCTTCAATGGAAAAAA^ . 
••: m^GNAAAAAAAAAANAAAAC ■ -. . :-: , ■ • , -. 

25 SEQ E) NO: 543 . 

>17862 BLOOD 207683.2 M83751 gl78990 Human arginine-rich protein (ARP) gene, 
complete cds. 0 

TCCTGCTGTAGTGCCTTCTGCGCCAGGCCCGGTTCAATCAGCGGCCACAACTGTC 
TAGGGCTCAGACACCACCAGCCAATGAGGGAGGGCACGTGGAGCCGCGTCTGGG 

30 CTCGCGGCTCCTGACCAATGGGGAAGTGGCATGTGGGAGGGCGCCGGGGTTCCC 
CCCGCCAATGGGGAGCTACGGCGCGCGGCCGGGACTTGGAGGCGGTGCGGCGCG 
GCGGGTGCGGTTCAGTCGGTCGGCGGCGGCAGCGGAGGAGGAGGAGGAGGAGG 
.. AGOATGAGGAGGATGAGGAGGATGTGGGCCACGCAGGGGCTGGGCGGTGGCGC. 

' " TGGCTCTGAGCGTGCTGCCGGGCAGCCGGGCGCTGCGGCCGGGCGACTGCGAAG 

35 TTTGTATTTCTTATCTGGGAAGATTTTACCAGGACCTCAAAGACAGAGATGTCAC 
ATTCTCACCAGCCACTATTGAAAACGAACTTATAAAGTTCTGCCGGGAAGCAAG 
AGGCAAAGAGAATCGGTTGTGCTACTATATCGGGGCCACAGATGATGCAGCCAC 
CAAAATCATCAATGAGGTATCAAAGCCTCTGGCCCACCACATCCCTGTGGAGAA 
GATCTGTGAGAAGCTTAAGAAGAAGGACAGCCAGATATGTGAGCTTAAGTATGA 

40 CAAGCAGATCGACCTGAGCACAGTGGACCTGAAGAAGCTCCGAGTTAAAGAGCT 
GAAGAAGATTCTGGATGACTGGGGGGAGACATGCAAAGGCTGTGCAGAAAAGTC 
TGACTACATCCGGAAGATAAATGAACTGATGCCTAAATATGCCCCCAAGGCAGC 
CAGTGCACGGACCGATTTGTAGTCTGCTCAATCTCTGTTGCACCTGAGGGGGAAA 
AAACAGTTCAACTGCTTACTCCCAAAACAGCCTTTTrGTAAriTATTTTTTAAGTG 

45 GGCTCCTGACAATACTGTATCAGATGTGAAGCCTGGAGCTTTCCTGATGATGCTG 
GCCCTACAGTACCCCCATGAGGGGATTCCCTTCCTTCTGTTGCTGGTGTACTCTAG 
GACTTCAAAGTGTGTCTGGGATTTTTTTATTAAAGAAAAAAAATTTCTAGCTGTC 
CTTGCAGAATTATAGTGAATACCAAAATGGGGTTTTGCCCCAGGAGGCTCCTACC 
AGTTTCTGCTTTCCAGTTGCAGAGTTTGGGGGGTTATTCATTCCCATTTATCTCTC 
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AACCCACCAGTGCTGAAAATACCAGAGCAGGACATAGGGGCTGGGGCCAGCTGA 
TGTGTGTGGGTGTGTACCACTAGAGGGCAGCAGGCACTCAGCAGAAAGGAGGTG 
GCGGGGGCGGGGGGTGCTGCGCTTGATACCCTGCCCCTTGATACAGTATCTGTCT 
TACCCGCCCAAGAGAGCTGGAGGCCACAGCTCTAGGAGGAT 

5 

SEQ ID NO: 544 

>17898 BLOOD 064333.4 X03663 g29899 Human mKNA for c-fms proto-oncogene. 0 

GGCTTCAGGAAGGGCAGACAGAGTGTCCAAAAGCGTGAGAGCACGAAGTGAGG 

AGAAGGTGGAGAAGAGAGAAGAGGAAGAGGAAGAGGAAGAGAGGAAGCGGAG 

1 0 GGAACTGCGGCCAGGCTAAAAGGGGAAGAAGAGGATCAGCCCAAGGAGGAGGA 
AGAGGAAAACAAGACAAACAGCCAGTGCAGAGGAGAGGAACGTGTGTCCAGTG 
TCCCGATCCCTGCGGAGCTAGTAGCTGAGAGCTCTGTGCCCTGGGCACCTTGCAG 
CCCTGCACCTGCCTGCCACTTCCCCACCGAGGCCATGGGCCCAGGAGTTCTGCTG 
CTCCTGCTGGTGGCCACAGCTTGGCATGGTCAGGGAATCCCAGTGATAGAGCCCA 

1 5 GTGTCCCCGAGCTGGTCGTGAAGCCAGGAGCAACGGTGACCTTGCGATGTGTGG 
GCAATGGCAGCGTGGAATGGGATGGCCCCCCATCACCTCACTGGACCCTGTACTC 
TGATGGCTCCAGCAGCATCCTCAGCACCAACAACGCTACCTTCCAAAACACGGG 
GACCTATCGCTGCACTGAGCCTGGAGACCCCCTGGGAGGCAGCGCCGCCATCCA 
CCTCTATGTCAAAGACCCTGCCCGGCCCTGGAACGTGCTAGCACAGGAGGTGGTC 

20 GTGTTCGAGGACCAGGACGCACTACTGCCCTGTCTGCTCACAGACCCGGTGCTGG 
AAGCAGGCGTCTCGCTGGTGCGTGTGCGTGGCCGGCCCCTCATGCGCCACACCAA 
■•«: ■■< ■ €TA<^G0ITCTCGCCGTGGCATGGGTTGACGATCGACAGGGGCAA.GTTCAT]GAG, ■. 
AGCCAGGACTATCAATGCAGTGCCGTGATGGGTGGCAGGAAGGTGATGTCCATG .-. =. 
AGCATCCGGCTGAAAGTGCAGAAAGTCATCCCAGGGCCCCCAGCGTTGACACTG 

25 GTGCCTGCAGAGCTGGTGCGGATTCGAGGGGAGGCTGCCCAGATCGTGTGCTCA 
GCCAGCAGCGTTGATGTTAACTTTGATGTCTTCCTCCAACACAACAACACTAAGC 
TCGCAATCCCTCAACAATCTGACTTTCATAATAACCGTTACCAAAAAGTCCTGAC 
CCTCAACCTCGATCAAGTAGATTTCCAACATGCCGGCAACTACTCCTGCGTGGCC 
AGCAACGTGCAGGGCAAGCACTCCACCTCCATGTTCTTCCGGGTGGTAGAGAGT 

30 GCCTACTTGAACTTGAGCTCTGAGCAGAACCTCATCCAGGAGGTGACCGTGGGG 
GAGGGGCTCAACCTCAAAGTCATGGTGGAGGCCTACCCAGGCCTGCAAGGTTTT 
AACTGGACCTACCTGGGACCCTTTTCTGACCACCAGCCTGAGCCCAAGCTTGCTA 
ATGCTACCACCAAGGACACATACAGGCACACCTTCACCCTCTCTCTGCCCCGCGT 
GAAGCCCTCTGAGGCTGGCCGCTACTCCTTCCTGGGCAGAAACCCAGGAGGCTG 

35 GAGAGCTCTGACGTTTGAGCTCACCCTTCGATACCCCCCAGAGGTAAGCGTCATA 
TGGACATTCATCAACGGCTCTGGCACCCTTTTGTGTGCTGCCTCTGGGTACCCCCA 
GCCCAACGTGACATGGCTGCAGTGCAGTGGCCACACTGATAGGTGTGATGAGGC 
CCAAGTGCTGCAGGTCTGGGATGACCCATACCCTGAGGTCCTGAGCCAGGAGCC 
CTTCCACAAGGTGACGGTGCAGAGCCTGCTGACTGTTGAGACCTTAGAGCACAA 

40 CCAAACCTACGAGTGCAGGGCCCACAACAGCGTGGGGAGTGGCTCCTGGGCCTT 
CATACCCATCTCTGCAGGAGCCCACACGCATCCCCCGGATGAGTTCCTCTTCACA 
CCAGTGGTGGTCGCCTGCATGTCCATCATGGCCTTGCTGCTGCTGCTGCTCCTGCT 
GCTATTGTACAAGTATAAGCAGAAGCCCAAGTACCAGGTCCGCTGGAAGATCAT 
CGAGAGCTATGAGGGCAACAGTTATACTTTCATCGACCCCACGCAGCTGCCTTAC 

45 AACGAGAAGTGGGAGTTCCCCCGGAACAACCTGCAGTTTGGTAAGACCCTCGGA 
GCTGGAGCCTTTGGGAAGGTGGTGGAGGCCACGGCCTTTGGTCTGGGCAAGGAG 
GATGCTGTCCTGAAGGTGGCTGTGAAGATGCTGAAGTCCACGGCCCATGCTGATG 
AGAAGGAGGCCCTCATGTCCGAGCTGAAGATCATGAGCCACCTGGGCCAGCACG 
AGAACATCGTCAACCTTCTGGGAGCCTGTACCCATGGAGGCCCTGTACTGGTCAT 
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CACGGAGTACTGTTGCTATGGCGACCTGCTCAACTTTCTGCGAAGGAAGGCTGAG 
GCCATGCTGGGACCCAGCCTGAGCCCCGGCCAGGACCCCGAGGGAGGCGTCGAC 
TATAAGAACATCCACCTCGAGAAGAAATATGTCCGCAGGGACAGTGGCTTCTCC 
AGCCAGGGTGTGGACACCTATGTGGAGATGAGGCCTGTCTCCACTTCTTCAAATG 
5 ACTCCTTCTCTGAGCAAGACCTGGACAAGGAGGATGGACGGCCCCTGGAGCTCC 
GGGACCTGCTTCACTTCTCCAGCCAAGTAGCCCAGGGCATGGCCTTCCTCGCTTC 
CAAGAATTGCATCCACCGGGACGTGGCAGCGCGTAACGTGCTGTTGACCAATGG 
TCATGTGGCCAAGATTGGGGACTTCGGGCTGGCTAGGGACATCATGAATGACTCC 
AACTACATTGTCAAGGGCAATGCCCGCCTGCCTGTGAAGTGGATGGCCCCAGAG 

1 0 AGCATCTTTGACTGTGTCTACACGGTTCAGAGCGACGTCTGGTCCTATGGCATCC 
TCCTCTGGGAGATCTTCTCACTTGGGCTGAATCCCTACCCTGGCATCCTGGTGAA 
CAGCAAGTTCTATAAACTGGTGAAGGATGGATACCAAATGGCCCAGCCTGCATTT 
GCCCCAAAGAATATATACAGCATCATGCAGGCCTGCTGGGCCTTGGAGCCCACC 
CACAGACCCACCTTCCAGCAGATCTGCTCCTTCCTTCAGGAGCAGGCCCAAGAGG 

1 5 ACAGGAGAGAGCGGGACTATACCAATCTGCCGAGCAGCAGCAGAAGCGGTGGC 
AGCGGCAGCAGCAGCAGTGAGCTGGAGGAGGAGAGCTCTAGTGAGCACCTGACC 
TGCTGCGAGCAAGGGGATATCGCCCAGCCCTTGCTGCAGCCCAACAACTATCAGT 
TCTGCTGAGGAGTTGACGACAGGGAGTACCACTCTCCCCTCCTCCAAACTTCAAC 
TCCTCCATGGATGGGGCGACACGGGGAGAACATACAAACTCTGCCTTCGGTCATT 

20 TCACTCAACAGCTCGGCCCAGCTCTGAAACTTGGGAAGGTGAGGGATTCAGGGG 
AGGTCAGAGGATCCCACTTCCTGAGCATGGGCCATCACTGCCAGTCAGGGGCTG 
• : •-■XjGGGGTGAGCCCTCACCCCCGGCC'TCGGCTAGTGTTGTCATGGTGTTGGCCTCGTG 

' xtttgctatgcgaactagtagaacgttcrrrggtaatggccttatcttgatggaaat. 
ggactgagtttatggctatgaagtccccaggagctacactgatactgaga\aacc 

25 aggctctttggggctagacagactggcagagagtgagatctccctctotgagag 
gagcagcagatgctcacagaccacactcagctcaggccccttggagcaggatgg 
ctcctctaagaatctcacaggacctcttagtctctgccctatacgccgccttcact 
ccacagcctcacccctcccacccccatactggtactgctgtaatgagccaagtgg 
cagctaaaagttgggggtgttctgcccagtcccgtcattctgggctagaaggcag 

30 gggaccttggcatgtggctggccacaccaagcaggaagcacaaactcccccaag 
ctgactcatcctaactaacagtcacgccgtgggatgtctctgtccacattaaact 
aacagcattaatgcaaaaaaaaaaaaaaa 

SEQ ID NO: 545 • 
35 >17915 BLOOD GB_R93149 gi|967315|gb|R93149|R93149 yql5g08.sl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE: 197054 3', mRNA sequence [Homo 
sapiens] 

CTATTTTCCACAAATCATTGGTTTATTAGAAAGTTCCTTTCCCTCATTTTACAGCA 
TATATATCTCTATCATATGTGATAAAGTTAAATACAATCTGTTATGCTTGTAAGTA 
40 AGGTTTATTTTTATTTTTACTTITAAAATCACTATTCTGGAAGTTAAAGAAAATGC 
CCCTAGGGAAGGCAAAGAGGCAGCCAGAGTATGGCTCAATCTACAAGCTAATGG 
GGAAGCAGGCACGGAAAATGTTAATACTGTATTATTTATTTACATGGGGCTGAAA 
GCAAAGGAAAAATGAGTCCCTTCACTTACACAGGKrGGATTTCATTTTTCCCGGG 
C 

45 

SEQ ID NO: 546 

>17952 BLOOD 337221.6 Incyte Unique 

AAAAAAAAGAAAAAAGAAAAAAAGAGAAAAAAGCGAAATAGGTTATATTTTAA 
AAACAATAGAAAGGCAATAAGTTGCGATAAGCTCTTACTATTGACCAAGGTTAT 
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ACAGGAAAGAGACTGAAGTGTACCCTTGAATAGGTTTTCTGTAGTCAGAGTTCTA 
AACTCTAATTTGTAACTTGGACTTTCTAATTGCAAATGGCAATAACTATTAAGTT 
ATCAGCAATAATAAATTTAGCATTAAATTTGAGTACAATGTTTTGTTTTTGCACTC 
CCCATAGTGCGTATGTATTAAGACAGTGGATAGTGTTTAGGTCCTGTTAATTTTCT 
5 TTGGAATTCAATGTGGTTGTGAATCAAACTTAAGGAAGGAACGTTTAAATAGCA 
ATGAGATACAGAATTATGGGCCTTTGGAACAAGCCCGACTTCCCCTAAATTCTCC 
TTAGTTTGTTAATACCAGTATTCAGATTCCTGATTCATTTATACATCTGTTTCCAT 
ATGGCAGGGACATTATGATACTTAATGAATAATGCTTTGAGGAGTTCTGCAGTTA 
ACTTTCAAGTCTTCCAGATGATTGTCAACAACAAAAAAGGCTTATTGAATCCCAT 

1 0 CTTGCTATGCAAGTTTTATCAGATGATCAAATAGTAGATCTGATACATCCCCATT 
GTATGTACGACATTTTCAAACCAAGTCTTAACTTTTCAAGGACATTTTAGTAGCT 
AATTCAGGGGAGGGGGAAGAATGATGCAGGTTTTTAGATTGACTGACTATTTTTG 
AGTTATGGGGCTCATTTTGAAAGACTGCTGTCCAGATCAGCTTGTTGCTGCAGAT 
AATAGAAGGTTCTTATGAATCCAAGTTGTATATTCACTTGTAGGATAATTTAAAA 

1 5 ATTAGATTTTTTTTGCATATGAGCAAAAACCTTTTGCTGGATACAGGAGAAGGTT 
GGACTTTATCTACAGTTATCTTTTGATTACAGCAACAGCTCTGGGTGAGAGTAGA 
ATTTATAGAGGGATAATTTGTCAAGCCATAGAAAGAAAATCTAAATTAATCTAGT 
AAGTGTATGACCTCTCACCATTTTAAGAGGTATCAGATTCATTTGCACTATTAGG 
AATGCTAGTTTTGTGCAAAAATAATGCCTTACCTGTTTTTTCCCCACATTTAGGTT 

20 GAAAAGCTTTCAAATGTTCCAAGTTATGCTGAANNNNNNN^^ 
NNNNNNNNN^ 

■:, . ! V; ^AAAACCCCACACTTTTTATTGeTGCTn'CGAAATGCA.A ATGGATAGAGCACGGT 
■ • T\TCT.GTGACAGTATAATGATAGCTTTGTGA.GTTAG1TTC^AIGTGATGGTGGGAACT 
■ ■ ■■ '": GTGlWrGAGGTGGCC ATAAGG AGCAACC AGCGGAAAC AGGC ACTTGGGISTGTATT 
; 25 AGTATGGAACCATTTGCATTTGTTTTTTTTAAGCTTTATCTTTCCTTGTGCATCCTG 
ACCAAGAAATATCTTTGATTATGATTAATGTATTATGTCAAAATGTAGGCTAGTT 
AAACTTTTGTAAAGTTGCCTGGAATGTCATTTGTTAGGTTATAAACACAAGATCT 
AAATGAAGGGTTTTATGTGTTGTGTACAAATCTTATTTTGAAATGGACAAACTTG 
TCATTACATTTGTAACCTTGTACAGAGGATTTTTCACTATGTGCCTAGCTTGGTGT 
30 CCATTCAGCTAAAATTGAAAAAAAAAAAAAGGTGCATGAAGAGTTAAAAATCAA 
ATTAAAGTATATGTAGAGATGACTATTTTATATTACATGACCCAATCCTGTATTTA 
TTTCTACCCCCTTTTTGAAAGTATTTATAAAACTAGTTGAGGACAGCTGTATTTTT 
-TTGTTGAACTATTTAGTAGAATTGTGCCTTTTTGTCTGTATGTGAATAAATGCTGT 
- ~ ACATTTTGCAATAC 1 ' ' 

35 

SEQ ID NO: 547 

>18005 BLOOD 442042.5 Z70293.1 gl29661 1 Human mRNA for chemokine CC-2 and CC- 
3.0 

CCTGCTCTATCTTGTCTCGGTCTCTCACTCTGCCTTATACCCCTCAGTTGAATTATT 
40 TCTTCTGAGGAGGCAAGAACTGAGGCTGCTGCAGACTGATATGGATTCACCACTG 
CTAACACCTCCTGGTTGGAACTACAGGAATAGAACTGGAAAGGGAAAAAAGGCA 
GCATTCACCACATCCCAATCCTGAATCCAAGAGTCTAAGATAGTCCCCCACTCCT 
ATCTCAGGCTTAGAGGATTAGATTAATCTCCTGGAGGGGAAGACTCTTCCTTGAA 
ACATTTTTTTTTATCTGCCTGTAGCTATTGGGATAATTCGGGAAATCCACAGGGA 
45 CAGTTCAAGTCATCTTTGTCCTCTACTTTCTGTTGCACTCTCAGCCTTGTTCTCTTT 
TTAGAAACTGCATGGTAACTATTATATAGCTAAAGAAGAGCATTCTGACCTCTGC 
CCTGGGACTTCCTGGATCCTCCTCTTCTTATAAATACAAGGGCAGAGCTGGTATC 
CCGGGGAGCCAGGAAGCAGTGAGCCCAGGAGTCCTCGGCCAGCCCTGCCTGCCC 
ACCAGGAGGATGAAGGTCTCCGTGGCTGCCCTCTCCTGCCTCATGCTTGTTGCTG 
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TCCTTGGATCCCAGGCCCAGTTCACAAATGATGCAGAGACAGAGTTAATGATGTC 
AAAGCTTCCACTGGAAAATCCAGTAGTTCTGAACAGCTTTCACTTTGCTGCTGAC 
TGCTGCACCTCCTACATCTCACAAAGCATCCCGTGTTCACTCATGAAAAGTTATTT 
TGAAACGAGCAGCGAGTGCTCCAAGCCAGGTGTCATATTCCTCACCAAGAAGGG 
5 GCGGCAAGTCTGTGCCAAACCCAGTGGTCCGGGAGTTCAGGATTGCATGAAAAA 
GCTGAAGCCCTACTCAATATAATAATAAAGAGACAAAAGAGGCCAGCCACCCAC 
CTCCAACACCTCCTGAGCCTCTGAAGCTCCCACCAGGCCAGCTCTCCTCCCACAA 
CAGCTTCCCACAGCATGAAGATCTCCGTGGCTGCCATTCCCTTCTTCCTCCTCATC 
ACCATCGCCCTAGGGACCAAGACTGAATCCTCCTCACAAACTGGGGGGAAACCG 

1 0 AAGTTGTTAAAATACAGCTAAAGTTGGTGGGGGGACCTTACCACCCCTCAGAGT 
GCTGCTTCACCTACACTACCTACAAGATCCCGCGTCAGCGGATTATGGATTACTA 
TGAGACCAACAGCCAGTGCTCCAAGCCCGGAATTGTCTTCATCACCAAAAGGGG 
CCATTCCGTCTGTACCAACCCCAGTGACAAGTGGGTCCAGGACTATATCAAGGAC 
ATGAAGGAGAACTGAGTGACCCAGAAGGGGTGGCGAAGGCACAGCTCAGAGAC 

1 5 ATAAAGAGAAGATGCCAAGGCCCCCTCCTCCACCCACCGCTAACTCTCAGCCCCA 
GTCACCCTCTTGGAGCTTCCCTGCTTTGAATTAAAGACCACTCATGCTC 

SEQ ID NO: 548 

>18046 BLOOD 1326922.7 M12125 g339951 Human fibroblast muscle-type tropomyosin 

20 mRNA, complete cds. 0 

GCGGCCGCACCCCCCGGCCGGGCCGTGCTTCTGCCCCTGCAAGGTTTGGGCCGAG 
• • :GTGGGGGAGGGTCGTGGTTGCCGGCGCCGeCCGGTGeGTCGCCGCGlTTTAGGCG 
; -G€GGGGTGGCCGGGACGTGCCAGTCCCGCTCCGTCCTCGTCGCCTGCGA.GCGGTG 
: GACCCAGTCCGCTOACCCAGCCCAGTCCGTCGGGTCCTCACCGCCTGCCGGCCGG 

25 CCCACCCCCCACCGCAGCCATGGACGCCATCAAGAAGAAGATGCAGATGCTGAA 
GCTGGACAAGGAGAACGCCATCGACCGCGCCGAGCAGGCCGAAGCCGACAAGA 
AGCAAGCTGAGGACCGCTGCAAGCAGCTGGAGGAGGAGCAGCAGGCCCTCCAG 
AAGAAGCTGAAGGGGACAGAGGATGAGGTGGAAAAGTATTCTGAATCCGTGAA 
GGAGGCCCAGGAGAAACTGGAGCAGGCCGAGAAGAAGGCCACTGATGCTGAGG 

30 CAGATGTGGCCTCCCTGAACCGCCGCATTCAGCTGGTTGAGGAGGAGCTGGACC 
GGGCCCAGGAGCGCCTGGCTACAGCCCTGCAGAAGCTGGAGGAGGCCGAGAAG 
GCGGCTGATGAGAGCGAGAGAGGAATGAAGGTCATCGAAAACCGGGCCATGAA 
GGATGAGGAGAAGATGGAACTGCAGGAGATGCAGCTGAAGGAGQCCAAGGACA 
TCGCTGAGGATTCAGACCGCAAATATGAAGAGGTGGCCAGGAAGCTGGTGATGC 

35 TGGAAGGAGAGCTGGAGCGCTCGGAGGAGAGGGCTGAGGTGGCCGAGAGCCGA 
GCCAGACAGCTGGAGGAGGAACTTCGAACCATGGACCAGGCCCTCAAGTCCCTG 
ATGGCCTCAGAGGAGGAGTATTCCACCAAAGAAGATAAATATGAAGAGGAGATC 
AAACTGTTGGAGGAGAAGCTGAAGGAGGCTGAGACCCGAGCAGAGTTTGCCGAG 
AGGTCTGTGGCAAAGTTGGAGAAAACCATCGATGACCTAGAAGAGACCTTGGCC 

40 AGTGCCAAGGAGGAGAACGTCGAGATTCACCAGACCTTGGACCAGACCCTGCTG 
GAACTCAACAACCTGTGAGGGCCAGCCCCACCCCCAGCCAGGCTATGGTTGCCA 
CCCCAACCCAATAAAACTGATGTTACTAGCCTCTCAAAAAAAAAGAAAAAGGGC 
GGC 

45 SEQ ID NO: 549 

>18061 BLOOD 227748.5 M74826 gl82931 Human glutamate decarboxylase (GAD-2) 
mRNA, complete cds. 0 

ACCCGCCCTCGCCGCTCGGCCCCGCGCGTCCCCGCGCGTGCCCTCCTCCCGCCAC 
ACGGCACGCACGCGCGCGCAGGGCCAAGCCGAGGCAGCCGCCCGCAGCTCGCAC 
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TCGCTGGCGACCTGCTCCAGTCTCCAAAGCCGATGGCATCTCCGGGCTCTGGCTT 
TTGGTCTTTCGGGTCGGAAGATGGCTCTGGGGATTCCGAGAATCCCGGCACAGCG 
CGAGCCTGGTGCCAAGTGGCTCAGAAGTTCACGGGCGGCATCGGAAACAAACTG 
TGCGCCCTGCTCTACGGAGACGCCGAGAAGCCGGCGGAGAGCGGCGGGAGCCAA 
5 CCCCCGCGGGCCGCCGCCCGGAAGGCCGCCTGCGCCTGCGACCAGAAGCCCTGC 
AGCTGCTCCAAAGTGGATGTCAACTACGCGTTTCTCCATGCAACAGACCTGCTGC 
CGGCGTGTGATGGAGAAAGGCCCACTTTGGCGTTTCTGCAAGATGTTATGAACAT 
TTTACTTCAGTATGTGGTGAAAAGTTTCGATAGATCAACCAAAGTGATTGATTTC 
CATTATCCTAATGAGCTTCTCCAAGAATATAATTGGGAATTGGCAGACCAACCAC 

1 0 AAAATTTGGAGGAAATTTTGATGCATTGCCAAACAACTCTAAAATATGCAATTAA 
AACAGGGCATCCTAGATACTTCAATCAACTTTCTACTGGTTTGGATATGGTTGGA 
TTAGCAGCAGACTGGCTGACATCAACAGCAAATACTAACATGTTCACCTATGAA 
ATTGCTCCAGTATTTGTGCTTTTGGAATATGTCACACTAAAGAAAATGAGAGAAA 
TCATTGGCTGGCCAGGGGGCTCTGGCGATGGGATATTTTCTCCCGGTGGCGCCAT 

1 5 ATCTAACATGTATGCCATGATGATCGCACGCTTTAAGATGTTCCCAGAAGTCAAG 
GAGAAAGGAATGGCTGCTCTTCCCAGGCTCATTGCCTTCACGTCTGAACATAGTC 
ATrrTTCTCTCAAGAAGGGAGCTGCAGCCTTAGGGATTGGAACAGACAGCGTGAT 
TCTGATTAAATGTGATGAGAGAGGGAAAATGATTCCATCTGATCTTGAAAGAAG 
GATTCTTGAAGCCAAACAGAAAGGGTTTGTTCCTTTCCTCGTGAGTGCCACAGCT 

20 GGAACCACCGTGTACGGAGCATTTGACCCCCTCTTAGCTGTCGCTGACATTTGCA 
AAAAGTATAAGATCTGGATGCATGTGGATGCAGCTTGGGGTGGGGGATTACTGA 
iTGTCCCGAAAAGAGAAGTGGAAAGTGAGTGGGGTGGAGAGGGGCAACTGTGTGA 
GGTGGAATCGAGAGAAGATGATGGGAGTCCGrrTGGAGTGCTCTGCTCTGCTGGi; 
TAGAGAAGAGGGATTGATGCAGAATTGGAACCAAATGGATGCCTCGTAGGTCTTT : 

25 CAGCAAGATAAACATTATGACCTGTCCTATGACACTGGAGACAAGGCCTTACAG 
TGCGGACGCCACGTTGATGTTTTTAAACTATGGCTGATGTGGAGGGCAAAGGGG 
ACTACCGGGTTTGAAGCGCATGTTGATAAATGTTTGGAGTTGGCAGAGTATTTAT 
ACAACATCATAAAAAACCGAGAAGGATATGAGATGGTGTTTGATGGGAAGCCTC 
AGCACACAAATGTCTGCTTCTGGTACATTCCTCCAAGCTTGCGTACTCTGGAAGA 

30 CAATGAAGAGAGAATGAGTCGCCTCTCGAAGGTGGCTCCAGTGATTAAAGCCAG 
AATGATGGAGTATGGAACCACAATGGTCAGCTACCAACCCTTGGGAGACAAGGT 
CAATTTCTTCCGCATGGTCATCTCAAACCCAGCGGCAACTCACCAAGACATTGAC 
TTCCTGATTGAAGAAATAGAACGCCTTGGACAAGA.TTTATAATAACCTTGCTCAC 
CAAGCTGTTCCACTTCTCTAGAGAACATGCCCTCAGCTAAGCGCCCTACTGAGAA 

35 ACTTCCTTTGAGAATTGTGCGACTTCACAAAATGCAAGGTGAACACCACTTTGTC 
TCTGAGAACAGACGTTACCAATTATGGAGTGTCACCAGCTGCCAAAATCGTAGGT 
GTTGGCTCTGCTGGTCACTGGAGTAGTTGCTACTCTTCAGAATATGGACAAAGAA 
GGCACAGGTGTAAATATAGTAGCAGGATGAGGAACCTCAAACTGGGTATCATTT 
GCACGTGCTCTTCTGTTCTCAAATGCTAAATGCAAACACTGTGTATTTATTAGTTA 

40 GGTGTGCCAAACTACCGTTCCCAAATTGGTGTTTCTGAATGACATCAACATTCCC 
CCAACATTACTCCATTACTAAAGACAGAAAAAAATAAAAACATAAAATATACAA 
ACATGTGGCAACCTGTTCTTCCTACCAAATATAAACTTGTGTATGATCCAAGTAT 
TTTATCTGTGTTGTCTCTCTAAACCCAAATAAATGTGTAAATGTGGACACA 

45 SEQ YD NO: 550 

>18101 BLOOD 351841.7 U22384 g733134 Human lysyl oxidase gene, partial cds. 0 
TTAATACGACCACTATAGGGAATTTGGCCCTCGAGGCAAGAATTCGGCACGATG 
CGTGAACAAATAGCTGAGGGGCGGCCGGGCCAGAACGGCTTGTGTAACTTTGCA 
AACGTGCCAGAAAGTTTAAAATCTCTCCTCCTTCCTTCACTCCAGACACTGCCCG 
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CTCTCCGGGACTGCCGCGCCGCTCCCCGTTGCCTTCCAGGACTGAGAAAGGGGAA 
AGGGAAGGGTGCCACGTCCGAGCAGCCGCCTTGACTGGGGAAGGGTCTGAATCC 
CACCCTTGGCATTGCTTGGTGGAGACTGAGATACCCGTGCTCCGCTCGCCTCCTT 
GGTTGAAGATl^CTCCTTCCCTCACGTGATTTGAGCCCCGTTTTTATTTTCTGTGA 
5 GCCACGTCCTCCTCGAGCGGGGTCAATCTGGCAAAAGGAGTGATGCGCTTCGCCT 
GGACCGTGCTCCTGCTCGGGCCTTTGCAGCTCTGCGCGCTAGTGCACTGCGCCCC 
TCCCGCCGCCGGCCAACAGCAGCCCCCGCGCGAGCCGCCGGCGGCTCCGGGCGC 
CTGGCGCCAGCAGATCCAATGGGAGAACAACGGGCAGGTGTTCAGCTTGCTGAG 
CCTGGGCTCACAGTACCAGCCTCAGCGCCGCCGGGACCCGGGCGCCGCCGTCCCT 

10 GGTGCAGCCAACGCCTCCGCCCAGCAGCCCCGCACTCCGATCCTGCTGATCCGCG 
ACAACCGCACCGCCGCGGCGCGAACGCGGACGGCCGGCTCATCTGGAGTCACCG 
CTGGCCGCCCCAGGCCCACCGCCCGTCACTGGTTCCAAGCTGGCTACTCGACATC 
TAGAGCCCGCGAAGCTGCGGCCTCGCGCGCGGAGAACCAGACAGCGCCGGGAG 
AAGTTCCTGCGCTCAGTAACCTGCGGCCGCCCAGCCGCGTGGACGGCATGGTGG 

1 5 GCGACGACCCTTACAACCCCTACAAGTACTCTGACGACAACCCTTATTACAACTA 
CTACGATACTTATGAAAGGCCCAGACCTGGGGGCAGGTACCGGCCCGGATACGG 
CACTGGCTACTTCCAGTACGGTCTCCCAGACCTGGTGGCCGACCCCTACTACATC 
CAGGCGTCCACGTACGTGCAGAAGATGTCCATGTACAACCTGAGATGCGCGGCG 
GAGGAAAACTGTCTGGCCAGTACAGCATACAGGGCAGATGTCAGAGATTATGAT 

20 CACAGGGTGCTGCTCAGATTTCCCCAAAGAGTGAAAAACCAAGGGACATCAGAT 
TTCTTACCCAGCCGACCAAGATATTCCTGGGAATGGCACAGTTGTCATCAACATT 
AGGACAGTATGGATGAGTrTAGCeACTATGAGGTGCTTG ATGCC A^CACGGAGAG 
-GAGAGTGGCTGAAGGCCACAAAGGAAGTTTGTGTCTTCiAAGACAGATCCTGTGA 
CTATGGCTACGACAGGCGATTTGGATGTACTGCAGAGACACAGGGATTGAGTCCT 

25 GGCTGTTATGATACCTATGGTGCAGAGATAGACTGCCAGTGGATTGATATTACAG 
ATGTAAAACCTGGAAACTATATCCTAAAGGTCAGTGTAAACCCCAGCTACCTGGT 
TCCTGAATCTGACTATACCAACAATGTTGTGCGCTGTGACATTCGCTACACAGGA 
CATCATGCGTATGCCTCAGGCTGCACAATTTCACCGTATTAGAAGGCAAAGCAAA 
ACTCCCAATGGATAAATCAGTGCCTGGTGrrCTGAAGTGGGAAAAAATAGACTA 

30 ACTTCAGTAGGATTTATGTATTTTGAAAAAGAGAACAGAAAACAACAAAAGAAT 
TTTTGTTTGGACTGTITTCAATAACA\AGCACATAACTGGATTTTGAACGCTTAA 
GTCATCATTACTTGGGAAATTTTTAATGTTTATTATTTACATCACTTTGTGAATTA 
ACACAGTGTTTCAATTCTGTAATTACATATTTGAGTCOTCAAAGAAATCCAAATT 
TCTCATGTTCCTTTTGAAATTGTAGTGCAAAATGGTGAGTATTATCTAAATGAATG 

35 AGCCAAAATGACTTTGAACTGAAACTTTTCTAAAGTGCTGGAACTTTAGTGAAAC 
ATAATAATAATGGGTTTATATATGTCATAGCATAGATGAATTTAGAAACAATGCT 
CCTACTGTTTAAATACATATGGACACATCTGGTGCTGAGAAAGAAACAAACACA 
TTACCATTGGTGTCAAGAAATATTACTATATAGCAGAGAAATGGCAATACATGTA 
CTCAGATAGTTACATCCCTATATAAAAAGTATGTTTACATTTAAAAAATTAGTAG 

40 ATAACTTCCTTTCTTTCAAGTGCACAATTTCATTTTGACTTGAGTCAACTTTTGTTT 
TGGAACAAATTAAGTAAGGGAGCTGCCCAATCCTGTCTGATATTTCTTGAGGCTG 
CCCTCTATCATTTTATCTTTCCCATGGGCAGAGATGTTGTAAGTGGGATTCTTAAT 
ATCACCATTCTTGGGACTGGTATACATAAGGCAGCCGTGAAACTGGAAAGTCATT 
TTGATGACTGATGTGATACATCCAGAGGTAAAATGCATTTAAACATATTAAAGTA 

45 TTTGCCAAAGATACAATTTTCTTGCTGACATAAAAATCACACAAACAAGTCCCCC 
CCAAACCACAACTGTCTCTCAAATAGCTTAAAAAAATTGAAAAACATTTTAGGAT 
TTTTCAAGTTTTCTAGATTTTAAAAAGATGTTCAGCTATTAGAGGAATGTTAAAA 
ATTTTATATTATCTAGAACACAGGAACATCATCCTGGGTTATTCAGGAATCAGTC 
ACACATGTGTGTGTGTCTGAGATATAGTCTAAATTAGCAAAGCACATAGTATTAC 
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ATACTTGAGGGGTTGGTGAACAAAGGAAAAATATACTTTCTGCAAAACCAAGGA 
CTGTGCTGCGTAATGAGACAGCTGTGATTTCATTTGAAACTGTGAAACCATGTGC 
CATAATAGAATTTTGAGAATTTTGCTTTTACCTAAATTCAAGAAAATGAAATTAC 
ACTTTTAAGTTAGTGGTGCTTAAGCATAATTTTTCCTATATTAACCAGTATTAAAA 
5 TCTCAAGTAAGATTTTCCAGTGCCAGAACATGTTAGGTGGAATTTTAAAAGTGCC 
TCGGCATCCTGTATTACATGTCATAGAATTGTAAAGTCAACATCAATTACTAGTA 
ATCATTCTGCACTCACTGGGTGCATAGCATGGTTAGAGGGGCTAGAGATGGACC 
AGTCATCAACTGGCGGATATAGCGGTACATATGATCCTTAGCCACCAGGGCACA 
AGCTTACCAGTAGACAATACAGACAGAGCTTTTGTTGAGCTGTAACTGAGCTATG 

1 0 GAATAGCTTCTTTGATGTACCTCTTTGCCTTAAATTGCTTTTTAGTTCTAAGATTG 
TAGAATGATCCTTTCAAATTGTAATCTTTTCTAACAGAGATATTTTAATATACTTG 
CTTTCTTAAAAAACAAAAAAACTACTGTCAGTATTAATACTGAGCCAGACTGGCA 
TCTACAGATTTCAGATCTATCATTTTATTGATTCTTAAGCTTGTATTAAAAACTAG 
GCAATATCATCATGGATACATAGGAGAAGACACATTTACAATCATTCATTGGGCC 

1 5 TTTTATCTGTCTATCCATCCATCATCATTTGAAGGCCTAATATATGCCAAGTACTC 
ACATGGTATGCATTGAGACATAAAAAAGACTGTCTATAACCTCAATAAGTATTAA 
AAATCCCATTATTACCCATAAGGTTCATCTTATTTCATTTTTAGGGAATAAAATTA 
CATGTCTATGAAATTTCAATTTTAAGCACTATTGTTTTTCATGACCATAATTTATT 
TTTAAAAATAAATTAAAGGTTAATTATATGCATGTATGTATTTCTAATAATTAAA 

20 AATGTGTTCAATCCCTGAAATGTCTGCCTTTTAAATATAACACCTACTATTTGGTT 
AATTTTGACGATTTTTTTTTTTCAATTAGGAAGCTAAAAATACTACTTTATTCCTT 
.. ATATGAACATTCATCCCCOC 

• : :SBQJDNDii5Sl 

25 >18105 BLOOD 350513.1 M95167 g703094 Human dopamine transporter (SLC6A3) 
naRNA, complete cds. 0 

ACCGCTCCGGAGCGGGAGGGGAGGCTTCGCGGAACGCTCTCGGCGCCAGGACTC 
GCGTGCAAAGCCCAGGCCCGGGCGGCCAGACCAAGAGGGAAGAAGCACAGAAT 
TCCTCAACTCCCAGTGTGCCCATGAGTAAGAGCAAATGCTCCGTGGGACTCATGT 

30 CTTCCGTGGTGGCCCCGGCTAAGGAGCCCAATGCCGTGGGCCCGAAGGAGGTGG 
AGCTCATCCTTGTCAAGGAGCAGAACGGAGTGCAGCTCACCAGCTCCACCCTCAC 
CAACCCGCGGCAGAGCCCCGTGGAGGCCCAGGATCGGGAGACCTGGGGCAAGA 
AGATCGACTTTCTCCTGTCCGTCATTGGCTTTGCTGTGGACCTGGCCAACGTCTGG 
CGGTTCCCCTAGCTGTGCTACAAAAATGGTGGCGGTGCCTTCCTGGTCCCCTACC 

35 TGCTCTTCATGGTCATTGCTGGGATGCCACTTTTCTACATGGAGCTGGCCCTCGGC 
CAGTTCAACAGGGAAGGGGCCGCTGGTGTCTGGAAGATCTGCCCCATACTGAAA 
GGTGTGGGCTTCACGGTCATCCTCATCTCACTGTATGTCGGCTTCTTCTACAACGT 
CATCATCGCCTGGGCGCTGCACTATCTCTTCTCCTCCTTCACCACGGAGCTCCCCT 
GGATCCACTGCAACAACTCCTGGAACAGCCCCAACTGCTCGGATGCCCATCCTGG 

40 TGACTCCAGTGGAGACAGCTCGGGCCTCAACGACACTTTTGGGACCACACCTGCT 
GCCGAGTACTTTGAACGTGGCGTGCTGCACCTCCACCAGAGCCATGGCATCGACG 
ACCTGGGGCCTCCGCGGTGGCAGCTCACAGCCTGCCTGGTGCTGGTCATCGTGCT 
GCTCTACTTCAGCCTCTGGAAGGGCGTGAAGACCTCAGGGAAGGTGGTATGGAT 
CACAGCCACCATGCCATACGTGGTCCTCACTGCCCTGCTCCTGCGTGGGGTCACC 

45 CTCCCTGGAGCCATAGACGGCATCAGAGCATACCTGAGCGTTGACTTCTACCGGC 
TCTGCGAGGCGTCTGTTTGGATTGACGCGGCCACCCAGGTGTGCTTCTCCCTGGG 
CGTGGGGTTCGGGGTGCTGATCGCCTTCTCCAGCTACAACAAGTTCACCAACAAC 
TGCTACAGGGACGCGATTGTCACCACCTCCATCAACTCCCTGACGAGCTTCTCCT 
CCGGCTTCGTCGTCTTCTCCTTCCTGGGGTACATGGCACAGAAGCACAGTGTGCC 
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CATCGGGGACGTGGCCAAGGACGGGCCAGGGCTGATCTTCATCATCTACCCGGA 
AGCCATCGCCACGCTCCCTCTGTCCTCAGCCTGGGCCGTGGTCTTCTTCATCATGC 
TGCTCACCCTGGGTATCGACAGCGCCATGGGTGGTATGGAGTCAGTGATCACCGG 
GCTCATCGATGAGTTCCAGCTGCTGCACAGACACCGTGAGCTCTTCACGCTCTTC 
5 ATCGTCCTGGCGACCTTCCTCCTGTCCCTGTTCTGCGTCACCAACGGTGGCATCTA 
CGTCTTCACGCTCCTGGACCATTTTGCAGCCGGCACGTCCATCCTCTTTGGAGTGC 
TCATCGAAGCCATCGGAGTGGCCTGGTTCTATGGTGTTGGGCAGTTCAGCGACGA 
CATCCAGCAGATGACCGGGCAGCGGCCCAGCCTGTACTGGCGGCTGTGCTGGAA 
GCTGGTCAGCCCCTGCTTTCTCCTGTTCGTGGTCGTGGTCAGCATTGTGACCTTCA 

1 0 GACCCCCCCACTACGGAGCCTACATCTTCCCCGACTGGGCCAACGCGCTGGGCTG 
GGTCATCGCCACATCCTCCATGGCCATGGTGCCCATCTATGCGGCCTACAAGTTC 
TGCAGCCTGCCTGGGTCCTTTCGAGAGAAACTGGCCTACGCCATTGCACCCGAGA 
AGGACCGTGAGCTGGTGGACAGAGGGGAGGTGCGCCAGTTCACGCTCCGCCACT 
GGCTCAAGGTGTAGAGGGAGCAGAGACGAAGACCCCAGGAAGTCATCCTGCAAT 

1 5 GGGAGAGACACGAAC AAACCAAGGAAATCTAAGTTTCGAGAGAA AGGAGGGCA 
ACTTCTACTCTTCAACCTCTACTGAAAACACAAACAACAAAGCAGAAGACTCCTC 
TCTTCTGACTGTTTACACCTTTCCGTGCCGGGAGCGCACCTCGCCGTGTCTTGTGT 
TGCTGTAATAACGACGTAGATCTGTGCAGCGAGGTCCACCCCGTTGTTGTCCCTG 
CAGGGCAGAAAAACGTCTAACTTCATGCTGTCTGTGTGAGGCTCCCTCCCTCCCT 

20 GCTCCCTGCTCCCGGCTCTGAGGCTGCCCCAGGGGCACTGTGTTCTCAGGCGGGG 
ATCACGATCCTTGTAGACGCACCTGCTGAGAATCCCCGTGCTCACAGTAGCTTCC 
.TAGACCATTTACTTTGCCGATATTAAAAAGCGAAGTGTCCTGCTIGGT^ITAGCTGT 
GGAGAAGGTGAAATGGAGGAAACeACAA^TTCATGCAAAGTCCCTTCCGGATGe 
.GTGGCTCCCAGCAGAGGCCGTAAATTGAGCGTTCAGTTGAC ACATTGGACACAC 

25 AGTCTGTTCAGAGGCATTGGAGGATGGGGGTCCTGGTATGTCTCACCAGGAAATT 
CTGTTTATGTTCTTGCAGCAGAGAGAAATAAAACTCCTTGAAACCAGCTCAGGCT 
ACTGCCACTCAGGCAGCCTGTGGGTCCTTGTGGTGTAGGGAACGGCCTGAGAGG 
AGCGTGTCCTATCCCCGGACGCATGCAGGGCCCCCACAGGAGCGTGTCCTATCCC 
CGGACGCATGCAGGGCCCCCACAGGAGCATGTCCTATCCCTGGACGCATGCAGG 

30 GCCCCCACAGGAGCGTGTACTACCCCAGAACGCATGCAGGGCCCCCACAGGAGC 
GTGTACTACCCCAGGACGCATGCAGGGCCCCCACTGGAGCGTGTACTACCCCAG 
GACGCATGCAGGGCCCCCACAGGAGCGTGTCCTATCCCCGGACCGGACGCATGC 
AGGGCCCCCACAGGAGCGTGTAGTACCCGAGGACGCATGCAGGGCCCCCACAGG 
AGCGTGTACTACCCCAGGATGCATGCAGGGGCCCCACAGGAGCGTGTACTACCC 

35 CAGGACGCATGCAGGGCCCCCATGCAGGCAGCCTGCAGACCACACTCTGCCTGG 
CCTTGAGCCGTGACCTCCAGGAAGGGACCCCACTGGAATTTTATTTCTCTCAGGT 
GCGTGCCACATCAATAACAACAGTTTTTATGTTTGCGAATGGCTTTTTAAAATCA 
TATTTACCTGTGAATCAAAACAAATTCAAGAATGCAGTATCCGCGAGCCTGCTTG 
CTGATATTGCAGTTTTTGTTTACAAGAATAATTAGCAATACTGAGTGAAGGATGT 

40 TGGCCAAAAGCTGCTTTCCATGGCACACTGCCCTCTGCCACTGACAGGAAAGTGG 
ATGCCATAGTTTGAATTCATGCCTCAAGTCGGTGGGCCTGCCTACGTGCTGCCCG 
AGGGCAGGGGCCGTGCAGGGCCAGTCATGGCTGTCCCCTGCAAGTGGACGTGGG 
CTCCAGGGACTGGAGTGTAATGCTCGGTGGGAGCCGTCAGCCTGTGAACTGCCA 
GGCAGCTGCAGTTAGCACAGAGGATGGCTTCCCCATTGCCTTCTGGGGAGGGAC 

45 ACAGAGGACGGCTTCCCCATCGCCTTCTGGCCGCTGCAGTCAGCACAGAGAGCG 
GCTTCCCCATTGCCTTCTGGGGAGGGACACAGAGGACAGCTTCCCCATCGCCTTC 
TGGCTGCTGCAGTCAGCACAGAGAGCGGCTTCCCCATCGCCTTCTGGGGAGGGG 
CTCCGTGTAGCAACCCAGGTGTTGTCCGTGTCTGTTGACCAATCTCTATTCAGCAT 
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CGTGTGGGTCCCTAAGCACAATAAAAGACATCCACAATGGAAAAAAAAAAAGG 
AATTC 

SEQ ID NO: 552 

5 >1 8 1 66 BLOOD 350204.2 U07695 g495472 Human tyrosine kinase (HTK) mRNA, 
complete cds. 0 

GCGCCCTGGGGCCGAGGCCACCGGGAAGGTGAATGTCAAGACGCTGCGTCTGGG 
ACCGCTCAGCAAGGCTGGCTTCTACCTGGCCTTCCAGGACCAGGGTGCCTGCATG 
GCCCTGCTATCCCTGCACCTCTTCTACAAAAAGTGCGCCCAGCTGACTGTGAA.ee 

1 0 TGACTCGATTCCCGGAGACTGTGCCTCGGGAGCTGGTTGTGCCCGTGGCCGGTAG 
CTGCGTGGTGGATGCCGTCCCCGCCCCTGGCCCCAGCCCCAGCCTCTACTGCCAG 
CACGCTCCGGGCCCGCCGCCCGCGCGCGCGGAACAGACGCGGGGCCACACTTGG 
CGCCGACGACCGGTGCCCCGCACGCTCGCATGGGCCCGCGCTGAGGGCCCCGAC 
GAGGAGTCCCGCGCGGAGTATCGGAGTCCACCCGCCCAGGGAGAGTCAGACCTG 

1 5 GGGGGGCGAGGGCCCCCCAAACTCAGTTCGGATCCTACCCGAGTGAGGCGGCGC 
CATGGAGCTCCGGGTGCTGCTCTGCTGGGCTTCGTTGGCCGCAGCTTTGGAAGAG 
ACCCTGCTGAACACAAAATTGGAAACTGCTGATCTGAAGTGGGTGACATTCCCTC 
AGGTGGACGGGCAGTGGGAGGAACTGAGCGGCCTGGATGAGGAACAGCACAGC 
GTGCGCACCTACGAAGTGTGTGACGTGCAGCGTGCCCCGGGCCAGGCCCACTGG 

20 CTTCGCACAGGTTGGGTCCCACGGCGGGGCGCCGTCCACGTGTACGCCACGCTGC 
GCTTCACCATGCTCGAGTGCCTGTCCCTGCCTCGGGCTGGGCGCTCCTGCAAGGA 
.•GAGCTTCACCGTCTTCTAOTATGAGAGCGATGCGGACACGGCCACGGGCCTCACG 
eCAGCCTGGATGGAGA^CCCCTACATeA^GGTGGAGACGGTGGCCGGGGAGCAT 
ETC ACCCGGAAGGGCCCTGGGGCCGAGGCC ACCGGG AAGGTG AATGTCAAGACG • 

25 CTGCGTCTGGGACCGCTCAGCAAGGCTGGCTTCTACCTGGCCTTCCAGGACCAGG 
GTGCCTGCATGGCCCTGCTATCCCTGCACCTCTTCTACAAAAAGTGCGCCCAGCT 
GACTGTGAACCTGACTCGATTCCCGGAGACTGTGCCTCGGGAGCTGGTTGTGCCC 
GTGGCCGGTAGCTGCGTGGTGGATGCCGTCCCCGCCCCTGGCCCCAGCCCCAGCC 
TCTACTGCCGTGAGGATGGCCAGTGGGCCGAACAGCCGGTCACGGGCTGCAGCT 

30 GTGCTCCGGGGTTCGAGGCAGCTGAGGGGAACACCAAGTGCCGAGCCTGTGCCC 
AGGGCACCTTCAAGCCCCTGTCAGGAGAAGGGTCCTGCCAGCCATGCCCAGCCA 
ATAGCCACTCTAACACCATTGGATCAGCCGTCTGCCAGTGCCGCGTCGGGTACTT 
CCGGGCACGCACAGACCCCCGGGGTGCACCCTGCACCACCCCTCCTTCGGCTCCG 
CGGAGCGTGGTTTCCCGCCTGAACGGCTCCTCCCTGCACCTGGAATGGAGTGCCC 

35 CCCTGGAGTCTGGTGGCCGAGAGGACCTCACCTACGCCCTCCGCTGCCGGGAGTG 
CCGACCCGGAGGCTCCTGTGCGCCCTGCGGGGGAGACCTGACTTTTGACCCCGGC 
CCCCGGGACCTGGTGGAGCCCTGGGTGGTGGTTCGAGGGCTACGTCCTGACTTCA 
CCTATACCTTTGAGGTCACTGCATTGAACGGGGTATCCTCCTTAGCCACGGGGCC 
CGTCCCATTTGAGCCTGTCAATGTCACCACTGACCGAGAGGTACCTCCTGCAGTG 

40 TCTGACATCCGGGTGACGCGGTCCTCACCCAGCAGCTTGAGCCTGGCCTGGGCTG 
TTCCCCGGGCACCCAGTGGGGCTGTGCTGGACTACGAGGTCAAATACCATGAGA 
AGGGCGCCGAGGGTCCCAGCAGCGTGCGGTTCCTGAAGACGTCAGAAAACCGGG 
CAGAGCTGCGGGGGCTGAAGCGGGGAGCCAGCTACCTGGTGCAGGTACGGGCGC 
GCTCTGAGGCCGGCTACGGGCCCTTCGGCCAGGAACATCACAGCCAGACCCAAC 

45 TGGATGAGAGCGAGGGCTGGCGGGAGCAGCTGGCCCTGATTGCGGGCACGGCAG 
TCGTGGGTGTGGTCCTGGTCCTGGTGGTCATTGTGGTCGCAGTTCTCTGCCTCAGG 
AAGCAGAGCAATGGGAGAGAAGCAGAATATTCGGACAAACACGGACAGTATCT 
CATCGGACATGGTACTAAGGTCTACATCGACCCCTTCACTTATGAAGACCCTAAT 
GAGGCTGTGAGGGAATTTGCAAAAGAGATCGATGTCTCCTACGTCAAGATTGAA 
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GAGGTGATTGGTGCAGGTGAGTTTGGCGAGGTGTGTCGGGGGCGGCTCAAGGCC 
CCAGGGAAGAAGGAGAGCTGTGTGGCAATCAAGACCCTGAAGGGTGGCTACACG 
GAGCGGCAGCGGCGTGAGTTTCTGAGCGAGGCCTCCATCATGGGCCAGTTCGAG 
CACCCCAATATCATCCGCCTGGAGGGCGTGGTCACCAACAGCATGCCCGTCATGA 
5 TTCTCACAGAGTTCATGGAGAACGGCGCCCTGGACTCCTTCCTGCGGCTAAACGA 
CGGACAGTTCACAGTCATCCAGCTGCGTGGGCATGCTGCGGGGCATCGCCTCGG 
GCATGCGGTACCTTGCCGAGATGAGCTACGTCCACCGAGACCTGGCTGCTCGCAA 
CATCCTAGTCAACAGCAACCTCGTCTGCAAAGTGTCTGACTTTGGCCTTTCCCGA 
TTCCTGGAGGAGAACTCTTCCGATCCCACCTACACGAGCTCCCTGGGAGGAAAG 

1 0 ATTCCCATCCGATGGACTGCCCCGGAGGCCATTGCCTTCCGGAAGTTCACTTCCG 
CCAGTGATGCCTGGAGTTACGGGATTGTGATGTGGGAGGTGATGTCATTTGGGGA 
GAGGCCGTACTGGGACATGAGCAATCAGGACGTGATCAATGCCATTGAACAGGA 
CTACCGGCTGCCCCCGCCCCCAGACTGTCCCACCTCCCTCCACCAGCTCATGCTG 
GACTGTTGGCAGAAAGACCGGAATGCCCGGCCCCGCTTCCCCCAGGTGGTCAGC 

1 5 GCCCTGGACAAGATGATCCGGAACCCCGCCAGCCTCAAAATCGTGGCCCGGGAG 
AATGGCGGGGCCTCACACCCTCTCCTGGACCAGCGGCAGCCTCACTACTCAGCTT 
TTGGCTCTGTGGGCGAGTGGCTTCGGGCCATCAAAATGGGAAGATACGAAGAAA 
GTTTCGCAGCCGCTGGCTTTGGCTCCTTCGAGCTGGTCAGCCAGATCTCTGCTGA 
GGACCTGCTCCGAATCGGAGTCACTCTGGCGGGACACCAGAAGAAAATCTTGGC 

20 CAGTGTCCAGCACATGAAGTCCCAGGCCAAGCCGGGAACCCCGGGTGGGACAGG 
AGGACCGGCCCCGCAGTACTGACCTGCAGGAACTCCCCACCCCAGGGACACCGC 
.>CTCCGCATn"i;CCGGGGCAGAGTGGGGACTGACAGAGGCCGGCAGCCCTGTGCCC 
. CGCTGGATTGGACTTTGAGCCGGTGGGGTGAGGAGTTGGCAATTTGGAGAGACA . 
GGATTTGGGGGTTGTGCCATAATAGGAGGGGAAAATCACGGCCCAGCCACCTCG 

25 GGGAACTCCAGACCAAGGGTGAGGGCGCCTTTCCCTCAGGACTGGGTGTGACCA 
GAGGAAAAGGAAGTGCCCAACATCTCCCAGCCTCCCCAGGTGCCCCCCTCACCTT 
GATGGGTGCGTTCCCGCAGACCAAAGAGAGTGTGACTCCCTTGCCAGCTCCAGA 
GTGGGGGGGCTGTCCCAGGGGGCAAGAAGGGGTGTCAGGGCCCAGTGACAAAA 
TCATTGGGGTTTGTAGTCCCAACTTGCTGCTGTCACCACCAAACTCAATCATTTTT 

30 TTCCCTTGTAAATGCCCCTCCCCCAGCTGCTGCCTTCATATTGAAGGTTTTTGAGT 
TTTGTTTTTGGTCTTAATTTTTCTCCCCGTTCCCTTTTTGTTTCTTCGTTTTGTTTTT 
CTACCGTCCTTGTCATAACTTTGTGTTGGAGGGAACCTGTTTCACTATGGCCTCCT 
TTGCCGAAGTTGAAACAGGGGCCCATCATCATGTCTGTTTCCAGAACAGTGCCTT 
GGTCATCCCACATeceCGGACCCCGCCTGGGACCCCCAAGCTGTGTCCTATGAAG 

35 GGGTGTGGGGTGAGGTAGTGAAAAGGGCGGTAGTTGGTGGTGGAACCCAGAAAC 
GGACGCCGGTGCTTGGAGGGGTTCTTAAATTATATTTAAAAAAGTAACTTTTTGT 
ATAAATAAAAGAAAATGGGACGTGTCCCAGCTCCAGGGGTG 

SEQIDNO: 553 

40 >1 8214 BLOOD 407199.2 AF1 54830 g5020419 Human carbamyl phosphate synthetase I 
niRNA, complete cds. 0 

GAGCTGTAGATTCGGCACGAGACACTGACTGCACCCCTCCCAGATTTCTTTTACA 
TTAACTAAAAAGTCTTATCACACAATCTCATAAAATTTATGTAATTTCATTTAATT 
TTAGCCACAAATCATCTTCAAAATGACGAGGATTTTGACAGCTTTCAAAGTGGTG 
45 AGGACACTGAAGACTGGTTTTGGCTTTACCAATGTGACTGCACACCAGAAATGG 
AAATTTTCAAGACCTGGCATCAGGCTCCTTTCTGTCAAGGCACAGACAGCACACA 
TTGTCCTGGAAGATGGAACTAAGATGAAAGGTTACTCCTTTGGCCATCCATCCTC 
TGTTGCTGGTGAAGTGGTTTTTAATACTGGCCTGGGAGGGTACCCAGAAGCTATT 
ACTGACCCTGCCTACAAAGGACAGATTCTCACAATGGCCAACCCTATTATTGGGA 
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ATGGTGGAGCTCCTGATACTACTGCTCTGGATGAACTGGGACTTAGCAAATATTT 
GGAGTCTAATGGAATCAAGGTTTCAGGTTTGCTGGTGCTGGATTATAGTAAAGAC 
TACAACCACTGGCTGGCTACCAAGAGTTTAGGGCAATGGCTACAGGAAGAAAAG 
GTTCCTGCAATTTATGGAGTGGACACAAGAATGCTGACTAAAATAATTCGGGATA 
5 AGGGTACCATGCTTGGGAAGATTGAATTTGAAGGTCAGCCTGTGGATTTTGTGGA 
TCCAAATAAACAGAATTTGATTGCTGAGGTTTCAACCAAGGATGTCAAAGTGTAC 
GGCAAAGGAAACCCCACAAAAGTGGTAGCTGTAGACTGTGGGATTAAAAACAAT 
GTAATCCGCCTGCTAGTAAAGCGAGGAGCTGAAGTGCACTTAGTTCCCTGGAACC 
ATGATTTCACCAAGATGGAGTATGATGGGATTTTGATCGCGGGAGGACCGGGGA 

1 0 ACCCAGCTCTTGCAGAACCACTAATTCAGAATGTCAGAAAGATTTTGGAGAGTG 
ATCGCAAGGAGCCATTGTTTGGAATCAGTACAGGAAACTTAATAACAGGATTGG 
CTGCTGGTGCCAAAACCTACAAGATGTCCATGGCCAACAGAGGGCAGAATCAGC 
CTGTTTTGAATATCACAAACAAACAGGCTTTCATTACTGCTCAGAATCATGGCTA 
TGCCTTGGACAACTCTCTCCCTGCTGGCTGGAAACCACTTTTTGTGAATGTCAAC 

1 5 GATCAAACAAATGAGGGGATTATGCATGAGAGCAAACCCTTCTTCGCTGTGCAG 
TTCCACCCAGAGGTCACCCCGGGGCCAATAGACACTGAGTACCTGTTTGATTCCT 
TTTTCTCACTGATAAAGAAAGGAAAAGCTACCACCATTACATCAGTCTTACCGAA 
GCCAGCACTAGTTGCATCTCGGGTTGAGGTTTCCAAAGTCCTTATTCTAGGATCA 
GGAGGTCTGTCCATTGGTCAGGCTGGAGAATTTGATTACTCAGGATCTCAAGCTG 

20 TAAAAGCCATGAAGGAAGAAAATGTCAAAACTGTTCTGATGAACCCAAACATTG 
CATCAGTCCAGACCAATGAGGTGGGCTTAAAGCAAGCGGATACTGTCTACTTTCT 
■ . f. TCeeATGACCGCTCAGTTTGTCACAGAGGTCATCAAGGCAGAAGAGCGAGATGG. 

• i :: gttaattctgggcatgggtgggcagagagctctgaactgtggagtgga actattc • 

AAGAGAGGTGTGGTeAAGGAATATGGTG'i'GAAAGTCCTGGGAACTTGAGXTGAG 

25 TCCATTATGGCTACGGAAGACAGGCAGCTGTTTrCAGATAAACTAAATGAGATCA 
ATGAAAAGATTGCTCCAAGTTTTGCAGTGGAATCGATTGAGGATGCACTGAAGG 
CAGCAGACACCATTGGCTACCCAGTGATGATCCGTTCCGCCTATGCACTGGGTGG 
GTTAGGCTCAGGCATCTGTCCCAACAGAGAGACTTTGATGGACCTCAGCACAAA 
GGCCTTTGCTATGACCAACCAAATTCTGGTGGAGAAGTCAGTGACAGGTTGGAA 

30 AGAAATAGAATATGAAGTGGTTCGAGATGCTGATGACAATTGTGTCACTGTCTGT 
AACATGGAAAATGTTGATGCCATGGGTGTTCACACAGGTGACTCAGTTGTTGTGG 
CTCCTGCCCAGACACTCTCCAATGCCGAGTTTCAGATGTTGAGACGTACTTCAAT 

GAATGITGOGGCCACTTGGGCATTGTGGGTGAATGCAACATTCAGTTTGCCCTTC 

' : ATCCTACGTGAATGGAATACTGCATCATTGAAGTGAATGCCAGACTGTCCCGAAG 

35 CTCTGCTCTGGCCTCAAAAGCCACTGGCTACCCATTGGCATTCATTGCTGCAAAG 
ATTGCCCTAGGAATCCCACTTCCAGGAATTAAGAACGTCGTATCCGGGAAGACAT 
CAGCCTGTTTTGAACCTAGCCTGGATTACATGGTCACCAAGATTCCCCGCTGGGA 
TCTTGACCGTTTTCATGGAACATCTAGCCGAATTGGTAGCTCTATGAAAAGTGTA 
GGAGAGGTCATGGCTATTGGTCGTACCTTTGAGGAGAGTTTCCAGAAAGCTTTAC 

40 GGATGTGCCACCCATCTATAGAAGGTTTCACTCCCCGTCTCCCAATGAACAAAGA 
ATGGCCATCTAATTTAGATCTTAGAAAAGAGTTGTCTGAACCAAGCAGCACGCGT 
ATCTATGCCATTGCCAAGGCCATTGATGACAACATGTCCCTTGATGAGATTGAGA 
AGCTCACATACATTGACAAGTGGTTTTTGTATAAGATGCGTGATATTTTAAACAT 
GGAAAAGACACTGAAAGGGCTCAACAGTGAGTCCATGACAGAAGAAACCCTGA 

45 AAAGGGCAAAGGAGATTGGGTTCTCAGATAAGCAGATTTCAAAATGCCTTGGGC 
TCACTGAGGCCCAGACAAGGGAGCTGAGGTTAAAGAAAAACATCCACCCTTGGG 
TTAAACAGATTGATACACTGGCTGCAGAATACCCATCAGTAACAAACTATCTCTA 
TGTTACCTACAATGGTCAGGAGCATGATGTCAATTTTGATGACCATGGAATGATG 
GTGCTAGGCTGTGGTCCATATCACATTGGCAGCAGTGTGGAATTTGATTGGTGTG 
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CTGTCTCTAGTATCCGCACACTGCGTCAACTTGGCAAGAAGACGGTGGTGGTGAA 
TTGCAATCCTGAGACTGTGAGCACAGACTTTGATGAGTGTGACAAACTGTACTTT 
GAAGAGTTGTCCTTGGAGAGAATCCTAGACATCTACCATCAGGAGGCATGTGGT 
GGCTGCATCATATCAGTTGGAGGCCAGATTCCAAACAACCTGGCAGTTCCTCTAT 
5 ACAAGAATGGTGTCAAGATCATGGGCACAAGCCCCCTGCAGATCGACAGGGCTG 
AGGATCGCTCCATCTTCTCAGCTGTCTTGGATGAGCTGAAGGTGGCTCAGGCACC 
TTGGAAAGCTGTTAATACTTTGAATGAAGCACTGGAATTTGCAAAGTCTGTGGAC 
TACCCCTGCTTGTTGAGGCCTTCCTATGTTTTGAGTGGGTCTGCTATGAATGTGGT 
ATTCTCTGAGGATGAGATGAAAAAATTCCTAGAAGAGGCGACTAGAGTTTCTCA 

1 0 GGAGCACCCAGTGGTGCTGACAAAATTTGTTGAAGGGGCCCGAGAAGTAGAAAT 
GGACGCTGTTGGCAAAGATGGAAGGGTTATCTCTCATGCCATCTCTGAACATGTT 
GAAGATGCAGGTGTCCACTCGGGAGATGCCACTCTGATGCTGCCCACACAAACC 
ATCAGCCAAGGGGCCATTGAAAAGGTGAAGGATGCTACCCGGAAGATTGCAAAG 
GCTTTTGCCATCTCTGGTCCATTCAACGTCCAATTTCTTGTCAAAGGAAATGATGT 

1 5 CTTGGTGATTGAGTGTAACTTGAGAGCTTCTCGATCCTTCCCCTTTGTTTCCAAGA 
CTCTTGGGGTTGACTTCATTGATGTGGCCACCAAGGTGATGATTGGAGAGAATGT 
TGATGAGAAACATCTTCCAACATTGGACCATCCCATAATTCCTGCTGACTATGTT 
GCAATTAAGGCTCCCATGTTTTCCTGGCCCCGGTTGAGGGATGCTGACCCCATTC 
TGAGATGTGAGATGGCTTCCACTGGAGAGGTGGCTTGCTTTGGTGAAGGTATTCA 

20 TACAGCCTTCCTAAAGGCAATGCTTTCCACAGGATTTAAGATACCCCAGAAAGGC 
ATCCTGATAGGCATCCAGCAATCATTCCGGCCAAGATTCCTTGGTGTGGCTGAAC 
: AATTAGACAATGA^iGGTTTGAAGGTGT.TTGGGACGGAAGCCACATCAGACTGGCT 
. . ;;•< \ GAACGeGAACAATGTGGGTGeCAGGCGAGTGGCATGGCCGTGTGAAG/vAGGACA 
'GAATGCGAGCCTGTGTTCCATGAGAAAv'iTTGATrAGAGATGGGAGCATTGAGGTA ■: 

25 : GTGATrAACCTTCCCAACAACAACACTAAATTTGTCCATGATAATTATGTGATTC 
GGAGGACAGCTGTTGATAGTGGAATCCCTCTCCTCACTAATTTTCAGGTGACCAA 
ACTTTTTGCTGAAGCTGTGCAGAAATCTCGCAAGGTGGACTCCAAGAGTCTTTTC 
CACTACAGGCAGTACAGTGCTGGAAAAGCAGCATAGAGATGCAGACACCCCAGC 
CCCATTATTAAATCAACCTGAGCCACATGTTATCTAAAGGAACTGATTCACAACT 

30 TTCTCAGAGATGAATATTGATAACTAAACTTCATTTCAGTTTACTTTGTTATGCCT 
TAATATTCTGTGTCTTTTGCAATTAAATTGTCAGTCACTTCTTCAAAACCTTACAG 
TCCTTCCTAAGTTACTCTTCATGAGATTTCATCCATTTACTAATACTGTATTTTTGG 
JGGAGTAGGCTTGCCTATGTGCTTATGTGTAGCTTTTTACTTTTTATGGTGCTGAT 
" "TAATGGTGATCAAGGTAGGAAAAGTTGCTGTTCTATTTTCTGAACTCCTiCTATAC 

35 TTTAAGATACTCTATTTTTAAAACACTATCTGCAAACTCAGGACACTTTAACAGG 
GCAGAATACTCTAAAAACTTGATAAAATTAAATATAGATTTAATTTATGAACCTT 
CCATCATGATGTTTGTGTATTGCTTCTTTTTGGATCCTCATTCTCACCCATTTGGCT 
AATCCAGGAATATTGTTATCCCTTCCCATTATATTGAAGTTGAGAAATGTGACAG 
AGGCATTTAGAGTATGGACTTTTCTAANCTNN^ 

40 NNNNNNNNIWN^^ 

NN^M^^NN^^N0^J^^^ 

TTTCTTTAAGGAATACTGGTTTGCAGTTTTGTTTTCTGGACTATATCAGCAGATGG 
TAGACAGTGTTTATGTAGATGTGTTGTTGTTTTTATCATTGGATTTTAACTTGGCC 
CGAGTGAAATAATCAGATTTTTGTCATTCACACTCTCCCCCAGTTTTGGAATAACT 
45 TGGAAGTAAGGTTCATTCCCTTAAGACGATGGATTCTGTTGAACTATGGGGTCCC 
ACACTGCACTATTAATTCCACCCACTGTAAGGGCAAGGACACCATTCCTTCTACA 
TATAAGAAAAAAGTCTCTCCCCAAGGGCAGCCTTTGTTACTTTTAAATATTTTCTG 
TTATTACAAGTGCTCTAATTGTGAACTTTTAAATAAAATACTATTAAGAGGTAAA 
AAAAAACAAAAGG 
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SEQ ID NO: 554 

>18219 BLOOD 1143363.1 AF031425 g2623890 Human galectin 3 (LGALS3) gene, exon 6, 
and complete cds. le-54 

5 GATTATATCATGGTATATGAAGCACTGGTGAGGTCTATGTCACCAGAAATTCCCA 
GTTTGCTGATTTCATTGAGTTTTTTAACCCGATGATNGTACTGCAACAAGTNAGC 
ATNNGTCACTGCAACCNAACNNGNGGGGGGGNAGGTNCACCCNNNNTTNTTTTT 
TGAAAGGGTTCCCATTTTCNAANGGGGAAACCGNThnTTTTCTTCCCTNCCCNGT 
TATTATCCAGCTTTGTATTGCAAACAATGACTCTCCTGTTGTTCTCATTGAAGCGT 
10 GGGGTTAAAGTGGGAGGGCAACATCATTCCCTCTTTGGGAAATCTAAGGCAATTC 
TGTTTGCATTGGGGC 

SEQ ID NO: 555 

>18229 BLOOD 400534.5 L22342 g402204 Human nuclear phosphoprotein mRNA, 
15 complete cds. 0 

GCCCAGCCTCCTCACTAGCACTGTGCAAGTGGCCAGTGACAACCTGATCCCCCAA 
ATAAGAGATAAAGAAGACCCTCAAGAGATGCCCCACTCTCCCTTGGGCTCTATGC 
CAGAGATAAGAGATAATTCTCCAGAACCAAATGACCCAGAAGAGCCCCAGGAGG 
TGTCCAGCACACCTTCAGACAAGAAAGGAAAGAAAAGAAAAAGATGTATCTGGT 

20 CAACTCCAAAAAGGAGACATAAGAAAAAAAGCCTCCCAAGAGAGATCATTGATG 
GCACTTCAGAAATGAATGAAGGAAAGAGGTCCCAGAAGACGCCTAGTACACCAC 
* • * GAAGGGTCACACAAGGGGGAGGCTGAGGTGGGCATGGCATCGAAGAGAAGe^GC 
'•; •'AAGTGGTGGATAAGGTGACTGAAAGGAAAGAGGACTCA/vCCTGGAACTCAGAGG 
v'.- .TGATGATGAGGGTCCAAAAGGCAAGAACTAAATGTGCGCGAAAGTCeAGAOGA 

25. AAGAAAAGAAAAAGGAGAAAGATATCTGTTCAAGCTCAAAAAGGAGATTTCAG 
AAAAATATTCACCGAAGAGGAAAACCCAAAAGTGACACTGTGGATTTTCACTGT 
TCTAAGCTCCCCGTGACCTGTGGTGAGGCGAAAGGGATTTTATATAAGAAGAAA 
ATGAAACACGGATCCTCAGTGAAGTGCATTCGGAATGAGGATGGAACTTGGTTA 
ACACCAAATGAATTTGAAGTCGAAGGAAAAGGAAGGAACGCAAAGAACTGGAA 

30 ACGGAATATACGTTGTGAAGGAACGACCCTAGGAGAGCTGCTGAAGAGTGGACT 
TTTGCTCTGTCCTCCAAGAATAAATCTCAAGAGAGAGTTAAATAGCAAGTGAATT 
TCTACTACCCTCTCAGTCACCATGTTGCAGACTTTCCCTGTCTGGAGGCTCACCTT 

. AGAGCTTCTGAGTTTCCAAGGTCTGAGTCACCTCC ACATTTGGGCATGGCATCTT • .' 

"" ' CAAAA:GA/vTTAATTTGGATAGTTAATTTGGGATGGGGAAGCAAATGACTCTAAA 

35 ATAAATCTCAAGAGAGAGTTCAATAGCAAGTGAATTTCTACTACCCTCTCAGTCA 
CCATGTTGCAGACTTTCCCTGTCTGGAGGCTCACCTTAGAGCTTCTGAGTTTCCAA 
GCTCTGAGTCACCTCCACATTTGGGCATGGCATCTTCAAAACAATTAATTTGCAT 
AGTTAATTTGGGATGGGGAAGCCAATGACTCTTAAAT 

40 SEQ ID NO: 556 

>18298 BLOOD 406471.1 X52638 g35502 Human mRNA for 6-phosphofructo-2- 
kinase/fructose-2,6-bisphosphatase (EC 2.7.1 . 1 05, EC 3. 1 .3.46). 

OTATTTCATACGACTCACTATAGGGAATTTCGCCCTCGAACGGAATTCGGCACGA 
GCCCATTTACACTGAAGATCGATCTGAAACTCAGCACCAGCGAAATCCAGAACTT 
45 GCCTGTCTCCATGGCTGGTTTTAATTTCCCCATTCTGCAGTGGCTTGTTAATATTA 
GTTCTGACCTTTGGGGCAAGGTGAACACATGGTTGGACTGAAGAGAAAAGGCTT 
CTGGTGGCTCAGGAACGTCTTTGGCAACTACAACAGCTGATATTTCAACAGAGCA 
CATACATCCCCCACTTAACAAGGGTACGTCCTCAGCCTTCTCAGGGAACCAACGA 
ACACCrCCAGGCTTCCTCTTTGATGCCACCCACTGGACCTGCCTTGGGGGTCTGT 
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AAATGCAAGAGAACCGAGTGTTGGATAATTAGCGATGGAAGAAAAAACCTCTAG 
AATAAAAGCATCCATACCCCAGTTTACCAATTCCCCCACAATGGTGATCATGGTG 
GGTTTACCAGCTCGAGGCAAGACCTATATCTCCACAAAGCTCACACGATATCTCA 
ACTGGATAGGAACACCAACTAAAGTGTTTAATTTAGGCCAGTATCGACGAGAGG 
5 CAGTGAGCTACAAGAACTATGAATTCTTTCTTCCAGACAACATGGAAGCCCTGCA 
AATCAGGGAAGCAGTGCGCCCTGGCAGCCCTGAAGGATGTTCACAACTATCTCA 
GCCATGAGGAAGGTCATGTTGCGGTTTTTGATGCCACCAACACTACCAGAGAAC 
GACGGTCACTGATCCTGCAGTTTGCAAAAGAACATGGTTACAAGGTGTTTTTCAT 
TGAGTCCATTTGTAATGACCCTGGCATAATTGCAGAAAACATCAGGCAAGTGAA 

1 0 ACTTGGCAGCCCTGATTATATAGACTGTGACCGGGAAAAGGTTCTGGAAGACTTT 
CTAAAGAGAATTGAGTGCTATGAGGTCAACTACCAACCCTTGGATGAGGAACTG 
GACAGCCACCTGTCCTACATCAAGATCTTCGACGTGGGCACACGCTACATGGTGA 
ACCGAGTGCAGGATCACATCCAGAGCCGCACAGTCTACTACCTCATGAATATCCA 
TGTCACACCTCGCTCCATCTACCTTTGCCGACATGGCGAGAGTGAACTCAACATC 

1 5 AGAGGCCGCATCGGAGGTGACTCTGGCCTCTCAGTTCGCGGCAAGCAGTATGCCT 
ATGCCCTGGCCAACTTCATTCAGTCCCAGGGCATCAGCTCCCTGAAGGTGTGGAC 
CAGTCACATGAAGAGGACCATCCAGACAGCTGAGGCCCTGGGTGTCCCCTATGA 
GCAGTGGAAGGCCCTGAATGAGATTGATGCGGGTGTCTGTGAGGAGATGACCTA 
TGAAGAAATCCAGGAACATTACCCTGAAGAATTTGCACTGCGAGACCAAGATAA 

20 ATATCGCTACCGCTATCCCAAGGGAGAGTCCTATGAGGATCTGGTTCAGCGTCTG 
GAGCCAGTGATAATGGAGCTAGAACGACAGGAGAATGTACTGGTGATCTGCCAC 
0 \m :, •GAGGCHGTCATGGGGTGCGTCCTGGCCTATTTCGTGGATAA AAGTTOAGATGAGC 
"-,."''„•'•. •.. ; TrGCGTATGTGAAGTGCGCTCTGGACACAGTGCTCAAAGTCACTCGTGTGGCTTAT. 
: • •'GGGTGGAAAGTGGAATCCATGTAGCTGAATGTGGAGGCCGTGAACACACAeCGG 
• 25 GAGAAGCCTGAGAATGTGGACATCACCCGGGAACGTGAGGAAGCCCTGGATACT 
GTCCCAGCCCACTACTGAGCCCTTTCCAAGAAGTCAAACTGCCTGTGTCCTCATC 
GCCTTCCACCTTTAGGAAATGCTATCTTTGCTCTTCTCCTACTCTGCCTTGGCCTC 
ACTGAGGCACCCCACTTCCAGTGAAGAAGTCCTCCGCAACTCCCAAACAAGCCTC 
GCTTGCTGGCCGCAACCAAGGAGCTATCTAGCTCTGGAGGAAACTTTCTTTCTTA 

30 ATTCCTATTCTCTGACGAATAAAGACTTACTGCCTACAAGAGG 

SEQ ID NO: 557 

H85Q1 BLOOD 201402.1 AL080184 g5262661 Human mRNA; cDNA DKPZp434O071 
(from clone DKFZp434O071). 0 

35 GTGGGAGTGGAGGAGGAAGAGGCGGTAGGGGGTACGGGGGCTGGTCCCAGAAG 
ATGGCGGAGGCGGGGGATTTCTGGTAGGTCCTACTTTAGGACAAGATGTGGTAC 
CGTTGAAGCGTCAGTCTTTGATTCACAGACAGTTGAGCTTTTCAGCTGGGAAGCC 
TTTCCATTTTTTTTTTTTAAAGGGCTTTCTGAACCTATGAAACCAGGGCAGAAGGA 
GAGACAGAGTCACCGGGGCCCAAAAAGGGGGGCCCATATATTTCATCTGTCACT 

40 AGCCAGAGGGGTGAACTGGAGTGATCGAGGAGTAGGGCTATTTTTAATGGGAGT 
ATTTCTGGCATTAGGGTTAAATTTACTTCAGATTCAGAGAAAGGTGACGCTCTTT 
CCACCGTGAGTGGTGATGGCAAGCATCTTTTCTTCGGCGTGGGGGGTACCCCCTT 
GCTGGGGCACGGCTTCTGCTGTGATTGGGTTATTATACCCCTGCATTGACAGACA 
TCTAGGAGAACCACATAAATTTAAAAGAGAGTGGTCCAGTGTAATGCGGTGTGT 

45 AGCAGTCTTTGTTGGTATAAATCATGCCAGTGCTAAAGTGGATTTCGATAACAAC 
ATACAGTTGTCTCTCACACTGGCTGCACTATCCATTGGACTGTGGTGGACTTTTGA 
TAGATCTAGAAGTGGTTTTGGCCTTGGAGTAGGAATTGCCTTCTTGGCAACTGTG 
GTCACTCAACTGCTAGTATATAATGGTGTTTACCAATATACATCTCCAGATTTCCT 
CTATGTTCGTTCTTGGTTACCATGTATATTTTTTGCTGGAGGCATAACAATGGGAA 
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ACATTGGTCGACAACTGGCAATGTACGAATGTAAAGTTATCGCAGAAAAATCTC 
ATCAGGAATGAAGAAGGCAAAAAATATCTTTTGTACAGAAAAGCAAGATGAAAA 
GGATGTGAAATGGTAGATATACCAACAAAACTTCAGACTGTAAAATTGCCAGGA 
TGCAGTTTTCCCCTTGATTGGCGTGTGTGTATATATGGAATAAATATATATATACA 
5 CACACACATATTACTGCAATCTGTGATTGCTTCATCTGTAAATCAGTTGTAAACCT 
TTACATATTTGACTTAAATAACTGTAAGATATATATGTACTACATTAAAAAGTGT 
TGATTAATAGATGAAATTTTTAAATTAATTTTTTAAAACATGCCATACATTGTATC 
ACAATGTTAATGTGCCAAGATATTGTTCCTGTCATGCAGAGTATAAGAATGCTTT 
GAACAATTTGTAGACTTAGTGAAATAAAATAAGAGGAAAGCCAAAAACAAACNT 

1 0 ACAAAAAGCATATGGGGAGCTGGTATTTTCTCTTTAGCTTACTGTTGTGCCTTTTT 
ATTTTTCTAATCACAGCAGTATGAGTTATGAGTGCCCTAATTTGTGGTTAGTTTCT 
AATTTAATGTTGTTTCATAGAGTTTGGAGTGTTTTGATACAGGGTGAAAATGAAC 
TTCTGGTTTCAAACCTGCGTTACTGGAGACAGCCCAAAGAGTAATTTTCTGTTTTG 
ACAGGTTTTACTGGAAGTATATGTGATGAGCAGAAGAGGTTATCAGCATTAAATT 

1 5 GTTTTGGTTCTAAATTTGGAACAGTATATATAATTAAAAGTAAGGAACATTAGAG 
GATTTAATTAGAATAAATACATGTTTTGGAAATACAGTGACCTCTTGCAGTGTCA 
CAAAAGTGCAA\GTGATATTAGCTGTCATCTGCAATACAGAATCTCAT1"GCTTTT 
GCACATGGAGCATATAGGAAACTCCAAACAGATCACAATGAGGTTTCTAAATCT 
GTTGGGTTCTGTCTTCTATTGGGTTCTGTGAAGCAAACCACTGTAGCTTTAGCTGG 

20 GTTCAGTCATATGACTCGTTGGTGGAATGCCTAGGTTTTTCATCTTACATGCAGTC 
TTGGGGGTGGATGAATACATAATTTCTTATGTATTCGTGTATCCATTAGTGAATA 

., . ' G^ j G AAGTCTGTTTAAGAGTGTATTGAGATGGCATTGTGTGCATGTrAAAGATCTT • 
•< ^AATGGCAACCAGCACCTCT.TAAGTATGGTTTAAACATATTGTTAGCTAAllori'fTC k 
GATTAGTTT'rTGAAA'rTGGTGGCAGTTGTCTGATGCACAAGGGCAAGATClTCT.G ' 

25 , AGTACTCTGGGGTGTGAGTATGTGTGCACACGTGTGTGTTGGAGTGAGTGAGAG 
AATGTGTCTGTGCATGTGGCCATGCTTTCCTAGAATGTCAAGTAGATATTTTTACA 
CTTTGAGTTTTAAAGCAATTACTATCAGACTGAGATCTTGTATGCCAAACTTTAAT 
CTGCTTTTATGTTTTCAGGCTGAAGGTGTGAAAATCCTAAGAGGATTTCATATTG 
AATATGTGTACACAATCTTAACTATCGTGGTGGAAAACATACTACTATAATTTAT 

30 TATTATATCTTCCAGATAATGTTATTCATTTAGAACAAATAAGGTATATTTTTTAG 
AATCAACTTTGTAAGCACTATAAAATCTTTAATAAGTTATAAGGTCTATGATGTG 
TTTACTTTAAAAATTGCTGTTAAAAGCAACACGTATTAAATATGTAATTATCATCT 

. . GGGTTAAGAGTCTGTTTTTCTTCTTTGTGGTAAGTCTTAGAATATGGTACTGTGGA . 

fTAATCTAATGAAATTAACATATGTGGTTGAAGTTACCAAGAAACGATGAAAAG 

35 AAACTAAATATAGTNGACCCTTGAACAACAGGAGTTAGGGGCACCACTCCCCAA 
CATAGTTGAAAATCCATGTATAACTTTTGACTCCTCCAAAACTTAACTACTAATA 
GCCTACTCTTGATGGGAAGCCTTACCAATAAGAAACAGTTGATGAACACATATTG 
TGTATGGTATATGTATTATATACTGTTTTCTTACAATAGTGTAAGTCTAAGGAAA 
AAAAAAA 

40 

SEQ ID NO: 558 

>18526 BLOOD 238447.3 Incyte Unique 

TCCTACAGGTGTATCGTCAGCGAGTGGATCGCCGAGCAGGGCAACTGGCAGGAA 
ATCCAAGAAAAGGCCGTGGAAGTTGCCACCGTGGTGATCCAGCCGACAGATGTA 
45 TTTGTTTTTAATTTTCAAGTTCTGCGAGCAGCTGTGCCCAAGAATGTGTCTGTGGC 
TGAAGGAAAGGAACTGGACCTGACCTGTAACATCACAACAGACCGAGCCGATGA 
CGTCCGGCCCGAGGTGACGTGGTCCTTCAGCAGGATGCCTGACAGCACCCTACCT 
GGCTCCCGCGTGTTGGCGCGGCTTGACCGTGATTCCCTGGTGCACAGCTCGCCTC 
ATGTTGCITTGAGTCATGTGGATGCACGCTCCTACCATTTACTGGTTCGGGATGTT 



478 



WO 02/074979 



PCT/US02/08456 



AGCAAAGAAAACTCTGGCTACTATTACTGCCACGTGTCCCTGTGGGCACCCGGAC 
ACAACAGGAGCTGGCACAAAGTGGCAGAGGCCGTGTCTTCCCCAGCTGGTGTGG 
GTGTGACCTGGCTAGAACCAGACTACCAGGTGTACCTGAATGCTTCCAAGGTCCC 
CGGGTTTGCGGATGACCCCACAGAGCTGGCATGCCGGGTGGTGGACACGAAGAG 
5 TGGGGAGGCGAATGTCCGATTCACGGTTTCGTGGTACTACAGGATGAACCGGCG 
CAGCGACAATGTGGTGACCAGCGAGCTGCTTGCAGTCATGGACGGGGACTGGAC 
GCTAAAATATGGAGAGAGGAGCAAGCAGCGGGCCCAGGATGGAGACTTTATTTT 
TTCTAAGGAACATACAGACACGTTCAATTTCCGGATCCAAAGGACTACAGAGGA 
AGACAGAGGCAATTATTACTGTGTTGTGTCTGCCTGGACCAAACAGCGGAACAA 

1 0 CAGCTGGGTGAAAAGCAAGGATGTCTTCTCCAAGCCTGTTAACATATTTTGGGCA 
TTAGAAGATTCCGTGCTTGTGGTGAAGGCGAGGCAGCCAAAGCCTTTCTTTGCTG 
CCGGAAATACATTTGAGATGACTTGCAAAGTATCTTCCAAGAATATTAAGTCGCC 
ACGCTACTCTGTTCTCATCATGGCTGAGAAGCCTGTCGGCGACCTCTCCAGTCCC 
AATGAAACGAAGTACATCATCTCTCTGGACCAGGATTCTGTGGTGAAGCTGGAG 

1 5 AATTGGACAGATGCATCACGGGTGGATGGCGTTGTTTTAGAAAAAGTGCAGGAG 
GATGAGTTCCGCTATCGAATGTACCAGACTCAGGTCTCAGACGCAGGGCTGTACC 
GCTGCATGGTGACAGCCTGGTCTCCTGTCAGGGGCAGCCTTTGGCGAGAAGCAG 
CAACCAGTCTCTCCAATCCTATTGAGATAGACTTCCAAACCTCAGGTCCTATATTT 
AATGCTTCTGTGCATTCAGACACACCATCAGTAATTCGGGGAGATCTGATCAAAT 

20 TGTTCTGTATCATCACTGTCGAGGGAGCAGCACTGGATCCAGATGACATGGCCTT 
TGATGTGTCCTGGTTTGCGGTGCACTCTTTTGGCCTGGACAAGGCTCCTGTGCTCC; 
\ •■;/ ; . JTGTCTTCCCTGGATCGGAAGGGCATeGTGACCACGTCCCGGAGGGACrGGAAGAf 

i. : .^.GCGAGCTGAGCCTGGAGCGGGTGAGTGTGCTGGAATTCTTGCTGCAAGTGGAJGG 1 
; •'CTGCGAGGACCAGGAGTTTGGCAAGFAGTACTGTTCC • 

. 25 TCACCAACAGGTTCCTGGCAGAAGGAGGCAGAGATCCACTCCAAGCCCGTTTTTA 
TAACTGTGAAGATGGATGTGCTGAACGCCTTCAAGTATCCCTTGCTGATCGGCGT 
CGGTCTGTCCACGGTCATCGGGCTCCTGTCCTGTCTCATCGGGTACTGCAGCTCCC 
ACTGGTGTTGTAAGAAGGAGGTTCAGGAGACACGGCGCGAGCGCCGCAGGCTCA 
TGTCGATGGAGATGGACTAGGCTGGCCCGGGAGGGGAGTGACAGAGGGACGTTC 

30 TAGGAGCAATTGGGNCAAGAAGAAGCCCAGTGATATTTTTAAAACAAAGTGTGT 
TACACTAAAAACCAGTCCTCTCTAATCTNAGGTGGGACTTGGCGCTCTCTCTTTTC 
TGCATGTCAAGTTCTGAGCGCGGACATGTTTACCAGCACACGGCTCTTCTTCCCA 
CGGCACTTTCTGATGTAACAATCGAGTGTGTGTTTTCCCAACTGCAGCTTITTAAX , 
GGTTAACCTTCATCTAATTTTTTTTCTCCCACTGGTTTATAGATCCTGTGACTTGTG 

35 TGTGTTTATAGCTTTTGTTTCGCGGGGTTGTGGTGAGGAAGGGGTGATGGCATGC 
GGAGTTCTTTATCTTCAGTGAGAATGTGCCTGCCCGCCTGAGAGCCAGCTTCCGC 
GTTGGAGGCACGTGTTCAGAGAGCTGCTGAGCGCCACCCTCTACCCGGCTGACA 
GACAACACAGACCTGTGCCGAAGGCTAATTTGTGGCTTTTACGACCCTACCCCAC 
CCCCTGTTTTCAGGGGTTTAGACTACATTTGAAATCCAAACTTGGAGTATATAAC 

40 TTCTTATTGAGCCCAACTGCTTTTTTATTTTTATGGGATTTTGGGCCCCTTTTCCAT 
TTCTTTTGTATTTGTTTTCTGTGAGAGCACTGAAATGGCGGCCCTGGAATCTACAA 
TTTGGCTCTCCACTGAGCACCTTATCTTGCCACCTTAGCCTTAAGAATGAATATGA 
AGAAAAATACACAGCCACCTCTGTCCAGGGCAGTAAGAAGGGCTGCAAGGAAG 
GGGAGGATGGGGACAAGGAAAGGATCAGATACCTGCTCCAGTAGTTGTGAGGCC 

45 ACTGTGTCTCAGGGGACTCCAGGAAGAGCAGAAGAGGGATCCCACGAAGTTATT 
TTTATGCAGCTGGGGCCAGGAGGGTCAGAGTGGTGCCAGGTGCAAGTTAGGCTA 
AAGAAGCCACCACTATTCCTCTGCTCTTGCCCATTGTGGGGGGCAAAGGCATTGG 
TCACCAAGAGTCTTGCAGGGGGACCCACAGATATGCCATGTCCTTCACACGTGCT 
TGGGCTCCTTAACCTGAAGGCAAATTGCTACTTGCAAGACTGACTGACTTCAAGG 
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AATCAGAAATTACCTAGAAGCACCATGTTTTTTCTATGACCTTTTCAGTCCTTCAG 
GTCATTTTAAGGTCCACTGCAGGGGGTTAGTGAGAAAGGGTATACTTTGTGGTAT 
GTTTTGCTTTCCTAATAGGGACATGAAGGAAACCCAGCAATTTGCTGTTATGTGA 
ATGGCCTGTAGAGCAGAGTCAAGAGCGGTGTGCTTTGCCCGACTGCTCCCATCAG 
5 GAATAGGAGAGTAGACAGAGATCTTCCACATCCCAGGCTTCTGCTGCTGCTTTAA 
AAGCTCTGTCCTTGGAGCCTCCCGCTCCCTGAAGTGTCTCGCCCCCTGCACAGCA 
CTGGCCTTTCGGAAGCATCCCAGTAGGGTTTTCTGAGGCTCGCTGGTGACTCATG 
CCCTAATTGCAATCCTCTGCTTTTATCTTGACTTTGAAGGATCTAACACTGCTCTC 
TCTTCCAAAGGGGAAAAAAAGATTCATTTGTTTTGAGCAATAAACTAATACAAA 

1 0 ATGATGGCC ATTCATGTGCAGCTCTTTGTCACCATGGGCCGG ATGAGTTGTGCTC 
CTCCTGGCTCACCATTTCCCCCTGCTCCCCCACAGCCGGTTCTGCACTTATCACCG 
AGTCGCCCCTGGAAGCAGATTCCCATTGAGTTTTCCCCACCAAGGGGACCATGCA 
CATGGTAGAAACATTAGATTCTGCATTGACAGTAGCCTTTCCTTGGGCCCGGGCC 
TGTGGTGGGAAGACGGGCAACAAGTATACCCCACCAGGGCCTGAGTGACTAGAG 

1 5 GAAG AGG ACGAGGCCTTGTTGGCACTAGATTTGGGTATTTTCTGCATGTCATAAC 
ATATCCTAACTGCTATTTCAGAAGAGGCAGCTTGTAGGTGATTGTACAAGTGAGA 
ATTAAAGAGAGAACAGATATTTAAACAGGTGCTGTATTAGTAACAGCCAGTGCC 
CTTTCAGCCCTTGCATCTATTAAAAGGAGATTCAGGATTTTATTGGCACAGGCCC 
TTCTTAGTAGGAAGAAAGGGTGCTTAGCTTTGGACCTGACCGGGTGTGTGTAAAA 

20 CCATGGACTGAGTCACAGCAGACACTCGATGGTGGTAAATGTGACGGGTGCTTA 
CACACTGTACCTTTTCCTTTCATACTGATGCTGCAGTTCAGGGCTGGAGTTGTTAA 
J..:., • GGGATTGACOTCCACCCACCTGCCCCATGTCEGGTGGGCTGGCCAAGCTGCAT.GT. 
/: ... ■ , .'.©ACGTG AGGGGTGGCAGGAAGGGGCGAGAAi^TGGGAGGGCAlTGT AGGAAGGAG 
• GTAGTfGCTTCTAGGGATATAAATTTCGAGGAATGTGTAlTTTTAAl'GTGGTGAG' 

25 ATGCACTC1TTTGTTGTACCAAATAGGGCTGCCGACCCCACCCCTGCGACAAGTG 
CTCTTCTAGAACAGGTTCCTACCAGCAGCACTGGTGTGAATGAAAGAGAGACCC 
AGCCGCGTCTCACACAGGTGGAATTGCACTTCTTAACAAAAAGGAACTTTATAAA 
AGTTTGGGATTTTTTTTCCTAATCATAAAAATAGCCCCAGAAAGAGCCTAAGCTA 
TGTTCAGATAGAAGCCTCGAAATTCCTGTGAATTGTTrACTTTATGATGTTTACAT 

30 ACACGTTTCACTTTGAAAAAAAATGCAAATCGACTTTTTAACAACTGTTGAGATG 
TTTCATGGGACAGTAGAACTCTGACTCACCAACTGGGCTAAATTTTAATTTAAAA 
ATGTATTTATTTGAGTGTCTTTCCCCCCCTCACCCTCACCATCTGAGGGGCTCCCT 
GAGATCTTGGTAGAGGAGGCCCCTCCTGCCCAGACCTTCGTT-TGTTTGCCGGGTG 
GCCCTTGCTTCTTGCTTTGCAGACTGCCTGCAGGCATGATlTrGTCACTGACATCT 

35 GTGAGCCAAAGACTGAGCCTTTTTGGCAGGAATAATAAGCAATACTACACAACT 

GAACTGGGATTTGGGTAAGTTCTCCTCCACTGTTTGACCAAATTCTCAGTGATAA 
ATATGTGTGCAGATCCCTAGAAGAGAAAACGTTGACTTTGTTTTTAAGTGTGGCA 
CATAAGGATCTGCAGAATTTTCCGTAGACAAAGAAAGGATCTTGTGTATTTTTGT 

40 CCATATCCAATGTTATATGAACTAATTGTATTGTTTTATACTGTGACCACAAATAT 
TATGCAATGCACCATTTGGGTAAGTTCTCCTCCACTGTTTGACCAAATTCTCAGTG 
ATAAATATGTGTGCAGATCCCTAGAAGAGAAAACGTTGACTTTCTTTTTAAGTGT 
GGCACATAAGGATCTGCAGAATTTTCCGTAGACAAAGAAAGGATCTTGTGTATTT 
TTGTCCATATCCAATGTTATATGAACTAATTGTATTGTTTTATANTGTGACCACAA 

45 ATATTATGCAATGCACCATTTGTTTTTTATTTCATTAAAGGAAGTTTAATTTAA 

SEQ ID NO: 559 

>18550 BLOOD 234287.1 Incyte Unique 
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AAAGAAAGAAAAAGAAAACTGCAGATAACCCTATACATTAATACTGGTATCTCG 
AGGTGACTCTTCTGACCAAGGGTGGTTAAGTGACACATAGAACTTTTCTAAGAGA 
AGACAGACAAGTTGACAGGCATGCCTTGTACTCAGCTGTGTTCATGTGGTGGTCT 
GTGGAAAGAAAAGAAGACTCATTTGGAAATGAAGCTGTCCCTTTCCAAGCAGTC 
5 TCTGGTGCTTTTCTTCTCTCAAAATGGATCCGATAAATATTTGAATAGAGCAGATT 
GTAGAATGTCGTGCTGTCACCAGAAAGCTGCTGTTTTGGGTTCTGCATTGAGCCA 
AATATGTAGAGGACCTACCAAGCCCACTGAGGGACTAGGTTTTCATGTCTCTAGT 
CATACCTAGAATGTTCTGAGCCGTCTGAGGGCCTTCATGCCGGCAGCAGCTAGCA 
AAGCCAGAAAGCAAGTCTAACAGGATCTAAGATGACCATCAGGAGAAGGAGTTT 
1 0 GAGACTGTGTATGCAACCCCCAATAGACCCCCTTTTACTCTGATCTGGAGAATGT 
ATCTGGCTTCATATTTTCAAGTCACATGTCTCTCAGACCCCTGGGATTCAGAACCC 
AAGGCCACAAATCATAGGCATGAAGCACTTTCTTAAGACTGACCTAACGCTGGA 
TTATTTCCCGTCCAATGCCTGCATGCTGCTTGAATTGCTCCACCCACACCTCCATG 
ACCAAGGGCGCCAGAGTGCTGCAACTGGGGCGTGGGCCGCTCTCTGCTTTTCCTG 
1 5 TCTGACTCTGACAAGTCCTCCCTCACTGAATGTAGAATCGTTGCCAAGTTTCTGA 
GAAGTGTCGATTCCCTGTTAACATGGATATCAGTTCTGCCTCACATTTCCCACTTG 
AGGTTGAGGCGTACTGGAGACAACACCTCAGACCATCTGAACCCCATCAGTGGA 
CGAAAATGGGGCTGTTAATATACTCTAAAAGCCATACTAAAAATGCTCTGAGGG 
AACTGGCTAAGAATAGTGGGCCTGGTGATTGTCTATCACGCAAGGCTTTGTTTTG 
20 TACTGTTCAGAAATCTGTCACCTTTCTGCCTGCCCTTGTTTCCTGAATGAAATGCT 
TCTGGGGTTATTTATGAAAGGAGTGATCCTGGGGCAGGCAGGAGGCAGTGGGCT 
■i • TGATGGCTCC r lTGAAGTlATTACTGATClTGAGGTTCTClXrGGCI ; ACC^TTAGAC 
■ ; • ' -'Ad^XTA^TACGCGAATGAATACTE^ ■: 
• ^GTATC 

25 AAAATCAATCAGATTTATTGTACCTAGAAAAAAAAAA 
SEQ ID NO: 560 

>18555 BLOOD 200000.3 AF054175 g3341993 Human mitochondrial proteolipid 68MP 
homolog mRNA, nuclear gene encoding mitochondrial protein, complete cds. 0 

30 GCTCAATAAACGTTTATTAAGCAGTAGAATACAAGTTAGTGCCTGGATCCTGATC 
ACCGAGTTGGCTGCAGATTTGTGGTGCGTTCTGAGCCGTCTGTCCTGCGCCAAGA 
TGCTTCAAAGTATTATTAAAAACATATGGATCCCCATGAAGCCCTACTACACCAA 
AGTTTACCAGGAGATTTGGATAGGAATGGGGCTGATGGGCTTCATCGTTTATAAA 
ATCCGGGCTGCTGATAAAAGAAGTAAGGGTTTGAAAGCTTGAGCGGCTGCTCCTG 

3 5 GTC ATCACTAACCAGATTTACTTGG AGT ACATGTGAAAGAAAACGTCAGTCTGCC 
TGTAAATTTCAGCAAGCCGTGTTAGATGGGGAGCGTGGAACGTCACTGTACACTT 
GTATAAGTACCGT1TACTTCATGGCATGAATAAATGGATCTGTGAGATGCACTGC 
TACCTGGTACTGCTTTCAGTGTGTTCCCCCTCAGCCCCTCCGGCGTGTCAGGCATA 
CTCTGAGTAGATAATTTGTCATGCAGCGCATGCAATCAGAATCTCACTGAGCCAC 

40 CCATCATTGTGAAATAATTACCTCAGTTGTACAGGACTTGGTGATCAGGATCCAG 
GCACTCACTTGTATTCTACTGCTCAATAAACGTTTATTAAACTTGATCCTGCTACT 
TAAA 

SEQ ID NO: 561 

45 >18576 BLOOD 481208.4 U60207 gl477790 Human stress responsive serine/threonine 
protein kinase Krs-2 mRNA, complete cds. 0 

GCGGGGCGGGCTCAGGAGGTCCGCGGGAGGATGGAGCAGTGAGCGGGTCTGGG 

CGGCTGCTGGCAGCGCCATGGGAGACGGTACAGCTGAGGAACCCGCCGCGCCGG 

CAGCTGAAAAAGTTGGATGAAGATAGTTTAACCAAACAACCAGAAGAAGTATTT 
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GATGTCTTAGAGAAACTTGGAGAAGGGTCCTATGGCAGCGTATACAAAGCTATT 
CATAAAGAGACCGGCCAGATTGTTGCTATTAAGCAAGTTCCTGTGGAATCAGACC 
TCCAGGAGATAATCAAAGAAATCTCTATAATGCAGCAATGTGACAGCCCTCATGT 
AGTCAAATATTATGGCAGTTATTTTAAGAACACAGACTTATGGATCGTTATGGAG 
5 TACTGTGGGGCTGGTTCTGTATCTGATATCATTCGATTACGAAATAAAACGTTAA 
CAGAAGATGAAATAGCTACAATATTACAATCAACTCTTAAGGGACTTGAATACCT 
TCATTTTATGAGAAAAATACACCGAGATATCAAGGCAGGAAATATTTTGCTAAAT 
ACAGAAGGACATGCAAAACTTGCAGATTTTGGGGTAGCAGGTCAACTTACAGAT 
ACCATGGCCAAGCGGAATACAGTGATAGGAACACCATTTTGGATGGCTCCAGAA 

1 0 GTGATTCAGGAAATTGGATACAACTGTGTAGCAGACATCTGGTCCCTGGGAATA 
ACTGCCATAGAAATGGCTGAAGGAAAGCCCCCTTATGCTGATATCCATCCAATGA 
GGGCAATCTTCATGATTCCTACAAATCCTCCTCCCACATTCCGAAAACCAGAGCT 
ATGGTCAGATAACTTTACAGATTTTGTGAAACAGTGTCTTGTAAAGAGCCCTGAG 
CAGAGGGCCACAGCCACTCAGCTCCTGCAGCACCCA1TTGTCAGGAGTGCCAAA 

1 5 GGAGTGTCAATACTGCGAGACTTAATTAATGAAGCCATGGATGTGAAACTGAAA 
CGCCAGGAATCCCAGCAGCGGGAAGTGGACCAGGACGATGAAGAAAACTCAGA 
AGAGGATGAAATGGATTCTGGCACGATGGTTCGAGCAGTGGGTGATGAGATGGG 
CACTGTCCGAGTAGCCAGCACCATGACTGATGGAGCCAATACTATGATTGAGCA 
CGATGACACGTTGCCATCACAACTGGGCACCATGGTGATCAATGCAGAGGATGA 

20 GGAAGAGGAAGGAACTATGAAAAGAAGGGATGAGACCATGCAGCCTGCGAAAC 
CATCCTTTCTTGAATATTTTGAACAAAAAGAAAAGGAAAACCAGATCAACAGCTT > 
, , .. • ' • • JTGGGAAGAGTGTACCTGGTCGACTG.AAAAATTCTTCAGATTGGAAAATAGCACA -I 
: ',H.. A J^GGATGGAGACTAGGAGTTTGXTAAGAGWGGACAGXGGAGGACOTTCAGAAGAG 4 
• ,• k. <"GCTCTTGGCCCTGGAGGCCATGATGGAGG/^GGAGArrGAAGAGATCCGGCAGAA -:J 

25 GTACCAGTCCAAGGGGGAGCCGATGCTGGATGCCATAGAGGCTAAGAAGAGACG 
GCAACAAAACTTCTGAGCAAGGCCAGGCTGTGAGGGCCCCAGCTCCACCCAGGC 
TTTGGGTGAATTCTGGATGGCTTGCCTCATGTTTGTTAGCCAGCACTTCTGCTCTG 
TCGTCTCTCCACAGCACCTTTGTGAACTCAGGAATGTGCGCCAGTGGGAAGGGCT 
CTCTTGACAGTCAGCGTGCCATCTTGATGTGTGTATGTACATTGGTCAGGTATATT 

30 ATCTCAAAGGATTTATATTGGCGCTTTTAACTCAGAGTTTTAAACCCCAGGAACA 
GAGACTCCTAGTTGAGTGATAGCTGGGAAAGTTTTACATTGTCTGTTTTTCTTCTC 
CCAATAGCTTTCAATTGTTCTTTCTGGAAGACTTTTAAAAAAATATAAATATGCA 
TATATATATATAAATTATAAAAATACTTATTAATACAAAAAAAGATCTTTAATTA 
AGGAGTGC AAGCTTATTCCATTTAGTGAGTGTT ' " ' " 

35 

SEQ ID NO: 562 

>18601 BLOOD 217961.1 Incyte Unique 

AGATGTTCCAGGAGTAGAATTCCTGACTGCTGTGTGAAAGTGAACTGCTACTCCA 
TCTCTGAAACATATCTGAGAAACGGGGCAGAAAACCAGTGTAAACTGCTCGTGG 

40 TGAAATTATTGAACATTGAAGTGTGAGGCTTGTCCTAAGAGCACGTCACCTCCCT 
TGACACAGATTCTGCATGTCCTTCCCTCTGGTAGGGATCCTCCAGTTCCGTTTCTC 
AGGCGAAGTAACCAGAGGTTCCAGTCTGCTCTTGCTTTCTGGGAGGAAGACAGA 
GCACCTAGTAATAGATTCCCAGGGTACTGATTGGCACCACACATGACTCAGAGG 
GGACCTAAGCCCATCAGCAGGCTGCTCTAAGGACCTACCTCAGGGCACTCAGAC 

45 AGCCTCACCAATCAGAGGCTCAGGAGAGGGTTTTCCTCACTGCCCTCCTTGTGTG 
CACTGGTTTCCTGTTTAGAGCAGCATTTAGCAGCACCACACACCTCAGATGTAGA 
GGATGAACCTCTCTTATATGAAATAAAATGATGTCCAGCAAAANANAAA 



482 



WO 02/074979 



PCT/US02/08456 



SEQ ID NO: 563 

>18628 BLOOD GB_T96731 gi|735355|gb|T96731|T96731 ye51fD2.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone DVIAGE:121275 5' similar to gb:M24922_cdsl 
HLA CLASS n HISTOCOMPATIBILITY ANTIGEN, DX BETA CHAIN (HUMAN);, 
5 mRNA sequence [Homo sapiens] 

NTTCGGCACGGNGGCTCTGCAGATCCCTGGAGGCTTTTGGGCAGCAGCTGTGACC 
GTGATGCTGGTGATGCTGAGCACCCCAGTGGCTGAGGCAGANGACTTTCCCAAG 
GATTTNTTGGTCCAGTTTAAGGGCATGTGCTACTTCACCAACGGGACAGAGCGCG 
TGGNGGTGTGGCCAGATACATCTATAACCGCGAGAGTACGGGCGCTTCGACAGC 
1 0 GACGTTGGGGAGTTCCAGGCGGTGACCGAGCTGGGGCGNACATNCGAGGACTGG 
AACAACTATAAGGACTTCTTTGAGCAGGAGCGNGCCGGNTNGGACAAGGTGTGC 
AGACACAACT 

SEQ ID NO: 564 

1 5 >1 8649 BLOOD 205772.1 6 Incyte Unique 

ACGATTCTTAGATGACATTTTCTCTTTCCCCTTTTTTCCCCCTAACCTCAATCTAGG 
CTCACTTATCTAAAGAATATGAGGAGGCTAATTTCAGAGCTATATGTGCGAGATA 
ACTGCCACCCTTTCAAAGCCACTGTGTTGGTTTGGATTCAGCTTCCAATGTGGATC 
TTCATGTCTTTTGCTCTCCGGAATTTAAGCACGGGGGCAGCACATTCAGAAGCAG 

20 GTTTTTCTGTTCAGGAACAGTTAGCTACTGGTGGAATTCTGTGGTTTCCTGACCTC 
ACTGCACCCGACTCCACTTGGATTCTGCCTATCTCTGTTGGCGTCATCAATTTGTT 
lAATAGTGGAGATTTGTGCTCTACAAAAAATTGGA^TGTCTCGlTlTCAGACGTAT 
iATTACGTACTTTGTCCGTGCAATGTSGGTGTTGATGAIACCAATTGCTGCAACGG 
TACCCTCATCAATTGTTCTGTACTGGTTATGCTCCAGCTTCGTGGGCeTTTCACAG 

25 AATTTGCTGCTGCGTrCTCCTGGATTTCGCCAACTTTGCCGAATACCATCGACCAA 
GTCAGATTCAGAAACTCCTTATAAAGACATATTTGCTGCCTTTAATACCAAGTTC 
ATTTCAAGAAAATGACATATTTTCCAATAATTTTGAAACAGTTGCAGGAGTCACT 
ATCATCTAAATGTATTTAGACTTAGAAATTCAGATGTTACTTGATTTCCTTTTATT 
TATAGTCAATTGTTCTCTACTGGTTATGCTCCAGCTTCGTGAGCCACTGTGCCCAG 

30 CTGAGATGGTTCTTATTATTTTGGAGGTGGAGAGGATTTTAGACCTCTTTGAGCA 
TCTGAAAAAAGGCTATATATGTATGGTTTTCTCTTCAGAAAAATCTTAAGACTCA 
CAATACGGGGACTTCCTTGTTACCAGGAAGATTTTCTGGCAATTCCTAGTTAATA 

,. : AATCTTATTCTAATGGAACATACATTGATCTTGAGTTAATGCGTGGTTGAAAAAA 
AAAGCGGGGGCAACn GAAA TATATGCAGTAAAGTAGTCCAl GCA i ACAAGTCC - 

35 CTAACATGGTAGATGATGTTGCCTCCCGGCCCTGCTCAGAAAGAATACAAAAAG 
TGTACATTCCTTTTTCTATAATTTAAGAAGTCTGGAATACAGAGTGTAACACTGT 
GTACTGCTAGCACCCAAAGTGGAAAATCTTAAGCATTCAGATTGTTTAGTCAAAG 
AAGAAAACCAGAAGGGCAGTTGCCTATTGAGGTGATTTTAAACCTGTTTATTTGT 
AAGGATrAAGTACCCTAATAGGCTTAAACTATGATAGAGGTTTAATACAGAAAA 

40 AATTGACAGGTATTATAAATTGTGGATCCAGTTACTTGCTTATTTAATTTGTAAAG 
AGGTAAAATTAGCTCTGGTTGAGATATCAAGTATGGCAGGTATTTGAGAAGGCT 
ATAAATCATAATTTTCATTTAGTTAAAATATGGACCTGATTCTGGGAAACCCTAT 
CATTCCATCTCAATGTTTTACAATAAAATAAAAACTAAAGT 

45 SEQ ID NO: 565 

>18713 BLOOD GB_T98559 gi|748296|gb|T98559|T98559 ye70fll.sl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone IMAGE: 1231 17 3', mRNA sequence [Homo 
sapiens] 
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AACACTTTAATATTNATGGTGTATCACATAAAAAACAAAGTCATATACTTTTGCA 
TTAATCAAAAAATAGCAAATCCATATAATGGCAAAATCAGGAAAAAAATTCTAG 
TATITCCACAAAATACATAATGTCTTACAGATGATTATGTGAACTTTAAATGTCT 
GCAGCCCTACAGAGCTTrTGTTGCCANTTGAAAAACAAAAAAATCCCAACACAG 
5 GATGTTCAAAAAGCCTAATTCATAAAANGACANTTTATTCCNATGTTTAATATAG 
TGTTTTTTAGGATGGTANCCATAAGTCATGCAACNAGCTCTGTTAAANCCAAAAC 
CAAAACCAAGNAACCTACGGATGTCGGCTGCGGGTTTA 

SEQ ID NO: 566 

10 >18817 BLOOD Hs.93213 gnl|UG|Hs#S 1972075 Human DNA sequence from clone RP1- 
291J10 on chromosome 6p21 .2-21.33 Contains BAK1 (BCL2-antagonist/killer 1) gene, 
ESTs, STSs, GSSs and a CpG Island /cds=(249,884) /gb=Z93017 /gi=5921377 /ug=Hs.93213 
/len=2136 

GCCGGGTGCCGCTGGCACCTCTATGATCACTGGAGTCTCGCGGGTCCCTCGGGCT 

1 5 GCACAGGGACAAGTAAAGGCTACATCCAGATGCCGGGAATGCACTGACGCCCAT 
TCCTGGAAACTGGGCTCCCACTCAGCCCCTGGGAGCAGCAGCCGCCAGCCCCTCG 
GGACCTCCATCTCCACCCTGCTGAGCCACCCGGGTTGGGCCAGGATCCCGGCAGG 
CTGATCCCGTCCTCCACTGAGACCTGAAAAATGGCTTCGGGGCAAGGCCCAGGTC 
CTCCCAGGCAGGAGTGCGGAGAGCCTGCCCTGCCCTCTGCTTCTGAGGAGCAGGT 

20 AGCCCAGGACACAGAGGAGGTTTTCCGCAGCTACGTTTTTTACCGCCATCAGCAG 
GAACAGGAGGCTGAAGGGGTGGCTGCCCCTGCCGACCCAGAGATGGTCACCTTA 
■'GCTCTGGAACCTAGCAGCACCATGGGGGAGGTGGGACGGCAGGTCGCCATCATC 
[GGGGACGACATCAACCGA.GGOTAT.GACTGAGAG , m:CCAGACCATGTTG€AGCAG' 
CTGCAGGGCACGGCAGAGAATGGGTATGAGTAGTTCAGCAAGA1TGGGAGCAGC 

25 CTGTTTGAGAGTGGCATCAATTGGGGCCGTGTGGTGGCTCTTCTGGGCTTCGGGT 
ACCGTCTGGCCCTACACGTCTACCAGCATGGCCTGACTGGCTTCCTAGGCCAGGT 
GACCCGCTTCGTGGTCGACTTCATGCTGCATCACTGCATTGCCCGGTGGATTGCA 
CAGAGGGGTGGCTGGGTGGCAGCCCTGAACTTGGGCAATGGTCCCATCCTGAAC 
GTGCTGGTGGTTCTGGGTGTGGTTCTGTTGGGCCAGTTTGTGGTACGAAGATTCTT 

30 CAAATCATGACTCCCAAGGGTGCCCTTTGGGGTCCCGGTTCAGACCCCTGCCTGG 
ACTTAAGCGAAGTCTTTGCCTTCTCTGTTCCCTTGCAGGGGTCCCCCCTCAAGAGT 
ACAGAAGCTTTAGCAAGTGTGCACTCCAGCTTCGGAGGGCCCCTGCGTGGGGGC 
CAGTCAGGCTGCAGAGGCACCTCAACATTGCAXGGTGCTAGTGGGCCCTCTCTCT 
GGGGCCAGGGGCTGTGGCCGTCTCCTCGCTGAGCTCTCTGGGaCCTCCTTAGCCC 

35 TGTCTGCTAGGCGCTGGGGAGACTGATAACTTGGGGAGGCAAGAGACTGGGAGC 
CACTTCTCCCCAGAAAGTGTTTAACGGTTTTAGCTTTTTATAATACCCTTGTGAGA 
GCCCATTCCCACCATTCTACCTGAGGCCAGGACGTCTGGGGTGTGGGGATTGGTG 
GGTCTATGTTCCCCAGGATTCAGCTATTCTGGAAGATCAGCACCCTAAGAGATGG 
GACTAGGACCTGAGCCTGGTCCTGGCCGTCCCTAAGCATGTGTCCCAGGAGCAG 

40 GACCTACTAGGAGAGGGGGGCCAAGGTCCTGCTCAACTCTACCCCTGCTCCCATT 
CCTCCCTCCGGCCATACTGCCTTTGCAGTTGGACTCTCAGGGATTCTGGGCTTGG 
GGTGTGGGGTGGGGTGGAGTCGCAGACCAGAGCTGTCTGAACTCACGTGTCAGA 
AGCCTCCAAGCCTGCCTCCCAAGGTCCTCTCAGTTCTCTCCCTTCCTCTCTCCTTA 
TAGACACTTGCTCCCAACCCATTCACTACAGGTGAAGGCTCTCACCCCCATCCCT 

45 GGGGGCCTTGGGTGAGTGGCCTGCTAAGGCTCCTCCTTGCCCAGACTACAGGGCT 
TAGGACTTGGTTTGTTATATCAGGGAAAAGGAGTAGGGAGTTCATCTGGAGGGTT 
CTAAGTGGGAGAAGGACTATCAACACCACTAGGAATCCCAGAGGTGGGATCCTC 
CCTCATGGCTCTGGCACAGTGTAATCCAGGGGTGTAGATGGGGGAACTGTGAAT 
ACTTGAACTCTGTTCCCCCACCCTCCATGCTCCTCACCTGTCTAGGTCTCCTCAGG 
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GTGGGGGGTGACAGTGCCTTCTCTATTGGGCACAGCCTAGGGTCTTGGGGGTCAG 
GGGGGAGAAGTTCTTGATTCAGCCAAATGCAGGGAGGGGAGGCAGATGGAGCCC 
ATAGGCCACCCCCTATCCTCTGAGTGTTTGGAAATAAACTGTGCAATCCCCTCA 

5 SEQ ID NO: 567 

>18899 BLOOD 285978.2 U43431 gl29291 1 Human DNA topoisomerase III mRNA, 
complete cds. 0 

GGCGGCTGCGGCACGGGAAAGGCTCAGTGACTGAAGCTCCAAAGGCCAGCAGGC 
TGGTGGGGACGTGACCGAAGCGAGGCTCTGGTTCCCTTTCGGTGGGCGCCATTTG 

1 0 AGCCTCATCTCTGGCTTCCCCAGGATGCGCCGGCAGCCGGGGAGCGGCTCCGGG 
CGCGAGGTCTGAGGATGATCTTTCCTGTCGCCCGCTACGCGCTCCGGTGGCTGCG 
ACGGCCCGAAGACCGTGCCTTTTCCCGCGCCGCCATGGAGATGGCCCTCCGAGGC 
GTGCGGAAAGTCCTCTGTGTGGCCGAAAAAAACGACGCGGCCAAGGGGATCGCC 
GACCTGCTGTCAAACGGTCGCATGAGGCGGAGAGAAGGACTTTCAAAATTCAAC 

1 5 AAGATCTATGAATTTGATTATCATCTGTATGGCCAGAATGTTACCATGGTAATGA 
CTTCAGTTTCTGGACATTTACTGGCTCATGATTTCCAGATGCAGTTTCGAAAATGG 
CAGAGCTGCAACCCTCTTGTCCTCTTTGAAGCAGAAATTGAAAAGTACTGCCCAG 
AGAATTTTGTAGACATCAAGAAAACTTTGGAACGAGAGACTCGCCAGTGCCAGG 
CTCTGGTGATCTGGACTGACTGTGATAGAGAAGGCGAAAACATCGGGTTTGAGA 

20 TTATCCACGTGTGTAAGGCTGTAAAGCCCAATCTGCAGGTGTTGCGAGCCCGATT 
CTCTGAGATCACACCCCATGCCGTCAGGACAGCTTGTGAAAACCTGACCGAGCCT 
GATCAGAGGGTGAGCGATGCTGTGGATGTGAGGOAGGAGCTGGACCTGAGGATT , 
1 v^GGAGCTGGGTTTACTAGG^GeAGAGCCTGeGGCTTGAGAGGATTTTTCGTGAGG i 
^vrGCTGGCAGAGCAGGTGATCAGTTAGGGCAGCTGCCAGTTCCCCAGAGTGGGGlT t 

25 TGTGGT GGAGCGGTTCAAAGCCATTCAGGCTTTTGTACCAGAAATGTTGCACAGA 
ATTAAAGTAACTCATGACCACAAAGATGGTATCGTAGAATTCAACTGGAAAAGG 
CATCGACTCTTTAACCACACGGCTTGCCTAGTTCTCTATCAGTTGTGTGTGGAGG 
ATCCCATGGCAACTGTGGTAGAGGTCAGATCTAAGCCCAAGAGCAAGTGGCGGC 
CTCAAGCCTTGGACACTGTGGAGCTTGAGAAGCTGGCTTCTCGAAAGTTGAGAAT 

30 AAATGCTAAAGAAACCATGAGGATTGCTGAGAAGCTCTACACTCAAGGGTACAT 
CAGCTATCCCCGAACAGAAACAAACATTTTTCCCAGAGACTTAAACCTGACGGTG 
TTGGTGGAACAGCAGACCCCCGATCCACGCTGGGGGGCCTTTGCCCAGAGCATTC 
. TAGAGCGGGGTGGTCCCACCCCACGCAATGGGAA CAAGTCTGACCAAGCTCACC 
CTCCCATTCACCCCACCAAATAGAGC'AAGAACTTAGAGGGAGATGAACAGCGAC 

35 TGTACGAGTTTATTGTTCGCCATTTCCTGGCTTGCTGCTCCCAGGATGCTCAGGGG 
CAGGAGACCACAGTGGAGATCGACATCGCTCAGGAACGCTTTGTGGCCCATGGC 
CTCATGATTCTGGCCCGAAACTATCTGGATGTGTATCCATATGATCACTGGAGTG 
ACAAGATCCTCCCTGTCTATGAGCAAGGATCCCACTTTCAGCCCAGCACCGTGGA 
GATGGTGGACGGGGAGACCAGCCCACCCAAGCTGCTCACCGAGGCCGACCTCAT 

40 TGCCCTCATGGAGAAGCATGGCATTGGTACGGATGCCACTCATGCGGAGCACAT 
CGAGACCATCAAAGCCCGGATGTACGTGGGCCTCACCCCAGACAAGCGGTTCCT 
CCCTGGGCACCTGGGCATGGGACTTGTGGAAGGTTATGATTCCATGGGCTATGAA 
ATGTCTAAGCCTGACCTCCGGGCTGAACTGGAAGCTGATCTGAAGCTGATCTGTG 
ATGGCAAAAAGGACAAATTTGTGGTTCTAAGGCAGCAAGTGCAGAAATACAAGC 

45 AGGTTTTCATTGAAGCGGTGGCTAAAGCAAAGAAATTGGACGAGGCCTTGGCCC 
AGTACTTTGGGAATGGGACAGAGTTGGCCCAGCAAGAAGATATCTACCCAGCCA 
TGCCAGAGCCCATCAGGAAGTGCCCACAGTGCAACAAGGACATGGTCCTTAAGA 
CCAAGAAGAATGGCGGGTTCTACCTCAGCTGCATGGGTTTCCCAGAGTGTCGCTC 
AGCTGTGTGGCTTCCTGACTCGGTGCTGGAGGCCAGCAGGGACAGCAGTGTGTGT 
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CCAGTTTGTCAGCCACACCCTGTGTACAGGGTTAAAGTTAAAGTTTAAGCGCGGT 
AGCCTTCCCCCGACCATGCCTCTGGAGTTTGTTTGCTGCATCGGCGGATGCGACG 
ACACCCTGAGGGAGATCCTGGACCTGAGATTTTCAGGGGGCCCCCCCAGGGCTA 
GCCAGCCCTCTGGCCGCCTGCAGGCTAACCAGTCCCTGAACAGGATGGACAACA 
5 GCCAGCACCCCCAGCCTGCTGACAGCAGACAGACTGGGTCCTCAAAGGCTCTGG 
CCCAGACCCTCCCACCACCCACGGCTGCTGGTGAAAGCAATTCTGTGACCTGCAA 
CTGTGGCCAGGAGGCTGTGCTGCTCACTGTCCGTAAGGAGGGCCCCAACCGGGG 
CCGGCAGTTCTTTAAGTGCAACGGAGGTAGCTGCAACTTCTTCCTGTGGGCAGAC 
AGCCCCAATCCGGGAGCAGGAGGGCCTCCTGCCTTGGCATATAGACCCCTGGGC 

1 0 GCCTCCCTGGGATGCCCACCAGGCCCAGGGATCCACCTAGGTGGGTTTGGCAACC 
CTGGTGATGGCAGTGGTAGTGGCACATCCTGCCTTTGCAGCCAGCCCTCCGTCAC 
ACGGACTGTGCAGAAGGATGGACCCAACAAGGGGCGCCAGTTCCACACATGTGC 
CAAGCCGAGAGAGCAGCAGTGTGGCTTTTTCCAGTGGGTCGATGAGAACACCGC 
TCCAGGGACTTCTGGAGCCCCGTCCTGGGACAGGAGACAGAGGAAGAACCCTGG 

1 5 AGTCGGAAGCCAGAAGCAAAAGGCCCCGGGCCAGTTCCTCAGACATGGGGTCCA 
CAGCAAAGAAACCCCGGAAATGCAGCCTTTGCCACCAGCCTGGACACACCCGTC 
CCTTTTGTCCTCAGAACAGATGAGCTCAGGGTAGGGTAGAGAACGCCACTTTCTC 
AGACCTGTCCCCTTTGTGTTTAGAAATGAGTTAACCAGGACCAAGTGGCCATTTA 
GTGTCCTGGAAACTTAGAGGACAGTGTTGGCCTTTGGAGTCGGGCCTTCTTGTGT 

20 TAAGGGGCACAAGGTCCAGATCACTCTGGAGCAGGCCAGCTCTGCTGGACAGTG 
ACCCTCTTCCCAGGCCTCAGGAGTGACCATAGCCACTGCTGAAAAGTCACGCAGC 
. . TGGTCCGTGGGACGCCGCAAGGATGGlTGCTGTTAGCAGAGGATTGGTGCAGTCG v? 
■i •> •; GAGGTGAAGGGCACTGTGTGGGAAAGGAAGAAGHCTCCCAGGGCTGGTTCCTTGAG.i 
: ;.GTGeAGAAAGCGCCAAGTGAGG€AGCAGCACTCATGGGGT AGTCCGTGTGGAGG •'; 

25 CTGCCCAGGGCTTCTCATAGACGTCCTGAGAAGGACGGTGTAATGCAAGGAAAT 
GGCTGTGGTAACACTGATCCTTCAGAAGAAGCTTCATTCCCTCTTAATCTAGTTA 
AGCCAGGACATCCAGAATTCATTGCTTTAATAAAGAACCCAGGCCGGG 

SEQ ID NO: 568 

30 >1 8910 BLOOD Hs.24461 3 gnl|UG|Hs#S377417 Human signal transducer and activator of 
transcription Stat5B mRNA, complete cds /cds=( 146,2509) /gb=U47686 /gi=l 330323 
/ug=Hs.244613 /len=2782 




35 AGCCGCCGGCGCCCGAGGGGCCGAGCGAGATTGTAAACCATGGCTGTGTGGATA 
CAAGCTCAGCAGCTCCAAGGAGAAGCCCTTCATCAGATGCAAGCGTTATATGGC 
CAGCATTTTCCCATTGAGGTGCGGCATTATTTATCCCAGTGGATTGAAAGCCAAG 
CATGGGACTCAGTAGATCTTGATAATCCACAGGAGAACATTAAGGCCACCCAGC 
TCCTGGAGGGCCTGGTGCAGGAGCTGCAGAAGAAGGCAGAGCACCAGGTGGGG 

40 GAAGATGGGTTTTTACTGAAGATCAAGCTGGGGCACTATGCCACACAGCTCCAG 
AACACGTATGACCGCTGCCCCATGGAGCTGGTCCGCTGCATCCGCCATATATTGT 
ACAATGAACAGAGGTTGGTCCGAGAAGCCAACAATGGTAGCTCTCCAGCTGGAA 
GCCTTGCTGATGCCATGTCCCAGAAACACCTCCAGATCAACCAGACGTTTGAGGA 
GCTGCGACTGGTCACGCAGGACACAGAGAATGAGTTAAAAAAGCTGCAGCAGAC 

45 TCAGGAGTACTTCATCATCCAGTACCAGGAGAGCCTGAGGATCCAAGCTCAGTTT 
GGCCCGCTGGCCCAGCTGAGCCCCCAGGAGCGTCTGAGCCGGGAGACGGCCCTC 
CAGCAGAAGCAGGTGTCTCTGGAGGCCTGGTTGCAGCGTGAGGCACAGACACTG 
CAGCAGTACCGCGTGGAGCTGCCCGAGAAGCACCAGAAGACCCTGCAGCTGCTG 
CGGAAGCAGCAGACCATCATCCTGGATGACGAGCTGATCCAGTGGAAGCGGCGG 
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CAGCAGCTGGCCGGGAACGGCGGGCCCCCCGAGGGCAGCCTGGACGTGCTACAG 
TCCTGGTGTGAGAAGTTGGCGGAGATCATCTGGCAGAACCGGCAGCAGATCCGC 
AGGGCTGAGCACCTCTGCCAGCAGCTGCCCATCCCCGGCCCAGTGGAGGAGATG 
CTGGCCGAGGTCAACGCCACCATCACGGACATTATCTCAGCCCTGGTGACCAGCA 
5 CGTTCATCATTGAGAAGCAGCCTCCTCAGGTCCTGAAGACCCAGACCAAGTTTGC 
AGCCACTGTGCGCCTGCTGGTGGGCGGGAAGCTGAACGTGCACATGAACCCCCC 
CCAGGTGAAGGCCACCATCATCAGTGAGCAGCAGGCCAAGTCTCTGCTCAAGAA 
CGAGAACACCCGCAATGATTACAGTGGCGAGATCTTGAACAACTGCTGCGTCAT 
GGAGTACCACCAAGCCACAGGCACCCTTAGTGCCCACTTCAGGAATATGTCCCTG 

1 0 AAACGAATTAAGAGGTCAGACCGTCGTGGGGCAGAGTCGGTGACAGAAGAAAA 
ATTTACAATCCTGTTTGAATCCCAGTTCAGTGTTGGTGGAAATGAGCTGGTTTTTC 
AAGTCAAGACCCTGTCCCTGCCAGTGGTGGTGATCGTTCATGGCAGCCAGGACA 
ACAATGCGACGGCCACTGTTCTCTGGGACAATGCTTTTGCAGAGCCTGGCAGGGT 
GCCATTTGCCGTGCCTGACAAAGTGCTGTGGCCACAGCTGTGTGAGGCGCTCAAC 

1 5 ATGAAATTCAAGGCCGAAGTGCAGAGCAACCGGGGCCTGACCAAGGAGAACCTC 
GTGTTCCTGGCGCAGAAACTGTTCAACAACAGCAGCAGCCACCTGGAGGACTAC 
AGTGGCCTGTCTGTGTCCTGGTCCCAGTTCAACAGGGAGAATTTACCAGGACGGA 
ATTACACTTTCTGGCAATGGTTTGACGGTGTGATGGAAGTGTTAAAAAAACATCT 
CAAGCCTCATTGGAATGATGGGGCCATTTTGGGGTTTGTAAACAAGCAACAGGC 

20 CCATGACCTACTGATTAACAAGCCAGATGGGACCTTCCTCCTGAGATTCAGTGAC 
TCAGAAATTGGCGGCATCACCATTGCTTGGAAGTTTGATTCTCAGGAAAGAATGT 
^TTOGAATCTGATGCCTTTTAC€AGGAGAGAGTTCTCCATCAGGTGCOT.A.GCGGA 
:CC<K)1TGGGAGACTTGAATTAGCTTATC 

iGAAGTATACTCCAAATAGTACAGACCAGTTCCCTGGGAGTCTGGTAGTGGlAA'VG • 
25 CTGTTGATGGATACGTGAAGCCACAGATCAAGCAAGTGGTGCCTGAGTTTGTGAA 
CGCATCTGCAGATGCCGGGGGCGGCAGCGCCACGTACATGGACCAGGCCCCCTC 
CCCAGCTGTGTGTCCCCAGGCTCACTATAACATGTACCCACAGAACCCTGACTCA 
GTCCTTGACACCGATGGGGACTTCGATCTGGAGGACACAATGGACGTAGCGCGG 
CGTGTGGAGGAGCTCCTGGGCCGGCCAATGGACAGTCAGTGGATCCCGCACGCA 
30 CAATCGTGACCCCGCGACCTCTCCATCTTCAGCTTCTTCATCTTCACCAGAGGAAT 
CACTCTTGTGGATGTTTTAATTCCATGAATCGCTTCTCTTTTGAAACAATACTCAT 
AATGTGAAGTGTTAATACTAGTTGTGACCTTAGTGTTTCTGTGCATGGTGGCACC 
AGCGAAGGGAGTGCGAGTATGTGTTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 
CGTTGGTGCACGTTATGGlGTITeTGCCTeTeAGTCi^CTGAGAGTTTAGTTGTAGC 
35 AGA 

SEQ ID NO: 569 

>18954 BLOOD 475048.3 AF100143 g4323512 Human fibroblast growth factor 13 isoform 
1A (FGF13) mRNA, complete cds. 0 

40 GAAGCGGTGGTGGTGGGCGTCGTGGCATGGCGGCGGCTATCGCCAGCTCGCTCA 
TCCGTCAGAAGAGGCAAGCCCGCGAGCGCGAGAAATCCAACGCCTGCAAGTGTG 
TCAGCAGCCCCAGCAAAGGCAAGACCAGCTGCGACAAAAACAAGTTAAATGTCT 
TTTCCCGGGTCAAACTCTTCGGCTCCAAGAAGAGGCGCAGAAGAAGACCAGAGC 
CTCAGCTTAAGGGTATAGTTACCAAGCTATACAGCCGACAAGGCTACCACTTGCA 

45 GCTGCAGGCGGATGGAACCATTGATGGCACCAAAGATGAGGACAGCACTTACAC 
TCTGTTTAACCTCATCCCTGTGGGTCTGCGAGTGGTGGCTATCCAAGGAGTTCAA 
ACCAAGCTGTACTTGGCAATGAACAGTGAGGGATACTTGTACACCTCGGAACTTT 
TCACACCTGAGTGCAAATTCAAAGAATCAGTGTTTGAAAATTATTATGTGACATA 
TTCATCAATGATATACCGTCAGCAGCAGTCAGGCCGAGGGTGGTATCTGGGTCTG 
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AACAAAGAAGGAGAGATCATGAAAGGCAACCATGTGAAGAAGAACAAGCCTGC 
AGCTCATTTTCTGCCTAAACCACTGAAAGTGGCCATGTACAAGGAGCCATCACTG 
CACGATCTCACGGAGTTCTCCCGATCTGGAAGCGGGACCCCAACCAAGAGCAGA 
AGTGTCTCTGGCGTGCTGAACGGAGGCAAATCCATGAGCCACAATGAATCAACG 
5 TAGCCAGTGAGGGCAAAAGAAGGGCTCTGTAACAGAACCTTACCTCCAGGTGCT 
GTTGAATTCTTCTAGCAGTCCTTCACCCAAAAGTTCAAATTTGTCAGTGACATTTA 
CCAAACAAACAGGCAGAGTTCACTATTCTATCTGCCATTAGACCTTCTTATCATC 
CATACTAAAGCCCCATTATTTAGATTGAGCTTGTGCATAAGAATGCCAAGCATTT 
TAGTGAACTAAATCTGAGAGAAGGACTGCCAAATTTTCTCATGATCTCACCTATA 

1 0 CTTTGGGGATGATAATCC AAAAGTATTTCACAGCACTAATGCTGATCAAAATTTG 
CTCTCCCACCAAGAAAATGTAAAAGACCACAATTGTTCTTCAAAAACAAACAAA 
ACAAAACAAAACAAAATTAACTGCTTAAATGTTTTGTCGGGGCAAACAAAATTA 
TGTGAATTGTGTTGTTTTCTTGGCTTGATGTTTTCTATCTACGCTTGATTCACATGT 
ACTCTTTTCTTTGGCATAGTGCAACTTTATGATTTCTGAAATTCAATGGTTCTATT 

1 5 GACTTTTTGCGTCACTTAATCCAAATCAACCAAATTCAGGGTTGAATCTGAATTG 

gcttctcaggctcaaggtaacagtgttcttgtggtttgaccaattgtttttctttc 
tgttntnttttttttagatttgtggtattctggtcaagttattgtgctgtactttgt 
gcgtagaaattgagttgtattgtcaaccccagtcagtaaagagaacttcaaaaa 
attatcctcaagtgtagatttctcttaattccatttgtgtatcatgttaaactatt 
20 gttgtggcttcttgtgtaaagacaggaactgtggaactgtgatgttgtcttttgt 
gttgttaaaataagaaatgtcttatctgtatatgtatgagtcttcctgtcattgta 

;:. ? :tfp^ . 

c-. . ._• 3aga$atattatagttgctact<3^ 

a. . 7f agaigttcatatctgttgcatggaagaaagttgggttc1tggcatagagttgcat 
25 gatatgtaagattttgtgcattcataattgttaaaaatctgtgttecaaaagtgg 
acatagcatgtacaggcagttttctgtcctgtgcacaaaaagtttaaaaaagttg 
tttaatatttgttgttgtatacccaaatacgcaccgaataaactctttgaatgaat 
ataaagagtttattcggtgcgtatttgttgttgtatacccaaatacgcaccgaat 

AAACTCTTTATATTGATTCAAAG 

30 

SEQ ID NO: 570 

>18972 BLOOD 263164.34 X74929 g400415 Human KRT8 mRNA for keratin 8. 0 

GGTGGCAGGTGACGGGTTAGGGCCAGCCCCCTCTGGGCCTAGCCACTCAGGTAC 

GAGGCGTTTCGCGCCCATGCCeGuGGGCTGGGATCTCTTTTATAAAAGGCCATTC 

35 CTGAGAGCTCTCCTCACCAAGCAGCAGCTTCTCCGCTCCTTCTAGGATCTCCGCCT 
GGTTCGGCCCGCCTGCCTCCACTCCTGCCTCCACCATGTCCATCAGGGTGACCCA 
GAAGTCCTACAAGGTGTCCACCTCTGGCCCCCGGGCCTTCAGCAGCCGCTCCTAC 
ACGAGTGGGCCCGGTTCCCGCATCAGCTCCTCGAGCTTCTCCCGAGTGGGCAGCA 
GCAACTTTCGCGGTGGCCTGGGCGGCGGCTATGGTGGGGCCAGCGGCATGGGAG 

40 GCATCACCGCAGTTACGGTCAACCAGAGCCTGCTGAGCCCCCTTGTCCTGGAGGT 
GGACCCCAACATCCAGGCCGTGCGCACCCAGGAGAAGGAGCAGATCAAGACCCT 
CAACAACAAGTTTGCCTCCTTCATAGACAAGGTACGGTTCCTGGAGCAGCAGAA 
CAAGATGCTGGAGACCAA.GTGGAGCCTCCTGCAGCAGCAGAAGACGGCTCGAAG 
CAACATGGACAACATGTTCGAGAGCTACATCAACAACCTTAGGCGGCAGCTGGA 

45 GACTCTGGGCCAGGAGAAGCTGAAGCTGGAGGCGGAGCTTGGCAACATGCAGGG 
GCTGGTGGAGGACTTCAAGAACAAGTATGAGGATGAGATCAATAAGCGTACAGA 
GATGGAGAACGAATTTGTCCTCATCAAGAAGGATGTGGATGAAGCTTACATGAA 
CAAGGTAGAGCTGGAGTCTCGCCTGGAAGGGCTGACCGACGAGATCAACTTCCT 
CAGGCAGCTGTATGAAGAGGAGATCCGGGAGCTGCAGTCCCAGATCTCGGACAC 
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ATCTGTGGTGCTGTCCATGGACAACAGCCGCTCCCTGGACATGGACAGCATCATT 
GCTGAGGTCAAGGCACAGTACGAGGATATTGCCAACCGCAGCCGGGCTGAGGCT 
GAGAGCATGTACCAGATCAAGTATGAGGAGCTGCAGAGCCTGGCTGGGAAGCAC 
GGGGATGACCTGCGGCGCACAAAGACTGAGATCTCTGAGATGAACCGGAACATC 
5 AGCCGGCTCCAGGCTGAGATTGAGGGCCTCAAAGGCCAGAGGGCTTCCCTGGAG 
GCCGCCATTGCAGATGCCGAGCAGCGTGGAGAGCTGGCCATTAAGGATGCCAAC 
GCCAAGTTGTCCGAGCTGGAGGCCGCCCTGCAGCGGGCCAAGCAGGACATGGCG 
CGGCAGCTGCGTGAGTACCAGGAGCTGATGAACGTCAAGCTGGCCCTGGACATC 
GAGATCGCCACCTACAGGAAGCTGCTGGAGGGCGAGGAGAGCCGGCTGGAGTCT 

10 GGGATGCAGAACATGAGTATTCATACGAAGACCACCAGCGGCTATGCAGGTGGT 
CTGAGCTCGGCCTATGGGGGCCTCACAAGCCCCGGCCTCAGCTACAGCCTGGGCT 
CCAGCTTTGGCTCTGGCGCGGGCTCCAGCTCCTTCAGCCGCACCAGCTCCTCCAG 
GGCCGTGGTTGTGAAGAAGATCGAGACACGTGATGGGAAGCTGGTGTCTGAGTC 
CTCTGACGTCCTGCCCAAGTGAACAGCTGCGGCAGCCCCTCCCAGCCTACCCCTC 

1 5 CTGCGCTGCCCCAGAGCCTGGGAAGGAGGCCGCTATGCAGGGTAGCACTGGGAA 
CAGGAGACCCACCTGAGGCTCAGCCCTAGCCCTCAGCCCACCTGGGGAGTTTACT 
ACCTGGGGACCCCCCTTGCCCATGCCTCCAGCTACAAAACAATTCAATTGCTTTT 
TTTTTTTGGTCCAAAATAAAACCTCAGCTAGCTCTGCCAATGTCAAA 

20 SEQIDNO:571 

>19004 BLOOD 083318.1 K00488 gl82106 Human enkephalin gene, 5' flank and intron c 
«(S' end);0 .-. 

•'£Q3jTXGG<3GAGGTGa , GC 

rA^CAGCGTTGCeTGGTTCTTCTTTGTGAeCGGAGTCAATGTCGTGCGTGCCGCGGC" 
25 TCCCGCTCTCTCGCCCCTGGTCTGCGGCGTTCTCTCCGGAATCTTGCCCTGGGCCG 
CGGACGCCCAGGAAAAGAGCCGGGTGCCCCAGGCAGCCTCGCGTTGGGGGCGAC 
CGCGCCATCCCGGGAA 

SEQ ID NO: 572 

30 >19039 BLOOD 135014.5 M64925 gl89785 Human palmitoylated erythrocyte membrane 
protein (MPP1) mRNA, complete cds. 0 

GGGCGGTGACTGGCCCAGCCGCACCGCGTCTCCCGCCTTCTCCGCAGCCCCGCAG 
* GCCCCGGGCCGTGTGATTGGCAGGGCTGCCCTGTCTTGCGTTCCAGTGTTCCAGCT 
TCTGCGAGATGAGCCTCAAGGGGAGCGAGGGCGAGAGTGGGGGCAGCATGCACA 

35 CGGCGCTCTCCGACCTCTACCTGGAGCATTTGCTGCAGAAGCGTAGTCGGCCAGA 
GGCTGTATCGCATCCATTGAATACTGTGACCGAGGACATGTACACCAACGGGTCT 
CCTGCCCCAGGTAGCCCTGCCCAGGTCAAGGGACAGGAGGTGCGGAAAGTGCGA 
CTCATACAGTTTGAGAAGGTCACAGAAGAGCCCATGGGAATCACGCTGAAGCTG 
AATGAAAAACAGTCCTGTACGGTGGCCAGAATTCTTCATGGTGGCATGATCCATA 

40 GACAAGGCTCCCTTCACGTGGGGGATGAGATCCTAGAAATCAATGGCACAAATG 
TGACAAATCATTCAGTGGATCAGCTGCAGAAGGCGATGAAAGAAACCAAAGGAA 
TGATCTCATTAAAAGTAATTCCCAACCAGCAAAGCCGTCTTCCTGCACTACAGAT 
GTTCATGAGAGCGCAGTTTGACTATGATCCCAAAAAGGACAATCTGATCCCTTGC 
AAGGAGGCGGGACTGAAGTTTGCTACTGGGGACATTATCCAGATTATCAACAAG 

45 GATGACAGCAATTGGTGGCAGGGACGGGTGGAAGGCTCCTCCAAGGAGTCAGCA 
GGATTGATCCCTTCCCCTGAGCTGCAGGAATGGCGAGTGGCAAGTATGGCTCAGT 
CAGCTCCTAGCGAAGCCCCGAGCTGCAGTCCCTTTGGGAAGAAGAAGAAGTACA 
AAGACAAATATCTGGCCAAGCACAGCTCGATTTTTGATCAGTTGGATGTTGTTTC 
CTACGAGGAAGTCGTTCGGCTCCCTGCATTCAAGAGGAAGACCCTGGTGCTGATC 
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GGAGCCAGTGGGGTGGGTCGCAGCCACATTAAGAATGCCCTGCTCAGCCAGAAT 
CCGGAGAAGTTTGTGTACCCTGTCCCATATACAACACGGCCGCCAAGGAAGAGT 
GAGGAAGATGGGAAGGAGTACCACTTTATCTCAACGGAGGAGATGACGAGGAA 
CATCTCTGCCAATGAGTTCTTGGAGTTTGGCAGCTACCAAGGCAACATGTTTGGC 
5 ACCAAATTTGAAACAGTGCACCAGATCCATAAGCAGAACAAGATTGCCATCCTT 
GACATTGAGCCCCAGACCCTGAAAATTGTTCGGACAGCAGAACTTTCGCCTTTCA 
TTGTGTTCATTGCACCTACTGACCAGGGCACTCAGACAGAAGCCCTGCAGCAGCT 
GCAGAAGGACTCTGAGGCCATCCGCAGCCAGTACGCTCACTACTTTGACCTCTCA 
CTGGTCAATAATGGTGTTGATGAAACCCTTAAGAAATTACAAGAAGCCTTCGACC 

1 0 AAGCGTGCAGTTCTCCACAGTGGGTGCCTGTCTCCTGGGTTTACTAAGCTTGTAG 
AATGGGGGAACCCACTGTATGCCCCTCTCCAGCATTTGGAATTCCACCCGCCTTG 
CTTTAAGACAAACAGGGCTGCTCCAACTAGTTTTGTGTCAGCTTCCAGCTCTCTG 
CAGCTATCCTAATTCAGCCAGTAAGGTTCAGTCTTCTTGCTCAGGCTCCTGAAGG 
GTTGATTCTCCTGATAGATGGGGCCCCACTGATCTGGATTTGAAAAGGATTTCTA 

1 5 GAAATTGGGGGTAAGAAGTACTACCAAAATGTAACTGCTAATCAAGGGTGATGC 
ACAGCAAAAGCAATGGACCCCATCCCTCTAAAGCCTGCCCTCCTTTGCCTTCAAC 
TGTATATGCTGGGTATTTCATTTGTCTTTTTATTTTGGAGAAAGCGTTTTTAACTG 
CAACTTTCTATAATGCCAAAATGACACATCTGTGCAATAGAATGATGTCTGCTCT 
AGGGAAACCTTCAAAAGCAATAAAAATGCTGTGTTGAAATGCCAGAAAAAAAA 

20 

SEQ ID NO: 573 

>19055 BLOOD GB^.W02116 gi|1274164|gb|W02116|W02116 sc66e09.sl : 3 oi-' • 
S6ares\fetakiie'aftlT-TbHH.15.W Homo sapiens cDNA clone B\4AGE:327304:3!i;jTiRNA; : 
sequence .[Homo' sapiens] 
25 TTTTTTCGGGAGAAGAAAAGCTTTACTGGGAGAAAATACAACAAATTCCAGAGT 
GCATGGTTTTTAGCCCACCCTATCACCCCACCAGCAATAGGAACACAGACCACTC 
GATCACCACACATTCCCTACCTCAGGGAGTAAGTACATCAGCCAACATCTNGGTC 
TCNGAGCTGCTGGGAAAAGGGGCAGGAGNAAGAAGTATCTGGNAATACCATTCT 
CTCACTCTNTTCCCCTCCTT 

30 

SEQ ID NO: 574 

>19319 BLOOD 331040.8 M92449 gl90094 Human LTR mRNA, 3' end of coding region 
, and 3' flank-. 0. ...... .... 

GTCCTGGAG'CTGGAGCGG I i'CCTGCCCCAGCCCTTCACCGGCGAGATCCGCGGCA 

35 TGTGTGACTTCATGAACCTCAGCCTGGCGGACTGCCTTCTGGTCAACCTGGCCTA 
CGAGTCCTCCGTGTTCTGCACCAGTATTGTGGCTCAAGACTCCAGAGGCCACATT 
TACCATGGTCGGAATTTGGATTATCCTTTTGGGAATGTCTTACGCAAGCTGACAG 
TGGATGTGCAATTCTTAAAGAATGGGCAGATTGCATTCACAGGAACTACTTTTAT 
TGGCTATGTAGGATTATGGACTGGCCAGAGCCCACACAAGTTTACAGTTTCTGGT 

40 GATGAACGAGATAAAGGCTGGTGGTGGGAGAATGCTATCGCTGCCCTGTTTCGG 
AGACACATTCCCGTCAGCTGGCTGATCCGCGCTGTGGTTCCGAGTTGAGACAAAT 
TACGACCACTGGAAGCCAGCACCCAAGGAAGATGACCGGAGAACATCTGCCATC 
AAGGCCCTTAATGCTACAGGACAAGCAAACCTCAGCCTGGAGGCACTTTTCCAG 
ATTTTGTCGGTGGTTCCAGTTTATAACAAATGATTTTTTAAAAAATGAAATTCTTG 

45 AAGAGCTGCACCTTAAAAAATAAGACAAAGTGAAAGTATTGTATTATGTTACAA 
ACAATGCAGGCTCCTTCCTCATTTAACTTTACAACCTTGCGAAGTGGGTCCAGGA 
GATITGGAGTTTGTGGTAAAGCCAGTAATGGGCATTGTCCTGCATTCCCrTCCCTT 
CATGGTTTGCCTCGATCCTCTCTAAGCTTCTATCCTGGCCTGAATAACTCAAAGAT 
AATTGGTCrCAGAGATCAAGCCATATCCTCAGGCCTTATTTCCATCTTCTCATGAT 
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TCTGCCATCATACCTTTGCTTCTCCGCTAATGAAATGAGCTGGCAAGACCTCTGTT 
CATTGTGAAGTGCTTCTGAAAGAGCCTAAGAAAAAAGGCTCATCTGAAAGAAAT 
GGAGAACTCTATTTCGAACCAAGCCTGTTTGAATGTGTGTTAGTCTGATCTTTGAT 
CATGTGTTTCCATGTAATGGGAGTCTCGTTTTTTATAATGTTTCTAACGTTTTATT 
5 GAAAAACCTATGGCCCTCCTTCTTTCTCAATAGCTACTTT^ 

AATAATATGCAACCAAATTATTTCTTAATGTCACATAATTAAGTAATAAAATGTC 
AAAAGAAATGTTGGCAAGGAGAATAAAAAAATTTCCAAGAAAAA 

SEQ ID NO: 575 

10 >19391 BLOOD 197556.13 Z50853 g963047 Human mRNA for CLPP. 0 

GACCGGGGCGTGCGGAGGGATGTGGCCCGGAATATTGGTAGGGGGGGCCCGGGT 
GGCGTCATGCAGGTACCCCGCGCTGGGGCCTCGCCTCGCCGCTCACTTTCCAGCG 
CAGCGGCCGCCGCAGCGTACACTCCAGAACGGCCTGGCCCTGCAGCGGTGCCTG 
CACGCGACGGCGACCCGGGCTCTCCCGCTCATTCCCATCGTGGTGGAGCAGACG 

1 5 GGTCGCGGCGAGCGCGCCTATGACATCTACTCGCGGCTGCTGCGGGAGCGCATC 
GTGTGCGTCATGGGCCCGATCGATGACAGCGTTGCCAGCCTTGTTATCGCACAGC 
TCCTCTTCCTGCAATCCGAGAGCAACAAGAAGCCCATCCACATGTACATCAACAG 
CCCTGGTGGTGTGGTGACCGCGGGCCTGGCCATCTACGACACGATGCAGTACATC 
CTCAACCCGATCTGCACCTGGTGCGTGGGCCAGGCCGCCAGCATGGGCTCCCTGC 

20 TTCTCGCCGCCGGCACCCCAGGCATGCGCCACTCGCTCCCCAACTCCCGTATCAT 
GATCCACCAGCCCTCAGGAGGCGCCCGGGGCCAAGCCACAGACATTGCCATCCA 
GGCAGAGGAGATCATGAAGCTGAAGAAGCAGCTCTATAACATCTAGGGGAAGCA 
- ,. . . .-: CACCAAACAGAGCCTGGAGGTGATCGAGTCGGGGATGGAGAGGGACCGGTACAT 
GAGCGCCATGGAGGCCGAGGAGTTTGGGATGTTAGACAAGGTTCTGGTGCACCCT 

25 CCCCAGGACGGTGAGGATGAGCCCACGCTGGTGCAGAAGGAGCCTGTAGAAGCA 
GCGCCGGCAGCAGAACCTGTCCCAGCTAGCACCTGAGAGCTGGGCCTCCTCTCCA 
GAATCATGTGGAGGGGCCAGAGGCCTGCCAGACCCCCAGCTGGGCCCTGCTCAC 
CCCTTGTTGCTGGGCTTGGAGGGGCCTCTTGAGGAACTTTTAATTTGCAGGGGTG 
CCCGCTATGGACGGGGCATTCCAGCTGAGACACTGTGATTTTAAATTAAATCTTT 

30 GTGGTCTTTG 

SEQ ID NO: 576 

>19403 BLOOD 1 144353. 1X12953 g35836,Human rab2 mRNA, YPT1 -related and member 
'of fas family. 0'""""" " •• 

35 TTCAAGTACATCATAATCGGCGACACAGGTGTTGGTAAATCATGCTTATTGCTAC 
AGTTTACAGACAAGAGGTTTCAGCCAGTGCATGACCTTACTATTGGTGTAGAGTT 
CGGTGCTCGAATGATAACTATTGATGGGAAACAGATAAAACTTCAGATATGGGA 
TACGGCAGGGCAAGAATCCTTTCGTTCCATCACAAGGTCGTATTACAGAGGTGCA 
GCAGGAGCTTTACTAGTTTACGATATTACACGGAGAGATACATTCAACCACTTGA 

40 CAACCTGGTTAGAAGATGCCCGCCAGCATTCCAATTCCAACATGGTCATTATGCT 
TATTGGAAATAAAAGTGATTTAGAATCTAGAAGAGAAGTAAAAAAAGAAGAAG 
GTGAAGCTTTTGCACGAGAACATGGACTCATCTTCATGGAAACGTCTGCTAAGAC 
TGCTTCCAATGTAGAAGAGGGATTTATTAATACAGCAAAAGAAATTTATGAAAA 
AATTCAAGAAGGAGCTTTGACATTAATAATGAGGCCAATGGCATTAAAATTGGC 

45 CCTCAGCATNTGTTACCATGCCACACATGCAGGCNATCAGGGAGGCANCAGCTG 
GGGCNGCTCTGTTGANTCTGTTTATGCTANTGCCACGGGCTTCTCCCTTATCTTAN 
CCTTCCTCTGGNACTGGNTGACCTTTGAAAGGTTTGCCAGAGATTANCCGCAATC 
T 
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SEQ ID NO: 577 

>19425 BLOOD gi|1376913|gb|W68044.1|W68044 zd39f04.rl 
Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone MAGE:343039 5', mRNA 
sequence 

5 AATATTTTCAGCTTCANCCATGTTGTTGGAGATGGAAAGATGGAAGCAGGACAG 
AGAAACTGGTCGATTTTCAAGGCCCTGTGAGTGCCTCGTCGTGCGTGTGGCCCCA 
GACCTCGGAGAAAGGATCACGCTAAGCGGTGACAAATCCTTGATAGAAGAAGTA 
TTTCCAGAGATCCGGCGACGTGATGTGTAACTCTGTCAATGCAGGCTGGAATCAC 
GACTCGACGCACGTCATCAGGTTTCCACTAAATGGCTACTGTCACCTCAACTCAG 
1 0 TCCAAGGTCCTCGAGAGGTTGCAAGCAAAGAAGGATTTGAAATCCGTGGGCTCC 
TGTGGGGGAGGAGTAGACTCCGTCCCAAGTTCAGCCGAATACGTCCTTCGGCGG 
GAACTTGAGGCGGACCCCCCGTGTACCCTCCGTCATCCCGGATAAAGCAAAGAG 
CCTCTGGACTAAAATGGACATANTTCTTTAATGCAAAAAAGGAAAACACACACA 
AACCNATT 

15 

SEQ ID NO: 578 

>19535 BLOOD 1571 16.31 Incyte Unique 

AAGACCACTAGATTTTCTGGATTTAGAAAGACCTCCTACAACCCCTCAAAATGAA 
GAAATCCGAGCAGTTGGCAGACTAAAAAGAGAGCGGTCTATGAGTGAAAATGCT 

20 GTTCGCCAAAATGGACAGCTGGTCAGAAATGATTCTCTGTGGCACAGATCAGATT 
CTGCCCCAAGAAATAAAATTTCAAGGTTCCAGGCACCGATTTCTGCACCGGAGTA 
• .. GACTGTGACACCATGGCeACAACAGGCTGGGGTGTGTCCTCCCeATATGTTACCT 
• r. ■■ . GAAGATGGAGCTAATCTTTGGTGTGGTGGTGGCATTTTGTGGGTTATGCAG'J'GTTC 
;■ < V;. f . TACTCGTAGGGCATA.CCAGCAGATCTTGGATGTGCTGGATGAAAATCGCAGACCT 

25 GTGTTGCGTGGTGGGTCTGCTGCCGCCACTTCTAATCCTCATCATGACAACGTCA 
GGTATGGCATTTCAAATATAGATACAACCATTGAAGGAACGTCAGATGACCTGA 
CTGTTGTAGATGCAGCTTCACTAAGACGACAGATAATCAAACTAAATAGACGTCT 
ACAACTTCTGGAAGAGGAGAACAAAGAACGTGCTAAAAGAGAAATGGTCATGTA 
TTCAATTACTGTAGCTTTCTGGCTGCTTAATAGCTGGCTCTGGTTTCGCCGCTAGA 

30 GGTAACATCAGCCCTCAAAAATACTGTCTCAACAGCTGGAAATATAAAAGATTT 
GCAAACTTCTTTGTTTCTGTCTCTGCATTGTATGCCATTTTATAGTCCACACCCTG 
AAAATGTATTTCTTCCAGAAAGTCTGGAGGAAGGACCTATATTTGTAGAAGTAAA 
GGTATATTCTGTCACTCAGCTGTATTGACGTCTGAGCAGTTCTGCAGTAACACCT 
GCTTAAAATTCTGCCTTTGGATGTrTTGTAAATAGGCTCCAGTTTTGTT^ 

35 AGGAATTTATTTTTTGCCTCATCAGTCCACCCAACTGATTCTGAATGGGAGAGAG 
TCTGTAGAGAATTGATTCAGAAAAGTGTCTGTGAAAGAAAAACAATTATTTTGTC 
CTGTTTCTCAAACAGTGTTAAGCAGTTTTGTTAATAGACATTTTTGCATCGACACT 
TCAACATTAACACTTTGAAAGTCATGGTCTGGTGCCAGATTTAAGAAACTCGAAC 
CACCTAATATTTCATAACCTTCTTCATTAGGTACTTGTACAGATTAATTTCTAACA 

40 TTGCAGCAGTTTCATATGTGTGCAATATGTGCATTCTTTCATTTTAGTTTTGCACT 
TGGTTTTCTATAAAGTACGTTTTTACTCAGTTCATGCGTGAACAATTTAAAAAAC 
GACAGAATAAGGTACAAATGTAGTGTATTTAATAAACTGTCAACCAAAGA 

SEQ ID NO: 579 
45 >19539 BLOOD 238238.1 Incyte Unique 

CTTTTTTTATTTTTTATCTCTATGCTTAATAGAAAACATATTTTTATTCCGTACTTT 
AAAAATATAGACTTTCTAGCAACTTATAAATTTCTATTATAATAATAAATTGATA 
CTTTGAGCCAAGAAAACAATATAACCAAAAATTCATTTGTTCCCTTTGTTTAGGG 
GTGTTTTACATTTATGCATAATTTTGCTTTTATAAAAGATGATTGTTACAATCAGG 
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TATACAACTACTTGGTTATGTCTAAGTTCTGTCTCTTAAAATATGTTCTTTTAGAG 
AATTCATTTAATCATCTTATTCTTTTCTTCAATTTTCTCCAAACAGTGGTAGAAGT 
ACTATTTGATAGACAGAATAAAGAAAATTGTTTTTGGCCACACCCAGATCATACT 
GATATCTACAGCATAGTCCTGGCTACAGGGGAGCTCAACTCTAACTCGTGAAGCG 
5 GGCCTGGTTTAGAAAGTAACAATGAGGTAGTAACTCATGATAGTGCTAGCTGTTA 
TCAAAAATTAACAACTTTAGGTATTTTTGTTTTGGGTTTTTGCGGTTTAGGTACAT 
CCAAAATTTCTTCATAGTCTGCACTCATTCCCTTTGCCCAGCGACCAACTGTGACC 
ATTCGCTCTGAATTCTGACTTTCAGGGCAATCTTTCTTTAAATGTTCCACAGAGCC 
ACAAAGTTTGCAACCGCCACCATCAGCATAGAGTCCTTTGGGATTAfCAGGACAA 

1 0 GATCTAGACAGGTGCCCCATTTCTCCACAAACAAAACATTTTGCAAAAGGAAATT 
CGCCTGTAAAAATCAACAGTTCCTATTCAGTTGACAATACATATGGCAAGTCATA 
AAATTAACATTATTTTAAAATACTCTGAATAAAAAATATATTTACATAACTTAAA 
ATTTAATCTCATATGATTTCCAAATACTAAGTGGCACACTCGTAACAAATTGTGT 
TAAAAAAATACCCAAGGTGCTATTTATTGGCTTTCCCCATGAACAAAACAAAAA 

1 5 ACTGAAAGAAACAC ATACCAAGAGCCGGGTCTACTTTAGCCTTACACTTGGTTAT 
Tl^CGTGCTCTGTGGACCCACACCTGTAACATATCCCAGTGCCCATGTCTTGATTTT 
CAAGGGCGGCGGGGCAATCTGCAATTCCATGACCAGGTTTTCTACAATGGAAAC 
ACACCATTGCATTTTTCTTTGCCGCTTGTCTTTTTAATCTTCTCCTTCCCGTCGACT 
GTCTTTCTTTAAAGCAACTGCAATTTCTTCCCTTACTTCCTCACTGTCTGTTGCTAT 

20 AATTTGCCCATTGTGAACCATCTGTGAATTCTGTCTTAGGTATTCCATGAATCCAT 
TCACATCNNNNNNNNNNNTS1NW 
' • . NNNNM*JNNNNNNNNNNNNi\W^ 
' ' TGGTAG'GTTTTGGCTTGITGGCTGAAAGGATGCCPTGTTCATGTCCTCGGATGATG ■'■ 
. ■ .v.* S TTGCAGGCAAGGGTCTCTTGTTATATGTGGTACTAACTCGGGGCCACGTGGTCAT 

25 AATTTCATCAGTGGTACCTTATCAATTTTTAAGACAAGCATGGGTGGTTAGCCAT 
CAACAACAAAAACAACAAAACTAAAGAGACATGCTATATCACTATATGTCACAT 
ATGCCCATATGTTAAACTTTTAATTATTAAAACACTTTTTATTTCAGTTAGATATC 
TGTATACATATTTAATGCTATAATATGCTGCATAGACATGCTTCTAACATAAATCT 
ACCACTTACCAGAAAAGCTGCCACACCAGTTAAAAAAGGTGTGCTTAAAATTGA 

30 AAAACTATCTTAAGAAACCAAATTATTTCATAAAATATAAATCAGATAGTAATAC 
AATGAATGCAATTATTCCTCCCACATTCTGC 

SEQ ID NO: 580 - :. . . :. .. -. 

>19696 BLOOD gi| 140 1 8 1 6jgb| W8774 1 : 11WS774 1 zh68c06.sl 

35 Soares_fetal_liver_spleen_lNFLS_Sl Homo sapiens cDNA clone IMAGE:417226 3' similar 
to gb:K02276 MYC PROTO-ONCOGENE PROTEIN (HUMAN);, mRNA sequence 
CAATGATATATTTATTGTGTAAATCTTAAAATTTTTTAAAAACAATTCTTAAATAC 
AAATCTGTTAAAGAAAAAAAAAAGATGGTAAGCATAAAAAAGTTCTTTTATGCC 
CAAAGTCCAATTTGAGGCAGTTTACATTATGGCTAAATCTTTCAGTCTCAAGACT 

40 CAGCCAAGGTTGTGAGGTTGCATTTGATCATGCATTTGAAACAAGTTCATACGGT 
GATTGCTCAGGACATTTCTGTTAGAAGGAATCGTTTTCCTTACTTTTCCTTACGCA 
CAAGAGTTCCGTAGCTGTTCAAGTTTCGTGTTTCAACTGTTCTCGTCGTTTCCGCA 
ACAAGTCCTCTTCAGAAATGAGCTTTTGCTCCTCTGCTTGGACGGACAGGATGTA 
TGCTGTGGCTTTTTTAAGGATAACTACCTTGGGGGCCTTTTCATTGTTTTCCAACT 

45 CCGGGATCTGGGTCACGCAGGGCAAAAAAGCTCCGTTTTAAGCTCGTTCCTCCTC 
TGGGCGCTCCTCGTGCC 

SEQ ID NO: 581 

>19853 BLOOD 1096264.4 L22009 g347313 Human hnRNP H mRNA, complete cds. 0 
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TTCACATGGCCGTTATAACGACGCGCGTCGTGGCCGTTCGTATTTACAACGTCGT 
GACTGGAAAACAGTGTAATTCTAAGCACCTCTTTCAGTATTCAAGTCAAACAACG 
TGAAATAGGATGGGTGTAAAGCATACTGGTCCAAATAGTCCTGACACGGCCAAT 
GATGGCTTAGTACGGCTTAAGAGGACTACCCTATAGGATGTAGCAAGGAAGAAA 
5 TTGTACAGTTCTATCTACAGGTATGTAGTCATAGTTAGTTGCTAGAGCAGTGAGT 
ATAAAGGCTAGCTTATGGCAAGGTGATTTAATAGACGTTAAAGTTGAGTAGCTTA 
GGTATTTCAGTAGGTTGTAAATATGCCAATGAATTAATGTTTACTTCCTAGAGAC 
CTTCAAATAATTTAAGCCCATCTTAAAGGTGGAAATGAAGTACTATCCAAAATGT 
TAACTTTGCCTATATTTAGTATTATAGTTCAGAGTAGATCTTTCATTGAGGATTGC 

1 0 CCTCAACAGCTTAACTACTTTCCTCACATTGGTGTCCAGCTAAGTACCTCAAGTTA 
AAGGTAAGATCCCTTTACCAGCAGATCATCAGTGCGATGAATTAGGTTGTTGTAA 
ATTATGGCAAGTGTCTGTGTTGCAAGACACACGTATTTGGGTCATGTGACCAGAA 
GCATCTAATGGTCTAATTCTCTTTAATGCAAAAGTCGGTTTATGAAAGACTTGGT 
TTAACCTGTGTGGTATAACTTACTGAAAATCAGATGTAGTGAGAGTAGTTTGAAT 

1 5 GCTTGTAGTCTCAGTATCTGAAATAAGTGTTTTGAAATTGTTCCTGGGCCTAAAG 
TATTTGAATGTTTTTATGCTGAAGAGCTGATAAGATTGCATGTTTAACAATGTTA 
GATAAGATATCGTATATTTGAAGTATTAATATTGATGAGGTGATACACTGGAAGC 
AAGAAATCCTTTCATGGTTTAGTGTAGTATGTTAAAAATTGATATATGTATCGAG 
TCCT.\ATGTCAGAATTTTTAAAATCAAGTCTGTTTTGTTTTGACACTAAATtGGTG 

20 AGAATTGAATGCTGTCAACGTTAAATATGAACATAATTTCATATCTTCTAGGAAA 
GTGCTTTAAGTCCTTTTTGTAAGCTTGGGAATGTATCCACGGAAAGGATTTTTCAT 

: . . \ lij ATTGTGGTGl'GTAGATCAG^?riGTTGAAAGTTTAGATTGTTGTGTTTGT&'AA.l^A 
TAATTTAATGTTTCAGTTT17rATAXGAAATGTTGTAAATGTATACCTTTT.TAAAAA 

25 CTTGAAGTTCCAATAACTTAAAGCATTGAAATATAAAATGAGGTAAAAGGTGTT1 , 
TGAATTTAGTAAAACTGTTATTTAATGCTTAAAACTTAATTGAATTGTATAATTCT 
CAACATTAAGTTGCATAGATATGTGTTCTTAAGTTGTTGAATTCTTAATGCATCCT 
GTGTTCAGCAAGTTTTTTTTAATATATACTGTACCATGGGTGTGTTAAGAATAGTT 
ATACTTTATAATAATGGAACTTCATATTATTGCAATGCATATTTAAAGAGTACTT 

3 0 GTTGAAAGC ATACC ATTC ACCT AAAGTTAAAAATTCTGGTTTATTTAAAGCTATA 
AGAAGAATCATTTCTGGGCTTGTGATGTTAATATTGCCCCCCTACTGGGGTTATTT 
GTCCTTGGGTTGAAGGGTTGGAAATCGTGCCAAATGGGATAACATTGCCGGTGG 
AGTTCCAGGGGAGGAGJACGGGGGAGGCCTTCGTGCAGTTTGCTTCACAGGAAA 
T/vGGTGAAAAGGGTClAAAGAAACACAAGGAAAGAATAGGGCACAGGTGGGGA 

3 5 TGGATGGTTGGTTGGATATGTCACITITCTTATGGTAAACAATTAAATCCATATTC 
TCTCTGCTTAAAAGAAGAAATTAATGTTTTGTAGTCCTAGGTAATTGATGTTTTGC 
CATGATTTCCAAACTTGTGTCAGTCCCACGTTACACGCAAACTAAATTTTAGGTTT 
GAAATTTGTCCCTAGTTAATTGGTCTGCTTGACAATTTTGTGAGTCTTATTAACCC 
CAATCAATAGAGTTGAGAGACTATGGCTTTAAAAAATTAATGCAAACCTGGCTTT 

40 AGCTGTAATAACACCCACCTAGAATAAATTAATATTACCATAAGAAAATGTGAT 
ACTTTCTGATCTTGTTTTTAAAGTTGAAATGCAACAAACTTTTTCTTGCT^ 
AAATATTCTGCATAGTATTAATAAGCATAGCTTTCAAGAAATTGTCACAAAAGGT 
TTTATTCTCTTTGCTTGTGACTATTTTTCATTGAAGCATGCGCTTACCTATGCTGAT 
TCTTACTAAAAGCATAGGCTGGGGTATTTATTGGCGAAAGGAAATGTGTAGTGTG 

45 GGCTGGACTGTTGGTGGAGGCTGGCTTTTTAGCCCACTTGCTATACATGCTGCCA 
ATGGATTTAAGACTTGAAATGTTGAAAGTTGAGTGGAATTATTTCCCTCCTAAAA 
CATTTATTTACAGTACTCCTCTCTACCCCTAAGGTTGGGCTCTGCCTCAGAGGAGT 
GAGTTTTTTTTTTTTTTCTATAAAGTTTACA^ 

TCTGGTCATTGCCTATGCAAATATAAGAAATCTGGCTTTAAATATTAGTCAGTTTC 
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ATGGCTATGACTAGATTGTTTTCTTGTATAACTAAATACCTGTATAAAATGAACT 
AATGTTTTCTCTCCCCTCCCTACCCCTTCCTTATGAACAATGCTTTAGGTATATTG 
AAATCTTTAAGAGCAGTAGAGCTGAAGTTAGAACTCATTATGATCCACCACGAA 
AGCTTATGGCCATGCAGCGGCCAGGTCCTTATGACAGACCTGGGGCTGGTAGAG 
5 GGTATAACAGCATTGGCAGAGGAGCTGGCTTTGAGAGGATGAGGCGTGGTGCTT 
ATGGTGGAGGCTATGGAGGCTATGATGATTACAATGGCTATAATGATGGCTATG 
GATTTGGGTCAGATAGATTTGGAAGAGACCTCAATTACTGTTTTTCAGGAATGTC 
TGATCACAGATACGGGGATGGTGGCTCTACTTTCCAGAGCACAACAGGACACTG 
TGTACACATGCGGGGATTACCTTACAGAGCTACTGAGAATGACATTTATAATTTT 

1 0 TTTTCACCGCTCAACCCTGTGAGAGTACACATTGAAATTGGTCCTGATGGCAGAG 
TAACTGGTGAAGCAGATGTCGAGTTCGCAACTCATGAAGATGCTGTGGCAGCTAT 
GTCAAAAGACAAAGCAAATATGCAACACAGATATGTAGAACTCTTCTTGAATTCT 
ACAGCAGGAGCAAGCGGTGGTGCTTACGAACACAGATATGTAGAACTCTTCTTG 
AATTCTACAGCAGGAGCAAGCGGTGGTGCTTATGGTAGCCAAATGATGGGAGGC 

1 5 ATGGGCTTGTCAAACCAGTCCAGCTACGGGGGCCCAGCCAGCCAGCAGCTGAGT 
GGGGGTTACGGAGGCGGCTACGGTGGCCAGAGCAGCATGAGTGGATACGACCAA 
GTTTTACAGGAAAACTCCAGTGATTTTCAATCAAACATTGCATAGGTAACCAAGG 
AGCAGTGAACAGCAGCTACTACAGTAGTGGAAGCCGTGCATCTATGGGCGTGAA 
CGGAATGGGAGGGTTGTCTAGCATGTCCAGTATGAGTGGTGGATGGGGAATGTA 

20 ATTGATCGATCCTGATCACTGACTCTTGGTCAACCTTTTTTTTTTTTTTTTTTTTTTC 
TTTAAGAAAACTTCAGTTTAACAGTTTCTGCAATACAAGCTTGTGATTTATGCTTA 
. . V GTCTAAGTGGAAATGAGGATTGITATGAAGAGTTAA6GCCCAG7ATTETTGAATA- '• 
. ; GAATAerCATGmGGATG.TAACAGi:GA^vGGTGAGTAAACTATAAGTGTTAAAeT-X 
^AGTTGGAGCn^TTCTGAAGTTAGWATAGGATGTACTTAAGCA 

25 TAGGTAAAAGCAGTTGAATTATGTTAAATGTTGCCCTTTGCCACGGTAAANTGGA 
CCACTGTTTTGGGATGCATGTTGAAAGACATGCTTTTATTTTTTTGTAAA^ 
TAGGAGCTGTGTCTACTATTAAAAGTGAAACATTTTGGGCATGTTTGTTTAAATT 
CTTAGTTTTCATTTTAAATAAACCCTGTTAAGGGCAACGGTAAAGTTTTAAAGCC 
TTTTNTTNTTNNTTNTTTTAAAGTTTAAATGGGGGGAAAAAAAATTTT 

30 

SEQ ID NO: 582 

>19871 BLOOD GB_X00187 X00187 Preproenkephalin (leu-enkephalin, met-enkephalin) 
CAGCCGTTAAGCGCCGGGACGGGGAGGCAGGCGCTCAGAGCCCCGCAGCCTGGC 
' f CCGTGACCGCGCAGAGACG0TGAG6ACC 

35 

SEQ ID NO: 583 

>19872 BLOOD 1 102297.22 X63432 g28335 Human ACTB mRNA for mutant beta-actin 
(beta'-actin). 0 

TTTGGCTTTATTCATTTTTTGTGAGAGTTGACCATCAGGTATATTGGGGAAGGGA 
40 GAGATGGAGGCACCTTCATGAGTGCCTCCCAAGGGCAGTAGCCTCTGCAACTTGC 
TGGGGGTTCAGGGGAAGCAGGGAGTTCATGGGGCTCCTCCAGCAAAGATGAGCT 
CCAGGGCTGCTTGGATGTCCCCACCGGTGGCCTGCAGGGCCCGCAGGCTCAGCTC 
ATCGTCCTGGATGCCCATGTCACGTAGCTGCTGCAGCTGGGGCTGCCACTGGCTC 
TGAAGGCTGGGCTGCCCAGAGGCCTGAAGGGCATGCTGTAGGGCTTGGCTGAAG 
45 AGATCATTGGTGATGGGCGTCCCTGACTGGACACCAGAGGACATTGGTGAGGTC 
CCTGAGGAATGACCCTGGGTGCCAGGAGTCGGTGTGTGAGAGCTGCTCTCCGGA 
GTGCTGGCCAGGGCCAAGGCGGTGGCCAGCTCACTCTGGGTGATGGGCCGGGGC 
CCAGCAGCTCCACTGTACCCCAGGGAGGCTGGGCGGGAGCTGGGAGTACTGCTA 
GAGGGTGTGGACCTGGTGTTTGGGTGAAAGTCATCCTCATCATCTGAGAGCCCTT 
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CAAACAGGAAGCCACCTGGCATATCCCGGTATGAGCTGGAGGGCATGCTCCGGG 
AAGAGGAGTCAGTCCCAGGCATTGGGGCACTGCCTGCTACGGAGTGCAGAACCA 
GGACAATGGCATTGACGAGGGCTGGGTGAGCAGGCACCAACGTATCAAGCATAT 
TGGGATCAGCGAAGACAGAGAAGAGGTCCTTGTCCTGGAGAACCCCAAGAGCAA 
5 TAGGGTCACTGCTGAGGCCTGGGGTGGCCACAATGATCTGATCCAGAGACTCCTT 
ATTGCTGAGCATCTTAAAGACCGCCTCCCTGTAAGAGGAGCTGCTGTGCAGGGCA 
GTGTGCAACACCCGGAACTCTCTCATGGCAGCCACTTTGTCCACAGGTTCCGGTT 
TCTGATCAGGTTCAGGCCAGGACTTTCGCAGAACATGGACAGTGGACCCAGGTT 
GAATGCCATAGAAGTCAAGTGTCTGGTCATCTTTTAGCTTCCGACCACAGTAGAT 

1 0 CAGATCAATCAGCTCAGGGTCTGGAACAGACTCCTGGAGTTTGCCAGCAATAAG 
CTGCTTCAGAAATGAAATACTATAGGCCCCTAGCGAGTATTCTCCCAGTTCTGTC 
TCTGGCAACCGAAGAATAGACTTTGGAGTAAGTGGCTGGTCAGCCAGCTTCACC 
GCCAGGTGCCAGTCTGAGAGAGACATCCTCTCTCTTTCGCGCTCTCTCTTTCTCCC 
CGTCCCGCCGAGACCGCGTCCGCCCCGCGAGCACAGAGCCTCGCCTTTGCCGATC 

1 5 CGCCGCCCGTCCACACCCGCCGCCAGCTCACCATGGATGATGATATCGCCGCGCT 
CGTCGTCGACAACGGCTCCGGCATGTGCAAGGCCGGCTTCGCGGGCGACGATGC 
CCCCCGGGCCGTCTTCCCCTCCATCGTGGGGCGCCCCAGGCACCAGGGCGTGATG 
GTGGGCATGGGTCAGAAGGATTCCTATGTGGGCGACGAGGCCCAGAGCAAGAGA 
GGCATCCTCACCCTGAAGTACCCCATCGAGCACGGCATCGTCACCAACTGGGAC 

20 GACATGGAGAAAATCTGGCACCACACCTTCTACAATGAGCTGCGTGTGGCTCCCG 
AGGAGCACCCCGTGCTGCTGACCGAGGCCCCCCTGAACCCCAAGGCCAACCGCG 
AGA\GAlGACCGAGATGAl-GTTTGAGAGCTTGAACAGCCCAGeCATGTACGTTGC 
- TATCCAGGeTGTGCTATeCGTGTACGGGTCTGGGCGTAGCACTGGCATCGTGATGi 
. - -.. GAGTCCGGTGACGGGGTGACeCAeAGTGTGCCCATCIAGGAGGGGTATGGCGTGJC 

25 V CCCATGCCATCCTGCGTCTGGACCTGGCTGGCCGGGACGTGACTGACTAGCTCAT 
GAAGATCCTCACCGAGCGCGGCTACAGCTTCACCACCACGGCCGAGCGGGAAAT 
CGTGCGTGACATTAAGGAGAAGCTGTGCTACGTCGCCCTGGACTTCGAGCAAGA 
GATGGCCACGGCTGCTTCCAGCTCCTCCCTGGAGAAGAGCTACGAGCTGCCTGAC 
GGCCAGGTCATCACCATTGGCAATGAGCGGTTCCGCTGCCCTGAGGCACTCTTCC 

30 AGCCTTCCTTCCTGGGCATGGAGTCCTGTGGCATCCACGAAACTACCTTCAACTC 
CATCATGAAGTGTGACGTGGACATCCGCAAAGACCTGTACGCCAACACAGTGCT 
GTCTGGCGGCACCACCATGTACCCTGGCATTGCCGACAGGATGCAGAAGGAGAT 
. C ACTGGCGTGGCA CCCAGCACAATGAAGATCAAGATCATTGCTCCTCCTGAGCGC 

_ w -^^TAGTCeGTGTtrGATCGGCGGCTCCATGCTGGCCTCGCTGTCCACCTTCCAGC 

35 AGATGTGGATCAGCAAGCAGGAGTATGACGAGTCCGGCCCCTCCATCGTCCACC 
GCAAATGCTTCTAGGCGGACTATGACTTAGTTGCGTTACACCCTTTCTTGACAAA 
ACCTAACTTGCGCAGAAAACAAGATGAGATTGGCATGGCTTTATTTGTTTTTTTT 
GTTTTGTTTTGGTTTTCCTTTTTTTTTTGGCTT^ 

GGTGAAGGTGACAGCAGTCGGTTGGAGCGAGCATCCCCCAAAGTTCACAATGTG 
40 GCCGAGGACTTTGATTGCACATTGTTGTTTTTTTAATAGTCATTCCAAATATGAGA 
TGCATTGTTACAGGAAGTCCCTTGCCATCCTAAAAGCCACCCCACTTCTCTCTAA 
GGAGAATGGCCCAGTCCTCTCCCAAGTCCACACAGGGGAGGTGATAGCATTGCT 
TTCGTGTAAATTATGTAATGCAAAATTTTmAATCTTCGCCTTAATACTTTT^ 
TTTGTTTTATTTTGAATGATGAGCCTTCGTGCCCCCCCTTCCCCCTTTTTTGTCC 
45 CAACTTGAGATGTATGAAGGCTTTTGGTCTCCCTGGGAGTGGGTGGAGGCAGCCA 
GGGCTTACCTGTACACTGACTTGAGACCAGTTGAATAAAAGTGCACACCTTAAAA 
ATGAAAAAA 
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SEQIDNO: 584 

>19885 BLOOD 236030.3 M17752 g33917 Human mRNA for gamma-interferon inducible 
early response gene (with homology to platelet proteins). 0 

GGAACAGCCAGCAGGTTTTGCTAAGTCAACTGTAATGCCCTTATCCAATCAGAAT 
5 TAGGGAGGGAAAATGGCTTTGCAGATAAATATGGNACACTAGCCCCACGNTTTC 
TGAGACATTCCTCAATTGCTTAGACATATTCTGAGCCTACAGCAGAGGAACCTCC 
AGTCTCAGCACCATGAATCAAACTGCCATTCTGATTTGCTGCCTTATCTTTCTGAC 
TCTAAGTGGCATTCAAGGAGTACCTCTCTCTAGAACTGTACGCTGTACCTGCATC 
AGCATTAGTAATCAACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAATTATTC 
1 0 CTGCAAGCCAATTTTGTCC ACGTGTTGAGATCATTGCTACAATGAAAAAGAAGGG 
TGAGAAGAGATGTCTGAATCCAGAATCGAAGGCCATCAAGAATTTACTGAAAGC 
AGTTAGCAAGGAAAGGTCTAAAAGATCTCCTTAAAACCAGAGGGGAGCAAAATC 
GATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTGCCTCTCCCATCACTTCCC 
TACATGGAGTATATGTCAAGCCATAATTGTTCTTAGTTTGCAGTTACACTAAAAG 
1 5 GTGACCAATGATGGTCACCAAATCAGCTGCTACTACTCCTGTAGGAAGGTTAATG 
TTCATCATCCTAAGCTATTCAGTAATAACTCTACCCTGGCACTATAATGTAAGCTC 
TACTGAGGTGCTATGTTCTTAGTGGATGTTCTGACCCTGCTTCAAATATTTCCCTC 
ACCTTTCCCATCTTCCAAGGGTACTAAGGAATCTTTCTGCTTTGGGGTTTATCAGA 
ATTCTCAGAATCTCAAATAACTAAAAGGTATGCAATCAAATCTGCTTTTTAAAGA 
20 ATGCTCTTTACTTCATGGACTTCCACTGCCATCCTCCCAAGGGGCCCAAATTCTTT 
CAGTGGCTACCTACATACAATTCCAAACACATACAGGAAGGTAGAAATATCTGA 
• . ■ , vAAATGmTGTGTAAGTATJCTTATTTAATG AAAGACTGTACAAA.GT AGALAG TGTT 
. AGATGTATATATTa:GGTATATTGTTTTOAGTGTACATGGAATAAGATGTAATa|AAG• 
i :. . . ■ TAGsrATGTATCAATGAGTAAGAGGAAAATTTTAAAAATACAGATAGATA'TATGCT 
■ 25 GTGCATGTTACATAAGATAAATGTGCTGAATGGTTTTCAAAATAAAAATGAGGTA 
CTCTCCTGGAAATATTAAGAAAGACTATCTAAATGTTGAAAGACCAAAAGGTTA 
ATAAAGTAATTATAACT 

SEQ ID NO: 585 

30 >19887 BLOOD 272980.8 X02544 g24444 Human mRNA for alphal-acid glycoprotein 
(orosomucoid). 0 

GCAGGATTGTGTCACAGACACAGAGTAAACTTTTGCTGGGCTCCAAGTGACCGCC 

CATAGTTTATTATAAAGGTGACTGCACCCTGCAGCCACCAGCACTGCCTGGCTCC 

ACGTGGCTCCTGGTCTGAGTATGGCGCTGTCCTGGGTTCTTACAGTCCTGAGCCTC 

35 CTACCTCTGGCTGGAAGCCCAGATCCCATTGTGTGCCAACCTAGTACCGGTGCCC 
ATCACCAACGCCACCCTGGACCGGATCACTGGCAAGTGGTTTTATATCGCATCGG 
CCTTTCGAAACGAGGAGTACAATAAGTCGGTTCAGGAGATCCAAGCAACCTTCTT 
TTACTTCACCCCCAACAAGACAGAGGACACGATCTTTCTCAGAGAGTACCAGACC 
CGACAGGACCAGTGCATCTATAACACCACCTACCTGAATGTCCAGCGGGAAAAT 

40 GGGACCATCTCCAGATACGTGGGAGGCCGAGAGCATTTCGCTCACTTGCTGATCC 
TCAGGGACACCAAGACCTACATGCTTGCTTTTGACGTGAACGATGAGAAGAACT 
GGGGGCTGTCTGTCTATGCTGACAAGCCAGAGACGACCAAGGAGCAACTGGGAG 
AGTTCTACGAAGCTCTCGACTGCTTGCGCATTCCCAAGTCAGATGTCGTGTACAC 
CGATTGGAAAAAGGATAAGTGTGAGCCACTGGAGAAGCAGCACGAGAAGGAGA 

45 GGAAACAGGAGGAGGGGGAATCCTAGCAGGACACAGCCTTGGATCAGGACAGA 
GACTTGGGGGCCATCCTGCCCCTCCAACCCGACATGTGTACCTCAGCTTTTTCCCT 
CACTTGCATCAATAAAGCTTCTGTGTTTGGAACAGCTAAAAAAA 
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SEQ ID NO: 586 

>19916 BLOOD 234842.5 M16447 gl81552 Human dihydropteridine reductase (hDHPR) 
mRNA complete cds. 0 

CTGGCAGGAGCAGGATGGCGGCGGCGGCGGCTGCAGGCGAGGCGCGCCGGGTG 
5 CTGGTGTACGGCGGCAGGGGCGCTCTGGGTTCTCGATGCGTGCAGGCTTTTCGGG 
CCCGCAACTGGTGGGTTGCCAGCGTTGATGTGGTGGAGAATGAAGAGGCCAGCG 
CTAGCATCATTGTTAAAATGACAGACTCGTTCACTGAGCAGGCTGACCAGGTGAC 
TGCTGAGGTTGGAAAGCTCTTGGGTGAAGAGAAGGTGGATGCAATTCTTTGCGTT 
GCTGGAGGATGGGCCGGGGGCAATGCCAAATCCAAGTCTCTCTTTAAGAACTGT 

1 0 GACCTGATGTGGAAGCAGAGCATATGGACATCGACCATCTCCAGCCATCTGGCT 
ACCAAGCATCTCAAGGAAGGAGGCCTCCTAACCTTGGCTGGCGCAAAGGCTGCC 
CTGGATGGGACTCCTGGTATGATCGGGTACGGCATGGCCAAGGGTGCTGTTCACC 
AGCTCTGCCAGAGCCTGGCTGGGAAGAACAGCGGCATGCCGCCCGGGGCAGCCG 
CCATCGCTGTGCTCCCGGTTACCCTGGATACCCCGATGAACAGGAAATCAATGCC 

1 5 TGAGGCTGACTTCAGCTCCTGGACACCCTTAGAATTCCTAGTTGAAACTTTCCAT 
GACTGGATCACAGGGAAAAA.CCGACCGAGCTCAGGAAGCCTAATCCAGGTGGTA 
ACCACAGAAGGAAGGACGGAACTCACCCCAGCATATTTTTAGGCCTCATCTCAGT 
GCCTATGAGGGGCCTGCCAGAAAAGTCACTAACCTGTCTCAGTGTGGCCTTGTCC 
AGCCTTGTGTTTTCTGTAACCCCTGTTTGTGGTACGAGATAATGAGTCCTATTTTT 

20 CTCTCACATAATATGCATTTGCTCTCCTAGGACAGTGTAATACATTTATGTGAAGT 
AAAGACATGCGAGACTGGTGGCCTGCAAATAGCATCCGTCAATCTGTGTTAACTG 
• vGATA-GGGAGGGCTCTGCATAGCACeTGGTATAGCGGTGTGATGTTGGATCGCTT?' 
: 1GTGAGTGTTCAvTCTGTGCTTGACAG.TGGCTGTGATCTTGACTACTKGT.TGATIT 
v ' \GT?FGGT A.TTGGGG AC ATH?TTAAAGGGTG AGTT ATTTITG AATGTG ATG1TT ATGTC • 

25 i'-ATAGACGTAGTTTTCGCATCCTTGAATTAAACTGCCTrAACTCGTTTTGTGGTATA 
AGCAAAACTACATGGACTCTGTCCTGGTATCCTTTTCCTGTGTGGTTGCCCTGTGT 
CCTCTGGCCTAGGGTTAAGTGTGCAAGATAACTACTCGTGAGTATTCAGAATGTT 
GTTCCTAATAAATGCACTTGTTGTCTGTCTTCTTTAATCAAATCACATCTTATATA 
CAGCAGTCAGAGATGAGTATACTAGAATCATGGATTGCTGGAGGTCTTTTAATCT 

30 GGTGTTCTCGGAAGGGGGTGCATTTAAATCCTGAAATAAATATTTCAACACAAGA 
ACACAGGCCTGATTCTGCCTTGGACATGTCCAAATCTGGGGGTGATGGGATGGCC 
CTGTGCATTTAGAAGCAGCTCTCCACATATGGCCAATGTAGGCTGTCCTGGTCGA 
AAACTAGTAGTGGTTTAATTCAAGGATGCGGAAAACTACGTCTTATGACATAAAC 
ATGACATTCA\AAATAAGTGAGCeiTfAACTGGCAGAGCTAAGCCCAGATCTCTA 

35 GTCACCAGACTCTTGCTGTTTTTAAAGGCCTTTACCACGTATTTTCTTTCTTTTTTT 
AGTGAGGTGAAATTCACATAA 

SEQ ED NO: 587 

>19943 BLOOD 425535.24 D14533 g286028 Human mRNA for XPAC protein. 0 
40 TTTCCATTTTAATCCAGCATTTAAAAAGCTATCTAGACTAATGTTAAGTCCCACA 
ATAGAGGCCCCAAGAGTACAGAAAACATGATCAGACTCGTACAACTCAATGTTT 
ATTTCTGCTATTAGGGCTTTTTCCAGCAGTAGTTCCCCACTGTTTCCACCATCGTG 
GAGACAGAAATCGTCCTAAAAAACACATGACTAGAACCTGGGGTACAGTGGTGC 
ACCACCATTGCTATTATTTGTTTCITGGTTAAGAATCCAGTTCAGCCTTTGTTGAA 
45 CCCTTTTCCCTCTACCCCAATCTAGGGTTTGCCITGGTATCTTGTCCTCAAATTTGT 
AGCTGACCTACCACTTCTGCACCTACTCTAGCACTCAGCTCCCATCTCTGTTGTAA 
GAAGGCAATCACAGACATGACATTGTGCACACAACCAGGCCAGGTGACCTTCAC 
TGAAACTTGCTTTTAAGCCATAACATACATAATTATTACTGAAGTATTACTTATAC 
AAGGGTTTCATTCATCTATGAAGATGTTGCTTTTTTTTTTGAATTT^ 
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caatctaaatttcctttatttaaatataaaattctataaaacaggtcactgaact 
aaaaaatcacattttttcatatgtcagttcatggccacacatagtacaagtctta 
cggtacatgtcatcttctaggttttcttctggtccatactcatgttgatgaacaat 
cgtctcccttttccacacgctgcttcttactgctcgccgcaattcttttactttttt 
5 atcaaatttcttctgtttcattttttctcggttttcctgtcggacttcctttgcttc 
ttctaatgcttcttgactaccccaaacttcaagagacctcttcacaatctgtaact 
ttaagtagagtttcatatcaccccattgtgaatgatgtggattcttcttcacaata 
aatttaagaggtggctctcttttttctaaatcacagtctttcagaagatattcttg 
ttttgcctctgttttggttataagcttgtgtttatcatcagcatctctgcagttatc 

10 acaagttggcaaatcaaagtggttcataagataagaatccataaattctttccca 
cattcttcgcatattacataatcaaattccataacaggtcctggttgatgaacaa 
cttttccaattttctgttcttcttcttcttcctcttctaaaatgaagcctcctcctg 
tgtcaattatctttggggctgcttttacattagccatgcctccagtagccgcagcc 
gccgtcgccgagtagggccgggcagccagccgggcctggcgcagcatcagtgcc 

15 cgctgccgcttccgctcgatactcgcccgcaccgaggcaggcagctccgcgggtt 
gctctaaagccgccgcctccggcaaagccccgtcggccgccgccatctccggccc 
actccgaggacctagctcccagctccacgcacgcgcactgcacgccgaggcgag 
ccagccgccctgcaccgcctctgcgctcccgcacccagcggcctttctgagtgag 
agcgcctgcgcagttaaggggctcggggtggcctgcccgggcgctgggcggagt 

20 ctgggtatgcgcggacacggagtacccgcctaactacctgctctcttgtcatccg 
ggagaagggtccgtgctgagatcatatctcacgacctggtcacctttaaaatagg 
: • .. v. .utctggcti'ggtgattcagagtatagggtttggagtgaggcgtggg'itaagtctga- 
>\,4\ggtc^t^^ . 

25 nnnnnnnnnnnnnnnntgc 

aaatggtaacagtgagtagtagtagtgccagtcatagagcccaacagatgatag 
tcctgattttatgttggatacacggcctagagacacagccttagatttaaaatga 
gaagacctgggttgaaactcccagttaacrrgctgtgtgacctcaggcaaatgca 
ggacttgctccaaggctgatatgcataaggttggctatctttcccatggaatatt 

30 ccttcagtgaggatgagctactgccaggtagacagtgggtttggatctgggcca 
aatatcctgacttcccaaaagtgtggctagtgtaacaaaagaaacatagcaggc 
tttcccaaaaatgtatgctttccctttgttacaaataatgcttaattgaaaccaga 

.. aaacattaa.cttctaattactacatgtaccatttaggactggcttttagaaagac ....... 1 

„ , . „ . _.. ^^cteacacactgatgtttcccactaatgttcaatggttaacctttcagaaaga ; ' : " ' ■ : 

35 caattcagtgttctaatttatcggtcatatatacataaagctgcaaaacctcgta 
taaagcagttacctgctgaaatcttaggttgaattggagatagaatctcaagcca 
tccccatctcccttcccctcagatccttctttctccctacccatcaatcttgcccag 
gtgaaactatttcaaattccataacatcaaaagcacaagcaacaaaagaaaaaa 

AGCTGGACITCAhnvlNNNNNNNNNNN^ 

40 NNNNNWMNTNNN^ 
NNNNNNNNNNNl^^ 
NNNNNlsn^INNNNNNNNNNNNNNN^ 
NNNNNNNNNNNNhWN^^ 
NNNNNNNNNNNN^^ 

45 NNNNNNNNNNNNNNNNN^^ 

NNN>nWGTCGTCCGCAAAGCCTGAGTCCTGTCCTTTCTCTCTCCCCGGACAGCAT 
GAGCTTCACCACTCGCTCCACCTTCTCCACCAACTACCGGTCCCTGGGCTCTGTCC 
AGGCGCCCAGCTACGGCGCCCGGCCGGTCAGCAGCGCGGGCCAGCGTCTATGCA 
GGCGCTGGGGGCTCTGGTTCCCGGATCTCCGTGTCCCGCTCCACCAGCTTCAGGG 
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GCGGCATGGGGTCCGGGGGCCTGGCCACCGGGATAGCCGGGGGTCTGGCAGGAA 
TGGGAGGCATCCAGAACGAGAAGGAGACCATGCAAAGCCTGAACGACCGCCTG 
GCCTCTTACCTGGACAGAGTGAGGAGCCTGGAGACCGAGAACCGGAGGCTGGAG 
AGCAAAATCCGGGAGCACTTGGAGAAGAAGGGACCCCAGGTCAGAGACTGGAG 
5 CCATTACTTCAAGATCATCGAGGACCTGAGGGCTCAGATCTTCGCAAATACTGTG 
GACAATGCCCGCATCGTTCTGCAGATTGACAATGCCCGTCTTGCTGCTGATGACT 
TTAGAGTCAAGTATGAGACAGAGCTGGCCATGCGCCAGTCTGTGGAGAACGACA 
TCCATGGGCTCCGCAAGGTCATTGATGACACCAATATCACACGACTGCAGCTGGA 
GACAGAGATCGAGGCTCTCAAGGAGGAGCTGCTCTTCATGAAGAAGAACCACGA 

10 AGAGGAAGTAAAAGGCCTACAAGCCCAGATTGCCAGCTCTGGGTTGACCGTGGA 
GGTAGATGCCCCCAAATCTCAGGACCTCGCCAAGATCATGGCAGACATCCGGGC 
CCAATATGACGAGCTGGCTCGGAAGAACCGAGAGGAGCTAGACAAGTACTGGTC 
TCAGCAGATTGAGGAGAGCACCACAGTGGTCACCACACAGTCTGCTGAGGTTGG 
AGCTGCTGAGACGACGCTCACAGAGCTGAGACGTACAGTCCAGTCCTTGGAGAT 

1 5 CGACCTGGACTCCATGAGAAATCTGAAGGCCAGCTTGGAGAACAGCCTGAGGGA 
GGTGGAGGCCCGCTACGCCCTACAGATGGAGCAGCTCAACGGGATCCTGCTGCA 
CCTTGAGTCAGAGCTGGCACAGACCCGGGCAGAGGGACAGCGCCAGGCCCAGGA 
GTATGAGGCCCTGCTGAACATCAAGGTCAAGCTGGAGGCTGAGATCGCCACCTA 
CCGCCGCCTGCTGGAAGATGGCGAGGACTTTAATCTTGGTGATGCCTTGGACAGC 

20 AGCAACTCCATGCAAACCATCCAAAAGACCACCACCCGCCGGATAGTGGATGGC 
AAAGTGGTGTCTGAGACCAATGACACCAAAGTTCTGAGGCATTAAGCCAGCAGA 

:='• * ^AGCAGGGlAGCATGATAT^TTTGTTTTCG:^:GGAeTGAAA:CATAG'rCTGGGTG.CTC^;^ 
v : , ; ? • •.' •• .AAGGlSrcjGCGGTGATGATGGTTC £ 
' TTTA^mGGAAGAAAATCTCAGGAGAGCGAAAAGGGAGGACGTGAAGGTGAGC 

25 ATCCACCAAATGGAGATGGAGAGGATCCGCTACGTCCTCAGCAGCTACTTGCGG 
TGTCGCCTCATGAAGGTTTGACGTGGAGATACCTCAAAGTCTCCGACCTCCGGGG 
AGCCGAGAGCGGGACGTGGGAGCCGGGCTTG 

SEQ ID NO: 588 

30 >19975 BLOOD gi|28229|emb|X15357.1 |HSAANP Human mRNA for natriuretic peptide 
receptor (ANP-A receptor) 

CCATGGTAGGAGCGCTCGCCTCGCTGCGGTGCCCGCTGAGGCCATGCCGGGGCC 

\u -■ CCGGCGCCCCGCTGGCTCCCGCCTGCGCCTGCTCCTGCTCCTGCTGCTGCCGCOG 
CTGCTGCTGCTGCTCCGGGGCAGCCACGCGGGCAACCTGACGGTAGCCGTGGTA 

35 CTGCCGCTGGCCAATACCTCGTACCCCTGGTCGTGGGCGCGCGTGGGACCCGCCG 
TGGAGCTGGCCCTGGCCCAGGTGAAGGCGCGCCCCGACTTGCTGCCGGGCTGGA 
CGGTCCGCACGGTGCTGGGCAGCAGCGAAAACGCGCTGGGCGTCTGCTCCGACA 
CCGCAGCGCCCCTGGCCGCGGTGGACCTCAAGTGGGAGCACAACCCCGGTGTGT 
TCCTGGGCCCCGGCTGCGTGTACGCCGCCGCCCCAGTGGGGCGCTTCACCGCGCA 

40 CTGGCGGGTCCCGCTGCTGACCGCCGGCGCCCCGGCGCTGGGCTTCGGTGTCAAG 
GACGAGTATGCGCTGACCACCCGCGCGGGGCCCAGCTACGCCAAGCTGGGGGAC 
TTCGTGGCGGCGCTGCACCGACGGCTGGGCTGGGAGCGCCAAGCGCTCATGCTCT 
ACGCCTACCGGCCGGGTGACGAAGAGCACTGCTTCTTCCTCGTGGAGGGGCTGTT 
CATGCGGGTCCGCGACCGCCTCAATATTACGGTGGACCACCTGGAGTTCGCCGAG 

45 GACGACCTCAGCCACTACACCAGGCTGCTGCGGACCATGCCGCGCAAAGGCCGA 
GTTATCTACATCTGCAGCTCCCCTGATGCCTTCAGAACCCTCATGCTCCTGGCCCT 
GGAAGCTGGCTTGTGTGGGGAGGACTACGTTTTCTTCCACCTGGATATCTTTGGG 
CAAAGCCTGCAAGGTGGACAGGGCCCTGCTCCCCGCAGGCCCTGGGAGAGAGGG 
GATGGGCAGGATGTCAGTGCCCGCCAGGCCTTTCAGGCTGCCAAAATCATTACAT 



500 



WO 02/074979 



PCT/US02/08456 



ATAAAGACCCAGATAATCCCGAGTACTTGGAATTCCTGAAGCAGTTAAAACACC 
TGGCCTATGAGCAGTTCAACTTCACCATGGAGGATGGCCTGGTGAACACCATCCC 
AGCATCCTTCCACGACGGGCTCCTGCTCTATATCCAGGCAGTGACGGAGACTCTG 
GCACATGGGGGAACTGTTACTGATGGGGAGAACATCACTCAGCGGATGTGGAAC 
5 CGAAGCTTTCAAGGTGTGACAGGATACCTGAAAATTGATAGCAGTGGCGATCGG 
GAAACAGACTTCTCCCTCTGGGATATGGATCCCGAGAATGGTGCCTTCAGGGTTG 
TACTGAACTACAATGGGACTTCCCAAGAGCTGGTGGCTGTGTCGGGGCGCAAAC 
TGAACTGGCCCCTGGGGTACCCTCCTCCTGACATCCCCAAATGTGGCTTTGACAA 
CGAAGACCCAGCATGCAACCAAGATCACCTTTCCACCCTGGAGGTGCTGGCTTTG 

1 0 GTGGGC AGCCTCTCCTTGCTCGGC ATTCTGATTGTCTCCTTCTTCATATACAGGAA 
GATGCAGCTGGAGAAGGAACTGGCCTCGGAGCTGTGGCGGGTGCGCTGGGAGGA 
CGTTGAGCCCAGTAGCCTTGAGAGGCACCTGCGGAGTGCAGGCAGCCGGCTGAC 
CCTGAGCGGGAGAGGCTCCAATTACGGCTCCCTGCTAACCACAGAGGGCCAGTT 
CCAAGTCTTTGCCAAGACAGCATATTATAAGGGCAACCTCGTGGCTGTGAAACGT 

1 5 GTGAACCGTAAACGCATTGAGCTGACACGAAAAGTCCTGTTTGAACTGAAGCAT 
ATGCGGGATGTGCAGAATGAACACCTGACCAGGTTTGTGGGAGCCTGCACCGAC 
CCCCCCAATATCTGCATCCTCACAGAGTACTGTCCCCGTGGGAGCCTGCAGGACA 
TTCTGGAGAATGAGAGCATCACCCTGGACTGGATGTTCCGGTACTCACTCACCAA 
TGACATCGTCAAGGGCATGCTGTTTCTACACAATGGGGCTATCTGTTCCCATGGG 

20 AACCTCAAGTCATCCAACTGCGTGGTAGATGGGCGCTTTGTGCTCAAGATCACCG 
ACTATGGGCTGGAGAGCTTCAGGGACCTGGACCCAGAGCAAGGACACACCGTTT 
• ;• ATGGEAAA 1 <\AGCTGTGGAGGGGe€CarGAGCTCGTGCGA_ATGGCTTCACCCCGTGT 

■ i ■ \"GCGGGGCTCCCAGGCTGGTGAGGTATACAX3C-^^ 

*• * ■'- ^GGGCTGAGGAGTGGGGTGTTGCAGGTGGAAGGTITGGAGCTGAGCCCCAAAGAG 

25 ATCATCGAGCGGGTGAGTGGGGGTGAGCAGCCCCCCTTCCGGCCCTCCCTGGCCC 
TGCAGAGTCACCTGGAGGAGTTGGGGCTGCTCATGCAGCGGTGCTGGGCTGAGG 
ACCCACAGGAGAGGCCACCATTCCAGCAGATCCGCCTGACGTTGCGCAAATTTA 
ACAGGGAGAACAGCAGCAACATCCTGGACAACCTGCTGTCCCGCATGGAGCAGT 
ACGCGAACAATCTGGAGGAACTGGTGGAGGAGCGGACCCAGGCATACCTGGAG 

30 GAGAAGCGCAAGGCTGAGGCCCTGCTCTACCAGATCCTGCCTCACTCAGTGGCTG 
AGCAGCTGAAGCGTGGGGAGACGGTGCAGGCCGAAGCCTTTGACAGTGTTACCA 
TCTACTTCAGTGACATTGTGGGTTTCACAGCGCTGTCGGCGGAGAGCACACCCAT 
GCAGGTGGTGACCCTGCTCAATGACCTGTACACTTGCTT.TGATGGTGTGATAGAC 
AACTTTGATGTGTACAAGGTGGAGACAATTGGCGATGCGTACATGGTGGTGTCAG 

35 GGCTCCCTGTGCGGAACGGGCGGCTACACGCCTGCGAGGTAGCCCGCATGGCCC 
TGGCACTGCTGGATGCTGTGCGCTCCTTCCGAATCCGCCACCGGCCCCAGGAGCA 
GCTGCGCTTGCGCATTGGCATCCACACAGGACCTGTGTGTGCTGGAGTGGTGGGA 
CTGAAGATGCCCCGTTACTGTCTCTTTGGGGATACAGTCAACACAGCCTCAAGAA 
TGGAGTCTAATGGGGAAGCCCTGAAGATCCACTTGTCTTCTGAGACCAAGGCTGT 

40 CCTGGAGGAGTTTGGTGGTTTCGAGCTGGAGCTTCGAGGGGATGTAGAAATGAA 
GGGCAAAGGCAAGGTTCGGACCTACTGGCTCCTTGGGGAGAGGGGGAGTAGCAC 
CCGAGGCTGACCTGCCTCCTCTCCTATCCCTCCACACCTCCCCTACCCTGTGCCAG 
AAGCAACAGAGGTGCCAGGCCTCAGCCTCACCCACAGCAGCCCCATCGCCAAAG 
GATGGAAGTAATTTGAATAGCTCAGGTGTGCTGACCCCAGTGAAGACACCAGAT 

45 AGGACCTCTGAGAGGGGACTGGCATGGGGGGATCTCAGAGCTTACAGGCTGAGC 
CAAGCCCACGGCCATGCACAGGGACACTCACACAGGCACACGCACCTGCTCTCC 
ACCTGGACTCAGGCCGGGCTGGGCTGTGGATCCTTGATCCCCTCCCCTCCCCATG 
CTCTCCTCCCTCAGCCTTGCTACCCTGTGACTTACTGGGAGGAGAGTCACCTGAA 
GGGGAACATGAAAAGAGACTAGGTGAAGAGAGGGCAGGGGAGCCCACATCTGG 
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GGCTGGCCCACAATACCTGCTCCCCCGACCCCCTCCACCCAGCAGTAGACACAGT 
GCACAGGGGAGAAGAGGGGTGGCGCAGAAGGGTTGGGGGCCTGTATGCCTTGCT 
TCTACCATGAGCAGAGACAATTAAAATCTTTATTCCAGTG 

5 SEQK>NO:589 

>20014 BLOOD Hs.347 gnl|UG|Hs#S3990 Human mRNA for lactoferrin /cds=(294,2429) 
/gb=X53961 /gi=34415 /ug=Hs.347 /len=2619 

GACTCCTAGGGGCTTGCAGACCTAGTGGGAGAGAAAGAACATCGCAGCAGCCAG 
GCAGAACCAGGACAGGTGAGGTGCAGGCTGGCTTTCCTCTCGCAGCGCGGTGTG 

1 0 GAGTCCTGTCCTGCCTCAGGGCTTTTCGGAGCCTGGATCCTCAAGGAACAAGTAG 
ACCTGGCCGCGGGGAGTGGGGAGGGAAGGGGTGTCTATTGGGCAACAGGGCGG 
CAAAGCCCTGAATAAAGGGGCGCAGGGCAGGCGCAAGTGCAGAGCCTTCGTTTG 
CCAAGTCGCCTCCAGACCGCAGACATGAAACTTGTCTTCCTCGTCCTGCTGTTCCT 
CGGGGCCCTCGGACTGTGTCTGGCTGGCCGTAGGAGAAGGAGTGTTCAGTGGTG 

1 5 CGCCGTATCCCAACCCGAGGCCACAAAATGCTTCCAATGGCAAAGGAATATGAG 
AAAAGTGCGTGGCCCTCCTGTCAGCTGCATAAAGAGAGACTCCCCCATCCAGTGT 
ATCCAGGCCATTGCGGAAAACAGGGCCGATGCTGTGACCCTTGATGGTGGTTTCA 
TATACGAGGCAGGCCTGGCCCCCTACAAACTGCGACCTGTAGCGGCGGAAGTCT 
ACGGGACCGAAAGACAGCCACGAACTCACTATTATGCCGTGGCTGTGGTGAAGA 

20 AGGGCGGCAGCTTTCAGCTGAACGAACTGCAAGGTCTGAAGTCCTGCCACACAG 
GCCTTCGCAGGACCGCTGGATGGAATGTCCCTACAGGGACACTTCGTCCATTCTT 
. •■: GAATTFGGAGGGGTCCAGGTGAGGGeATTGAGGGAGCTGTGGeCAGGTTGTTGTGA 
: <■■. t ■< ■: ■■■■ vGCGAGCTGTGTTCGGGGTGCAGATAA>\GGAGAGTTGGCGAAGGTGTGTCGGGTGT 
• GTGCGGGGACAGGGGAAAACAAA.TGTGGCITCTGCTCCGAGGAAGCGTACTTGA i" 

25 GCTACTCTGGTGCCTTCAAGTGTCTGAGAGACGGGGCTGGAGACGTGGCTTTTAT 
CAGAGAGAGCACAGTGTTTGAGGACCTGTCAGACGAGGCTGAAAGGGACGAGTA 
TGAGTTACTCTGCCCAGACAACACTCGGAAGCCAGTGGACAAGTTCAAAGACTG 
CCATCTGGCCCGGGTCCCTTCTCATGCCGTTGTGGCACGAAGTGTGAATGGCAAG 
GAGGATGCCATCTGGAATCTTCTCCGCCAGGCACAGGAAAAGTTTGGAAAGGAC 

30 AAGTCACCGAAATTCCAGCTCTTTGGCTCCCCTAGTGGGCAGAAAGATCTGCTGT 
TCAAGGACTCTGCCATTGGGTTTTCGAGGGTGCCCCCGAGGATAGATTCTGGGCT 
GTACCTTGGCTCCGGCTACTTCACTGCCATCCAGAACTTGAGGAAAAGTGAGGAG 
■r GAAGTGGCTGCCCGGCGTGCGCGGGTCGTGTGGTGTGGGGTGGGCGAGCAGGAG 
CTGCGCAAGTGTAACCAGTGGAGTGGCTrGAGCGAAGGCAGCGTGACCTGCTCC 

35 TCGGCCTCCACCACAGAGGACTGCATCGCCCTGGTGCTGAAAGGAGAAGCTGAT 
GCCATGAGTTTGGATGGAGGATATGTGTACACTGCATGCAAATGTGGTTTGGTGC 
CTGTCCTGGCAGAGAACTACAAATCCCAACAAAGCAGTGACCCTGATCCTAACT 
GTGTGGATAGACCTGTGGAAGGATATCTTGCTGTGGCGGTGGTTAGGAGATCAG 
ACACTAGCCTTACCTGGAACTCTGTGAAAGGCAAGAAGTCCTGCCACACCGCCGT 

40 GGACAGGACTGCAGGCTGGAATATCCCCATGGGCCTGCTCTTCAACCAGACGGG 
CTCCTGCAAATTTGATGAATATTTCAGTCAAAGCTGTGCCCCTGGGTCTGACCCG 
AGATCTAATCTCTGTGCTCTGTGTATTGGCGACGAGCAGGGTGAGAATAAGTGCG 
TGCCCAACAGCAACGAGAGATACTACGGCTACACTGGGGCTTTCCGGTGCCTGG 
CTGAGAATGCTGGAGACGTTGCATTTGTGAAAGATGTCACTGTCTTGCAGAACAC 

45 TGATGGAAATAACAATGAGGCATGGGCTAAGGATTTGAAGCTGGCAGACTTTGC 
GCTGCTGTGCCTCGATGGCAAACGGAAGCCTGTGACTGAGGCTAGAAGCTGCCA 
TCTTGCCATGGCCCCGAATCATGCCGTGGTGTCTCGGATGGATAAGGTGGAACGC 
CTGAAACAGGTGCTGCTCCACCAACAGGCTAAATTTGGGAGAAATGGATCTGAC 
TGCCCGGACAAGTTTTGCTTATTCCAGTCTGAAACCAAAAACCTTCTGTTCAATG 
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ACAACACTGAGTGTCTGGCCAGACTCCATGGCAAAACAACATATGAAAAATATT 
TGGGACCACAGTATGTCGCAGGCATTACTAATCTGAAAAAGTGCTCAACCTCCCC 
CCTCCTGGAAGCCTGTGAATTCCTCAGGAAGTAAAACCGAAGAAGATGGCCCAG 
CTCCCCAAGAAAGCCTCAGCCATTCACTGCCCCCAGCTCTTCTCCCCAGGTGTGT 
5 TGGGGCCTTGGCTCCCCTGCTGAAGGTGGGGATTGCCCATCCATCTGCTTACAAT 
TCCCTGCTGTCGTCTTAGCAAGAAGTAAAATGAGAAATTTTGTTGATATTCAAAA 
AAAA 

SEQIDNO: 590 

10 >20031 BLOOD gi|35521|emb|X54936.1|HSPLGF H.sapiens mRNA for placenta growth 
factor (P1GF) 

GGGATTCGGGCCGCCCAGCTACGGGAGGACCTGGAGTGGCACTGGGCGCCCGAC 
GGACCATCCCCGGGACCCGCCTGCCCCTCGGCGCCCCGCCCCGCCGGGCCGCTCC 
CCGTCGGGTTCCCCAGCCACAGCCTTACCTACGGGCTCCTGACTCCGCAAGGCTT 

15 CCAGAAGATGCTCGAACCACCGGCCGGGGCCTCGGGGCAGCAGTGAGGGAGGC 
GTCCAGCCCCCCACTCAGCTCTTCTCCTCCTGTGCCAGGGGCTCCCCGGGGGATG 
AGCATGGTGGTTTTCCCTCGGAGCCCCCTGGCTCGGGACGTCTGAGAAGATGCCG 
GTCATGAGGCTGTTCCCTTGCTTCCTGCAGCTCCTGGCCGGGCTGGCGCTGCCTG 
CTGTGCCCCCCCAGCAGTGGGCCTTGTCTGCTGGGAACGGCTCGTCAGAGGTGGA 

20 AGTGGTACCCTTCCAGGAAGTGTGGGGCCGCAGCTACTGCCGGGCGCTGGAGAG 
GCTGGTGGACGTCGTGTCCGAGTACCCCAGCGAGGTGGAGCACATGTTCAGCCC 

■ . •ATCCTGTGTCTGGCTGGTGGGGTGGAGCGGCTGCTGCGGCGATGAGAATGTGCA.G 

. V .TGTGTGCCGGTGGAGACGGGGAATGTCAGCATGGAGGTCCT/AA.GATGGGTTCTG \ 
. GGGACCGGCCGTGGTACGTGGAGCTGACG'rTCTCTGAGCACGTTCGCTGCGAATG 

25 CCGGCCTCTGGGGGAGAAGATGAAGCCGGAAAGGTGCGGCGATGCTGTTGCCCG 
GAGGTAACCCACCCCTTGGAGGAGAGAGACCCCGCACCCGGCTCGTGTATTTATT 
ACCGTCACACTCTTCAGTGACTCCTGCTGGTACCTGCCCTCTATTTATTAGCCAAC 
TGTTTCCCTGCTGAATGCCTCGCTCCCTTCAAGACGAGGGGCAGGGAAGGACAG 
GACCCTCAGGAATTCAGTGCCTTCAACAACGTGAGAGAAAGAGAGAAGCCAGCC 

30 ACAGACCCCTGGGAGCTTCCGCTTTGAAAGAAGCAAGACACGTGGCCTCGTGAG 
GGGCAAGCTAGGCCCCAGAGGCCCTGGAGGTCTCCAGGGGCCTGCAGAAGGAAA 
GAAGGGGGCCCTGCTACCTGTTCTTGGGCCTCAGGCTCTGCACAGACAAGCAGCC 
CTTGCTTTCGGAGCTCCTGTCCAAAGTAGGGATGGGGAJTCTGCTGGGGCCGCCA 
CGGCCTGGTGGTGGGAAGGCGGGGAGGGGGCGGAGGGGATTCAGCCACTTCCCC 

35 CTCTTCTTCTGAAGATCAGAACATTCAGCTCTGGAGAACAGTGGTTGCCTGGGGG 
CTTTTGCCACTCCTTGTCCCCCGTGATCTCCCCTCACACTTTGCCATTTGCTTGTAC 
TGGGACATTGTTCTTTCCGGCCGAGGTGCCACCACCCTGCCCCCACTAAGAGACA 
CATACAGAGTGGGCCCCGGGCTGGAGAAAGAGCTGCCTGGATGAGAAACAGCTC 
AGCCAGTGGGGATGAGGTCACCAGGGGAGGAGCCTGTGCGTCCCAGCTGAAGGC 

40 AGTGGCAGGGGAGCAGGTTCCCCAAGGGCCCTGGCACCCCCACAAGCTGTCCCT 
GCAGGGCCATCTGACTGCCAAGCCAGATTCTCTTGAATAAAGTATTCTAGTGTGG 
AAACGC 

SEQ ID NO: 591 

45 >20039 BLOOD Hs.2064 gnlfUG|Hs#S 1 973578 Human DNA sequence from clone RP1 1 - 
124N14 on chromosome 10. Contains the VIM gene for vimentin, the DNMT2 gene for DNA 
methyl transferase 2, the 5' end of the gene for intrinsic factor-B12 receptor precursor, ESTs, 
STSs, GSSs and two putative CpG islands /cds=(492,1892) /gb=AL133415 /gi=7 160477 
/ug=Hs.2064/len=2215 



503 



WO 02/074979 



PCT/US02/08456 



CCACGCCCCTTTGGCGTGGTGCCACCGGACCCCTCTGGTTCAGTCCCAGGCGGAC 
CCCCCCCTCACCGCGCGACCCCGCCTTTTTCAGCACCCCAGGGTGAGCCCAGCTC 
AGACTATCATCCGGAAAGCCCCCAAAAGTCCCAGCCCAGCGCTGAAGTAACGGG 
ACCATGCCCAGTCCCAGGCCCCGGAGCAGGAAGGCTCGAGGGCGCCCCCACCCC 
5 ACCCGCCCACCCTCCCCGCTTCTCGCTAGGTCCCTATTGGCTGGCGCGCTCCGCG 
GCTGGGATGGCAGTGGGAGGGGACCCTCTTTCCTAACGGGGTTATAAAAACAGC 
GCCCTCGGCGGGGTCCAGTCCTCTGCCACTCTCGCTCCGAGGTCCCCGCGCCAGA 
GACGCAGCCGCGCTCCCACCACCCACACCCACCGCGCCCTCGTTCGCCTCTTCTC 
CGGGAGCCAGTCCGCGCCACCGCCGCCGCCCAGGCCATCGCCACCCTCCGCAGC 

1 0 CATGTCCACCAGGTCCGTGTCCTCGTCCTCCTACCGCAGGATGTTCGGCGGCCCG 
GGCACCGCGAGCCGGCCGAGCTCCAGCCGGAGCTACGTGACTACGTCCACCCGC 
ACCTACAGCCTGGGCAGCGCGCTGCGCCCCAGCACCAGCCGCAGCCTCTACGCCT 
CGTCCCCGGGCGGCGTGTATGCCACGCGCTCCTCTGCCGTGCGCCTGCGGAGCAG 
CGTGCCCGGGGTGCGGCTCCTGCAGGACTCGGTGGACTTCTCGCTGGCCGACGCC 

1 5 ATCAACACCGAGTTCAAGAACACCCGCACCAACGAGAAGGTGGAGCTGCAGGAG 
CTGAATGACCGCTTCGCCAACTACATCGACAAGGTGCGCTTCCTGGAGCAGCAG 
AATAAGATCCTGCTGGCCGAGCTCGAGCAGCTCAAGGGCCAAGGCAAGTCGCGC 
CTGGGGGACCTCTACGAGGAGGAGATGCGGGAGCTGCGCCGGCAGGTGGACCAG 
CTAACCAACGACAAAGCCCGCGTCGAGGTGGAGCGCGACAACCTGGCCGAGGAC 

20 ATCATGCGCCTCCGGGAGAAATTGCAGGAGGAGATGCTTCAGAGAGAGGAAGCC 
GAAAACACCCTGCAATC1TTCAGACAGGATGTTGACAATGCGTCTCTGGCACGTC 
■ ; ; ••: ^GACeTTGAACGeAAAGTGGAATCTTTGGAAGAAGAGATTGCGrrTT^ : 
V..V4 , /AGTCCACGAAGAGG^x/^TCGAGGAGCTGGAGGeTCAGATTCAGGAACAGGATGT .. 

eGA^ATCGATGTGGM:GTTTeCAAGeCTGACGTCACGGCTGCCCTGGGTGACGTA : 

25 CGTCAGCAATATGAAAGTGTGGCTGCCAAGAACCTGCAGGAGGCAGAAGAATGG ■. 
TACAAATCCAAGTTTGCTGACCTCTCTGAGGCTGCCAACCGGAACAATGAGGCCC 
TGCGCCAGGCAAAGCAGGAGTCCACTGAGTACCGGAGACAGGTGCAGTCCCTCA 
CCTGTGAAGTGGATGCCCTTAAAGGAACCAATGAGTCCCTGGAACGCCAGATGC 
GTGAAATGGAAGAGAACTTTGCCGTTGAAGCTGCTAACTACCAAGACACTATTG 

30 GCCGCCTGCAGGATGAGATTCAGAATATGAAGGAGGAAATGGCTCGTCACCTTC 
GTGAATACCAAGACCTGCTCAATGTTAAGATGGCCCTTGACATTGAGATTGCCAC 
CTACAGGAAGCTGCTGGAAGGCGAGGAGAGCAGGATTTCTCTGCCTCTTCCAAA 
CTTTTCCTCCCTGAACCTGAGGGAAA CTAATCTGGATTCACTCCCTCTGGTTGATA 
"' CCCACTCAAAAAGGACAGTTCTGATTAAGACGGTTGAAACTAGAGATGGACAGG 

35 TTATCAACGAAACTTCTCAGCATCACGATGACCTTGAATAAAAATTGCACACACT 
CAGTGCAGCAATATATTACCAGCAAGAATAAAAAAGAAATCCATATCTTAAAGA 
AACAGCTTTCAAGTGCCTTTCTGCAGTTTTTCAGGAGCGCAAGATAGATTTGGAA 
TAGGAATAAGCTCTAGTTCTTAACAACCGACACTCCTACAAGATTTAGAAAAAA 
GTTTACAACATAATCTAGTTTACAGAAAAATCTTGTGCTAGAATACTTTTTAAAA 

40 GGTATTTTGAATACCATTAAAACTGCTTTTTTTTTTCCAGCAAGTATCCAACCA^ 
TTGGTTCTGCTTCAATAAATCTTTGGAAAAACTC 

SEQ ID NO: 592 

>20082 BLOOD 025811_Mm.l X61800 g50378 Mouse mRNA for C/EBP delta. 0 
45 AGCGATTTAAATGCTTCTTTATTCTTACAAATACTGTAAACATGAATATAAAAAG 
CATGCGCAGTCTCTTCCTCTTATCTACAAAAGTCTGTCGGAAATGTCTTTTCTACA 
AATGTACCTTAGCTGCAATGGTAATAAGACGTAGAAAATGCTACCATTATAAAA 
AATAATTTAAGGGGAAAGATTAATATAGCTTCTCTCGCAGTCCAGTGCCCAAGCT 
GCAGCTTCCTGTCGCTCGCAGGTCCCAAAGGAACTTGCCGATCCGGCCGGCGTCT 
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GCTCCCCGCCTGTCGGGGTCTGAGGTATAGGTCGTTCAGAGTCTCAAAGGCCCAC 
GCCGCGCGTTACCGGCAGTCGGCGCCGGTGGCGCGGCAGGAAAGGCGGGCTGGG 
CAGTTTTTTGAAAAAACTGCCGGAGGCCAGCCAGGTCCCGGGTGAGCTGCTCCAC 
GCGCTGATGCAGCTTCTCGTTCTCGCCCGACAACTCCACCAGCTTCTGCTGCATCT 
5 CCTGGTTGCGGCGCTTGGCCTTGTCGCGGCTCTTGCGCACAGCGATGTTGTTGCG 
CTCGCGCCGCTGCCGGTACTCCGGGCTGCCGCGGTCCGGACCCCTCTTGCCCGCG 
CCCTTTTCTCGGACTGTGCCGGGCGCGAGGCTCGGCCCCGGGCTGCCTCGAGGAG 
GCTCCGGCGAAGTGGGTGGAGT 

10 SEQIDNO:593 

>20091 BLOOD 235852.13 M15395 gl86933 Human leukocyte adhesion protein (LFA- 
l/Mac-l/pl50,95 family) beta subunit mRNA. 0 

GTCAGGACTTTACGACCCGCGCCTCCAGCTGAGGTTTCTAGACGTGACCCAGGGC 
AGACTGGTAGCAAAGCCCCCACGCCCAGCCAGGAGCACCGCCGAGGACTCCAGC 

1 5 ACACCGAGGGACATGCTGGGCCTGCGCCCCCCACTGCTCGCCCTGGTGGGGCTGC 
TCTCCCTCGGGTGCGTCCTCTCTCAGGAGTGCACGAAGTTCAAGGTCAGCAGCTG 
CCGGGAATGCATCGAGTCGGGGCCCGGCTGCACCTGGTGCCAGAAGCTGAACTT 
CACAGGGCCGGGGGATCCTGACTCCATTCGCTGCGACACCCGGCCACAGCTGCTC 
ATGAGGGGCTGTGCGGCTGACGACATCATGGACCCCACAAGCCTCGCTGAAACC 

20 CAGGAAGACCACAATGGGGGCCAGAAGCAGCTGTCCCCACAAAAAGTGACGCTT 
TACCTGCGACCAGGCCAGGCAGCAGCGTTCAACGTGACCTTCCGGCGGGCCAAG 
GGGTACGCGATCGACGTGTACTATGTGATGGAGGTCTCCTACTCGATGGTTGATGA 1 '' 
: •'«•: r -v CGTGAGGAATGTGAAGAAGGTAGGTGGCGAGGTGCTCCG 

'.: :« i GAGGGAGTGGGGCCGCATTGGGTl'CGGGTCCTTGGTGGAGAAGACGGTGeTGCGG ■ 

25 ; •■ TTCGTGAAGACGCACCCTGATAAGCTGCGAAACCCATGCCCCAACAAGGAGAAA 
GAGTGCCAGCCCCCGTTTGCCTTCAGGCACGTGCTGAAGCTGACCAACAACTCCA 
ACCAGTTTCAGACCGAGGTCGGGAAGCAGCTGATTTCCGGAAACCTGGATGCAC 
CCGAGGGTGGGCTGGACGCCATGATGCAGGTCGCCGCCTGCCCGGAGGAAATCG 
GCTGGCGCAACGTCACGCGGCTGCTGGTGTTTGCCACTGATGACGGCTTCCATTT 

30 CGCGGGCGACGGGAAGCTGGGCGCCATCCTGACCCCCAACGACGGCCGCTGTCA 
CCTGGAGGACAACTTGTACAAGAGGAGCAACGAATTCGACTACCCATCGGTGGG 
CCAGCTGGCGCACAAGCTGGCTGAAAACAACATCCAGCCCATCTTCGCGGTGAC 
CAGTAGGATGGTGAAGACGTACGAGAAACTCACCGAGATCATCCCCAAGTCAGC 
GGTGGGGGAGCTGTGTGAGGACTGCAGCAATGTGGTCCATCTCATTAAGAATGCT 

35 TACAATAAACTCTCCTCCAGGGTCTTCCTGGATCACAACGCCCTCCCCGACACCC 
TGAAAGTCACCTACGACTCCTTCTGCAGCAATGGAGTGACGCACAGGAACCAGC 
CCAGAGGTGACTGTGATGGCGTGCAGATCAATGTCCCGATCACCTTCCAGGTGAA 
GGTCACGGCCACAGAGTGCATCCAGGAGCAGTCGTTTGTCATCCGGGCGCTGGG 
CTTCACGGACATAGTGACCGTGCAGGTCCTTCCCCAGTGTGAGTGCCGGTGCCGG 

40 GACCAGAGCAGAGACCGCAGCCTCTGCCATGGCAAGGGCTTCTTGGAGTGCGGC 
ATCTGCAGGTGTGACACTGGCTACATTGGGAAAAACTGTGAGTGCCAGACACAG 
GGCCGGAGCAGCCAGGAGCTGGAAGGAAGCTGCCGGAAGGACAACAACTCCAT 
CATCTGCTCAGGGCTGGGGGACTGTGTCTGCGGGCAGTGCCTGTGCCACACCAGC 
GACGTCCCCGGCAAGCTGATATACGGGCAGTACTGCGAGTGTGACACCATCAAC 

45 TGTGAGCGCTACAACGGCCAGGTCTGCGGCGGCCCGGGGAGGGGGCTCTGCTTC 
TGCGGGAAGTGCCGCTGCCACCCGGGCTTTGAGGGCTCAGCGTGCCAGTGCGAG 
AGGACCACTGAGGGCTGCCTGAACCCGCGGCGTGTTGAGTGTAGTGGTCGTGGC 
CGGTGCCGCTGCAACGTATGCGAGTGCCATTCAGGCTACCAGCTGCCTCTGTGCC 
AGGAGTGCCCCGGCTGCCCCTCACCCTGTGGCAAGTACATCTCCTGCGCCGAGTG 
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CCTGAAGTTCGAAAAGGGCCCCTTTGGGAAGAACTGCAGCGCGGCGTGTCCGGG 
CCTGCAGCTGTCGAACAACCCCGTGAAGGGCAGGACCTGCAAGGAGAGGGACTC 
AGAGGGCTGCTGGGTGGCCTACACGCTGGAGCAGCAGGACGGGATGGACCGCTA 
CCTCATCTATGTGGATGAGAGCCGAGAGTGTGTGGCAGGCCCCAACATCGCCGC 
5 CATCGTCGGGGGCACCGTGGCAGGCATCGTGCTGATCGGCATTCTCCTGCTGGTC 
ATCTGGAAGGCTCTGATCCACCTGAGCGACCTCCGGGAGTACAGGCGCTTTGAG 
AAGGAGAAGCTCAAGTCCCAGTGGAACAATGATAATCCCCTTTTCAAGAGCGCC 
ACCACGACGGTCATGAACCCCAAGTTTGCTGAGAGTTAGGAGCACTTGGTGAAG 
ACAAGGCCGTCAGGACCCACCATGTCTGCCCCATCACGCGGCCGAGACATGGCT 

1 0 TGCCACAGCTCTTGAGGATGTCACCAATTAACCAGAAATCCAGTTATTTTCCGCC 
CTCAAAATGACAGCCATGGCCGGCCGGGTGCTTCTGGGGGCTCGTCGGGGGGAC 
AGCTCCACTCTGACTGGCACAGTCTTTGCATGGAGACTTGAGGAGGGAGGGCTTG 
AGGTTGGTGAGGTTAGGTGCGTGTTTCCTGTGCAAGTCAGGACATCAGTCTGATT 
AAAGGTGGTGCCAATTTATTTACATTTAAACTTGTCAGGGTATAAAATGACATCC 

1 5 CATTAATTATATTGTTAATCAATCACGTGTATAGAAAAAAAATAAAACTTCAATA 
CAGGCTGTCCATGGAAAAAAAAGGG 

SEQIDNO: 594 

>20222 BLOOD gi|32025|emb|Y00291.1|HSHAPRA Human hap mRNA encoding a DNA- 

20 binding hormone receptor 

CGGGGTAGGATCCGGAACCCATTCGGAAGGCTTTTTGCAAGCATTTACTTGGAAG 
-. -GAGAACrrGGGATCTTTCTGGGAAGGCCGGGGCCCGGCTGGATTGGeGGAGCAA 
1 GGGTGGAAAATGGTAAATGATGATTTGGATGAATTAGAGGCTTITAGGTGGO'TTG . . 

■ v ::--;TGT6TGAJi^Tl , CATGATTGGGGGGTGGGAAAAAGAGCAAeAGeGmC©TG€GA--' 

25 AAAAAGGGGCAGAGTTTGATGGAGTTGGGTGGACTTnCTATGCCATTTGCCTCC 
ACACCTAGAGGATAAGCACTTTTGCAGACATTCAGTGCAAGGGAGATCATGTTTG 
ACTGTATGGATGTTCTGTCAGTGAGTCCTGGGCAAATCCTGGATTTCTACACTGC 
GAGTCCGTCTTCCTGCATGCTCCAGGAGAAAGCTCTCAAAGCATGCTTCAGTGGA 
TTGACCCAAACCGAATGGCAGCATCGGCACACTGCTCAATCAATTGAAACACAG 

3 0 AGCACCAGCTCTGAGGAACTCGTCCCAAGCCCCCCATCTCCACTTCCTCCCCCTC 
GAGTGTACAAACCCTGCTTCGTCTGCCAGGACAAATCATCAGGGTACCACTATGG 
GGTCAGCGCCTGTGAGGGATGTAAGGGCTTTTTCCGCAGAAGTATTCAGAAGAA 
TATGATTTACAGTTGTCACCGAGATAAGAACTGTGTTATTAATAAAGTCACCAGG 
^^AATGGATCGGAATACIGTCGACTCCAGAAGTGCTTTGAAGTGGGAATGTCCAAA 

3 5 GAATCTGTC AGGAATGAC AGGAACAAG AAAAAG AAGG AGACTTCGAAGC AAG A 
ATGCACAGAGAGCTATGAAATGACAGCTGAGTTGGACGATCTCACAGAGAAGAT 
CCGAAAAGCTCACCAGGAAACTTTCCCTTCACTCTGCCAGCTGGCTAAATACACC 
ACGAATTCCAGTGCTGACCATCGAGTCCGACTGGACCTGGGCCTCTGGGACAAAT 
TCAGTGAACTGGCCACCAAGTGCATTATTAAGATCGTGGAGTTTGCTAAACGTCT 

40 GCCTGGTTTCACTGGCTTGACCATCGCAGACCAAATTACCCTGCTGAAGGCCGCC 
TGCCTGGACATCCTGATTCTTAGAATTTGCACCAGGTATACCCCAGAACAAGACA 
CCATGACTTTCTCAGACGGCCTTACCCTAAATCGAACTCAGATGCACAATGCTGG 
ATTTGGTCCTCTGACTGACCTTGTGTTCACCTTTGCCAACCAGCTCCTGCCTTTGG 
AAATGGATGACACAGAAACAGGCCTTCTCAGTGCCATCTGCTTAATCTGTGGAGA 

45 CCGCCAGGACCTTGAGGAACCGACAAAAGTAGATAAGCTACAAGAACCATTGCT 
GGAAGCACTAAAAATTTATATCAGAAAAAGACGACCCAGCAAGCCTCACATGTT 
TCCAAAGATCTTAATGAAAATCACAGATCTCCGTAGCATCAGTGCTAAAGGTGCA 
GAGCGTGTAATTACCTTGAAAATGGAAATTCCTGGATCAATGCCACCTCTCATTC 
AAGAAATGATGGAGAATTCTGAAGGACATGAACCCTTGACCCCAAGTTCAAGTG 
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GGAACACAGCAGAGCACAGTCCTAGCATCTCACCCAGCTCAGTGGAAAACAGTG 
GGGTCAGTCAGTCACCACTCGTGCAATAAGACATTTTCTAGCTACTTCAAACATT 
CCCCAGTACCTTCAGTTCCAGGATTTAAAATGCAAGAAAAAACATTTTTACTGCT 
GCTTAGTTTTTGGACTGAAAAGATATTAAAACTCAAGAAGGACCAAGAAGTTTTC 
5 ATATGTATCAATATATATACTCCTCACTGTGTAACTTACCTAGAAATACAAACTTT 
TCCAATTTTAAAAAATCAGCCATTTCATGCAACCAGAAACTAGTTAAAAGCTTCT 
ATTTTCCTCTTTGAACACTCAAGATGCATGGCAAAGACCCAGTCAAAATGATTTA 
CCCCTGGTTAAGTTTCTGAAGACTTTGTACATACAGAAGTATGGCTCTGTTCTTTC 
TATACTGTATGTTTGGTGCTTTCCTTTTGTCTTGCATACTCAAAATAACCATGACA 

1 0 CCAAGGTTATGAAATAGACTACTGTACACGTCTACCTAGGTTCAAAAAGATAACT 
GTCTTGCTTTCATGGAATAGTCAAGACATCAAGGTAAGGAAACAGGACTATTGA 
CAGGACTATTGTACAGTATGACAAGATAAGGCTGAAGATATTCTACTTTAGTTAG 
TATGGAAGCTTGTCTTTGCTCTTTCTGATGCTCTCAAACTGCATCTTTTATTTCATG 
TTGCCCAGTAAAAGTATACAAATTCCCTGCACTAGCAGAAGAGAATTCTGTATCA 

1 5 GTGTAACTGCCAGTTCAGTTAATCAAATGTCATTTGTTCAATTGTTAATGTCACTT 
TAAATTAAAAGTGGTTTATTACTTGTTTAATGACATAACTACACAGTTAGTTAAA 
AAAAATTTTTTTAC AGT AATG ATAG CCTCC AAG G C AG AAACACTTTTCAGTGTT A 
AGTTTTTGTTTACTTGTTCACAAGCCATTAGGGAAATTTCATGGGATAATTAGCA 
GGCTGGTCTACCACTGGACCATGTAACTCTAGTGTCCTTCCTGATTCATGCCTGAT 

20 ATTGGGATTTTTTTCCAGCCCTTCTTGATGCCAAGGGCTAATTATATTACATCCCA 
AAGAAACAGGCATAGAATCTGCCTCCTTTGACCTTGTTCAATCACTATGAAGCAG 
, ••' < AGTGAAAGCTGTGGTAGAGTGGTTAACAGATAGAAGTGTCAGTTTGT^AGXrCTG ? 
". .. ATTTAAGSACTAGTGGAATTTT^^^ ; 
>.-..y • iTTCAG3K3GCTCTG " 

25 ATATACTGTTTACCTTTTTCCATGGACTCTCCTGGGAAAGAATAAAATATATTTAT 
TTT 

SEQ ID NO: 595 

yrl2e06.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:205090 3' 
30 similar to gb|M87905|HUMALNDl 84 Human carcinoma cell-derived Alu RNA transcript, 
(rRNA); gb:J03934 NAD(P)H DEHYDROGENASE (HUMAN);contains Alu repetitive 
element;, mRNA sequence 
gi|1010773|gb|H57941.1|H57941[1010773] . 

CATAAGCGAAAGATGATTlTGGAATTTTeAGGATGGGGAAAAGAAACAAAATAA 
35 ATTATGGGAGTTTTTTGTGTTTTTTTTTTGAGACTGGCTCTCATTCCTCTGTCACAT 
GGGCTGGAGTGCAGTAGTGTAATCTCAGCTTACTGCAACCTCTGCCTCAAGTGAT 
CCTCCCACCTCAGACTCCAGAGTAGCTGGGGAGCACATAAAATTAAAACATCTA 
AACTCTCATAATGGGTCATTTrGCCAGGGTTCTGCAGGCAAACTTTTATTTGAAG 
TATTCTTTTTTGTGCTTTGTATTGAAAGTAAAGTTAGGGTAGCNAAGGGGGACTA 
40 CTTCAACCCTGAGGAACACGGCCGNGGAAA. 
ACTGCAGGCATATGGATGTTTGTCC 

SEQ ID NO: 596 

>20244 BLOOD 1 13392.1 1 AJ225028 g3892593 Human mRNA for GABA-B Rl a receptor. 
45 0 

GGCGCCCTCTCCCCGGTCTTCCCCTCTCTTCCCCCCGCCCTGCCTTCCCTTGCACC 
CTCCTTCTTCCCTCCGCCCGGGAGCTCTCCCTGGTCCCCGGCGCCGCCTCCTTCCC 
TCCCGGCTCCCCGCTCCCCGCTCCCGTGGCTGCCGCCGCCCCGGGGAAGAAGAGA 
CAGGGGTGGGGTTTGGGGGAAGCGAGAGAGGAGGGGAGAGACCCTGGCCAGGC 



507 



WO 02/074979 



PCT7US02/08456 



TGGAGCCTGGATTCGAGGGGAGGAGGGACGGGAGGAGGAGAAAGGTGGAGGAG 
AAGGGAGGGGGGAGCGGGGAGGAGCGGCCGGGCCTGGGGCCTTGAGGCCCGGG 
GAGAGCCGGGGAGCCGGGCCCGCGCGCCGAGATGTTGCTGCTGCTGTTACTGGC 
GCCACTCTTCCTCCGCCCCCCGGGCGCGGGCGGGGCGCAGACCCCCAACGCCAC 
5 CTCAGAAGGTTGCCAGATCATACACCCGCCCTGGGAAGGGGGCATCAGGTACCG 
GGGCCTGACTCGGGACCAGGTGAAGGCTATCAACTTCCTGCCAGTGGACTATGA 
GATTGAGTATGTGTGCCGGGGGGAGCGCGAGGTGGTGGGGCCCAAGGTCCGCAA 
GTGCCTGGCCAACGGCTCCTGGACAGATATGGACACACCCAGCCGCTGTGTCCG 
AATCTGCTCCAAGTCTTATTTGACCCTGGAAAATGGGAAGGTTTTCCTGACGGGT 

1 0 GGGGACCTCCCAGCTCTGGACGGAGCCCGGGTGGATTTCCGGTGTGACCCCGACT 
TCCATCTGGTGGGCAGCTCCCGGAGCATCTGTAGTCAGGGCCAGTGGAGCACCCC 
CAAGCCCCACTGCCAGGTGAATCGAACGCCACACTCAGAACGGCGCGCAGTGTA 
CATCGGGGCACTGTTTCCCATGAGCGGGGGCTGGCCAGGGGGCCAGGCCTGCCA 
GCCCGCGGTGGAGATGGCGCTGGAGGACGTGAATAGCCGCAGGGACATCCTGCC 

1 5 GGACTATGAGCTCAAGCTCATCCACCACGACAGCAAGTGTGATCCAGGCCAAGC 
CACCAAGTACCTATATGAGCTGCTCTACAACGACCCTATCAAGATCATCCTTATG 
CCTGGCTGCAGCTCTGTCTCCACGCTGGTGGCTGAGGCTGCTAGGATGTGGAACC 
TCATTGTGCTTTCCTATGGCTCCAGCTCACCAGCCCTGTCAAACCGGCAGCGTTTC 
CCCACTTTCTTCCGAACGCACCCATCAGCCACACTCCACAACCCTACCCGCGTGA 

20 AACTCTTTGAAAAGTGGGGCTGGAAGAAGATTGCTACCATCCAGCAGACCACTG 
AGGTCTTCACTTCGACTCTGGACGACCTGGAGGAACGAGTGAAGGAGGCTGGAA 
1 TTGAGATTACTTTCCGCGAGAGTTTGTTGTGAGATCCAGCTGTGGCCGTCAAAA/^ 

.. ;i;GGgFG.AAGCGCCAGGATGGeCGAATCATCGTGGGACTTITCTATGAGACTGAAGG.G 
' : :GGGAAAGTTTTTTGTGAGGTGTACAAGGAGGGTGrCT ; rTGGGAAGAAGTACGTGT 

25 GGTTCCTCATTGGGTGGTATGCTGACAATTGGTTGAAGATCTACGACCCTTCTATC 
AACTGCACAGTGGATGAGATGACTGAGGCGGTGGAGGGCCACATCACAACTGAG 
ATTGTCATGCTGAATCCTGCCAATACCCGCAGCATTTCCAACATGACATCCCAGG 
AATTTGTGGAGAAACTAACCAAGCGACTGAAAAGACACCCTGAGGAGACAGGA 
GGCTTCCAGGAGGCACCGCTGGCCTATGATGCCATCTGGGCCTTGGCACTGGCCC 

30 TGAACAAGACATCTGGAGGAGGCGGCCGTTCTGGTGTGCGCCTGGAGGACTTCA 
ACTACAACAACCAGACCATTACCGACCAAATCTACCGGGCAATGAACTCTTCGTC 
CTTTGAGGGTGTCTCTGGCCATGTGGTGTTTGATGCCAGCGGCTCTCGGATGGCA 
. . .TGGACGCTTATGGAGCAGCTTGAGGGTGGCAGCTACAAGAAGATTGGCTACTAT 

3 5 TCCCCCCCAGCTGACCAGACCCTGGTCATCAAGACATTCCGCTTCCTGTCACAGA 
AACTCTTTATCTCCGTCTCAGTTCTCTCCAGCCTGGGCATTGTCCTAGCTGTTGTC 
TGTCTGTCCTTTAACATCTACAACTCACATGTCCGTTATATCCAGAACTCACAGCC 
CAACCTGAACAACCTGACTGCTGTGGGCTGCTCACTGGCTTTAGCTGCTGTCTTC 
CCCCTGGGGCTCGATGGTTACCACATTGGGAGGAACCAGTTTCCTTTCGTCTGCC 

40 AGGCCCGCCTCTGGCTCCTGGGCCTGGGCTTTAGTCTGGGCTACGGTTCCATGTT 
CACCAAGATTTGGTGGGTCCACACGGTCTTCACAAAGAAGGAAGAAAAGAAGGA 
GTGGAGGAAGACTCTGGAACCCTGGAAGCTGTATGCCACAGTGGGCCTGCTGGT 
GGGCATGGATGTCCTCACTCTCGCCATCTGGCAGATCGTGGACCCTCTGCACCGG 
ACCATTGAGACATTTGCCAAGGAGGAACCTAAGGAAGATATTGACGTCTCTATTC 

45 TGCCCCAGCTGGAGCATTGCAGCTCCAGGAAGATGAATACATGGCTTGGCATTTT 
CTATGGTTACAAGGGGCTGCTGCTGCTGCTGGGAATCTTCCTTGCTTATGAGACC 
AAGAGTGTGTCCACTGAGAAGATCAATGATCACCGGGCTGTGGGCATGGCTATC 
TACAATGTGGCAGTCCTGTGCCTCATCACTGCTCCTGTCACCATGATTCTGTCCAG 
CCAGCAGGATGCAGCCTTTGCCTTTGCCTCTCTrGCCATAGTTTTCTCCTCCTATA 
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TCACTCTTGTTGTGCTCTTTGTGCCCAAGATGCGCAGGCTGATCACCCGAGGGGA 
ATGGCAGTCGGAGGCGCAGGACACCATGAAGACAGGGTCATCGACCAACAACA 
ACGAGGAGGAGAAGTCCCGGCTGTTGGAGAAGGAGAACCGTGAACTGGAAAAG 
ATCATTGCTGAGAAAGAGGAGCGTGTCTCTGAACTGCGCCATCAACTCCAGTCTC 
5 GGCAGCAGCTCCGCTCCCGGCGCCACCCACCGACACCCCCAGAACCCTCTGGGG 
GCCTGCCCAGGGGACCCCCTGAGCCCCCCGACCGGCTTAGCTGTGATGGGAGTC 
GAGTGCATTTGCTTTATAAGTGAGGGTAGGGTGAGGGAGGACAGGCCAGTAGGG 
GGAGGGAAAGGGAGAGGGGAAGGGCAGGGGACTCAGGAAGCAGGGGGTCCCCA 
TCCCCAGCTGGGAAGAACATGCTATCCAATCTCATCTCTTGTAAATACATGTCCC 

1 0 CCTGTGAGTTCTGGGCTGATTTGGGTCTCTCATACCTCTGGGAAACAGACCTTTTT 
CTCTCTTACTGCTTCATGTAATTTTGTATCACCTCTTCACAATTTAGTTCGTACCTG 
GCTTGAAGCTGCTCACTGCTCACACGCTGCCTCCTCAGCAGCCTCACTGCATCTTT 
CTCTTCCCATGCAACACCCTCTTCTAGTTACCACGGCAACCCCTGCAGCTCCTCTG 
CCTTTGTGCTCTGTTCCTGTCCAGCAGGGGTCTCCCAACAAGTGCTCTTTCCACCC 

1 5 CCAAAGGGGCCTCTCCTTTTCTCCACTGTCATAATCTCTTTCC ATCTTACTTGCCC 
TTCTATACTTTCTCACATGTGGCTCCCCCTGAATTTTGCTTCCTTTGGGAGCTCATT 
CTTTTCGCCAAGGCTCACATGCTCCTTGCCTCTGCTCTGTGCACTCACGCTCAGCA 
CACATGCATCCTCCCCTCTCCTGCGTGTGCCCACTGAACATGCTCATGTGTACAC 
ACGCTTTTCCCGTATGCTTTCTTCATGTTCAGTCACATGTGCTCTCGGGTGCCCTG 

20 CATTCACAGCTACGTGTGCCCCTCTCATGGTCATGGGTCTGCCCTTGAGCGTGTTT 
GGGTAGGCATGTGCAATTTGTCTAGCATGCTGAGTCATGTCTTTCCTATTTGCACA 
• ' '& GGTGGATGTTf ATCCATGTAeTTTeCCTGTGTACCCTCCATGTACG-nrGTGTACTTT : '■ 
i i <• : - 4 GTTCCGTT AA^^TG ATGGTATTCTTGTGACAGAGCGATATGTACCGTACGCTGG^G A. 
,V,., •• ■>■< TTGTTATGCAGTTTTGCCGAATTCATGTTIGGTGGGGGCATCCACAC •■ 

25 GTCACAGAATCTCCATTTCTGCTCAGATrceCCCCATGTCCATTGCATTCATGTAC 
TACCCTCAGTCTACACTCACAATCATCTTCTCCCAAGACTGCTCCCTTTTGTTTTG 
TGTTTTTTTGAGGGGAATTAAGGAAAAATAAGTGGGGGCAGGTTTGGAGAGCTG 
CTTCCAGTGGATAGTTGATGAGAATCCTGACCAAAGGAAGGCACCCTTGACTGTT 
GGGATAGACAGATGGACCTATGGGGTGGGAGGTGGTGTCCCTTTCACACTGTGG 

30 TGTCTCTTGGGGAAGGATCTCCCCGAATCTCAATAAACCAGTGAACAGTGTGAAA 
AAACAAAACAAGGGGCGGCCGCCGATTATTG 

SF.QIDNO:597 

' >20'2B4" BLOOD 1039926.6 X02488 gl79595 Human collagen alpha-2 type I mRNA, 

35 complete cds, clone pHCOL2Al . 0 

GTGTCCCATAGTGTTTCCAAACTTGGAAAGGGCGGGGGAGGGCGGGAGGATGCG 
GAGGGCGGAGGTATGCAGACAACGAGTCAGAGTTTCCCCTTGAAAGCTCAAAAG 
TGTCCACGTCCTCAAAAAGAATGGAACCAATTTAAGAAGCCAGCCCCGTGGCCA 
CGTCCCTTCCCCCATTCGCTCCCTCCTCTGCGCCCCCGCAGGCTCCTCCCAGCTGT 

40 GGCTGCCCGGGCCCCCAGCCCCAGCCCTCCCATTGGTGGAGGCCCTTTTGGAGGC 
ACCCTAGGGCCAGGGAAACTTTTGCCGTATAAATAGGGCAGATCCGGGCTTTATT 
ATTTTAGCACCACGGCAGCAGGAGGTTTCGGCTAAGTTGGAGGTACTGGCCACG 
ACTGCATGCCCGCGCCCGCCAGGTGATACCTCCGCCGGTGACCCAGGGGGCTCTG 
CGACACAAGGAGTCTGCATGTCTAAGTGCTAGACATGCTCAGCTTTGTGGATACG 

45 CGGACTTTGTTGCTGCTTGCAGTAACCTTATGCCTAGCAACATGCCAATCTTTACA 
AGAGGAAACTGTAAGAAAGGGCCCAGCCGGAGATAGAGGACCACGTGGAGAAA 
GGGGTCCACCAGGCCCCCCAGGCAGAGATGGTGAAGATGGTCCCACAGGCCCTC 
CTGGTCCACCTGGTCCTCCTGGCCCCCCTGGTCTCGGTGGGAACTTTGCTGCTCAG 
TATGATGGAAAAGGAGTTGGACTTGGCCCTGGACCAATGGGCTTAATGGGACCT 
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agaggcccacctggtgcagctggagccccaggccctcaaggtttccaaggacct 
gctggtgagcctggtgaacctggtcaaactggtcctgcaggtgctcgtggtccag 
ctggccctcctggcaaggctggtgaagatggtcaccctgggaaaacccggacga 
cctggtgagagaggagttgttggaccacagggtgctcgtggtttccctggaactc 
5 ctggacttcctggcttcaaaggcattaggggacacaatggtctggatggattgaa 
gggacagcccggtgctcctggtgtgaagggtgaacctggtgcccctggtgaaaa 
tggaactccaggtcaaacaggagcccgtgggcttcctggtgagagaggacgtgt 
tggtgcccgtggcccagctggtgcccgtggcagtgatggaagtgtgggtcccgtg 
ggtcctgctggtcccattgggtctgctggccctccaggcttcccaggtgcccctg 

1 0 gccccaagggtgaaattggagctgttggtaacgctggtcctgctggtcccgccgg 
tccccgtggtgaagtgggtcttccaggcctctccggccccgttggacctcctggt 
aatcctggagcaaacggccttactggtgccaagggtgctgctggccttcccggcg 
ttgctggggctcccggcctccctggaccccgcggtattcctggccctgttggtgct 
gccggtgctactggtgccagaggacttgttggtgagcctggtccagctggctcca 

1 5 aaggagagagcggtaacaagggtgagcccggctctgcttgggccccaaggtcct 
cctggtcccagtggtgaagaaggaaagagaggccctaatggggaagctggatct 
gccggccctccaggacctcctgggctgagaggtagtcctggttctcgtggtcttc 
ctggagctgatggcagagctggcgtcatgggccctcctggtagtcgtggtgcaa 
gtggccctgctggagtccgaggacctaatggagatgctggtcgccctggggagc 

20 ctggtctcatgggacccagaggtcttcctggttcccctggaaatatcggccccgc 
tggaaaagaaggtcctgtcggcctccctggcatcgacggcaggcctggcccaat 
'.: ;'t : ggcggagctggaggaagaggagaggg3'ggca.agattggattgcctgga.ggcav\ 
r - : i • ■-. < .aggcgggactggtgatcctgggaaaaaeggtgataiaaggtgatggtggtc'ftggt 
. • '•' -ggtgctc:ggggtggtccaggtggtgatggaaac/^tggtgctcaggga€gtgctg 

25 gaccacagggtgttcaaggtggaaaaggtgaacagggtcccgctggtcctccag 
gcttccagggtctgcctggcccctcaggtcccgctggtgaagttggcaaaccagg 
agaaaggggtctccatggtgagtttggtctccctggtcctgctggtccaagaggg 
gaacgcggtcccccaggtgagagtggtgctgccggtcctactggtcctattggaa 
gccgaggtccttctggacccccagggcctgatggaaacaagggtgaacctggtg 

30 tggttggtgctgtgggcactgctggtccatctggtcctagtggactcccaggaga 
gaggggtgctgctggcatacctggaggcaagggagaaaagggtgaacctggtct 
cagaggtgaaattggtaaccctggcagagatggtgctcgtggtgctcctggtgct 
gtaggtgcccctggtcctgctggagccacaggtgaccggggcgaagctggggcx 
gctggtcctgctggtcctgctggtcctcggggaagccctggtgaacgtggigagg 

35 tcggtcctgctggccccaatggatttgctggtcctgctggtgctgctggtcaacct 
ggtgctaaaggagaaagaggagccaaagggcctaagggtgaaaacggtgttgt 
tggtcccacaggccccgttggagctgctggcccagctggtccaaatggtcccccc 
ggtcctgctggaagtcgtggtgatggaggcccccctggtatgactggtttccctg 
gtgctgctggacggactggtcccccaggaccctctggtatttctggccctcctgg 

40 tccccctggtcctgctgggaaagaagggcttcgtggtcctcgtggtgaccaaggt 
ccagttggccgaactggagaagtaggtgcagttggtccccctggcttcgctggtg 
agaagggtccctctggagaggctggtactgctggacctcctggcactccaggtcc 
tcagggtcttcttggtgctcctggtattctgggtctccctggctcgagaggtgaa 
cgtggtctaccaggtgttgctggtgctgtgggtgaacctggtcctcttggcattg 

45 ccggccctcctggggcccgtggtcctcctggtgctgtgggtagtcctggagtcaa 
cggtgctcctggtgaagctggtcgtgatggcaaccctgggaacgatggtccccca 
ggtcgcgatggtcaacccggacacaagggagagcgcggttaccctggcaatatt 
ggtcccgttggtgctgcaggtgcacctggtcctcatggccccgtgggtcctgctg 
gcaaacatggaaaccgtggtgaaactggtccttctggtcctgttggtcctgctgg 
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TGCTGTTGGCCCAAGAGGTCCTAGTGGCCCACAAGGCATTCGTGGCGATAAGGG 
AGAGCCCGGTGAAAAGGGGCCCAGAGGTCTTCCTGGCTTAAAGGGACACAATGG 
ATTGCAAGGTCTGCCTGGTATCGCTGGTCACCATGGTGATCAAGGTGCTCCTGGC 
TCCGTGGGTCCTGCTGGTCCTAGGGGCCCTGCTGGTCCTTCTGGCCCTGCTGGAA 
5 AAGATGGTCGCACTGGACATCCTGGTACAGTTGGACCTGCTGGCATTCGAGGCCC 
TCAGGGTCACCAAGGCCCTGCTGGCCCCCCTGGTCCCCCTGGCCCTCCTGGACCT 
CCAGGTGTAAGCGGTGGTGGTTATGACTTTGGTTACGATGGAGACTTCTACAGGG 
CTGACCAGCCTCGCTCAGCACCTTCTCTCAGACCCAAGGACTATGAAGTTGATGC 
TACTCTGAAGTCTCTCAACAACCAGATTGAGACCCTTCTTACTCCTGAAGGCTCT 

1 0 AGAAAGAACCCAGCTCGCACATGCCGTGACTTGAGACTCAGCCACCCAGAGTGG 
AGCAGTGGTTACTACTGGATTGACCCTAACCAAGGGATGCACTATGGATGCTATC 
AAAGTATACTGTGATTTCTCTACTGGCGAAACCTGTATCCGGGCCCAACCTGAAA 
ACATCCCAGCCAAGAACTGGTATAGGAGCTCCAAGGACAAGAAACACGTCTGGC 
TAGGAGAAACTATCAATGCTGGCAGCCAGTTTGAATATAATGTAGAAGGAGTGA 

1 5 CTTCCAAGGAAATGGCTACCCAACTTGCCTTCATGCGCCTGCTGGCCAACTATGC 
CTCTCAGAACATCACCTACCACTGCAAGAACAGCATTGCATACATGGATGAGGA 
GACTGGCAACCTGAAAAAGGCTGTCATTCTACAGGGCTCTAATGATGTTGAACTT 
GTTGCTGAGGGCAACAGCAGGTTCACTTACACTGTTCTTGTAGATGGCTGCTCTA 
AAAAGACAAATGAATGGGGAAAGACAATCATTGAATACAAAACAAATAAGCCA 

20 TCACGCCTGCCCTTCCTTGATATTGCACCTTTGGACATCGGTGGTGCTGACCAGG 
AATTCTTTGTGGACATTGGCCCAGTCTGTTTCAAATAAATGAACTCAATCTAAAT 
TAAAAAAGAAAGAAATTTGAAAA!A^ 
IlAACTGAAAGCTGAATOCTTCGAOTTCra^^ 
. cGGCAAAAGAGAAAAAGAAGGATTGATGAGAGeATTGTGC'AATAGAGITrCA^A 

25 ACTCCTTCCCCCGCTCCCCCAAAAATTTGAATTTTTTTTTCAACACTCTTACACCT 
GTTArGGAAAATGTCAACCTTTGTAAGAAAACCAAAATAAAAATTGAAAAATAA 
AAACCATAAACATTTGCACCACTTGTGGCTTTTGAATATCTTCCACAGAGGGAAG 
TTTAAAA.CCCAAACTTCCAAAGGTTTAAACTACCTCAAAACACTTTCCCATGAGT 
GTGATCCACATTGTTAGGTGCTGACCTAGACAGAGATGAACTGAGGTCCTTGTTT 

30 TGTTTTGTTCATAATACAAAGGTGCTAATTAATAGTATTTCAGATACTTGAAGAA 
TGTTGATGGTGCTAGAAGAATTTGAGAAGAAATACTCCTGTATTGAGTTGTATCG 
TGTGGTGTATTTTTTAAAAAATTTGATTTAGCATTCATATTTTCCATCTTATTCCCA 
ATTAAAAGTATGCAGATTATTTGCCCAAAGTTGTCCTCTTCTTGAGATTCAGCATT 
TGTTCTTTGCCAGTCTCATTTTCATCTTCTTCCATGGTTCCACAGAAGCTrfG'iTTC 

35 TTGGGCAAGCAGAAAAATTAAATTGTACCTATTTAAACATCTCACATATACAAAA 
TAGGTACAATGTTTAAATAAATTGTGAAAAAAATGAAATAAAGCATGTTTGGTTT 
TCCAAAAGAAAAAAAAAAAAAAAGGGCG 

SEQ ID NO: 598 

40 >20804 BLOOD 1095729. 1 D29990 g484049 Human mRNA for cationic amino acid 
transporter 2, complete cds. 0 

GAATTCCGGCTCTCAAATTTTCTATAGAATCAAGATAGAACCTTTAGATGTCTCA 
CCACGAAACTAGCAACTGGAATGAAGATAGAAACAAGTGGTTATAACTCAGACA 
AACTAATTTGTCGAGGGTTTATTGGAACACCTGCCCCACCGGTTTGCGACANAAG 
45 TTTCTCCTGTCGCCTTCGTCAGACGTCAGAATGATTCCTTGCAGAGCCGCGCTGA 
CCTTTGCCCGATGTCTGATCCGGAGAAAAATCGTGACCCTGGACAGTCTAGAAGA 
CACCAAATTATGCCGCTGCTTATCCACCATGGACCTCATTGCCCTGGGCGTTGGA 
AGCACCCTTGGGGCCGGGGTTTATGTCCTCGCTGGGGAGGTGGCCAAGGCAGAC 
TCGGGCCCCAGCATCGTGGTGTCCTTCCTCATTGCTGCCCTGGCTTCAGTGATGGC 
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TGGCCTCTGCTATGCCGAATTTGGGGCCCGTGTTCCCAAGACGGGGTCTGCATAT 
TTGTACACCTACGTGACTGTCGGAGAGCTGTGGGCCTTCATCACTGGCTGGAATC 
TCATTTTATCGTATGTGATAGGTACATCAAGTGTTGCAAGAGCCTGGAGTGGCAC 
CTTTGATGAACTTCTTAGCAAACAGATTGGTCAGTTTTTGAGGACATACTTCAGA 
5 ATGAATTACACTGGTCTTGCAGAATATCCCGATTTTTTTGCTGTGTGCCTTATATT 
ACTTCTAGCAGGTCTTTTGTCTTTTGGAGTAAAAGAGTCTGCTTGGGTGAATAAA 
GTCTTCACAGCTGTTAATATTCTCGTCCTTCTGTTTGTGATGGTTGCTGGGTTTGT 
GAAAGGAAATGTGGCAAACTGGAAGATTAGTGAAGAGTTTCTCAAAAATATATC 
AGCAAGTGCCAGAGAGCCACCTTCTGAAAACGGAACAAGTATCTATGGGGCTGG 

1 0 TGGCTTTATGCCTTATGGCTTTACGGGAACGTTGGCTGGTGCTGC AACTTGCTTTT 
ATGCCTTTGTGGGATTTGACTGCATTGCAACAACTGGTGAAGAAGTTCGGAATCC 
CCAGAAAGCTATTCCCATTGGAATTGTGACGTCTTTGCTTGTTTGCTTTATGGCCT 
ATTTTGGGGTCTCTGCAGCTTTAACACTTATGATGCCGTACTACCTCCTCGATGAA 
AAAAGCCCCCTTCCTGTAGCGTTTGAATATGTGGGATGGGGTCCTGGCAAATATG 

1 5 TCGTCGCAGCTGGTTCTCTCTGCGCCTTGTCAACAAGTCTTCTTGGATCCATTTTC 
CCAATGCCTCGTGTAATCTATGCTATGGCGGAGGATGGGTTGCTTTTCAAATGTC 
TAGCTCAAATCAATTCCAAAACGAAGACACCAATAATTGCTACTTTATCATCGGG 
TGCAGTGGCAGCTTTGATGGCCTTTCTGTTTGACCTGAAGGCGCTTGTGGACATG 
ATGTCCATTGGCACACTCATGGCCTACTCTCTGGTGGCAGCCTGTGTTCTCATCCT 

20 CAGGTACCAGCCTGGCTTATCTTACGACCAGCCCAAATGTTCTCCTGAGAAAGAT 
GGTCTGGGATCGTCTCCCAGGGTAACCTCGAAGAGTGAGTCCCAGGTCACCATGC 
•: • VTGGAGAGACAGGGGTTGAGGATGGGGACCGTGT1GTGCCCCTCCGFTCTGGCAAC 
. : • ? AGAGCAGTGAGCTTCTCTGGTGAGG1 : TTG.TGGTAGGATTCGTAGCTTTGG-1GGTGT . . ; • 
• LvTGGGCCTGAGTGTCTTGAGGACTSrACGGAGTTGATGGGATCACCAGGCTGGAGGC: 

25 CTGGAGCCTCGCTGTCCTCGCGCTGTTTCTTGTTCTCTTCGTTGCCATCGTTCTCAC 
CATCTGGAGGCAGCCCCAGAATCAGCAAAAAGTAGCCTTCATGGTTCCATTCTTA 
CCATTTTTGCCAGCGTTCAGCATCTTGGTGAACATTTACTTGATGGTCCAGTTAAG 
TGCAGACACTTGGGTCAGATTCAGCATTTGGATGGCAATTGGCTTCCTGATTTAC 
TTTTCTTATGGCATTAGACACAGCCTGGAGGGTCATCTGAGAGATGAAAACAATG 

30 AAGAAGATGCTTATCCAGACAACGTTCATGCAGCAGCAGAAGAAAAATCTGCCA 
TTCAAGCAAATGACCATCACCCAAGAAATCTCAGTTCACCTTTCATATTCCATGA 
AAAGACAAGTGAATTCTAACACTTGCAGGAGCAGAGCTGGTCATCGTCTTAGCA 
TACATATCCTACACTGAGTAAACCGTAACGGGATGTCATCAGCATGCTGGGTTGT 
CATGGGTTTGCTGCATACATAGTTCACCCTAATTTATACTIACTGATGTGGACAGC 

35 ATCTCCTCAGATGGTGAATTATGTGCACGGGGAAACCTCCTGAGTGGAAGTTTCA 
TTCATCAGTGATGAATAGCCCCCAAACAGTGGGANNhMNNNNNN^ 

TTTACTATTATTGTGTTACATTTTTCCAGTGTCGTCATTAATCGGTGGCATATACT 
GCACATACTGAAATAGAGCGAAATCACTGAATGTTAAGAGGTTCATCTAT 

40 

SEQ ID NO: 599 

>20816 BLOOD 1 102307.12 M14058 gl79643 Human complement Clr mRNA, complete 
cds. 0 

CnTTGTTTATGCAAATAGTTCATTCCCTCCAACATTCCTCCGGGAATGGTCCCCC 
45 CTCCACTCCACAGAAAACCCTCCCCTCCCTGCTGTGCATGACGCGGGCTCCCTCT 
GCACACAGTGCACGAAGACGCTGTCGGGAGAGCCCAGGATTCAACACGGGCCTT 
GAGAAATGTGGCTCTTGTACCTCCTGGTGCCGGCCCTGTTCTGCAGGGCAGGAGG 
CTCCATTCCCATCCCTCAGAAGTTATTTGGGGAGGTGACTTCCCCTCTGTTCCCCA 
AGCCTTACCCCAACAACTTTGAAACAACCACTGTGATCACAGTCCCCACGGGATA 
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CAGGGTGAAGCTCGTCTTCCAGCAGTTTGACCTGGAGCCTTCTGAAGGCTGCTTC 
TATGATTATGTCAAGATCTCTGCTGATAAGAAAAGCCTGGGGAGGTTCTGTGGGC 
AACTGGGTTCTCCACTGGGCAACCCCCCGGGAAAGAAGGAATTTATGTCCCAAG 
GGAACAAGATGCTGCTGACCTTCCACACAGACTTCTCCAACGAGGAGAATGGGA 
5 CCATCATGTTCTACAAGGGCTTCCTGGCCTACTACCAAGCTGTGGACCTTGATGA 
ATGTGCTTCCCGGAGCAAATCAGGGGAGGAGGATCCCCAGCGCCAGTGCCAGCA 
CCTGTGTCACAACTACGTTGGAGGCTACTTCTGTTCCTGCCGTCCAGGCTATGAG 
CTTCAGAAAGACAGGCATTCCTGCCAGGCTGAGTGCAGCAGCGAGCTGTACACG 
GAGGCATCAGGCTACATCTCCAGCCTGGAGTACCCTCGGTCCTACCCCCCTGACC 

10 TGCGCTGCAACTACAGCATCCGGGTGGAGCGGGGCCTCACCCTGCACCTCAAGTT 
CCTGGAGCCTTTTGATATTGATGACCACCAGCAAGTACACTGCCCCTATGACCAG 
CTACAGATCTATGCCAACGGGAAGAACATTGGCGAGTTCTGTGGGAAGCAAAGG 
CCCCCCGACCTCGACACCAGCAGCAATGCTGTGGATCTGCTGTTCTTCACAGATG 
AGTCGGGGGACAGCCGGGGCTGGAAGCTGCGCTACACCACCGAGATCATCAAGT 

1 5 GCCCCCAGCCCAAGACCCTAGACGAGTTCACCATCATCCAGAACCTGCAGCCTCA 
GTACCAGTTCCGTGACTACTTCATTGCTACCTGCAAGCAAGGCTACCAGCTCATA 
GAGGGGAACCAGGTGCTGCATTCCTTCACAGCTGTCTGCCAGGATGATGGCACGT 
GGCATCGTGCCATGCCCAGATGCAAGATCAAGGACTGTGGGCAGCCCCGAAACC 
TGCCTAATGGTGACTTCCGTTACACCACCACAATGGGAGTGAACACCTACAAGGC 

20 CCGTATCCAGTACTACTGCCATGAGCCATATTACAAGATGCAGACCAGAGCTGGC 
AGCAGGGAGTCTGAGCAAGGGGTGTACACCTGCACAGCACAGGGCATTTGGAAG 
• - i . i .-. AATGAACAGAAGGGAGAGAAGATTCCTGGGTGCTTGCCAGTGTGTGGGAAGCee 

C : jGTGAACGCGGTGGAACAGAGGGAGCGGATGATGGGAGGGCAAA/^GGCAAGAT-: 
: GGGCAACTTeCCGTGGeAGGTGTTGAeCAACATCGACGGGGACGGGGGCGGGGC v 

25 CCTGCTGGGGGACCGCTGGATCCTCACAGCTGCCCACACCCTGTATCCCAAGGAA 
CACGAAGCGCAAAGCAACGCCTCTTTGGATGTGTTCCTGGGCCACACAAATGTG 
GAAGAGCTCATGAAGCTAGGAAATCACCCCATCCGCAGGGTCAGCGTCCACCCG 
GACTACCGTCAGGATGAGTCCTACAATTTTGAGGGGGACATCGCCCTGCTGGAGC 
TGGAAAATAGTGTCACCCTGGGTCCCAACCTCCTCCCCATCTGCCTCCCTGACAA 

30 CGATACCTTCTACGACCTGGGCTTGATGGGCTATGTCAGTGGCTTCGGGGTCATG 
GAGGAGAAGATTGCTCATGACCTCAGGTTTGTCCGTCTGCCCGTAGCTAATCCAC 
AGGCCTGTGAGAACTGGCTCCGGGGAAAGAATAGGATGGATGTGTTCTCTCAAA 
ACATGTTCTGTGCTGGACACGCATGTCTA AAGGAGGACGCCTGCCAGGGGGATA 
GTGGGGGCGTTTTTGGAGTAAGGGACCGGAAGACTGATCGCTGGGTGGCCACGG 

35 GCATCGTGTCCTGGGGCATCGGGTGCAGCAGGGGCTATGGCTTCTACACCAAAGT 
GCTCAACTACGTGGACTGGATCAAGAAAGAGATGGAGGAGGAGGACTGAGCCC 
AGAATTCACTAGGTTCGAATCCAGAGAGCAGTGTGGAAAAAAAAAACAAAAAA 
CAACTGACCAGTTGTTGATAACCACTAAGAGTCTCTATTAAAATTACTGATGCAG 
AAAGACCGTGTGTGAAATTCTCTTTCCTGTAGTCCCATTGATGTACTTTACCTGAA 

40 ACAACCCAAAGGGCCCCTTTCTTTCTTCTGAGGATTGCAGAGGATATAGTTATCA 
ATCTCTAGTTGTCACTTTCCTCTTCCACTTTGATACCATTGGGTCATTGAATATAA 
CTTTTTCCAAATAAAGTTTTATGAGAAATGCCTTATATTTTGTATTTC 
TTGCATGTAATAGACAACTTTCTCCACATCAAACATCACCATGTNTTTTTATAAA 
GTCACAGAATAAAATTTCTTGATATTGATGAAATTGTTCCTTAAGCAAGGAATAC 

45 CAATTTCCGCAACGTTGGATTCAGTCCCCTTATGTCTTCTAAAAGCTATAGTTTAT 
ACACTATTTTCAAGCTTAAATTGATTCTACAGGTTTAAAGTGTTGGAAAAAATTT 
GTCTGAAACATTTCATAATTTGTTTCCAGCATGAGGTATCTAAAGGATTTAGACC 
AGAGGTCTAGATTAAATAACTCTATTTTTAACATTTTAAAACCTTTTATTATTAAG 
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TTCTTTACATTAAAACCATTTNCTTTGTO 

CTTGGGATTAANATTTNGTNTTTAGGTNGGGAAAANATNAGGGGCTTTTGT 
SEQIDNO: 600 

5 >20825 BLOOD 1 000084.27 AF022375 g37 1 9220 Human vascular endothelial growth 
factor mRNA, complete cds. 0 

AAGGCCCTTCGGGGCCGGCCACCCTTTCACTACTTCTCCCCCGGACTCCTTGGTA 

GTCTGTTAGTGGGAGATCCTTGTTGCCGTCCCTTCGCCTCCTTCACCGCCGCAGAC 

CCCTTCAAGTTCTAGTCATGCGTGAGTGCATCTCCATCCACGTTGGCCAGGGCTG 

1 0 GTGTCCAGATTGGGCAATGCCTGCTGGGAGCTCTACTGCCTGGAACACGGCATCC 
AGCCCGATGGCCAGATGCCAAGTGACAAGACCATTGGGGGAGGAGATGATTCCT 
TCAACACCTTCTTCAGTGAAACGGGTGCTGGCAAGCATGTGCCCCGGGCAGTGTT 
TGTAGACTTGGAACCCACAGTCATTGATGAAGTTCGCACTGGCACTTACCGCCAG 
CTCTTCCACCCTGAGCAACTCATCACAGGCAAGGAAGATGCTGCCAATAACTATG 

1 5 CCCGAGGGCACTACACCATTGGCAAGGAGATCATTGACCTCGTGTTGGACCGAA 
TTCGCAAGCTGGCTGACCAGTGCACCGGTCTTCAGGGCTTCTTGGTTTTCCACAG 
CTTTGGTGGGGGAACTGGTTCTGGGTTCACCTCGCTGCTCATGGAACGTCTCTCA 
GTTGATTATGGCAAGAAGTCCAAGCTGGAGTTCTCCATTTACCCGGCGCCCCAGG 
TTTCCACAGCTGTAGTTGAGCCCTACAACTCCATCCTCACCACGCACACCACCCT 

20 GGAGCACTCTGATTGTGCCTTCATGGTAGACAATGAGGCCATCTATGACATCTGT 
CGTAGAAACCTCGATATCGAGCGCCCAACCTACACTAACCTTAACCGCCTTATTA 
: ..y. GGCAGATTGTGTCCTCGATCAGTGGTTCCeTGAGATTTGATGGAGCCGTGAATGTT-.- 
••■ . -: >..x: : : • GAGGTGACAGAATTGCAGAGCAAGGTGGTGCeC.TA€CGCCGCATCCAGT:TCCGTC. = 
TGGCCAGATATGGGGGTG1 ? GATCTGTGCTGAGAAAGGCTACCATGAAGAGC^TTG. 

25 TGTAGGAGAGATCACCAATGCTTGCTTTGAGCCAGCCAACCAGATGGTGAAATGT 
GACCCTCGCCATGGTAAATACATGGCTTGCTGCCTGTTGTACCGTGGTGACGTGG 
TTCCCAAAGATGTCAATGCTGCCATTGCCACCATCAAAACCAAGCGCAGCATCCA 
GTTTGTGGATTGGTGCCCCACTGGCTTCAAGGTTGGCATCAACTACCAGCCTCCC 
ACTGTGGTGCCTGGTGGAGACCTGGCCAAGGTACAGAGAGCTGTGTGCATGCTG 

30 AGCAACACCACAGCCATTGCTGAGGCCTGGGCTCGCCTGGACCACAAGTTTGAC 
CTGATGTATGCCAAGCGTGCCTTTGTTCACTGGTACGTGGGTGAGGGGATGGAGG 
AAGGCGAGTTTTCAGAGGCCCGTGAAGATATGGCTGCCCTTGAGAAGGATTATG 
- AGGAGGTTGGTGTGGATTCTGTTGAAGGAGAGGGTGAGGAAGAAGGAGAGGAA 
TACTAATTATGCA-TTCCTTrTGGCCGTGCAGCATGTCATGCTCCCAGAATTTCAGC 

35 TTCAGCTTAACTGACAGACGTTAAAGCTTTCTGGTTAGATTGTTTTCACTTGGTGA 
TCATGTCTTTTCCATGTGTACCTGTAATATTTTTCCATCATATCTCAAAGTAAACT 
TTGTCGTTGTTTAAAAATAAATATGTACTACGGAATATCTCGAAAAACTGCACTA 
GAGACAAAGACGTGATGTTAATATCTTTTCCCCACAATTATTACGGATAAACAGT 
AGCACCAATAAATAAATGATAACAAATATTAAAATTAAAAAAGGAGAGAGATTT 

40 AGTATGTAGAATTCTCTATTTTTTCTTGTTTTGTTTTTACATATAAAAAACAGAAT 
AGCAATGTCTATTTTATCAGAATCACATATATACATAAACATATGTATATATATA 
TACACACAAATACAAGTTGCCAAATATATATATAGTATGTAGATGTATATTGAAA 
CCTTATTTCAAAGGAATGTGTGCTGGGGAGCCAGGGGATCGGGGAGGGCAGAGC 
TGAGTGTTAGCAAAATTAAATATCTGTTCAAGATAAGCTAGTGACTGTCACCGAT 

45 CAGGGAGAGAGAGATTGGAAACATGAATTTTATATACAAAAACCGGTACAAATA 
AGAGAGCAAGAGAGAGCAAAAGATACATCTCATAAATAGTTGAAATTAAATATT 
AACCAAGAATACTGAAAAAAAAACCCTACTCTTTAATTAAATTAACTGTTTTAAT 
TTCTAATTAAAAAGGGATATTAAATAAGTACCGTATATAAAACACTTTCTCTTTT 
CTCTGCCTCCACAATGGGCACGTGGATCCTGCCCTGTCTCTCTGGTCCTTCCCTTC 



514 



WO 02/074979 



PCT/US02/08456 



CCTTCCCGAGGCACAGAGAGACAGGGCAGGATCCACGTGCCCATTGTGGAGGGA 
AGGGAAGGACCAGGGGATGGAGGAAGGTCAACCACTCACACACACACAACCAG 
GTCTCCTGGGGGGACAGAACTAGTGGTTTCAATGGTGTGAGGACATAGGTCCTTT 
TAGGCTGCATCCCAGGAAGGGGAGCAGGAAGAGGATGAGGGCGAGTCCCAGGA 
5 AGGGGAGCTGTCATGGGCTGCTTCTTCCAACAATGTGTCTCTTCTCTTCGCCGGG 
ACATCTGCCAGTGGTCTCCTGGGCAACTCAGAAGCAGGTGAGAGTAAGCGAAGG 
CCGCCCAGGCTCCTGAATCTTCCAGGCAGTGCCCCTGGGGGCGAGATGCGCGTGC 
AGCATGTGGAGGGAATCCCCAAAGCACAGCAATGTCCTGAAGCTCCCCAAACTC 
CTGGTCAGAGCCGGTGTCCTCATCCCTGTACCTGTGATCTGTCTTTCTGTCCGTCT 

1 0 GACCTGGGGTAGAGAGGCTCAGCGCCAGGGCTGGGTTTGTCGGTGTTCCCAAAA 
CTGGGTCATATTTGCCCCCATGCCCTGGCCTTGCACATTCCTGGGCAGGGGAGAG 
GACCCTGGCCCCACCAAGTGGGACAAAAAAAAGATCATGCCAGAGTCTCTCATC 
TCCTCCTCTTCCCTGTCAGGATCTGAGTGGGAACATTCCCCTCCCAACTCAAGTCC 
ACAGCAGTCAAATACATCCAGTGAAGACACCAATAACATTAGCACTGTTAATTTA 

1 5 AAAAAAGAATATATATATTTTATATATATAAAATAGAGATATTTATTTTTAT ATA 
TATATAATATATATATATATAAATGTATGTATGTGGGTGGGTGTGTCTACAGGAA 
TCCCAGAAATAAAACTCTCTAATCTTCCGGGCTCGGTGATTTAGCAGCAAGAAAA 
ATAAAATGGCGAATCCAATTCCAAGAGGGACCGTGCTGGGTCACCCGCCCGGGA 
ATGCTTCCGCCGGAGTCTCGCCCTCCGGACCCAAAGTGCTCTGCGCAGAGTCTCC 

20 TCTTCCTTCATTTCAGGTTTCTGGATTAAGGACTGTTCTGTCGATGGTGATGGTGT 
GGTGGCGGCAGCGTGGTTTCTGTATCGATCGTTCTGTATCAGTCTTTCCTGGTGAG 
. •-' : "AGATGTGGTTCGGGAAACCCTGAGGG AGGGTGGlTrCCTGCTGCGCGGGTGACCGC C 
* .** GTGGCCTT/GTGAGATGTGCAj\.GTAGGTT.GGTaTAAGTGAAGGTGCOTCGCGTTGCA . 
:•' rAC-GGG ASTCTGTG3?I!W 

25 AAATGGTTTCTCCGCTCTGAGCAAGGCCCACAGGGATTTTCTTGTCTTGCTCTATC^ 
TTTCTTTGGTCTGCATTCACATTTGTTGTGCTGTAGGAAGCTCATCTCTCCTATGT 
GCTGGCCTTGGTGAGGTTTGATCCGCATAATCTGCATGGTGATGTTGGACTCCTC 
AGTGGGCACACACTCCAGGCCCTCGTCATTGCAGCAGCCCCCGCATCGCATCAGG 
GGCACACAGGATGGCTTGAAGATGTACTCGATCTCATCAGGGTACTCCTGGAAG 

30 ATGTCCACCAGGGTCTCGATTGGATGGCAGTAGCTGCGCTGATAGACATCCATGA 
ACTTCACCACTTCGTGATGATTCTGCCCTCCTCCTTCTGCCATGGGTGCAGCCTGG 
GACCACTTGGCATGGTGGAGGTAGAGCAGCAAGGCAAGGCTCCAATGCACCCAA 
. GACAGCAGA AAGITCATGGTTTCGGAGGCCCGACCGGGGCCGGCGCGGCTCGCG 
: " -'CTCCCTCTCeGGe'i CGGGCTGTGGGGCGGCCCGCTCTCCTCGGCGCCTCGGCGAG ' 

35 CTACTCTTCCTCCCCGGCCCGAGGCCCGGGCCAGGGCCTGGGGAGCGCGCGCGG 
CTGGAGCACTGTCTGCGCACACCGCCGCCTCACCCGTCCATGAGCCCGGCTTCCG 
AGCGCCGAGTCGCCACTGCGGCCCCCTCTCCTCTTCCTTCTCTTCTTCCTCCTCCC 
CCTCCTCCGGCTGCGGCTCCTCCCGGCCCGAGCTAGCACTTCTCGCGGCTCCGCT 
CGGCTCGGCTTCCCCCGCGCGGACCACGGCTCCTCCGAAGCGAGAACAGCCCAG 

40 AAGTTGGACGAAAAGTTTCAGTGCGACGCCGCGAGCCCCGACCCCCTCCACCCC 
GCCTCCGGGCGCGGGCTCCGGCCCCTGCCCGCGGCTCGCCGCCGCGTCCACTGTC 
CGCCGCCGGCCGGGGAGGAGGTGGTAGCTGGGGCTGGGGGCGGNNNNNNNNN^ 
NNNNNNM^NNNNCGCGACTGGTCAGCTGCGGGATCCCAAGGGGGAGGGCTCAC 
GCCGCGCTCCGGCGGTCACCCCCAAAAGCAGGTCACTCACTTTGCCCCTGTCGCT 

45 TTCGCTGCTCGCACGCCCGCGCGCTCTCTCTGACCCCGTCTCTCTCTTCCTCGACT 
TCTCTCTGGAGCTCTTGCTACCTCTTTCCTCTTTCTGCTGGTTTCCAAAATCCACA 
GTGATTTGGGGAAGTAGAGCAATCTCCCCAAGCCGTCGGCCCGATTCAAGTGGG 
GAATGGCAAGCAAAAATAAATTAAAACGAGAAACAATACAGTTTTAAAAAAAA 
ATGTTTAAGAAAAAAGAAGAGGGATAAAACCCGGATCAATGAATATCAAATTCC 
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AGCACCGAGCGCCCTGGCCGGTGAGTCCGCTGACCGGTCCACCTAACCGCTGCG 

CCTCCCGACAGAGCGCTGGTGCTAGCCCCCAGCGCCACGACCTCCGAGCTACCCG 

GCTGCCCCAAG 

5 SEQ ID NO: 601 

>20881 BLOOD GB_R98877 gi|985478|gb|R98877|R98877 yq67f04.rl Soares fetal liver 
spleen 1NFLS Homo sapiens cDNA clone MAGE.200863 5' similar to contains Alu 
repetitive element;, mRNA sequence [Homo sapiens] 

GCTTTTATACACAACGTTTTTGTTAGGCATCACAGTTTTGCAACCTCTGCTCCAAA 

TCTCTTGTCCAGGNTGGAGTGCAATAGCGCGATCTGGGCTCACTGCAACCTCCGC 
CTCCCTGGTTCAAGCAATTCTCCTGCCTTGCCTCCTGAGTAGCTGGGATTACAGG 
CGTGTGTCACCACGCTTCGGCTAATTTTTGTATTTTTAGTAGAGGCAGGGTTTCAC 
CATGTCAAGCTGGTTCTTNGGACTCCCTGACGTCGTGATCCACCCGCCTTNGCCTT 
1 5 CCCAAAGTACTGGGGATTACAGGTNTGACATCTTTTNGCCCGNTCCGTTTTTCTTN 
AAAGTNGAGGCTTTAAATTTCTNGAACTCTTAGGTGNATTTCAT 

SEQ ID NO: 602 

>20921 BLOOD 478620.65 S62138 g386158 TLS/CHOP=hybrid gene {translocation 

20 breakpoint} [Human, myxoid liposarcomas cells, mRNA Mutant, 1682 nt]. 0 

GAATTCCAGGCGTCGGTGCTCAGCGGTGTTGGAACTTCGTTGGCTTGCTTGCCTG 

: • •• TG€G(?GCGTGCGGGGAGATGGGCT(SAAAGGGTAGATTATAC.CCAAGAAGOAA.CC 

{•: •«,CAAAflCTATGGGGCGTACGC€AGCCAGGGGGGGGAGGGCTATTCeGAG€AGAGG/.' 
.■ < r-.AGTGAGCCGTAGGGACAGGAGAG'KFACAGTGGTTATAGCGAGTCeACGGACACT- 

,25 ■ViTCAGGCTATGGCCAGAGCAGCTATTCTTCTTATGGCCAGAGCCAGAAOACAGGCT 
ATGGAACTCAGTCAACTCCCCAGGGATATGGCTCGACTGGCGGCTATGGCAGTA 
GCCAGAGCTCCCAATCGTCTTACGGGCAGCAGTCCTCCTATCCTGGCTATGGCCA 
GCAGCCAGCTCCCAGCAGCACCTCGGGAAGTTACGGTAGCAGTTCTCAGAGCAG 
CAGCTATGGGCAGCCCCAGAGTGGGAGCTACAGCCAGCAGCCTAGCTATGGTGG 

30 ACAGCAGCAAAGCTATGGACAGCAGCAAAGCTATAATCCCCCTCAGGGCTATGG 
ACAGCAGAACCAGTACAACAGCAGCAGTGGTGGTGGAGGTGGAGGTGGAGGTG 
GAGGTAACTATGGCCAAGATCAATCCTCCATGAGTAGTGGTGGTGGCAGTGGTG 
GCGGTTATGGCAATOAAGACCAGAGTGGTGGAGGTGGCAGCGGTGGCTATGGAC 
AGGAGGACCGTGGAGGGGGCGGCAGGGGTGGCAGTGGTGGCGGCGGGGCGGCG 

35 GCGGTGGTGGTTACAACCGCAGCAGTGGTGGCTATGAACCCAGAGGTCGTGGAG 
GTGGCCGTGGAGGCAGAGGTGGCATGGGCGGAAGTGACCGTGGTGGCTTCAATA 
AATTTGGTGTGTTCAAGAAGGAAGTGTATCTTCATACATCACCACACCTGAAAGC 
AGATGTGCTTTTCCAGACTGATCCAACTGCAGAGATGGCAGCTGAGTCATTGCCT 
TTCTCCTTCGGGACACTGTCCAGCTGGGAGCTGGAAGCCTGGTATGAGGACCTGC 

40 AAGAGGTCCTGTCTTCAGATGAAAATGGGGGTACCTATGTTTCACCTCCTGGAAA 
TGAAGAGGAAGAATCAAAAATCTTCACCACTCTTGACCCTGCTTCTCTGGCTTGG 
CTGACTGAGGAGGAGCCAGAACCAGCAGAGGTCACAAGCACCTCCCAGAGCCCT 
CACTCTCCAGATTCCAGTCAGAGCTCCCTGGCTCAGGAGGAAGAGGAGGAAGAC 
CAAGGGAGAACCAGGAAACGGAAACAGAGTGGTCATTCCCCAGCCCGGGCTGG 

45 AAAGCAGCGCATGAAGGAGAAAGAACAGGAGAATGAAAGGAAAGTGGCACAGC 
TAGCTGAAGAGAATGAACGGCTCAAGCAGGAAATCGAGCGCCTGACCAGGGAA 
GTAGAGGCGACTCGCCGAGCTCTGATTGACCGAATGGTGAATCTGCACCAAGCA 
TGAACAATTGGGAGCATCAGTCCCCCACTTGGGCCACACTACCCACCTTTCCCAG 
AAGTGGCTACTGACTACCCTCTCACTAGTGCCAATGATGTGACCCTCAATCCCAC 
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ATACGCAGGGGGAAGGCTTGGAGTAGACAAAAGGAAAGGTCTCAGCTTGTATAT 
AGAGATTGTACATTTATTTATTACTGTCCCTATCTATTAAAGTGACTTTCTATGAG 
CCAAGGTCTTTTACTTTTTCTTCTTGCCTTTAGGGGCTTCAGGGGGTTTCCCCTCA 
GCTACAGCCAACTGTTTCTTTAGATCCAAGAGTTTCGCCACCTCCGCAGCAACCT 
5 CGTTCTTGTCTGCCTTTTGTGCTTTCAGTTCTCGGACAATGTTTCCCTAAGATAAA 
GGGGGGTGGGGAGGTAACAGTGAGGCAAGAAAAAGATCTATTTAGGATTCAGCT 
TGTCCAGTCTCCCACAGGGCTTAAGCTTCATACTTGTTTTGTCACTTCATCCATCA 
GCGCTTGTATCTGCTGTGGCTTGGCTGTTGTAACAGTCTCTACAACTGCTGGCTTC 
GGGGACGTTTTGCCTGGAGAACAACAAAGTTATCACCAGCAACCATAAATATCC 

1 0 CCTAACCTCCAGTTTTATACAGCATCTCAGAGGGAAAGTGGTTACCTTTAAGTCG 
AAGGTCTCTTCTAGTTAAGACAGGAAAGAAAAACTGTAAGTGAGGAAGCGGCAG 
GGCCAAAAGATGGAAAGAGTGATGGGTGAGGACTACTTAGGGAAATTAGGGAA 
GTGATGCTGTGGCTGTTGTGGAGCGAGGGCACAGCCTTTAGCTTTCTCACCTGGC 
CCCCTCCAAAGCGCTGCCTTAAACTTTCAATCTGGTCATTTTCCAATTTTTGGAAC 

1 5 AAGGGACTGACCTGTAAAAAAAGAGTTCCAGAATCATCTACTGATTGGATACAG 
ACTCTACCATAGACTATACAGATGACCTCTCCAACCCCAATCTCTGATGTGTTTTA 
GAAAGAACGAGCTTAACACTGAGCTAATATCTGCTGATTTTAGGAAATTAGCTGT 
AGCTTTCCCTGTGAAACCCCAAATAATTTGTAGGGTCAAAGATTCTTTAAGCTCT 
CTAAGGATGCTAGGCTGATCCAGAAGTTTAGCAATGTACTTACTTTTTCATTTTGT 

20 GTCAAAGAGGAAATGGCTTTCCTGTATTTTCCCTGCCCACTATCTGCTAGCATTAT 
GGAGACTAGGTGATCACAGTGTTTCTTCAAATATGTGTTTACCAGTTAGTTTTGTG 
a . , ? -. -5GCC AGGTTCTGGTTTCTGGeATGAAGAAGAATGAAGATGTACAGAT>j^rTCCGG 
• -i-.A , ^ACTTGTGAACGACTACCAAGGAGTTTATATCAGAAACTTAGGAGTCGGATGACCA 
' 4 ■■ AAGTAACACTGGAGAGATGl^AGGTCTTCTCTCACGGAGTCCAAAAGCTGCATGG 

25 CAAGAGTATCAATTTTAAGAGAGGCTGGCTCTTCCACCTACTGTGCCAATCTGGT 
GTCCTGCTGGTAAGGTACACAGGAAGTTTGTCAGCAGGATACTGCAGGCTGGAG 
GTGGGAGCTGCAGCTGGGCCTGGATTGTGGCACTAACCGTGGGCATGTAAGGCT 
GAAG 

30 SEQ ID NO: 603 

>20929 BLOOD 896499.1 X601 1 1 g34768 Human mRNA for MRP-1 . 0 
AAGTGCAGGAAGCGCTTGGGGACTGCCCAGCCCTCAGCTGTGTTATTATTCGGTG 
ATAGGTA-BTTGCTAATTACTTCCAAAAGCCTCCCATCTGTCATCCCACCCAGACT 
GCGGGG 1 TCf A ATTCCTGGTAGGCC AC ATGCTGTGCCC A ATG A A A AGT ATGGT GA 

3 5 GCGAGCGAAGGTTTGCAAGGAGACAG ACGAGGGCGAAATTAAGCC AGGCGGCT 
TCCCTTTAAATCCTCGCAAAGCAGAAGGGCCCCTCACTCTGGCAGCAGGCCTTGG 
CCAAGGGGCCTTTAGCCCTGACGACCCGGGGAAGAGTCTCCCAAAGCAGAACGC 
CCGGTCCGGCGCCCAGACCAAACGCGGGGGAACCGGAAGGGCGAGGCCTCCACC 
TTGCCGGGATTGCTGTCCTTGCCATTGGACTATGGCTCCGATTCGACTCTCAGACC 

40 AAGAGCATCTTCGAGCAAGAAACTAATAATAATAATTCCAGCTTCTACACAGGA 
GTCTATATTCTGATCGGAGCCGGCGCCCTCATGATGCTGGTGGGCTTCCTGGGCT 
GCTGCGGGGCTGTGCAGGAGTCCCAGTGCATGCTGGGACTGTTCTTCGGCTTCCT 
CTTGGTGATATTCGCCATTGAAATAGCTGCGGCCATCTGGGGATATTCCCACAAG 
GATGAGGTGATTAAGGAAGCCAGGAGTTTTACAAGGACACCTACAACAAGCTGA 

45 AAACCAAGGATGAGCCCCAGCGGGAAACGCTGAAAGCCATCCACTATGCGTTGA 
ACTGCTGTGGTTTGGCTGGGGGCGTGGAACAGTTTATCTCAGACATCTGCCCCAA 
GAAGGACGTACTCGAAACCTTCACCGTGAAGGTAAACTCAGACCAGGATCCTGG 
TGTCCCTGCCCCCATTGCTCTGGACAAACCCTGCAAGCATGAAAGTGACAGCAGC 
CAAGTGCTGCTTCAGCAAGACCCGTTCTGCCTGTGAAAGGGCCCCAGGGCACCC 
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ATCTCmCTCTCCCACTTTGGGCCCTCTGTTTACTCAAGGGCAATAAAACAAAG 
GCCGGACCAGGGGAATGACAAGTGTTCTGGCACCGCCCACTGCTGCCAGCCCGG 
AAGCTCTCAAGGGCAGGCGTGCTTCTGAGTCTTGGACTCCCACTCTGACTTTGTC 
AGTGGCTCCTGTCTGTAAGCCAGAGTTAATGTCCAACTCCAGAATAGTAAAAGGT 
5 GACCTTACAACCATGTCAGAAATAGACCCCCAAGCAGGGCTGTCCCTCCTCCTTC 
CCTGACGTCCTGCCCAGATTTTAGGGATCCACTAGCATAGCCATCCCTTTGTTCGC 
CTTTTCATCCACCAGCCAGAACTTCTCTTATCCCCGAACACTCCTGTCCCCAGCCC 
ACCCTCTGCCCACCAGTTCTCCCGGGTGAGACGGGGGCCATGGGAGGGAGGAGG 
TGCCCTGGGAGGAAGGATTGTGTGTGACCCAGGTCTTGGTTTGTCTCCCCAAGTC 
10 CTGTCCTGATGCCATCAAAGAGGTCTTCGACAATAAATTCCACATCATCGGCGCA 
GTGGGCATCGGCATTGCCGTGGTCATGATATTTGGCATGATCTTCAGTATGATCT 
TGTGCTGTGCTATCCGCAGGAACCGCGAGATGGTCTAGAGTCAGCTTACTTTCCT 
GGTCAGGGATGTAAGCTGACTCTAGACCAGGAAAGTTTACCCATGAAGATTGNN 

15 NN>WNNNNNNNNNNN^ 

CTTTATGTTTGTCTTTTAATGCTTCATTCAATATTGACATTTGTAGTTGAGCGGGG 
GGTTTGGTTTGCTTTGGTTTATATTTTTTCAGTTGTTTGTTTTTGCTTGTTATATTA 
AGCAGAAATCCTGCAATGAAAGGTACTATATTTGCTAGACTCTAGACAAGATATT 
GTACATAAAAGAATTTTTTTGTCTTTAAATAGATACAAATGTCTATCAACTTTAAT 

20 CAAGTTGTAACTTATATTGAAGACAATTTGATACATAATAAAAAATTATGACAAT 
GTCCTGG 

. • : ; '. <SEQ'ID.NO: 604 . :. -? . •• \, r- : , .. , ■ ; . - ?.i^:->\ \ :■ :) ; 

; ; v>2G9S7 fiLOOD 476760.8 AF030455 g31 69829 Human epithelid V^ike aMgeh 'fSrdc^arsor 

25 : ;(EVA)mRNA, complete cds.O 

GGCAGAGCGGGCTGAGTCACAGGCACAGGTGAGGAATCAACTCAAACTCCTCTC 
TCTGGGAAAACGCGGTGCTTGCTCCTCCCGGAGTGGCCTTGGCAGGGTGTTGGAG 
CCCTCGGTCTGCCCCGTCCGGTCTCTGGGGCCAAGGCTGGGTTTCCCTCATGTAT 
GGCAAGAGCTCTACTCGTGCGGTGCTTCTTCTCCTTGGCATACAGCTCACAGCTC 

30 TTTGGCCTATAGCAGCTGTGGAAATTTATACCTCCCGGGTGCTGGAGGCTGTTAA 
TGGGACAGATGCTCGGTTAAAATGCACTTTCTCCAGCTTTGCCCCTGTGGGTGAT 
GCTCTAACAGTGACCTGGAATTTTCGTCCTCTAGACGGGGGACCTGAGCAGTTTG 
TATTCTACTACCACATAGATCCCTTCCAACCCATGAGTGGGCGGTTTAAGGACGG 
- GGTGTCTTGGGATGGGAATCCTGAGCGGTACGATGCCTCCATCGTTCTG l GGAAA - 

35 CTGCAGTTCGACGACAATGGGACATACACCTGCCAGGTGAAGAACCCACCTGAT 
GTTGATGGGGTGATAGGGGAGATCCGGCTCAGCGTCGTGCACACTGTACGCTTCT 
CTGAGATCCACTTCCTGGCTCTGGCCATTGGCTCTGCCTGTGCACTGATGATCATA 
ATAGTAATTGTAGTGGTCCTCTTCCAGCATTACCGGAAAAAGCGATGGGCCGAA 
AGAGCTCATAAAGTGGTGGAGATAAAATCAAAAGAAGAGGAAAGGCTCAACCA 

40 AGAGAAAAAGGTCTCTGTTTATTTAGAAGACACAGACTAACAATTTTAGATGGA 
AGCTGAGATGATTTCCAAGAACAAGAACCCTAGTATTTCTTGAAGTTAATGGAAA 
CTTTTCTTTGGCTTTTCCAGTTGTGACCCGTTTTCCAACCAGTTCTGCAGCATATT 
AGATTCTAGACAAGCAACACCCCTCTGGAGCCAGCACAGTGCTCCTCCATATCAC 
CAGTCATACACAGCCTCATTATTAAGGTCTTATTTAATTTCAGAGTGTAAATTTTT 

45 TCAAGTGCTCATTAGGTTTTATAAACAAGAAGCTACATTTTTGCCCTTAAGATAC 
TACTTACAGTGTTATGACTTGTATACACATATATTGGTATCAAAAGGGATAAAAG 
CCAATTTGTCrGTTACATTTCCTTTCACGTATTTCTTTTAGCAGCACTTCTGCTACT 
AAAGTTAATGTGTTTACTCTCTTTCCTTCCCACATTCTCAATTAAAAGGTGAGCTA 
AGCCTCCTCGGTGTTTCTGATTAACAGTAAATCCTAAATTCAAACTGTTAAATGA 
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CATTTrTATTTTTATGTCrCTCCTTAAC 

CTTTCAATATTCCAGGTGATAGATTTTTGTTGTTTTGTTAATTAATCCAAGATTTA 
CAATAGCACAACGCTAAATCACACAGTAACTACAAAAGGTTACATAGATATGAA 
AAGATTGGCAGAGGCCATTGCAGGATGAATCACTTGTCACTTTTCTTCTGTGCTG 
5 GGAAAAATAATCAACAATGTGGGTCTTTCATGAGCAGTGACGGATAGTTTAGCTT 
ACTATGTTTCCCCCCCAATTCAATGATCTATAACAACAGAGCAAAGTCTATGCTC 
ATTTGCAGACTGGAATCATTAAGTAATTTAATAAAAAGATTGTGAAACAGCATAT 
TACAAGTTTGAAAATTCAGGGCTGGTGAAAAAAAATCAACTCTAAATGATGATA 
ATTTTGTACAGTTTTATATAAAACTCTGAGAACTAGAAGAAATTATTAACTTTTTT 

1 0 TCTTTTTTAATTCTAATTCACTTGTTTATTTTGGGGGAGGAAGACTTTGGTATGGA 
GCAAAGAAATACCAAAACTACTTTAAATGGAATAAAACCAACTTTATTCTTTTTT 
TCCCCCATACTGGTAGATAAAGCAAACTTTATAAGTGGGCTATTGAAAGAAAAG 
TTACAAGCTTAAGATACAGAAGCATTTGTTCAAAGGATAGAAAGCATCTAAAAG 
TTTAGGCTCAAGATCAATCTTTACAGATTGATATTTTCAGTTTTTAATCGACTGGA 

1 5 CTGCAGATGTTTTTTC1TTTAACAAACTGGAATTTTCAAACAGATTATCTGTATTT 
AAATGTATAGACCTTGATATTTTTCCAATACTATTTTTTAAAAAATTGTATGATTT 
ACATATGAACCTCAGTTCTGAAATTCATTACATATCTGTCTCATTCTGCCTTTTAT 
ACTGTCTAAAAAAGCAAAGTTTTAAAGTGCAATTTTAAAACTGTAAATTACATCT 
GAAGGCTATATATCCTTTAATCACATTTTATATTTTTTCTTCACAATTCTAACCTTT 

20 GAAAATATTATAACTGGATATTTCTTCAAACAGATGTCCTGGATGATGGTCCATA 
AGAATAATGAAGAAGTAGTTAAAAATGTATGGACAGTTTTTCCGGCAAAATTTGT 
AGCTTATGTCTTGGCTAAATAGTCAAGGGGTAATATGGGCCTGTI'GTTTAGTGTC 

. . TCeiTCCTAAAGAGGACTTTTGTATTGT^TlTATT'FlWAlTATGCTTT:&^€AGT ■ 
ATGTAAATAAACCTTTAGTAATAAAGA^TTATGAGTTATAT " r:^<::-\,> ^ . 

25 

SEQ ID NO: 605 

>20969 BLOOD INCYTE_3358822T6 

TTATACTCTGATTGCTCACTTACAGTATAAAATATTCACCCCGCTAAATAAATAA 
GACGACATTATTGCAAACGGCACTTAAACCCCCCCTGAGAGATAAGACCTCCCTT 

30 AGCTCAGGCAGGGGGTGCTCCTGAGTTTCTGTGTGAGATTCCCCAAGCACAGATA 
TACTCTGGGGGCTGAGATGGACAAAGGCTTGGGAAACCGCACTTTGTGCTTCTGG 
TCCTGCAGTAGCTCCAAACAGGGTTGTGGAGCTGGTGGGGAAAGTTGGGGGTAG 
GGGAAAGTTGGGGGTAGGGGAAATTTTGGGCAGTGCCTTC ATCAGCCCNGTCGX 
AGAGAGAGTAGAGGGGAATGGAAGTGGGGGGAAGCKlNNeiGGGGNCAAGAGAA 

35 GAGGGGNNGTT 

SEQ ID NO: 606 

>20988 BLOOD 233843.3 AK001972 g7023569 Human cDNA FLJ1 1 1 10 fis, clone 
PLACE1005921, weakly similar to AIG1 PROTEIN. 0 

40 ATCAGGTGGGCAGGTCCCTTGCACAAGTAAATCTGGACAGCTCCTCCCCTCACTT 
CCTCTCTTCTGCTGTTTCTCAACATCCTGGCTTAGTATTGTGTGCAAAATCAGAGA 
GGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAATAC 
GGCAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGG 
CAAGAGCCCAGAAATTCCCAATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCA 

45 GGAAAAAGTGCAACAGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGC 
ACTGCAGCAAAATCCATTACCAAGAAGTGTGAGAAACGCAGCAGCTCATGGAAG 
GAAACAGAACTTGTCGTAGTTGACACACCAGGCATTTTCGACACAGAGGTGCCC 
AATGCTGAAACGTCCAAGGAGATTATTCGCTGCATTCTTCTGACCTCCCCAGGGC 
CTCATGCTCTGCTTCTGGTGGTTCCACTGGGCCGTTACACTGAGGAAGAGCACAA 
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AGCCACAGAGAAGATCCTGAAAATGTTTGGAGAGAGGGCTAGAAGTTTCATGAT 
TCTCATATTCACCCGGAAAGATGACTTAGGTGACACCAATTTGCATGACTACTTA 
AGGGAAGCTCCAGAAGACATTCAAGACTTGATGGACATTTTCGGTGACCGCTACT 
GTGCGTTAAACAACAAGGCAACAGGCGCTGAGCAGGAGGCCCAGAGGGCACAG 
5 TTGCTGGGCCTGATCCAGCGCGTGGTGAGGGAGAACAAGGAAGGCTGCTACACT 
AATAGGATGTACCAAAGGGCGGAGGAGGAGATCCAGAAGCAAACACAAGCAAT 
GCAAGAACTCCACAGAGTGGAGCTGGAGAGAGAGAAAGCGCGGATAAGAGAGG 
AGTATGAAGAGAAAATCAGAAAGCTGGAAGATAAAGTGGAGCAGGAAAAGAGA 
AAGAAGCAAATGGAGAAGAAACTAGCAGAACAGGAGGCTCACTATGCTGTAAG 

10 GCAGCAAAGGGCAAGAACGGAAGTGGAGAGTAAGGATGGGATACTTGAATTAA 
TCATGACAGCGTTACAGATTGCTTCCTTTATTTTGTTACGTCTGTTCGCGGAAGAT 
TAAACTTAATGAAAATCTGTTTGTATTTTCTGCATATTCTCTGGCAACCTTGCCCC 
ATACTTACTTATTTAGCATAGTCGAGTGCTCTAGTTTCTGTCTCTCAGGCACTCGT 
AACTAAGGACCACCATTGGCCATTGGTAGATGTTTGATTGACTTAACAAGAGAG 

1 5 GGACAAATTTTCAATTTGTGAAACTCCAAAGCAGAAAGTATTGGTGCTTGCTACC 
TTGTGAATTCTTCCTTAGACATGCAGAGAAAATGTATGCAAGAGACCAAAAAGA 
TGGCTCCAAGCTATGTCATGTTACCTGTAATAAAATCTTTTCTTCTAGATTCTTTC 
TATGTTGGCAGATAATCTCCCCTTGTAGCTTCCACTCACTTATTCTTGCATTCAGA 
GTCACAATGATCATCTTACCCATGTGGTTTTTGAGAAAGAAAGATCAATTCTTTG 

20 TTTGCAGTAGGTAATCTTAGAGATGGAGATGATTGTAGAATTATTCCTAGATGAG 
TGTCAATTTATTTAATTCCATTGTCATATAAGGAGTCAAATTGTTTCTTATCATTT 
GTTGATTGAAGAACAGAG AGCTGTCTGGAAAATCGATG'rCTA CAAATTGA ATTAA . 

r . v>ATAATGATCGGCAAATGGTGAAAAAGTGAAATAGAGGAATTCAAGA©ATAATAG 
AGGAATGTTTAGTATATTCAGG1;GTATGTGTAGAAACTCTTTGAGGAACCTCAAT 

25 ITAACCAATTTGATGAATACCCAGTTCTCTTCTTTTCTAGAGAAAGATAGTTGCA 
ACCTCACCTCCCTCACTCAACACTTTGAATACTTATTGTTTGGCAGGTCATCCACA 
CACTTCTGCCCCCACTGCATTGAATTTITTGCTTATGTTGTTTATAATAAAACTTTT 
CAATTATCTCATAAAA 

30 SEQ ID NO: 607 

>21053 BLOOD INCYTE_g 1967662 

GCATTTCCCTGAAACCTGGGCTCTTGAAGACGCATCACTGGAGCAGATGGATAAT 
• . GGAGAGTGGGGCNNNNNNNh^ ... . . - . . . . f 

NjNN'iNliNlNNNNNNNhM^^ 

35 NNNNN^WN^nWCTGACCCAGTCACATTAAATGTAGGTGGACACTTGTATACAAC 
GTCTCTCACCACATTGACGCGTTACCCGGATTCCATGCTTGGAGCTATGTTTGGG 
GGGGACTTCCCCACAGCTCGAGACCCTCAAGGCAATTACTTTATTGATCGAGATG 
GACCTCTTTTCCGATATGTCCTCAACTTCTTAAGAACTTCAGAATTGACCTTACCG 
TTGGATTTT 

40 

SEQ ID NO: 608 

>21057 BLOOD JNCYTE_g8 19904 
TTTTTTTTGAAG<jTAGCAGTGCTTTTATTTACTT^ 

TAGGAATTTTCAGCAAAATACCAATTCAGCTATAAGTCTAATATGAAACACAGG 
45 AACTGTGAATATAAGCTTTTGGTGCTTGCTATGGAAAAATCAAATCAATAGCTTT 
AATGTCTTCTTACAATCTCATTTTGTTTCACTATAGCTCTGTTTTAGTTAGNATCTG 
CACATCTGTTTTGCTCCAGGGTAGTTAATTTNGCCAGTTCAGTTTCTCTGTAGGAT 
TTTTGCCATAGGTAGGAAAAGGGATTTTAAATATTAATAGGCC 
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SEQIDNO: 609 

>21063 BLOOD 474850.14 AF1 18224 g6647301 Human matriptase mRNA, complete cds. 0 
GCCTGCCGGACGCCTCCCATGTCTTCCCTGCCGGCAAGGCCATCTGGGTCACGGG 
CTGGGGACACACCCAGTATGGAGGCACTGGCGCGCTGATCCTGCAAAAGGGTGA 
5 GATCCGCGTCATCAACCAGACCACCTGCGAGAACCTCCTGCCGCAGCAGATCAC 
GCCGCGCATGATGGTGATTCCGGGGGACCCCTGTCCAGCGTGGAGGCGGATGGG 
CGGATCTTCCAGGCCGGTGTGGTGAGCTGGGAGACGGCTGCGCTCAGAGGAACA 
AGCCAGGCGTGTACACAAGGCTCCCTCTGTTTCGGGACTGGATCAAAGAGAACA 
CTGGGGTATAGGGGCCGGGGCCACCCAAATGTGTACACTGCGGGGCCACCCATC 

1 0 GTCCACCCCAGTGTGCACGCCTGCAGGCTGGAGACTGGACCGCTGACTGCACCA 
GCGCCCCCAGAACATACACTGTGAACTCAATCTCCAGGGCTCCAAATCTGCCTAG 
AAAACCTCTCGCTTCCTCAGCCTCCAAAGTGGAGCTGGGAGGTAGAAGGGGAGG 
ACACTGGTGGTTCTACTGACCCAACTGGGGGCAAAGGTTTGAAGACACAGCCTC 
CCCCGCCAGCCCCAAGCTGGGCCGAGGCGCGTTTGTGTATATCTGCCTCCCCTGT 

1 5 CTGTAAGGAGCAGCGGGAACGGAGCTTCGGAGCCTCCTCAGTGAAGGTGGTGGG 
GCTGCCGGATCTGGGCTGTGGGGCCCTTGGGCCACGCTCTTGAGGAAGCCCAGG 
CTCGGAGGACCCTGGAAAACAGACGGGTCTGAGACTGAAATTGTTTTACCAGCT 
CCCAGGGTGGACTTCAGTGTGTGTATTTGTGTAAATGAGTAAAACATTTATTTCTT 
TTT 

20 

SEQ ID NO: 610 

• (>2 1080. BLOOD .121 8745. 1.X04366 §29663, Human mRNA for calcium activated 'neutral' 
■ >pr6tease large subuhit (muCA>IP;calpainVEG'3.4:22.17)/0 ■'• ' : 

• CAGATCTGGATGGAGTTGTGACGrFin'GACTTGTTTAAGTGGTTGCAGeTGAGCAT : 
25 GTTTGCATGAGGCAGGGACTCGGTCCCCCTTGCCGTGCTCCCCTCCCTCCTCGTCT 

GCCAAGCCTCGCCTCCTACCACACCACACCAGGCCACCCCAGCTGCAAGTGCCTT 

CCTTGGAGCAGAGAGGCAGCCTCGTCCTCCTGTCCCCTCTCCTCCCAGCCACCAT 

CGTTCATCTGCTCCGGGC 



30 SEQIDNO: 611 

>21 089 BLOOD 478379.2 U5891 3 g4204907 Human chemokine (hmrp-2a) mRNA, 
complete cds. 0 

, . GGAAGCAGTGAGCCCAGGAGTCCTCGGCCAGCCCTGCCTGCCCACCAGGAGGAT. .. .,: 
GAAGG'rCTCCGTGGCTGCCCTCTCCTGCCTCATGCTTGTTACTGCCCTi'GGATCCG 

35 AGGCCCGGGTCACAAAAGATGCAGAGACAGAGTTCATGATGTCAAAGCTTCCAT 
TGGAAAATCCAGTACTTCTGGACATGCTCTGGAGGAGAAAGATTGGTCCTCAGAT 
GACCCTTTCTCATGCTGCAGGATTCCATGCTACTAGTGCTGACTGCTGCATCTCCT 
ACACCCCACGAAGCATCCCGTGTTCACTCCTGGAGAGTTACTTTGAAACGAACAG 
CGAGTGCTCCAAGCCGGGTGTCATCTTCCTCACCAAGAAGGGGCGACGTTTCTGT 

40 GCCAACCCCAGTGATAAGCAAGTTCAGGTTTGCATGAGAATGCTGAAGCTGGAC 
ACACGGATCAAGACCAGGAAGAATTGAACTTGTCAAGGTGAAGGGACACAAGTT 
GCCAGCCACCAACTTTCTTGCCTCAACTACCITCCTGAATTATTTTTTTAAGAAGC 
ATTTATTCTTGTGTTCTGGATTTAGAGCAATTCATCTAATAAACAGTTTCTCACTT 
AAAAAAA 

45 

SEQ ID NO: 612 

>21097 BLOOD 197014.6 AF095742 g4588081 Human serine protease ovasin mRNA, 
complete cds. 0 
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GTGCAGGAGGAGAAGGAGGAGGAGCAGGAGGTGGAGATTCCCAGTTAAAAGGC 
TCCAGAATCGTGTACCAGGCAGAGAACTGAAGTACTGGGGCCTCCTCCACTGGG 
TCCGAATCAGTAGGTGACCCCGCCCCTGGATTCTGGAAGACCTCACCATGGGACG 
CCCCCGACCTCGTGCGGCCAAGACGTGGATGTTCCTGCTCTTGCTGGGGGGAGCC 
5 TGGGCAGGACACTCCAGGGCACAGGAGGACAAGGTGCTGGGGGGTCATGAGTGC 
CAACCCCATTCGCAGCCTTGGCAGGCGGCCTTGTTCCAGGGCCAGCAACTACTCT 
GTGGCGGTGTCCTTGTAGGTGGCAACTGGGTCCTTACAGCTGCCCACTGTAAAAA 
ACCGAAATACACAGTACGCCTGGGAGACCACAGCCTACAGAATAAAGATGGCCC 
AGAGCAAGAAATACCTGTGGTTCAGTCCATCCCACACCCCTGCTACAACAGCAG 

1 0 CGATGTGGAGGACCACAACCATGATCTGATGCTTCTTCAACTGCGTGACCAGGCA 
TCCCTGGGGTCCAAAGTGAAGCCCATCAGCCTGGCAGATCATTGCACCCAGCCTG 
GCCAGAAGTGCACCGTCTCAGGCTGGGGCACTGTCACCAGTCCCCGAGAGAATT 
TTCCTGACACTCTCAACTGTGCAGAAGTAAAAATCTTTCCCCAGAAGAAGTGTGA 
GGATGCTTACCCGGGGCAGATCACAGATGGCATGGTCTGTGCAGGCAGCAGCAA 

1 5 AGGGGCTGACACGTGCCAGGGCGATTCTGGAGGCCCCCTGGTGTGTGATGGTGC 
ACTCCAGGGCATCACATCCTGGGGCTCAGACCCCTGTGGGAGGTCCGACAAACC 
TGGCGTCTATACCAACATCTGCCGCTACCTGGACTGGATCAAGAAGATCATAGGC 
AGCAAGGGCTGATTCTAGGATAAGCACTAGATCTCCCTTAATAAACTCACAACTC 
TCTGAAAAAAAAAA 

20 

SEQIDNO: 613 

* .>21102 BLOOD INCYTE_3090747H1 ! ! i . • : , .-. 

GTTCTTTGTTAGGCTGTGTGTGGGTAANCCGTTGNCGCCACCCAGAGT1TGCGGTC. 
-CGCTTCACTGATTTCTGOGT5CTGTGGTGACTGTGTGGGTGGAATGTCCCAAGAAA 
25 AGTGCATGTGGGAATTGCGAGTCCAGCTGGGTAGTCCCAGGCTCCTGTCTTGGGG 
ATGTTTCCCCTGTCAGCAAGTAACCTGGTGAAGTCTATTGAAGGCCAGACTNCCC 
CCCTAGGGTCACTGCTTCACTAGCCGCNNCCCACCCCAG 

SEQIDNO: 614 

30 >21 104 BLOOD 987163.5 AF082182 g3435251 Human inwardly rectifying potassium 
channel Kir7.1 gene, complete intron, and partial cds. 0 

GTTTGCCATTTTCTCTTTCCTGATAGAGTACAGCTGAGACCCGGACACTGGTTAG 

AGGGGTAGGTCGGGTGTTGGCCACTTGGAAGATAAGATTAGGTTTGCCATCCATG 

■r -.r: :■ -rGAGCTAC'rAGrGCTATGTCAGTAAAGCGAATTGAAAAAGCTCGATTTTTTGGGC r 
35 GGGCAATCTTCGCCACAAAAGCACCTAAATAAGAAATTATTGATTTTTTTTTAGA 
ATGAAGACTTTAAATATCAATACTTTTTCTGAATGACAAGTGTATATCAAATATT 
TACACATTTCTTGGTGCCATGCCTTTCAGTGAGTCAGGAATTGAACTCATTGTTAA 
TTTGGTCAGTCTTATTTGCCTGAAGCATTTTTCAAAGTACATTTCTGTTTAAAAAC 
CATGATTTCAGAATAGATAAGCAAAATGATTTTGTTACAGAGAAATGTAAAACTT 
40 CATCCTCTAGTTTCTTACAAAGTCAAAGAATTGGTCATTTCCTATATTCCTGCCTG 
TGCTTAAAAAAAAGTAATAGAAAATAAATGCAACTTGGCTACAGCCAGATTACG 
TTGAAGTAGAGACTAGGTTCAGAGTAGAATGATTTGGGATGGGGAGGGGACCAA 
TAGAATGAGTGATATT 

45 SEQIDNO: 615 

>21 140 BLOOD 104171 .1 AF037447 g6466790 Human ribosomal S6 protein kinase mRNA, 
complete cds. 0 

AATTCACCAGGTAAGTTACAAGAAGATCAGGTCTTCCTTCATCAGTACCACTGAC 
ATCATCAAAAGCAGCATCTTTAAATGAAATAACTGGCACTGAGTCATCTGAGCCC 
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CTGCTAATGGTGTCCTGAGCTTTAAACTCTACCTTGCTTTCACTAGTATTAAAACT 
CCTAGAAGCACTGTCTCCATCTGGAAGAGTAAAGAATGGTTTCAGTGCTTCTAGG 
AGTTTTAATACTAGTGAAAGCAAGGTAGAGTTTAAAGCTCAGGACACCATTAGC 
AGGGGCTCAGATGACTCAGTGCCAGTTATTTCATTTAAAGATGCTGCTTTTGATG 
5 ATGTCAGTGGTACTGATGAAGGAAGACCTGATCTTCTTGTAAATTTACCTGGTGA 
ATTGGAGTCAACAAGAGAAGCTGCAGCAATGGGACCTACTAAGTTTACACAAAC 
TAATATAGGGATAATAGAAAATAAACTCTTGGAAGCCCCTGATGTTTTATGCCTC 
AGGCTTAGTACTGAACAATGCCAAGCACATGAGGAGAAAGGCATAGAGGAACTG 
AGTGATCCCTCTGGGCCCAAATCCTATAGTATAACAGAGAAACACTATGCACAG 

1 0 GAGGATCCCAGGATGTTATTTGTAGCAGCTGTTGATCATAGTAGTTCAGGAGATA 
TGTCTTTGTTACCCAGCTCAGATCCTAAGTTTCAAGGACTTGGAGTGGTTGAGTC 
AGCAGTAACTGCAAACAACACAGAAGAAAGCTTATTCCGTATTTGTAGTCCACTC 
TCAGGTGCTAATGAATATATTGCAAGCACAGACACTTTAAAAACAGAAGAAGTA 
TTGCTGTTTACAGATCAGACTGATGATTTGGCTAAAGAGGAACCAACTTCTTTAT 

1 5 TCCAGAGAGACTCTGAGACTAAGGGTGAAAGTGGTTTAGTGCTAGAAGGAGACA 
AGGAAATACATCAGATTTTTGAGGACCTTGATAAAAAATTAGCACTAGCCTCCAG 
GTTTTACATCCCAGAGGGCTGCATTCAAAGATGGGCAGCTGAAATGGTGGTAGC 
CCTTGATGCTTTACATAGAGAGGGAATTGTGTGCCGCGATTTGAACCCAAACAAC 
ATCTTATTGAATGATAGAGGACACATTCAGCTAACGTATTTTAGCAGGTGGAGTG 

20 AGGTTGAAGATTCCTGTGACAGCGATGCCATAGAGAGAATGTACTGTGCCCCAG 
AGGTTGGAGCAATCACTGAAGAAACTGAAGCCTGTGATTGGTGGAGTTTGGGTG 
CTGTGCTCTTTGAACTTGTGAGTGGCAAGACTCTGGTTGAATGCCATCCAGCAGG 
.-■ •■' AATAAATACTCACAGTAGllTrGAACATGeCAGAATGTGTCTCTGA/vGAGGCTCGC 
TGACTCA^eAACAGGTGTTGCAGTTCAATCCTGTGGAACGACTTGGTGCTGGAG' 

25 TTGCTGGTGTTGAAGATATCAAATCTCATCCATTTTTTACCCCTGTGGATTGGGCA 
GAACTGATGAGATGAACGTAATGCAGGGTTATCTTCACACATTCTGATCTTCTCT 
GTGACAGGCATCTCCAGCACTGAGGCACCTCTGACTCACAGTTACTTATGGAGCA 
CCAAAGCATTTGGATAAAGACCGTTATAGGAAATGGGGGGGAAATGGCTAAAAG 
AGAACAATTCGTTTACAATTACAAGATATTAGCTAATTGTGCCAGGGGCTG1TAT 

30 ATACATATATACACAACCAAGGTGTGATCTGAATTTAATCCACATTTGGTGTTGC 
AGATGAGTTGTAAAGCCAACTGAAAGAGTTCCTTCAAGAAGTTCCTCTGATAGG 
AAGCTAGAAGTGTAGAATGAAGTTTTACTTGACAGAAGGACCTTTACATGGCAG 
CTAACAGTGCTTTTTGCTGACCAGGATTGGTTTATATGATTAAATTAATATTTGCT 
TAAi'AATACACTAAAAGrATATGAACAATGTCATCAATGAAACTTAAAAGCGAG 

35 AAAAAAGAATATACACATAATTTCTGACGGAAAACCTGTACCCTGATGCTGTATA 
ATGTATGTTGAATGTGGTCCCAGATTATTTCTGTAAGAAGACACTCCATGTTGTC 
AGCITrGTACTCTTTGTTGATACTGCTTATTTAGAGAAGGGTTCATATAAACACTC 
ACTCrGTGTCTTCAACAGCATCITrCTTTCCCCATCTTTCTATTTTCTGCACCCTCT 
GCTTGTTCCCTCATATTCTGTTCTTCCGACTCCTGCTAACACACATGCAACAAAAA 

40 AGGGAAGGGAGTGCTTATTTCCCTTTGTGTAAGGACTAAGAAATCATGATATCAA 
ATAAACATGGTGAAACATTAGATCTCTTCTTCATTTAATAANNNNNNNM^^^ 
NNNNNttvfNNGAAGAAATGCGTCTGTTCCTTTCC 

CCATTGCTTCrCATGCTTGACTTTGTTTTACTTTTTGGCTTGGTATACTAAGAAGC 
AAAGGATCTCATCTAAATGGAATTGAATGGCAGTCCTAGTTTGTTACTTATGGTG 
45 ATGAGATTTTCAGA 

SEQK)NO:616 

>21152 BLOOD 221063.3 U78181 gl871169 Human sodium channel 2 (hBNaC2) mRNA, 
complete cds. 4e- 12 
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CATCCATTCATCGATTCGCGCATTCTCCAGACCTTTACAGCCTGTGCTGGGTACTG 
GAGACTCCCTGGGTGGGGGCCCTGAGGGCCCGTGCTTCTGCCCCACCCCCTGCAA 
CCTGACACGCTATGGGAAAGAGATCTCCATGGTCAGGATCCCCAACAGGGGCTC 
AGCCCGGTACCTGGCGAGGAAGTACAACCGCAACGAGACCTACATACGGGAGAA 
5 CTTCCTGGTCCTAGATGTCTTCTTTGAGGCCCTGACCTCTGAAGCCATGGAGCAG 
CGAGCAGCCTATGGCCTGTCAGCCCTGCTGGGAGACCTCGGGGGACAGATGGGC 
CTGTTCATTGGGGCCAGCATCCTCACGTTGCTGGAGATCCTCGACTACATCTATG 
AGGTGTCCTGGGATCGACTGAAGCGGGTATGGAGGCGTCCCAAGACCCCCCCTG 
GGGACCTCCACTGGGGGCATCTCCA 

10 

SEQIDNO: 617 

>21 181 BLOOD 410188.1 M77235 gl 84038 Human cardiac tetrodotoxin-insensitive 
voltage-dependent sodium channel alpha subunit (HH1) mRNA, complete cds. 0 
GCCGCTGAGCCTGCGCCCAGTGCCCCGAGCCCCGCGCCGAGCCGAGTCCGCGCC 

1 5 AAGCAGCAGCCGCCCACCCCGGGGCCCGGCCGGGGGACCAGCAGCTTCCCCACA 
GGCAACGTGAGGAGAGCCTGTGCCCAGAAGCAGGATGAGAAGATGGCAAACTTC 
CTATTACCTCGGGGCACCAGCAGCTTCCGCAGGTTCACACGGGAGTCCCTGGCAG 
CCATCGAGAAGCGCATGGCGGAGAAGCAAGCCCGCGGCTCAACCACCTTGCAGG 
AGAGCCGAGAGGGGCTGCCCGAGGAGGAGGCTCCCCGGCCCCAGCTGGACCTGC 

20 AGGCCTCCAAAAAGCTGCCAGATCTCTATGGCAATCCACCCCAAGAGCTCATCG 
GAGAGCCCCTGGAGGACCTGGACCCCTTCTATAGCACCCAAAAGACTfTCATCGT 
.. ACTGAATAAAGGCAAGACeATGTTCCGG7TeAGTGGCACCAACGCC^lX3vrAl"GTC 

... v- ?GTGAGTCCGTTCeAGeGGATCGGGAGAGGGGeTGTGAAGATrCTGGTTGAGTCGG ''. 

: i : ; TO3?TGAACATGG^CATCATGTG0AGGAn?CGTGACCAACTGCGTGTTGATGGCGGA. 

25 , GCACGACCCTCCACCCTGGACCAAGTATGTCGAGTACACCTTCACCGCCATTTAC 
ACCTTTGAGTCTCTGGTCAAGATTCTGGCTCGAGGCTTCTGCCTGCACGCGTTCAC 
TTTCCTTCGGGACCCATGGAACTGGCTGGACTTTAGTGTGATTATCATGGCATAC 
ACAACTGAATTTGTGGACCTGGGCAATGTCTCAGCCTTACGCACCTTCCGAGTCC 
TCCGGGCCCTGAAAACTATATCAGTCATTTCAGGGCTGAAGACCATCGTGGGGGC 

30 CCTGATCCAGTCTGTGAAGAAGCTGGCTGATGTGATGGTCCTCACAGTCTTCTGC 
CTCAGCGTCTTTGCCCTCATCGGCCTGCAGCTCTTCATGGGCAACCTAAGGCACA 
AGTGTGTGCGCAACTTCACAGCGCTCAACGGCACCAACGGCTCCGTGGAGGCCG 
* ACGGGTXGGTCTGGGAATCCCTGGACCTTTACCTCAGTGATCCAGAAAATTACCT 
""GCTCAAGAACGGCACCTCTGATGTGTTACTGTGTGGGAACAGCTCTGACGCTGGG 

35 ACATGTCCGGAGGGCTACCGGTGCCTAAAGGCAGGCGAGAACCCCGACCACGGC 
TACACCAGCTTCGATTCCTTTGCCTGGGCCTTTCTTGCACTCTTCCGCCTGATGAC 
GCAGGACTGCTGGGAGCGCCTCTATCAGCAGACCCTCAGGTCCGCAGGGAAGAT 
CTACATGATCTTCTTCATGCTTGTCATCTTCCTGGGGTCCTTCTACCTGGTGAACC 
TGATCCTGGCCGTGGTCGCAATGGCCTATGAGGAGCAAAACCAAGCCACCATCG 

40 CTGAGACCGAGGAGAAGGAAAAGCGCTTCCAGGAGGCCATGGAAATGCTCAAG 
AAAGAACACGAGGCCCTCACCATCAGGGGTGTGGATACCGTGTCCCGTAGCTCC 
TTGGAGATGTCCCCTTTGGCCCCAGTAAACAGCCATGAGAGAAGAAGCAAGAGG 
AGAAAACGGATGTCTTCAGGAACTGAGGAGTGTGGGGAGGACAGGCTCCCCAAG 
TCTGACTCAGAAGATGGTCCCAGAGCAATGAATCATCTCAGCCTCACCCGTGGCC 

45 TCAGCAGGACTTCTATGAAGCCACGTTCCAGCCGCGGGAGCATTTTCACCTTTCG 
CAGGCGAGACCTGGGTTCTGAAGCAGATTTTGCAGATGATGAAAACAGCACAGC 
GGGGGAGAGCGAGAGCCACCACACATCACTGCTGGTGCCCTGGCCCCTGCGCCG 
GACCAGTGCCCAGGGACAGCCCAGTCCCGGAACCTCGGCTCCTGGCCACGCCCT 
CCATGGCAAAAAGAACAGCACTGTGGACTGCAATGGGGTGGTCTCATTACTGGG 
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GGCAGGCGACCCAGAGGCCACATCCCCAGGAAGCCACCTCCTCCGCCCTGTGAT 
GCTAGAGCACCCGCCAGACACGACCACGCCATCGGAGGAGCCAGGCGGCCCCCA 
GATGCTGACCTCCCAGGCTCCGTGTGTAGATGGCTTCGAGGAGCCAGGAGCACG 
GCAGCGGGCCCTCAGCGCAGTCAGCGTCCTCACCAGCGCACTGGAAGAGTTAGA 
5 GGAGTCTCGCCACAAGTGTCCACCATGCTGGAACCGTCTCGCCCAGCGCTACCTG 
ATCTGGGAGTGCTGCCCGCTGTGGATGTCCATCAAGCAGGGAGTGAAGTTGGTG 
GTCATGGACCCGTTTACTGACCTCACCATCACTATGTGCATCGTACTCAACACAC 
TCTTCATGGCGCTGGAGCACTACAACATGACAAGTGAATTCGAGGAGATGCTGC 
AGGTCGGAAACCTGGTCTTCACAGGGATTTTCACAGCAGAGATGACCTTCAAGAT 

1 0 CATTGCCCTCGACCCCTACTACTACTTCC AACAGGGCTGGAACATCTTCGACAGC 
ATCATCGTCATCCTTAGCCTCATGGAGCTGGGCCTGTCCCGCATGAGCAACTTGT 
CGGTGCTGCGCTCCTTCCGCCTGCTGCGGGTCTTCAAGCTGGCCAAATCATGGCC 
CACCCTGAACACACTCATCAAGATCATCGGGAACTCAGTGGGGGCACTGGGGAA 
CCTGACACTGGTGCTAGCCATCATCGTGTTCATCTTTGCTGTGGTGGGCATGCAG 

1 5 CTCTTTGGCAAGAACTACTCGGAGCTGAGGGACAGCGACTCAGGCCTGCTGCCTC 
GCTGGCACATGATGGACTTCTTTCATGCCTTCCTAATCATCTTCCGCATCCTCTGT 
GGAGAGTGGATCGAGACCATGTGGGACTGCATGGAGGTGTCGGGGCAGTCATTA 
TGCCTGCTGGTCTTCTTGCTTGTTATGGTCATTGGCAACCTTGTGGTCCTGAATCT 
CTTCCTGGCCTTGCTGCTCAGCTCCTTCAGTGCAGACAACCTCACAGCCCCTGAT 

20 GAGGACAGAGAGATGAACAACCTCCAGCTGGCCCTGGCCCGCATCCAGAGGGGC 
CTGCGCTTTGTCAAGCGGACCACCTGGGATTTCTGCTGTGGTCTCCTGCGGCACC 
-•■ GGCCTOAGAAGCCCGCAGCCCTTGGCGCCCAGGGCCAGCTGCCGAGjCTGGATTGC 

.-, . r GACGGCCTAGTGCCGGCGAGCCGCAGAGACGGAG AAGGTGCCTCCCACCCGeAA . 
. • & GGAAACACA GTTTG AGG AAGGCGAGCAACGAGGCG A GGGCACCCCCGGGG ATG 

25 •," CAGAGCCCGTGTGTGTGCCCATCGCTGTGGCCGAGTCAGACACAGATGACCAAG 
AAGAGGATGAGGAGAACAGCCTGGGCACGGAGGAGGAGTCCAGCAAGCAGCAG 
GAATCCCAGCCTGTGTCCGGCTGGCCCAGAGGCCCTCCGGATTCCAGGACCTGGA 
GCCAGGTGTCAGCGACTGCCTCCTCTGAGGCCGAGGCCAGTGCATCTCAGGCCG 
ACTGGCGGCAGCAGTGGAAAGCGGAACCCCAGGCCCCAGGGTGCGGTGAGACCC 

30 CAGAGGACAGTTGCTCCGAGGGCAGCACAGCAGACATGACCAACACCGCTGAGC 
TCCTGGAGCAGATCCCTGACCTCGGCCAGGATGTCAAGGACCCAGAGGACTGCT 
TCACTGAAGGCTGTGTCCGGCGCTGTCCCTGCTGTGCGGTGGACACCACACAGGC 
. ,. • CCCAGGGAAGGTCTGGTGGCGGTTGCGCAAGACCTGCTACCACATCGTGGAGGA ; , 
CAGCTGGTTCGAGACATTCATCATCTTCATGATCCTACTCAGCAGTGGAGCGCrG 

35 GCCTTCGAGGACATCTACCTAGAGGAGCGGAAGACCATCAAGGTTCTGCTTGAG 
TATGCCGACAAGATGTTCACATATGTCTTCGTGCTGGAGATGCTGCTCAAGTGGG 
TGGCCTACGGCTTCAAGAAGTACTTCACCAATGCCTGGTGCTGGCTCGACTTCCT 
CATCGTAGACGTCTCTCTGGTCAGCCTGGTGGCCAACACCCTGGGCTTTGCCGAG 
ATGGGCCCCATCAAGTCACTGCGGACGCTGCGTGCACTCCGTCCTCTGAGAGCTC 

40 TGTCACGATTTGAGGGCATGAGGGTGGTGGTCAATGCCCTGGTGGGCGCCATCCC 
GTCCATCATGAACGTCCTCCTCGTCTGCCTCATCTTCTGGCTCATCTTCAGCATCA 
TGGGCGTGAACCTCTTTGCGGGGAAGTTTGGGAGGTGCATCAACCAGACAGAGG 
GAGACTTGCCTTTGAACTACACCATCGTGAACAACAAGAGCCAGTGTGAGTCCTT 
GAACTTGACCGGAGAATTGTACTGGACCAAGGTGAAAGTCAACTTTGACAACGT 

45 GGGGGCCGGGTACCTGGCCCTTCTGCAGGTGGCAACATTTAAAGGCTGGATGGA 
CATTATGTATGCAGCTGTGGACTCCAGGGGGTATGAAGAGCAGCCTCAGTGGGA 
ATACAACCTCTACATGTACATCTATTTTGTCATTTTCATCATCTTTGGGTCTTTCTT 
CACCCTGAACCTCTTTATTGGTGTCATCATTGACAACTTCAACCAACAGAAGAAA 
AAGTTAGGGGGCCAGGACATCTTCATGACAGAGGAGCAGAAGAAGTACTACAAT 



525 



WO 02/074979 



PCT/US02/08456 



GCCATGAAGAAGCTGGGCTCCAAGAAGCCCCAGAAGCCCATCCCACGGCCCCTG 
AACAAGTACCAGGGCTTCATATTCGACATTGTGACCAAGCAGGCCTTTGACGTCA 
CCATCATGTTTCTGATCTGCTTGAATATGGTGACCATGATGGTGGAGACAGATGA 
CCAAAGTCCTGAGAAAATCAACATCTTGGCCAAGATCAACCTGCTCTTTGTGGCC 
5 ATCTTCACAGGCGAGTGTATTGTCAAGCTGGCTGCCCTGCGCCACTACTACTTCA 
CCAACAGCTGGAATATCTTCGACTTCGTGGTTGTCATCCTCTCCATCGTGGGCACT 
GTGCTCTCGGACATCATCCAGAAGTACTTCTTCTCCCCGACGCTCTTCCGAGTCAT 
CCGCCTGGCCCGAATAGGCCGCATCCTCAGACTGATCCGAGGGGCCAAGGGGAT 
CCGCACGCTGCTCTTTGCCCTCATGATGTCCCTGCCTGCCCTCTTCAACATCGGGC 

1 0 TGCTGCTCTTCCTCGTCATGTTCATCTACTCCATCTTl^GGCATGGCCAACTTCGCT 
TATGTCAAGTGGGAGGCTGGCATCGACGACATGTTCAACTTCCAGACCTTCGCCA 
ACAGCATGCTGTGCCTCTTCCAGATCACCACGTCGGCCGGCTGGGATGGCCTCCT 
CAGCCCCATCCTCAACACTGGGCCGCCCTACTGCGACCCCACTCTGCCCAACAGC 
AATGGCTCTCGGGGGGACTGCGGGAGCCCAGCCGTGGGCATCCTCTTCTTGACCA 

1 5 CCTACATCATCATCTCCTTCCTCATCGTGGTCAACATGTACATTGCCATCATCCTG 
GAGAACTTCAGCGTGGCCACGGAGGAGAGCACCGAGCCCCTGAGTGAGGACGAC 
TTCGATATGTTCTATGAGATCTGGGAGAAATTTGACCCAGAGGCCACTCAGTTTA 
TTGAGTATTCGGTCCTGTCTGACTTTGCCGACGCCCTGTCTGAGCCACTCCGTATC 
GCCAAGCCCAACCAGATAAGCCTCATCAACATGGACCTGCCCATGGTGAGTGGG 

20 GACCGCATCCATTGCATGGACATTCTCTTTGCCTTCACCAAAAGGGTCCTGGGGG 
AGTCTGGGGAGATGGACGCCCTGAAGATCCAGATGGAGGAGAAGTTCATGGCAG 
• : > GGAAGGGATCCAAGATCTCGTACGAGeCCATC ACCACCAC ACTGGGGCGGAAGC A 

•• '. . . .v.GGAAGAGGTGTGGGCCA'I:GGTTATCCAGAGAGGCTTCGGiCAGGCAGG^GGTGCA 
:v.v:;.. .. ! &AGGGWTrGAAGCATGGGTGOI'TCCTCTTCCGTGA.GCAGGGGGGCAGEGGCCTC 
■ 25 TCCGAAGAGGATGCCCCTGAGCGAGAGGGCCTCATCGGCTACGTGATGAGTGAG 
AACTTCTCCCGACCCCTTGGCCCACCCTCCAGCTCCTCCATCTCCTCCACTTCCTT 
CCCACCCTCCTATGACAGTGTCACTAGAGCCACCAGCGATAACCTCCAGGTGCGG 
GGGTCTGACTACAGCCACAGTGAAGATCTCGCCGACTTCCCCCCTTCTCCGGACA 
GGGACCGTGAGTCCATCGTGTGAGCCTCGGCCTGGCTGGCCAGGACACACTGAA 

30 AAGCAGCCTTTTTCACCATGGCAAACCTAAATGCAGTCAGTCACAAACCAGCCTG 
GGGCCTTCCTGGCTTTGGGAGTAAGAAATGGGCCTCGGCCCCGCGGATCAACCA 
GGCAGAGTTCTGTGGCGCCGCGTGGACAGCCGGAGCAGTTGGCCTGTGCTTGGA 
GGCCTCAGATAGACCTGTGACCTGGTCTGGTCAGGCAATGGCCCTGCGGCTCTGG 
AAAGCAACTTCATCCCAGCTGCTGAGGGGAAATATAAAACTGAGACTGTATATG 

35 TTGTGAATGGGCTTTCATAAATTTATTATATTTGATATTTTTTTACTTGAGCAAAG 
AACTAAGGATTTTTCCATGGACATGGGCAGCAATTCACGCTGTCTCTTCTTAACC 
CTGAACAAGAGTGTCTATGGAGCAGCCGGAAGTCTGTTCTCAAAGCAGAAGTGG 
AATCCAGTGTGGCTCCCACAGGTCTTCACTGCCCAGGGGTCGAATGGGGTCCCCC 
TCCCACTTGATGAGATGCTGGGAGGGCTGAACCCCCACTCACACAAGCANACAC 

40 ACACAGTCCTCACACACGGAGGCCAGACACAGGCCGTGGGACCCAGGCTCCCAG 
CCTAAGGGAGACAGGCCTTTCCCTGCCGGCCCCCCAAGGATGGGGTTCTTGTCCA 
CGGGGCTCACTCTGGCCCCCTATTGTCTCCAAGGTCCCATTTTCCCCCTGTGTTTT 
CACGCAGGTCATATTGTCAGTCCTACAAAAATAAAAGGCTTCCAGAGGAGAGTG 
GCCTGGGGTCCCAGGGCTGGGCCNTAGGCACTGATAGTTGCCTTTTCTTCCCCTC 

45 CTGTAAGAGTATTAACAAAACCAAAGGACACAAGGGTGCAAGCCCCATTCACGG 
CCTGGCATGCAGCTTGTCCTTGCTCCTGGAACCTGGCAGGCCCTGCCAGCCAGCC 
AATGGAAGAGAGGGGCTGAGCCATGGGGGTTTGGGGCTAAGAAGTTCACCAGCC 
CTGAGCCATGGNCCCTCAGCCTGCCTGAAGAGAGGAAACTGGCGATCTCCCAGG 
GCTCTCTGGACCATACNCGGAGGAGTTTTCNNGTGTGGTCTCCAGCTCCTCTCCA 
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GACACAGAGACATGGGAGTGGGGAGCGGACGTTGGCCCTGGCCCTGTGCAGGGA 
AAGGGATGGTCAGGCCCAGTTCTCGTGCCCCTTAGAGGGGAATGAACCATGGCA 
CCTTTGAGAGAGGGGGCACTGTGGTCAGGCCCAGCCTCTCTGGCNNAGTCCCGG 
GATCCTGATGGCACCCACACAGAGGACCTCTTTGGGGCAAGATCCAGGTGGNTC 
5 CCATAGGTCTTGTGAAAAGGCTTTTTCAGGGAAAAATATTTTACTAGTCCAATCA 
CCCCCAGGACCTCTTCAGCTGCGACAATCCTATTTAGCATATGCAAATCTTTTAA 
CATAGAGAACTGTCACCCTGAGGTAACAGGGTCAACTGGCGAAGCTGAAGCAGG 
CAGGGGCTTGGCTGCCCCATTCCAGCTCTCCCACGGAGCCCCTCCAACCGGGCGC 
ATGCTCCCAGGCCACCTCAGTCTCACCTGCCGGCTCTGGGCTGGCTGCTCCTAAC 

1 0 CTACCTCGCCGAGCTGTCGGAGGGCTGGACATTTGTGGCAGTGCTG AAGGGGGC 
ATTGCCGGCGAGTAAAGTATTATGTTTCTTCTTGTCACCCCAGTTCCCTTGGTGGC 
AACCCCAGACCCAACCCATGCCCCTGACAGATCTAGTTCTCTTCTCCTGTGTTCCC 
TTTGAGTCCAGTGTGGGACACGGTTTAACTGTCCCAGCGACATTTCTCCAAGTGG 
AAATCCTATTTTTGTAGATCTCCATGCTTTGCTCTCAAGGCTTGGAGAGGTATGTG 

1 5 CCCCTCCTGGGTGCTCACCGCCTGCTACACAGGCAGGAATGCGGTTGGGAGGCA 
GGTCGGGCTGCCAGCCCAGCTNGCCGGAAGGAGACTGTGGTTTTTGTGTGTGTGG 
ACAGCCCGGGAGCTTTGAGACAGGTGCCTGGGGCTGGCTGCAGACGGTGTGGTT 
GGGGGTGGGAGGTGAGCTAGACCCAACCCTTAGCTTTTAGCCTGGCTGTCACCTT 
TTTAATTTCCAGAACTGCACAATGACCAGCAGGAGGGGAGAAGAGAGTAGGAAA 

20 AAGGAGGGAAGGACAGACATCAAGTGCCAGATGTTGTCTGAACTAATCGAGCAC 
TTCTCACCAAACTTCATGTATAAATAAAATACATATTTTTAAAACAAACCAATAA 
oATGGC'nACATGAGCTGG V-i ■ ■ . < " ■.« • v- • 

'■ y> «-V,rfSEQ0DNO:618 • .•' ^V — • " i 't <-- i- ■ • < '■" : : • •':-*.■''> 

25 • >2 1 1 87 BLOOD 3 1 9829. 1 A J009936 g5852062 Human mRNA for nuclear hormone 
receptor PRR1.0 

TGAAATATAGGTGAGAGACAAGATTGTCTCATATCCGGGGAAATCATAACCTAT 
GACTAGGACGGGAAGAGGAAGCACTGCCTTTACTTCAGTGGGAATCTCGGCCTC 
AGCCTGCAAGCCAAGTGTTCACAGTGAGAAAAGCAAGAGAATAAGCTAATACTC 

30 CTGTCCTGAACAAGGCAGCGGCTCCTTGGTAAAGCTACTCCTTGATCGATCCTTT 
GCACCGGATTGTTCAAAGTGGACCCCAGGGGAGAAGTCGGAGCAAAGAACTTAC 
CACCAAGCAGTCCAAGAGGCCCAGAAGCAAACCTGGAGGTGAGACCCAAAGAA 
-AGCTGGAACCATGCTGACTTTGTACACTGTGAGGACACAGAGTCTGTTCCTGGAA 
AGCCCAGTGTCAACGCAGATGAGGAAGTCGGAGGTCCCCAAATCTGCCGTGTAT 

3 5 GTGGGGACAAGGCCACTGGCTATCACTTCAATGTCATGACATGTGAAGGATGCA 
AGGGCTTTTTCAGGAGGGCCATGAAACGCAACGCCCGGCTGAGGTGCCCCTTCC 
GGAAGGGCGCCTGCGAGATCACCCGGAAGACCCGGCGACAGTGCCAGGCCTGCC 
GCCTGCGCAAGTGCCTGGAGAGCGGCATGAAGAAGGAGATGATCATGTCCGACG 
AGGCCGTGGAGGAGAGGCGGGCCTTGATCAAGCGGAAGAAAAGTGAACGGACA 

40 GGGACTCAGCCACTGGGAGTGCAGGGGCTGACAGAGGAGCAGCGGATGATGATC 
AGGGAGCTGATGGACGCTCAGATGAAAACCITTGACACTACCTTCTCCCATTTCA 
AGAATTTCCGGCTGCCAGGGGTGCTTAGCAGTGGCTGCGAGTTGCCAGAGTCTCT 
GCAGGCCCCATCGAGGGAAGAAGCTGCCAAGTGGAGCCAGGTCCGGAAAGATCT 
GTGCTCTTTGAAGGTCTCTCTGCAGCTGCGGGGGGAGGATGGCAGTGTCTGGAAC 

45 TACAAACCCCCAGCCGACAGTGGCGGGAAAGAGATCTTCTCCCTGCTGCCCCAC 
ATGGCTGACATGTCAACCTACATGTTCAAAGGCATCATCAGCTTTGCCAAAGTCA 
TCTCCTACTTCAGGGACTTGCCCATCGAGGACCAGATCTCCCTGCTGAAGGGGGC 
CGCTTTCGAGCTGTGTCAACTGAGATTCAACACAGTGTTCAACGCGGAGACTGGA 
ACCTGGGAGTGTGGCCGGCTGTCCTACTGCTTGGAAGACACTGCAGGTGGCTTCC 
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AGCAACTTCTACTGGAGCCCATGCTGAAATTCCACTACATGCTGAAGAAGCTGCA 
GCTGCATGAGGAGGAGTATGTGCTGATGCAGGCCATCTCCCTCTTCTCCCCAGAC 
CGCCCAGGTGTGCTGCAGCACCGCGTGGTGGACCAGCTGCAGGAGCAATTCGCC 
ATTACTCTGAAGTCCTACATTGAATGCAATCGGCCCCAGCCTGCTCATAGGTTCT 
5 TGTTCCTGAAGATCATGGCTATGCTCACCGAGCTCCGCAGCATCAATGCTCAGCA 
CACCCAGCGGCTGCTGCGCATCCAGGACATACACCCCTTTGCTACGCCCCTCATG 
CAGGAGTTGTTCGGCATCACAGGTAGCTGAGCGGCTGCCCTTGGGTGACACCTCC 
GAGAGGCAGCCAGACCCAGAGCCCTCTGAGCCGCCACTCCCGGGCCAAGACAGA 
TGGACACTGCCAAGAGCCGACAATGCCCTGCTGGCCTGTCTCCCTAGGGAATTCC 

1 0 TGCTATGACAGCTGGCTAGCATTCCTCAGGAAGGACATGGGTGCCCCCCACCCCC 
AGTTCAGTCTGTAGGGAGTGAAGCCACAGACTCTTACGTGGAGAGTGCACTGAC 
CTGTAGGTCAGGACCATCAGAGAGGCAAGGTTGCCCTTTCCTTTTAAAAGGCCCT 
GTGGTCTGGGGAGAAATCCCTCAGATCCCACTAAAGTGTCAAGGTGTGGAAGGG 
ACCAAGCGACCAAGGATGGGCCATCTGGGGTCTATGCCCACATACCCACGTTTGT 

1 5 TCGCTTCCTGAGTCTTTTC ATTGCTACCTCTAATAGTCCTGTCTCCCACTTCCCACT 
CGTTCCCCTCCTCTTCCGAGCTGCTTTGTGGGCTCCAGGCCTGTACTCATCGGCAG 
GTGCATGAGTATCTGTGGGAGTCCTCTAGAGAGATGAGAAGCCAGGAGGCCTGC 
ACCAAATGTCAGAAGCTTGGCATGACCTCATTCCGGCCACATCATTCTGTGTCTC 
TGCATCCATTTGAACACATTATTAAGCACCGATAATAGGTAGCCTGCTGTGGGGT 

20 ATACAGCATTGACTCAGATATAGATCCTGAGCTCACAGAGTTTATAGTTAAAAAA 
ACAAACAGAAACACAAACAATTTGGATCAAAAGGAGAAATGATAAGTGACAAA 
: AGCAGCACAAGGAAT1TCCCTGTGTGGATGCTGAGCTGTG ATGGCGGGCACT GO 
\ GTACCCAAGTGAAGGTTCCCGAGGAGATGAGTCTGTAGGAGGAAGGGCACAAAG 

vv TGCAGCTGTGAGTGCGTGTGTGTGATTTGGTGTAGGTAGGTCTGTTTGGCACTTG 

25 ATGGGGCCTGGGTTTGTTCCTGGGGCTGGAATGCTGGGTATGCTCTGTGACAAGG 
CTACGCTGACAATCAGTTAAACACACCGGAGAAGAACCATTTACATGCACCTTAT 
ATTTCTGTGTACACATCTATTCTCAAAGCTAAAGGGTATGAAAGTGCCTGCCTTG 
TTTATAGCCACTTGTGAGTAAAAATTTTTTTGCATTTTCACAAATTATACTTTATA 
TAAGGCATTCCACACCTACGAACTAGTTTTGGGAAATGTAGCCCTGGGTTTAATG 

30 TCAAATCAAGGCAAAAGGAATTAAATAATGTACTTTTGGCTAGAGGGGTAAACT 
TTTTTGGCCTTTTTCTGGGGAAAATAATGTGGGGGTGTGGAAATAGAAACATACG 
CAAGCATACATATTTTTACTACTTATTTTATTATTATCCTGTATAAAT 

SEQ ID NO: 619 : -"' vf - - 

35 >21 189 BLOOD 232328.1 AF169677 g6808606 Human leucine-rich repeat transmembrane 
protein FLRT3 (FLRT3) mRNA, complete cds. 0 

GTCCAATAATAACCTAAGTAATTTACCTCAGGGTATCTTTGATGATTTGGACAAT 

ATAACACAACTGATTCTTCGCAACAATCCCTGGTATTGCGGGTGCAAGATGAAAT 

GGGTACGTGACTGGTTACAATCACTACCTGTGAAGGTCAACGTGCGTGGGCTCAT 

40 GTGCCAAGCCCCAGAAAAGGTTCGTGGGATGGCTATTAAGGATCTCAATGCAGA 
ACTGTTTGATTGTAAGGACAGTGGGATTGTAAGCACCATTCAGATAACCACTGCA 
ATACCCAACACAGTGTATCCTGCCCAAGGACAGTGGCCAGCTCCAGTGACCAAA 
CAGCCAGATATTAAGAACCCCAAGCTCACTAAGGATCAACAAACCACAGGGAGT 
CCCTCAAGAAAAACAATTACAATTACTGTGAAGTCTGTCACCTCTGATACCATTC 

45 ATATCTCTTGGAAACTTGCTCTACCTATGACTGCTTTGAGACTCAGCTGGCTTAAA 
CTGGGCCATAGCCCGGCATTTGGATCTATAACAGAAACAATTGTAACAGGGGAA 
CGCAGTGTGTACTTGGTCACAGCCCTGGAGCCTGATTCACCCTATAAAGTATGCA 
TGGTTCCCATGGAAACCAGCAACCTCTACCTATTTGATGAAACTCCTGTTTGTATT 
GAGACTGAAACTGCACCCCTTCGAATGTACAACCCTACAACCACCCTCAATCGAG 
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AGCAAGAGAAAGAACCTTACAAAAACCCCAATTTACCTTTGGCTGCCATCATTGG 
TGGGGCTGTGGCCCTGGTTACCATTGCCCTTCTTGCTTTAGTGTGTTGGTATGTTC 
ATAGGAATGGATCGCTCTTCTCAAGGAACTGTGCATATAGCAAAGGGAGGAGAA 
GAAAGGATGACTATGCAGAAGCTGGCACTAAGAAGGACAACTCTATCCTGGAAA 
5 TCAGGGAAACTTCTTTTCAGATGTTACCAATAAGCAATGAACCCATCTCGAAGGA 
GGAGTTTGTAATACACACCATATTTCCTCCTAATGGAATGAATCTGTACAAAAAC 
AATCACAGTGAAAGCAGTAGTAACCGAAGCTACAGAGACAGTGGTATTCCAGAC 
TCAGATCACTCACACTCATGATGCTGAAGGACTCACAGCAGACTTGTGTTTTGGG 
TTTTTTAAACCTAAGGGAGGTGATGGTAGGAACCCTGTTCTACTGCAAAACACTG 

1 0 GAAAAAGAGACTGAAAAAAAGCAATGTACTGTACATTTGCCATATAATTTATATT 
TAAGAACTTTTTATTAAAAGTTTCAAATTTCAGGTTACTGCTGCGATTGATGTAGT 
GGAGATGCCTGAACACAATTCTATATTTTAGTATTTTTTAGTAATTTGTACTGTAT 
TTTCCTTGCAAATATTGGAGTTATAAACCATTTACTTTGTGTTCTACTGAGTAAGA 
TGACTTGTTGACTGTGAAAGTGAATTTTCTTGCTGTGTCGAACAATCAGGACTGC 

1 5 ATTCATATGAGATCCTTGTAGTATAAGCACAGGCCATTTTTCACTTTGGTATTAAT 
AAAATGTAAAAAAAAAAAACTGGCTGAATGGCTGAATGAGATAAAATTTAATTT 
TAAAAAATGGTTATGAAATAATGTTCCAATTATTAAATTTGTATTATCCCAGTGG 
TATTCAATAAATCAAAATGTGTGAAGTAATGGGCAATATCAAACTTCCTGCATAT 
CTCCATTTTTGCTCTAGGCAAATTAATTATCCTTAAAAAAGTTAAGCATATCTTCT 

20 GAACTGAATACATCAGCTGGCATAAAAGGAGCATGAAGTCTGTTAAAGCCATTG 
TCAGCAAAGCTTTGAAAATAAAGGACTTCACAAAAACGGTAATGTAAATGTGCT 
TGCAAG1TGGGGGGAAAATGTGTACTTAGGAAAACATGGAAAGTTAGAGTTGTA 
. TAGTGTAATGAACACAAATACCAAAACTGCATTTTGGTTTrGCCTATACCATCCT. 
■ GATTTIT'GAAAAGTGAATTATAAACACAAAATTGTTAGTGI'TTATGATGTITTTAT 

25 CATAAAGGATGTCAGAGAAACTTTATGCATATTAAAAATGTAATGTAATTATAAG 
CGATTCCCCTCAACAATCCAGAGAAAGTAGTTCTTTAAATAAGAGATAATTTAAA 
GAAAAATAAATACTAGACATCAAATTTAGATCTGGTTTATGTCAAAGGTTTTAAC 
ACTGTACATAAATGTTCAATTTACTTTTACAAAGATCAAGAATACTGCCCATTAC 
TGTCACAATTTTCCAGATATTATATAATGAACTCGTAATGTAACATTTCCTTCTAG 

30 CTTCCTACTGAATTGTGAGCTGTTACTTGTTGAAAAACCATATCACTTTTCTGTTG 
CCATGATTTTTTTTTTCAACAAAAAACCAAAGTGCATTGTACGCCCTTTGGCCAGT 
CTTGTATGTGCCTTGATCCAACGCTACATGTATTCAGCTTTTAAAACTCCACAAAT 
. - TTTTCATACTCCTTAA ATA TGA AAA ATT ATGGTCTT ATTGCTGAATAAAACTTTTA 
' AAAAGTACAGAATAATTGTGCTTGC'rTTTTCAGGATTGTGTTACTATCACTAAGT 

35 AGCAAATTGCCCAGCACATTAGTCCTAAACGTCCCATGTATTTTTCTAGGCATAA 
AAATAAAAGTTGGCTAAAAATTTTAAAAAATC 

SEQIDNO: 620 

>21213 BLOOD 474592.17 AF061749 g3372676 Human tumorous imaginal discs protein 

40 Tid56 homolog (TID1) mKN A, complete cds.O 

GATGGCTGCGCGGTGCTCCACACGCTGGTTGCTGGTGGTTGTGGGGACCCCGCGG 
CTGCCGGCTATATCGGGTAGAGGGGCCCGGCCGCCCAGGGAGGGCGTGGTGGGG 
GCATGGCTGAGCCGCAAGCTGAGCGTCCCCGCCTTTGCGTCTTCCCTGACCTCTT 
GCGGCCCCCGAGCGCTGCTGACATTGAGACCTGGTGTCAGCCTCACAGGAACAA 

45 AACATTACCCTTTCATTTGTACrGCCTCCTTCCACACGAGTGCCCCTTTGGCCAAA 
GAAGATTATTATCAGATATTAGGAGTGCCTCGAAATGCCAGCCAGAAAGAGATC 
AAGAAAGCCTATTATCAGCTTGCCAAGAAGTATCACCCTGACACAAATAAGGAT 
GATCCCAAAGCCAAGGAGAAGTTCTCCCAGCTGGCAGAAGCCTATGAGGTTTTG 
AGTGATGAGGTGAAGAGGAAGCAGTACGATGCCTACGGCTCTGCAGGCTTCGAT 
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CCTGGGGCCAGCGGCTCCCAGCATAGCTACTGGAAGGGAGGCCCCACTGTGGAC 
CCCGAGGAGCTGTTCAGGAAGATCTTTGGCGAGTTCTCATCCTCTTCATTTGGAG 
ATTTCCAGACCGTGTTTGATCAGCCTCAGGAATACTTCATGGAGTTGACATTCAA 
TCAAGCTGCAAAGGGGGTCAACAAGGAGTTCACCGTGAACATCATGGACACGTG 
5 TGAGCGCTGCAACGGCAAGGGGAACGAGCCCGGCACCAAGGTGCAGCATTGCCA 
CTACTGTGGCGGCTCCGGCATGGAAACCATCAACACAGGCCCTTTTGTGATGCGT 
TCCACGTGTAGGAGATGTGGTGGCCGCGGCTCCATCATCATATCGCCCTGTGTGG 
TCTGCAGGGGAGCAGGACAAGCCAAGCAGAAAAAGCGAGTGATGATCCCTGTGC 
CTGCAGGAGTCGAGGATGGCCAGACCGTGAGGATGCCTGTGGGAAAAAGGGAA 

10 ATTTTCATTACGTTCAGGGTGCAGAAAAGCCCTGTGTTCCGGAGGGACGGCGCAG 
ACATCCACTCCGACCTCTTTATTTCTATAGCTCAGGCTCTTCTTGGGGGAACAGCC 
AGAGCCCAGGGCCTGTACGAGACGATCAACGTGACGATCCCCCCTGGGACTCAG 
ACAGACCAGAAGATTCGGATGGGTGGGAAAGGCATCCCCCGGATTAACAGCTAC 
GGCTACGGAGACCACTACATCCACATCAAGATACGAGTTCCAAAGAGGCTAACG 

1 5 AGCCGGCAGCAGAGCCTGATCCTGAGCTACGCCGAGGACGAGACAGATGTGGAG 
GGGACGGTGAACGGCGTCACCCTCACCAGCTCTGGAAAAAGATCCACTGGAAAC 
TAGGCCGGGAAGCAGCAGCCCCTCCAAGGGCCAGGGCACCTGGGAGACGGGAG 
GATTCCAGAACAGCAGCACTGAGCTCCCACCCGCAGAGCCTCTGGACGGCCTTG 
GCAACAGCAAAATCATGGGACAACACCTCTCTCCACGGAAAGGTCACAGTGGAC 

20 AGCCCGGGCAGTAGGATGCAGCCCCAGAGGCTGGTGGCAGTTTCCTGTCCATTG 
GTAGGTGACGGCCCCTGGCTCAGGCAGAGGGAGATGGTTAGACTCTTGCAGGGC 
•' . ?PA^ 

: , :\ ■: , . ACSAGGTTAGAAATGAAGGCTTAAGCTGCATGAJ^GTTACGAAGTGATTAATl^ 
. 1 '■■ TGTC AGCAAACCTCCGGG AGGTIGG AGAATG AGTTCi'TCCTGAC AGGTTGTCTTC 

25 ACTGGGAGCGTGGGGCCGCCAGGCCCCACCAGCACCGTCCTCCCCTAATGAGGG 
GCCCTGCCGAGGCATCAGCTGCTCTGCTCAGTTAGTTTTTATTCCCGGGGTACCA 
AGCAGCTGCACAGTCGGTGCCTGGGAGGCACGTAGAGGCCCAGAGAGTCCCTGG 
GGGTTCTGCTCTGACCGTGTGGGTGGTGATCCTTGTCAGGATGTACAGTCCTTGC 
TCCCACCCCATCCAGGATGGCCGCCTGTCCCTGACTATTGAGTCCTGTTGTTGTAA 

30 GCCAGGCATGGAGGGCTCCTGCCCTTCTGCTGAGCCACAGCCCATTGCAGCACTG 
TGCTGGCCAGACTTCAGCTGCCTTGGGAACTGAAGCCCTGCCACTGTTGCTAGTC 
AGGGGCTTGGTTCTCCCACTTACACTGTTGACATCTATTTTCTGAAGTGTGTTTAA 
ATTATTCAGTGCTAATCATTGTTTTTTCCTTTGTAAATGTTGATTCAGAAAAGGAA 
AGCAGAGGGTAAGCAGTTGAAGGTrCCCCACCATTCAGTGAGAGCAGAACCCCC 

35 ATTCCCCAGCCTCTGCTGGTAGCATGTCGCAGTTTCCATGTGTTTCAGGATCTTCG 
GGCTGTCGTTAGACAGGTTAATGAAGAACACTTCTCAACAGTTTCCTTTTTGTTTT 
CCTTTATAATTCACTAAAATAAAGCATCTATTAGTGTCTGATTTAGGAATGTAAA 
ATGATTCTGTATTAATGTAAATAAGATTATCTATTGCAAAAAGATATTTCAAACC 
TAAAA 

40 

SEQ ID NO: 621 

>21224 BLOOD 197014.6 AF095742 g4588081 Human serine protease ovasin mRNA, 
complete cds. 0 

GTGCAGGAGGAGAAGGAGGAGGAGCAGGAGGTGGAGATTCCCAGTTAAAAGGC 
45 TCCAGAATCGTGTACCAGGCAGAGAACTGAAGTACTGGGGCCTCCTCCACTGGG 
TCCGAATCAGTAGGTGACCCCGCCCCTGGATTCTGGAAGACCTCACCATGGGACG 
CCCCCGACCTCGTGCGGCCAAGACGTGGATGTTCCTGCTCTTGCTGGGGGGAGCC 
TGGGCAGGACACTCCAGGGCACAGGAGGACAAGGTGCTGGGGGGTCATGAGTGC 
CAACCCCATTCGCAGCCTTGGCAGGCGGCCTTGTTCCAGGGCCAGCAACTACTCT 
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GTGGCGGTGTCCTTGTAGGTGGCAACTGGGTCCTTACAGCTGCCCACTGTAAAAA 
ACCGAAATACACAGTACGCCTGGGAGACCACAGCCTACAGAATAAAGATGGCCC 
AGAGCAAGAAATACCTGTGGTTCAGTCCATCCCACACCCCTGCTACAACAGCAG 
CGATGTGGAGGACCACAACCATGATCTGATGCTTCTTCAACTGCGTGACCAGGCA 
5 TCCCTGGGGTCCAAAGTGAAGCCCATCAGCCTGGCAGATCATTGCACCCAGCCTG 
GCCAGAAGTGCACCGTCTCAGGCTGGGGCACTGTCACCAGTCCCCGAGAGAATT 
TTCCTGACACTCTCAACTGTGCAGAAGTAAAAATCTTTCCCCAGAAGAAGTGTGA 
GGATGCTTACCCGGGGCAGATCACAGATGGCATGGTCTGTGCAGGCAGCAGCAA 
AGGGGCTGACACGTGCCAGGGCGATTCTGGAGGCCCCCTGGTGTGTGATGGTGC 
1 0 ACTCCAGGGCATCACATCCTGGGGCTCAGACCCCTGTGGGAGGTCCGACAAACC 
TGGCGTCTATACCAACATCTGCCGCTACCTGGACTGGATCAAGAAGATCATAGGC 
AGCAAGGGCTGATTCTAGGATAAGCACTAGATCTCCCTTAATAAACTCACAACTC 
TCTGGTTC 

15 SEQIDNO:622 

>21240 BLOOD 255990.12 AJ01 1497 g4128014 Human mRNA for Claudin-7. 0 
CCCACGCGTCCGCTCACCTCCGAGCCACCTCTGCTGCGCACCGCAGCCTCGGACC 
TACAGCCCAGGATACTTTGGGACTTGCCGGCGCTCAGAAACGCGCCCAGACGGC 
CCCTCCACCTTTTGTTTGCCTAGGGTCGCCGAGAGCGCCCGGAGGGAACCGCCTG 
20 GCCTTCGGGGACCACCAATTTTGTCTGGAACCACCCTCCCGGCGTATCCTACTCC 
CTGTGCCGCGAGGCCATCGCTTCACTGGAGGGGTCGATTTGTGTGTAGTTTGGTG 
. . • : • > AGAAGATTTGGATTCACCTGGGCGAAACCCirrTTTGTCTCTTTGGGTGAGCGGAA . 
! . :/AA r CTGGACCTGAAGTTT^ 

v CTGTAGGGTCTGGGCGCGGGGGGGGGGGAGTGTTTTCTGAGGGCGGAAATGGCGA 

25 ATTCGGGCCTGCAGTTGCTGGGCTTCTCCATGGGCCCTGCTGGGCTGGGTGGGTC ' 
TGGTGGCCTGCACCGCCATCCCGCAGTGGCAGATGAGCTCCTATGCGGGTGACA 
ACATCATCACGGCCCAGGCCATGTACAAGGGGCTGTGGATGGACTGCGTCACGC 
AGAGCACGGGGATGATGAGCTGCAAAATGTACGACTCGGTGCTCGCCCTGTCCG 
CGGCCTTGCAGGCCACTCGAGCCCTAATGGTGGTCTCCCTGGTGCTGGGCTTCCT 

30 GGCCATGTTTGTGGCCACGATGGGCATGAAGTGCACGCGCTGTGGGGGAGACGA 
CAAAGTGAAGAAGGCCCGTATAGCCATGGGTGGAGGCATAATTTTCATCGTGGC 
AGGTCTTGCCGCCTTGGTAGCTTGCTCCTGGTATGGCCATCAGATTGTCACAGAC 
TTTTATAACGCTTTGATCCCTACCAACATTAAGTATGAGTTTGGCCCTGCCATCTT 
TATTGGCTGGGCAGGGTCTGCCCTAGTeATCCTGGGAGGTGCACTGCTCTCCTGT 

35 TCCTGTCCTGGGAATGAGAGCAAGGCTGGGTACCGTGTACCCCGCTCTTACCCTA 
AGTCCAACTCTTCCAAGGAGTATGTGTGACCTGGGATCTCCTTGCCCCAGCCTGA 
CAGGCTATGGGAGTGTCTAGATGCCTGAAAGGGCCTGGGGCTGAGCTCAGCCTG 
TGGGCAGGGTGCCGGACAAAGGCCTCCTGGTCACTCTGTCCCTGCACTCCATGTA 
TAGTCCTCTTGGGTTGGGGGTGGGGGGGTGCCGTTGGTGGGAGAGACAAAAAGA 

40 GGGAGAGTGTGCTTTTTGTACAGTAATAAAAAATAAGTATTGGGAAGCAGGCTTT 
TTTCCCTTCAGGGCCTCTGCTTTCCTCCCGTCCAGATCCTTGCAGGGAGCTTGGAA 
CCTTAGTGCACCTACTTCAGTTCAGAACACTTAGCACCCCACTGACTCCACTGAC 
AATTGACTAAAAGATGCAGGTGCTCGTATCTCGACATTCATTCCCACCCCCCTCT 
TATTTAAATAGCTACCAAAGTACTTCTTTTTTAATAAAAAAATAAAGATTTTTATT 

45 AGGTAAANAAAAAAAAAA 

SEQ ID NO: 623 

>21270 BLOOD INCYTE_1381683H1 
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GCTTATTCACTTTGTGTTTTCTTTTGTTTTAT^ 

TTTATTAACTTCTCCGGTCTTGTTTTGTTTTAATGCTCTTGGCCCAGTGGGTGTCA 
AGAACACTGGCTTAATTCAAGTCAGTTGATTTTTTTTCTATTAAAACTGTTGTTAA 
AATATTTTTTAAAACAAAAACATTATTTGTGCCCTCTTTTATATATGTCAAAGGGA 
5 CACTGTCAAGTATTTCATTT 

SEQ ID NO: 624 

>21285 BLOOD 1008401.7 M17783 gl 83063 Human glia-derived nexin (GDN) mRNA, 5' 
end. 0 

10 GTGTGCTGGCAAAGTGCTTGGCTGCGCGGCGTCTGCAGGCGCCACCGCTGCCTCT 
TTCCGGCTGTGACCCTCCTCGCCGCCGCCGCTTCGCTGCGTCCTCCGACTCCCCGC 
GCCGCCGAGACCAGGCTCCCGCTCCGGTTGCGGCCGCACCGCCCTCCGCGGCCGC 
CCCCTGGGGATCCAGCGAGCGCGGTCGTCCTTGGTGGAAGGAACCATGAACTGG 
CATCTCCCCCTCTTCCTCTTGGCCTCTGTGACGCTGCCTTCCATCTGCTCCCACTTC 

1 5 AATCCTCTGTCTCTCGAGGAACTAGGCTCCAACACGGGGATCCAGGTTTTCAATC 
AGATTGTGAAGTCGAGGCCTCATGACAACATCGTGATCTCTCCCCATGGGATTGC 
GTCGGTCCTGGGGATGCTTCAGCTGGGGGCGGACGGCAGGACCAAGAAGCAGCT 
CGCCATGGTGATGAGATACGGCGTAAATGGAGTTGGTAAAATATTAAAGAAGAT 
CAACAAGGCCATCGTCTCCAAGAAGAATAAAGACATTGTGACAGTGGCTAACGC 

20 CGTGTTTGTTAAGAATGCCTCTGAAATTGAAGTGCCTTTTGTTACAAGGAACAAA 
GATGTGTTCCAGTGTGAGGTCCGGAATGTGAACTTTGAGGATCCAGCCTCTGCCT 
' . GTGATTGGATCA^TGGATGGGTTAAAAATGAAACCAGGGATATGATTGACAATCT 
' GGTGTCCGGAGATCTTATTG ATGG'EG.TGGTGACCAGACTGGTGCTCGTCAACGCA 
GTGTATTTGAAGGGTGTGTGGAAATGACGGTTGCAAGGCGAGAAGACAAAGAAA 

25 CGCACTTTCGTGGCAGCCGACGGGAAATCCTATCAAGTGCCAATGCTGGCCCAGC ■■■ 
TCTCCGTGTTCCGGTGTGGGTCGACAAGTGCCCCCAATGATTTATGGTACAACTT 
CATTGAACTGCCCTACCACGGGGAAAGCATCAGCATGCTGATTGCACTGCCGACT 
GAGAGCTCCACTCCGCTGTCTGCCATCATCCCACACATCAGCACCAAGACCATAG 
ACAGCTGGATGAGCATCATGGTGCCCAAGAGGGTGCAGGTGATCCTGCCCAAGT 

3 0 TCACAGCTGTAGCACAAACAGATTTGAAGGAGCCGCTGAAAGTTCTTGGCATTAC 
TGACATGTTTGATTCATCAAAGGCAAATTTTGCAAAAATAACAAGGTCAGAAAA 
CCTCCATGTTTCTCATATCTTGCAAAAAGCAAAAATTGAAGTCAGTGAAGATGGA 
ACCAAAGCTTCAGCAGCAAGAACTGGA\TTCTCATTGCAAGATCATCGCCTCCCT 
! GGTTTATAGTAGACAGACCTTTTCIGTHTI'CATCCGACATAATCCTACAGGTGCT 

35 GTGTTATTCATGGGGCAGATAAACAAACCCTGAAGAGTATACAAAAGAAACCAT 
GCAAAGCAACGACTACTTTGCTACGAAGAAAGACTCCTTTCCTGCATCTTTCATA 
GTTCTGTTAAATATTTTTGTACATCGCTTCTTTTTCAAAACTAGTTCTTAGGAACA 
GACTCGATGCAAGTGTTTCTGTTCTGGGAGGTATTGGAGGGAAAAAACAAGCAG 
GATGGCTGGAACACTGTACTGAGGAATGAATAGAAAGGCTTCCAGATGTCTAAA 

40 AGATTCTTTAAACTACTGAACTGTTACCTAGGTTAACAACCCTGTTGAGTATTTGC 
TGTTTGTCCAGTTCAGGAATTTTTGTTTTGTTTTGTCTATATGTGCGGCTTTTCAGA 
AGAAATTTAATCAGTGTGACAGAAAAAAAAATGTTTTATGGTAGCTTTTACTTTT 
TATGAAAAAAAAATTATTTGCCTTTTAAATTCTTTTCCCCCATCCCCCTCCAAAGT 
CTTGATAGCAAGCGTTATTTTGGGGGTAGAAACGGTGAAATCTCTAGCCTCTTTG 

45 TGTTTTTGNTGATGCTGTTGTTGTTGTTTTATATAATGCATGTATTCACTAAAATA 
AAATTnrAAAAAACTCCTGTCTTGCTAGACAAGGTTGCTGTTGTGCAGTGTGACAG 
AAAAAAAAATGTTTrATGGTAGCTTTTACTTmATGAAAAAAAAATT 
TTTTAAATTCTTTTCCCCCANCCCCCTCCAAAGTCTTGATAGCAAGCGTTATTTNG 
GGGGTAGAAACGGNGAAATCTCTAGCCTC>JNNNNNW^ 
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NNNNNNM^OTSINNNNTAATGCATC^ 

AGGCTGCTCAGGGCCTTATAAAACTGTTGTAGACAGCCCTGAATGTCCCCTGCTT 
CCCACCACCCAGAGCCTGGGATCATGCAAGCTGGGAGAGAAGCTACAGAGGTAG 
TGCCGTGTTTGGTGGAGTGACCTCTGCAGCCTCCCTCCCTCAGAGTGAGAATTTT 
5 ATGTAATTCTTATCTGCAGTTGGGAATAAAAGAAGTTTGATTCCTAGACACTGAA 
ATACACGAAAGTTTATCATGCCACCCTTTTCCATCTCTTAGGAGAAATGGAAAAA 
GAACACTCCAAACCTGGCCACTACCTGAGGATGTGTAAAGAGGTTTTCTGCAGGC 
AATTAGACCCCACTACAGTGGAAGCTTGTAGAACATCACACATCGACAGTCTGA 
AATGCACCACAAGAACTGCTCGAAGAGTGTGTCACTTTCACACTTACCTGACCGT 
1 0 GGGATGGAAGTGCAGCGTAAGCCATGGGCTGATTCATCACTCCTTTCTGCTTCAT 
GAGAAGCAGGCGTTTCTGGTCTTCGCTCAGGTGTGCCCTGGGGGCCTGGAGCTGT 
GGAGGTGNNNNNNNNNNNW 
hWNNNNNNNNNNNGATATACGGCATCAAG 

GTGGTGTCATCCTCTGACTCAGGTCTGCATTGAAGTGGGTCAGGGGTTTAGTGTT ... , 

15 GCCATAAGTCAGAATATTGTGCTGTTTGTTTAAGGAGTTTGTACCCAAGTTATTTG 
GCTGCTGATTGATCATATTCATGTGATTCTGAGGGAGGTAGTTATTCATTGTTGTC 
TTCTGCAGGTTGTTTGCCATTGGAGGCACTATAGGGTTTTGGTTGTTAAAGGCTTG 
GGGGTACATCATTGGGCTATTTGGTTTTTCTGCAGTAAAAGCTGCTCCATATGGA 
CTAGAGGGAGGTCCTAAGGGAGACCAATTTGAAGTCTGATTTGAGNNNNNNNNN 

20 NNNNNININNNNN^^ 

GGCCCTTTGTTGCTGCTGTGCAGCCATCTGTTTGAGCTGTTCTGCTGGAGACATGT 
-. • ■ . CAGAGCTGGGCACAGCGAGAGGCCCTGACGCTG AACCGGCCACTGTCACTGOTG 
•'. • :. :C GCGGATTGAGGAGATAAGGATTTCGAGGCCGAGGTGGAGCTTGGCCTGGAGTGT \ 
GGGCITGGTITGGAGTTTG AGGGGACTGG ACAGCACAGT1TGCTGGTGAGCTTGC 

25 AGGGTTTGGAGCTGCGGGAGTGCTGGCAACAGAAGGTAAACTAGTGGCCGTGGA 
GACAGTAGAAAAGGGGAAGGAACCCAAGGAAGGAAGAAGGCCCTTCGCCCTGG 
GGGAGATCCCATGGAGACATGTGCGAAGGGAGAGTGAGAGGGGTCGCTCTTCAC 
GCTCGCACTCTCCTGGGAGAGAGGGGTCTCAGTTGCTGGCTGCGAGAATTCTGGC 
TCCTTCTTCTCTTCAAAGTCTTCGTTGAACAGGTCCTGTATGTCATCCTCAGGAAC 

30 CGTGTTGTCCAATTCATCTATTAATTCTTGCCACTCCTGATCATTCAGATTAATGT 
CTGAGAACAGCTTGTTCTGATTTGAAAGAGATGTTTCTGATGTGTCTATGCAA.GT 
AGGGTCATCGAGAGGTTCTTGTTTGAGGTCTTTGCTCTGCAAGATGGTGAAGCTA 
TCCTCCAGGTCACTGCAACCGTTGACAGGAAGTTTAATCTCAGGGAGCCTACCAT 
TCTTACTTAGATCTTCTAGAAGCCCAGGAGTGTGAGTTCCACTGTTCTGCAAGGG 

35 CAAAGAAGGTTTCAGGTCAAGTTGGTGAAGAGGAGAAGCTGAAGGCAGTGGCAT 
GTTACTGGGCAAATTGTTGATGGCTTCCATCCCCGCAGAAATGTCCTTTCGAATT 
CGTTTGCTAGTCGGAGAAAAATTCCCATCACAAGCACCATTCTGCTGGTCTCCAT 
TAAGTGGTGATCGAGCTCCTTCCAACTTCCTTTTCACAGTCTCTTGTAGCATGATC 
AGCGTGTGGTTCCTCTGCTCCGCCGAGGCAGCCTCCGCATCTTGCTGGGGTTTGC 

40 TCGGGTGCTGCTGTTTGCCGGTGCCGGCGCCCGATTTCTTGGCCCTCTGCTCCAGG 
TCCGC 

SEQ ID NO: 625 

>21292 BLOOD INCYTE_157873H1 )\ % 

45 AGTAGCGTGACTACGTTTAAAACGGAGCAGCCAGGTGCTCCAAGCCCAGGTTfC 
ATCTTCCTAACCAAGAAAGGCCGNCAAGTCTGTNCTGACCCCAGTAAGGAGTGG 
TTCCAGGAAATACGGTCAGTAACCTGGGANCTGAGTGNCTTANGGGTCCAGAAN 
CTTNGANGNCCAGGCAACCTGAGTTGGCCCAGNNNGGGAGGAGNAGGGGCCTG 
NACCTTGGGGNACATG 
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SEQIDNO: 626 

>21294 BLOOD INCYTEJ594625F6 

GGANATGGAAGGCAATGACNGCNACGAGGGCTCTGTGTGGANATGTTCAAGGNG 
5 CTGGCAANAGATCCTNCGATTCAACTACAAGATCCGACTGGTTGGGGATGGNGT 
GTACGGCGTTCCNGAGGNACAACGGCACCTGGAAGGGAATGGTNGGNGAGCTG 
ATCNCTAGGAAAGCAGTCTGGCNGTGGCAGGCCTCACCATTACAGNTGAACGGG 
AGAAGGTGNTTGATTTCTCTAAGC 

10 SEQIDNO: 627 

>21298 BLOOD 441249.1 AF086432 g3483777 Human full length insert cDNA clone 
ZD79H11.0 

GGCAGGAGAATTTGAAAGGGTGCCCCAAAGGACAATCTCTAAAGGGGTAAGGG 
AGATACCTACCTTGTCTGGTAGGGGAGATGTTTCGTTTTCATGCTTTACCAGAAA 

1 5 ATCCACTTCCCTGCCGACCTTAGTTTCAAAGCTTATTCTTAATTAGAGACAAGAA 
ACCTGTTTCAACTTGAAGACACCGTATGAGGTGAATGGACAGCCAGCCACCACA 
ATGAAAGAAATCAAACCAGGAATAACCTATGCTGAACCCACGCCTCAATCGTCC 
CCAAGTGTTTCCTGACACGCATCTTTGCTTACAGTGCATCACAACTGAAGAATGG 
GGTTCAACTTGACGCTTGCAAAATTACCAAATAACGAGCTGCACGGCCAAGAGA 

20 GTCACAATTCAGGCAACAGGAGCGACGGGCCAGGAAAGAACACCACCCTTCACA 
ATGAATTTGACACAATTGTCTTGCCGGTGCTTTATCTCATTATATTTGTGGCAAGC 
■. • ATCTTGCTGAATGGTTTAGCAGTGTGGAT.GTTGJTCGACATTAGGAATAAAAeCA! 

. .GCTTCATATTGTATCTCAAAAACATAGTGGT'rGGAGACGTCATAATGACGGTGAG 
V -ATTreCATTTCGAATAGTCCATGATGCAGGAlTTGGACCTTGGTACTTCAAGTTTA 

25 TTCTCTGCAGATACACTTCAGTTTTGTTTTATGCAAACATGTATACTTGCATCGTG. 
TTCCTTGGGCTGATAAGCATTGATCGCTATCTGAAGGTGGTCAAGCCATTTGGGG 
ACTCTCGGATGTACAGCATAACCTTCACGAAGGTTTTATCTGTTTGTGTTTGGGTG 
ATCATGGCTGTTTTGTCTTTGCCAAACATCATCCTGACAAATGGTCAGCCAACAG 
AGGACAATATCCATGACTGCTCAAAACTTAAAAGTCCTTTGGGGGTCAAATGGC 

30 ATACGGCAGTCACCTATGTGAACAGCTGCTTGTTTGTGGCCGTGCTGGTGATTCT 
GATCGGATGTTACATAGCCATATCCAGGTACATCCACAAATCCAGCAGGCAATTC 
ATAAGTCAGTCAAGCCGAAAGCGAAAACATAACCAGAGCATCAGGGTTGTTGTG 
GCTGTGTTTTTTACCTGGITrCTAGCATATCACTTGTGCAGAATTCCTTTTACTTTT 
AGTCACT TAGACAGGCTTTTAGATGAATCTGCACAAAAAATCCTATATTACTGCA 

35 AAGAAATTACACTTTTCTTGTCTGCGTGTAATGTTTGCCTGGATCCAATAATTTAC 
TTTTTCATGTGTAGGTCATTTrCAAGAAGGCTGTTCAAAAAATCAAATATCAGAA 
CCAGGAGTGAAAGCATCAGATCACTGCAAAGTGTGAGAAGATCGGAAGTTCGCA 
TATATTATGATTACACTGATGTGTAGGCCTTTTATTGTTTGTTGGAATCGATATGT 
ACAAAGTGTAAAAAAATGTTTCTTTTCATTAAAAAAAAAAAAAAAAAAAAAG 

40 

SEQIDNO: 628 

>21307 BLOOD 336954.1 AF033383 g2739502 Human potassium channel mRNA, 
complete cds. 0 

GCTGCTGCGCCGCGCTCCCGGCGCACTCGGAGCCCGGCGGGGACCGGGAGGCAG 
45 AGACGGGGCGGCCGTGGCTCCGAGGGCGGGAGCTGAGCCGGGCCCCGGGACCG 
AAGTTTGGCGGCGGCTCCGGGAGGCAGAGCGGGCTCCCCGGGCGACTTCCAGGC 
CCCTCTCGCGTCCTCGCCCCGGACCCGTGGGCAGCCGGGGGGGACGGAAGCCGC 
GGCCGGGCCAACTCCGAGGCGGGGACGCCGCGACGGGAACTTGAGGTGGGAACT 
TTGCGCGCTGCAGCCTCGCCGGGCGCCACCGAAGCGCGAACCGGACCCCGAGCC 
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TGCAAACTCGGGCTCGGGGGCGGCTGCACGTGGCCGTGGCCCTGAACTCCCTGC 
GGGGGCCTCGAAACCCGCCTGCGGGGAGGCCAGGGCGACAGAGGACTCGGGAG 
TCACCGCTGGTGCGTGGCGGCGTGGAGCGCGCTTGTTACGGCCAAGGGAGCAGG 
CTGCCTAATGAAGGAGCCAGGCTTGCACACAGACAATTCTAGAACTGGTGGCCC 
5 GAGAGGGATGTGAAGGCCCAAAATGACCCTCTTACCGGGAGACAATTCTGACTA 
CGACTACAGCGCGCTGAGCTGCACCTCGGACGCCTCCTTCCACCCGGCCTTCCTC 
CCGCAGCGCCAGGCCATCAAGGGCGCGTTCTACCGCCGGGCGCAGCGGCTGCGG 
CCGCAGGATGAGCCCCGCCAGGGCTGTCTGCCCGTAGGACCGCCGCCGTCGGAT 
CATCATCAACGTAGGCGGCATCAAGTACTCGCTGCCCTGGACCACGCTGGACGA 

1 0 GTTCCCGCTGACGCGCCTGGGCCAGCTCAAGGCCTGCACCAACTTCGACGACATC 
CTCAACGTGTGCGATGACTACGACGTCACCTGCAACGAGTTCTTCTTCGACCGCA 
ACCCGGGGGCCTTCGGCACTATCCTGACCTTCCTGCGCGCGGGCAAGCTGCGGCT 
GCTGCGCGAGATGTGCGCGCTGTCCTTCCAGGAGGAGCTGCTGTACTGGGGCATC 
GCGGAGGACCACCTGGACGGCTGCTGCAAGCGCCGCTACCTGCAGAAGATTGAG 

1 5 GAGTTCGCGGAGATGGTGGAGCGGGAGGAAGAGGACGACGCGCTGGACAGCGA 
GGGCCCGCGACAGCGAGGGCCCGGCCGAGGGCGAGGGCCGCCTGGGGCGCTGC 
ATGCGGCGACTGCGCGAACATGGTGGAGAGGCCGCACTCGGGGCTGCCTGGCAA 
AGGTGTTCGCCTGCCTGTCGGTGCTCTTCGTGACCGTCACCGCCAGTCAACCTCTC 
CGTCAGCACCTTGCCCAGCCTGAGGGAGGAGGAGGAGCAGGGCCACTGTTCCCA 

20 GATGTGCCACAACGTCTTCATCGTGGAGTCGGTGTGCGTGGGCTGGTTCTCCCTG 
GAGTTCCTCCTGCGGCTCATTCAGGCGCCCAGCAAGTTCGCCTTCCTGCGGAGCC 
- • / GGCTGACGCTGArGGAeCTGGTGGGCATGGTGCCCTACTACATCACGCTGGTGGT 
. :' • 'GGACGGCGGGGGCGCGGGCCGTCGCAAGGGGGGCGCGGGC AAGAGGTACCTGGA 
f 'GAAGGTGGGGCTGGTGCTGGGCGTGCTGCGGGCGGTGGGCATGGTGTACGTGATG 

25 CGCCTGGCGCGCCACTCCCTGGGGCTGCAGACGCTGGGGCTGACGGCCGGCCGCT 
GCACCCGCGAGTTCGGGCTCCTGCTGCTCTTCCTCTGCGTGGCCATCGCCCTCTTC 
GCGCCCCCTGCTCTACGTCATCGAGAACGAGATGGCCGACAGCCCCGAGTTCACC 
AGCATCCCTGCCTGCTACTGGTGGGCTGTCATCACCATGACGACGGTGGGCTATG 
GCGACATGGTCCCCAGGAGCACCCCGGGCCAGGTAGTGGCCCTGAGCAGCATCC 

30 TGAGCGGCATCCTGCTCATGGCCTTCCCAGTCACCTCCATCTTCCACACCTTCTCC 
CGCTCCTACCTGGAGCTCAAGCAGGAGCAAGAGAGGGTTGATG1TCCGGAGGGG 
GCAGTTCCTCATCAAAACCAAGTCGCAGCTGAGCGTGTCCCAGGACAGTGACAT 

C3TGTTCGGAAGTGCCTTCCTCGGACACCAAGAGACAATAACTGAGCGCGGAGG 

*" " ACACGCCTGGCCTGCCTGCCATCTGTGGCCCGAAGCCATTTGCCATCCACTGCAA 

35 ACGCCTGGAGAGGGACAGGCCGCTTCCGAGTGCAGTCCTGGCGCAGCACCGACT 
GCCCACGCACCCGGGGAAGGACACCCTCACTCCCACACCTCCGGGAAGAACACT 
AGAACATCAGCAGAGGGGCCCTGCCCCTCCGCCTGCAGCCGTGAAAGGAAGCTG 
GGTCATCAGCCCAGCCCCGCCCACCCCAGCCCCTATGTGTGTTTCCCTCAATAAG 
GAGATGCCTTGTTCTTTTCACCATGCGAATAACATGCCCAGCAAAAACCGTGCTT 

40 TATGGGTCTGCCTGGAGAAAAAAAAAAAAAATACCACCAGCAGAAACAGCAC 

SEQ ID NO: 629 

>21310 BLOOD 246163.2 AK002158 g7023867 Human cDNA FIJI 1296 fis, clone 
PLACE 1 00973 1 , weakly similar to AIG1 PROTEIN. 0 
45 CAGCACATCGCTGCATTCGGCTGGTTTTCAGGGTCTTGTTCCCAATCAGTTTCCAG 
CCAACACCAGGGTGTCCCTAGTCCGCAGAGGTGTGGGGGACACACTCCATAATC 
TCTACTTTTCTTTTTGTGCAGCTGAGTCATGGAGCTTTCAGCCCCAGCACATGGCT 
CCTCCTTAACTGCGTCTGCTCAACCTCCCTCAGCCCTGTGAACAGCATCCCCGCA 
CACAGACGCAGAGCAGGACTCTCTCTGCTGCCACTTCACCTTCCTGAGAGAGGAC 
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CAGCGGCCAGAGCCTCAGTGACTGCCACCCTGGAGGACAGGGCACAACAACCGT 
TTCTGGAGAGAATGGGAGGATTCCAGAGGGGCAAATATGGAACTATGGCTGAAG 
GTAGATCAGAAGATAACTTGTCTGCAACACCACCGGCATTGAGGATTATCCTAGT 
GGGCAAAACAGGCTGCGGGAAAAGTGCCACAGGGAACAGCATCCTTGGCCAGCC 
5 CGTGTTTGAGTCCAAGCTGAGGGCCCAGTCAGTGACCAGGACGTGCCAGGTGAA 
AACAGGAACATGGAACGGGAGGAAAGTCCTGGTGGTTGACACGCCCTCCATCTT 
TGAGTCACAGGCCGATACCCAAGAGCTGTACAAGAACATCGGGGACTGCTACCT 
GCTCTCTGCCCCGGGGCCCCACGTCCTGCTTCTGGTGATCCAGCTGGGGCGTTTC 
ACTGCTCAGGACACAGTGGCCATCAGGAAGGTGAAAGAGGTCTTTGGGACAGGG 

1 0 GCCATGAGACATGTGGTCATCCTCTTCACCCACAAAGAGGACTTAGGGGGCCAG 
GCCCTGGATGACTATGTAGCAAACACGGACAACTGCAGCCTGAAAGACCTGGTG 
CGGGAGTGTGAGAGAAGGTACTGTGCCTTCAACAACTGGGGCTCTGTGGAGGAG 
CAGAGGCAGCAGCAGGCAGAGCTCCTGGCTGTGATTGAGAGGCTGGGGAGGGA 
GCGAGAGGGCTCCTTCCACAGCAATGACCTCTTCTTGGATGCCCAGCTGCTCCAA 

1 5 AGAACTGGAGCTGGGGCCTGCCAGGAAGACTACAGGCAGTACCAGGCCAAAGTG 
GAATGGCAGGTGGAGAAGCACAAGCAAGAGCTGAGGGAGAACGAGAGTAACTG 
GGCATACAAGGCGCTCCTCAGAGTCAAACACTTGATGCTTTTGCATTATGAGATT 
TTTGTTTTTCTATTGTTGTGCAGCATACTTTTTTTCATTATTTTTCTGTTCATCTTTC 
ATTACATTTAAATCTCTGGACCCTGGAGCACTTCTAATGTATCACCCCATGGAGT 

20 CATTGTTCTAATAATCACCAATTCAGACTCAGATCCTCGTGGTCTATGGAGCATG 
CTGCTTGCTGTCTGTGCAGCTCCCATTTCCCCTTCTTCCTGATAGACTTGGAGCTG 
- . ' -v TGTGGCTCCACTCCAAGGeTGGCTGGCTGCTGTAAACAGTAlTCCAeTGTGTCTGGV 

:* •« CAAeAACTGGTTCAGGAATGGGGe.TGAGATGGGATGCAGGTGCCTGAGAAGTGA :;^v 
■-. -,V -J. GtfAAAAGTCCGCAGAGGTGGGGATGGAAGAT 'CTCTCCTTAGATAGAA CCTGTC1T 

25 I CCTCCCTGGCATTGTGGGGTCTGGGCGTGACACTGGGACTCTCAGCAGCTTTGTG 
CTGCCAACCTGAGATTGAAGGCAGTGCCTCAGAGCAGCACAGAGAGTTGGGGCC 
CCCTGAGCCCTGAGCCACCAGCCCTGCAGCCTGCCCTATCTCCGCATTTCCAGTT 
GTATTAGCCAATAGATTTCCTACTTATTTAAGCTATTTGAGCTCCGGGTCTCTTCT 
ACCTGCATTCTAAAACATTCAAAGTAATAAAAATTTCTCCAC 

30 

SEQ ID NO: 630 

>21313 BLOOD 271789.7 M94055 g456678 Human voltage-gated sodium channel mRNA, 
. complete cds. 0 - 

: "" v GGAATTTTAGCrGCAGTCTTCTTGGTGCCAGCTTATCAATCCCAAACTCTGGGTGT 
35 AAAAGATTCTACAGGGCACTTTCTTATGCAAGGAGCTAAACAGTGATTAAAGGA 
GCAGGATGAAAAGATGGCACAGTCAGTGCTGGTACCGCCAGGACCTGACAGCTT 
CCGCTTCTTTACCAGGGAATCCCTTGCTGCTATTGAACAACGCATTGCAGAAGAG 
AAAGCTAAGAGACCCAAACAGGAACGCAAGGATGAGGATGATGAAAATGGCCC 
AAAGCCAAACAGTGACTTGGAAGCAGGAAAATCTCTTCCATTTATTTATGGAGAC 
40 ATTCCTCCAGAGATGGTGTCAGTGCCCCTGGAGGATCTGGACCCCTACTATATCA 
ATAAGAAAACGTTTATAGTATTGAATAAAGGGAAAGCAATCTCTCGATTCAGTG 
CCACCCCTGCCCTTTACATTTTAACTCCCTTCAACCCTATTAGAAAATTAGCTATT 
AAGATTTTGGTACATTCTTTATTCAATATGCTCATTATGTGCACGATTCTTACCAA 
CTGTGTATTTATGACCATGAGTAACCCTCCAGACTGGACAAAGAATGTGGAGTAT 
45 ACCTTTACAGGAATITATACTTTTGAATCACTTATTAAAATACTTGCAAGGGGCTT 
TTGTTTAGAAGATTTCACATTTTTACGGGATCCATGGAATTGGTTGGATTTCACAG 
TCATTACTTTTGCATATGTGACAGAGTTTGTGGACCTGGGCAATGTCTCAGCGTT 
GAGAACATTCAGAGTTCTCCGAGCATTGAAAACAATTTCAGTCATTCCAGGCCTG 
AAGACCATTGTGGGGGCCCTGATCCAGTCAGTGAAGAAGCTTTCTGATGTCATGA 
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TCTTGACTGTGTTCTGTCTAAGCGTGTTTGCGCTAATAGGATTGCAGTTGTTCATG 
GGCAACCTACGAAATAAATGTTTGCAATGGCCTCCAGATAATTCTTCCTTTGAAA 
TAAATATCACTTCCTTCTTTAACAATTCATTGGATGGGAATGGTACTACTTTCAAT 
AGGACAGTGAGCATATTTAACTGGGATGAATATATTGAGGATAAAAGTGACTTTT 
5 ATTTTTTAGAGGGGCAAAATGATGCTCTGCTTTGTGGCAACAGCTCAGATGCAGG 
CCAGTGTCCTGAAGGATACATCTGTGTGAAGGCTGGTAGAAACCCCAACTATGG 
CTACACGAGCTTTGACACCTTTAGTTGGGCCTTTTTGTCCITATTTCGTCTCATGA 
CTCAAGACTTCTGGGAAAACCTTTATCAACTGACACTACGTGCTGCTGGGAAAAC 
GTACATGATATTTTTTGTGCTGGTCATTTTCTTGGGCTCATTCTATCTAATAAATTT 

1 0 GATCTTGGCTGTGGTGGCCATGGCCTATGAGGAACAGAATCAGGCCACATTGGA 
AGAGGCTGAACAGAAGGAAGCTGAATTTCAGCAGATGCTCGAACAGTTGAAAAA 
GCAACAAGAAGAAGCTCAGGCGGCAGCTGCAGCCGCATCTGCTGAATCAAGAGA 
CTTCAGTGGTGCTGGTGGGATAGGAGTTTTTTCAGAGAGTTCTTCAGTAGCATCT 
AAGTTGAGCTCCAAAAGTGAAAAAGAGCTGAAAAACAGAAGAAAGAAAAAGAA 

1 5 ACAGAAAGAACAGTCTGGAGAAGAAGAGAAAAATGACAGAGTCCGAAAATCGG 
AATCTGAAGACAGCATAAGAAGAAAAGGTTTCCGTTTTTCCTTGGAAGGAAGTA 
GGCTGACATATGAAAAGAGATTTTCTTCTCCACACCAGTCCTTACTGAGCATCCG 
TGGCTCCCTTTTCTCTCCAAGACGCAACAGTAGGGCGAGCCTTTTCAGCTTCAGA 
GGTCGAGCAAAGGACATTGGCTCTGAGAATGACTTTGCTGATGATGAGCACAGC 

20 ACCTTTGAGGACAATGACAGCCGAAGAGACTCTCTGTTCGTGCCGCACAGACAT 
GGAGAACGGCGCCACAGCAATGTCAGCCAGGCCAGCCGTGCCTCCAGGGTGCTC 

• ; CCCATGGT GGCGATGAATGGGAA.GATGGATAGGGCTGTGGACTGCAATGGTGTG . 

: *i - v, A-:- v^GGGCACAACl'ACTGAAACAGAAATAAGAAAGAGAGGGTCGAGTrCTTAl'GATG .'■ 

25 TTTCCATGGATTTATTGGAAGATCCTACATGAAGGCAAAGAGCAATGAGTATAGC 
CAGTATTTTGACCAACACCATGGAAGAACTTGAAGAATCCAGACAGAAATGCCC 
ACCATGCTGGTATAAATTTGCTAATATGTGTTTGATTTGGGACTGTTGTAAACCAT 
GGTTAAAGGTGAAACACCTTGTCAACCTGGTTGTAATGGACCCATTTGTTGACCT 
GGCCATCACCATCTGCATTGTCTTAAATACACTCTTCATGGCTATGGAGCACTAT 

30 CCCATGACGGAGCAGTTCAGCAGTGTACTGTCTGTTGGAAACCTGGTCTTCACAG 
GGATCTTCACAGCAGAAATGTTTCTCAAGATAATTGCCATGGATCCATATTATTA 
CTTTCAAGAAGGCTGGAATATTTTTGATGGTTTTATTGTGAGCCTTAGTTTAATGG 
. A ACTTGGTTTGGCAAATGTGGAAGGATTGTC AGTTCTCCGATC ATTCCGGCT-GGT .... 

CGoAGTTTTCAAGTTGGCAAAATCTTGGCCAACTCTAAATATGCTAATT AAGATC 

35 ATTGGCAATTCTGTGGGGGCTCTAGGAAACCTCACCTTGGTATTGGCCATCATCG 
TCTTCATTTTTGCTGTGGTCGGCATGCAGCTCTTTGGTAAGAGCTACAAAGAATG 
TGTCTGCAAGATTTCCAATGATTGTGAACTCCCACGCTGGCACATGCATGACTTT 
TTCCACTCCTTCCTGATCGTGTTCCGCGTGCTGTGTGGAGAGTGGATAGAGACCA 
TGTGGGACTGTATGGAGGTCGCTGGCCAAACCATGTGCCTrACTGTCTTCATGAT 

40 GGTCATGGTGATTGGAAATCTAGTGGTTCTGAACCTCTTCTTGGCCTTGCTTTTGA 
GTTCCTTCAGTTCTGACAATCTTGCTGCCACTGATGATGATAACGAAATGAATAA 
TCrCCAGATTGCTGTGGGAAGGATGCAGAAAGGAATCGATTTTGTTAAAAGAAA 
AATACGTGAATTTATTCAGAAAGCCTTTGTTAGGAAGCAGAAAGCTTTAGATGAA 
ATTAAACCGCTTGAAGATCTAAATAATAAAAAAGACAGCTGTATTTCCAACCATA 

45 CCACCATAGAAATAGGCAAAGACCTCAATTATCTCAAAGACGGAAATGGAACTA 
CTAGTGGCATAGGCAGCAGTGTAGAAAAATATGTCGTGGATGAAAGTGATTACA 
TGTCATTTATAAACAACCCTAGCCTCACTGTGACAGTACCAATTGCTGTTGGAGA 
ATCTGACTTTGAAAATTTAAATACTGAAGAATTCAGCAGCGAGTCAGATATGGA 
GGAAAGCAAAGAGAAGCTAAATGCAACTAGTTCATCTGAAGGCAGCACGGTTGA 
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TATTGGAGCTCCCGCCGAGGGAGAACAGCCTGAGGTTGAACCTGAGGAATCCCT 
TGAACCTGAAGCCTGTTTTACAGAAGACTGTGTACGGAAGTTCAAGTGTTGTCAG 
ATAAGCATAGAAGAAGGCAAAGGGAAACTCTGGTGGAATTTGAGGAAAACATG 
CTATAAGATAGTGGAGCACAATTGGTTCGAAACCTTCATTGTCTTCATGATTCTG 
5 CTGAGCAGTGGGGCTCTGGCCTTTGAAGATATATACATTGAGCAGCGAAAAACC 
ATTAAGACCATGTTAGAATATGCTGACAAGGTTTTCACTTACATATTCATTCTGG 
AAATGCrGCTAAAGTGGGTTGCATATGGTTTTCAAGTGTATTTTACCAATGCCTG 
GTGCTGGCTAGACrTCCTGATTGTTGATGTCTCACTGGTTAGCTTAACTGCAAATG 
CCTTGGGTTACTCAGAACTTGGTGCCATCAAATCCCTCAGAACACTAAGAGCTCT 

1 0 GAGGCCACTGAGAGCTTTGTCCCGGTTTGAAGGAATGAGGGCTGTTGTAAATGCT 
CTTTTAGGAGCCATTCCATCTATCATGAATGTACTTCTGGTTTGTCTGATCTTTTG 
GCTAATATTCAGTATCATGGGAGTGAATCTCTTTGCTGGCAAGTTTTACCATTGTA 
TTAATTACACCACTGGAGAGATGTTTGATGTAAGCGTGGTCAACAACTACAGTGA 
GTGCAAAGCTCTCATTGAGAGCAATCAAACTGCCAGGTGGAAAAATGTGAAAGT 

1 5 AAACTTTGATAACGTAGGACTTGGATATCTGTCTCTACTTCAAGTAGCCACGTTT 
AAGGGATGGATGGATATTATGTATGCAGCTGTTGATTCACGAAATGTAGAATTAC 
AACCCAAGTATGAAGACAACCTGTACATGTATCTTTATTTTGTCATCTTTATTATT 
TTTGGTTCATTCTTTACCTTGAATCTTTTCATTGGTGTCATCATAGATAACTTCAA 
CCAACAGAAAAAGAAGTTTGGAGGTCAAGACATTTTTATGACAGAAGAACAGAA 

20 GAAATACTACAATGCAATGAAAAAACTGGGTTCAAAGAAACCACAAAAACCCAT 
ACCTCGACCTGCTAACAAATTCCAAGGAATGGTCTTTGATTTTGTAACCAAACAA 

. -. ;. GTCTTTGATATCAGCATCATG ATCCTG ATCTGCCTTAACATGGTC ACCATGATGGT 
• . vGGAAAGCGATGACCAGAGTCAAGAAAI'GAGAAAGATTCTGTACTGGATTAATCT . 
'• ; GGTGTTTA'ITGTTCTGTTCACTGGAGAA{rGTGTGGTGAAACTGATGTGTCTTGGTT 

25 ACTACTATTTCACTATTGGATGGAATA r rTTTTGATTTTGTGGTGGTCATTCTCTCC 
ATTGTAGGAATGTTTCTGGCTGAACTGATAGAAAAGTATTTTGTGTCCCCTACCC 
TGTTCCGAGTGATCCGTCTTGCCAGGATTGGCCGAATCCTACGTCTGATCAAAGG 
AGCAAAGGGGATCCGCACGCTGCTCTTTGCTTTGATGATGTCCCTTCCTGCGTTGT 
TTAACATCGGCCTCCTTCTTTTCCTGGTCATGTTCATCTACGCCATCTTTGGGATG 

30 TCCAATTTTGCCTATGTTAAGAGGGAAGTTGGGATCGATGACATGTTCAACTTTG 
AGACCTTTGGCAACAGCATGATCTGCCTGTTCCAAATTACAACCTCTGCTGGCTG 
GGATGGATTGCTAGCACCTATTCTTAATAGTGGACCTCCAGACTGTGACCCTGAC 
AAAGATCACCCTGGAAGCTCAGTTAAAGGAGACTGTGGGAAGGCATCTGTTGGG 
ATTTTCTTTTTTGTCAGTTACATCATCATATCCTTCCTGGTTGTGGTGAACATGTA 

35 CATCGCGGTCATCCTGGAGAACTTCAGTGTTGCTACTGAAGAAAGTGCAGAGCCT 
CTGAGTGAGGATGACTTTGAGATGTTCTATGAGGTTTGGGAGAAGTTTGATCCCG 
ATGCGACCCAGTTTATAGAGTTTGCCAAACTTTCTGATTTTGCAGATGCCCTGGA 
TCCTCCTCTTCTCATAGCAAAACCCAACAAAGTCCAGCTCATTGCCATGGATCTG 
CCCATGGTGAGTGGTGACCGGATCCACTGTCTTGACATCTTATTTGCTTTTACAAA 

40 GCGTGTTTTGGGTGAGAGTGGAGAGATGGATGCCCTTCGAATACAGATGGAAGA 
GCGATTCATGGCATCAAACCCCTCCAAAGTCTCTTATGAGCCCATTACGACCACG 
TTGAAACGCAAACAAGAGGAGGTGTCTGCTATTATTATCCAGAGGGCTTACAGA 
CGCTACCTCTTGAAGCAAAAAGTTAAAAAGGTATCAAGTATATACAAGAAAGAC 
AAAGGCAAAGAATGTGATGGAACACCCATCAAAGAAGATACTCTCATTGATAAA 

45 CTGAATGAGAATTCAACTCCAGAGAAAACCGATATGACGCCTTCCACCACGTCTC 
CACCCTCGTATGATAGTGTGACCAAACCAGAAAAAGAAAAATTTGAAAAAGACA 
AATCAGAAAAGGAAGACAAAGGGAAAGATATCAGGGAAAGTAAAAAGTAAAAA 
GAAACCAAGAATTTTCCATTTTGTGATCAATTGTTTACAGCCCGTGATGGTGATG 
TGTTTGTGTCAACAGGACTCCCACAGGAGGTCTATGCCAAACTGACTGTTTTTAC 
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AAATGTATACTTAAGGTCAGTGCCTATAACAAGACAGAGACCTCTGGTCAGCAA 
ACTGGAACTCAGTAAACTGGAGAAATAGTATCGATGGGAGGTTTCTATTTTCACA 
ACCAGCTGACACTGCTGAAGAGCAGAGGCGTAATGGCTACTCAGACGATAGGAA 
CCAATTTAAAGGGGGGAGGGAAGTTAAATTTTTATGTAAATTCAACATGTGACAC 
5 TTGATAATAGTAATTGTCACCAGTGTTTATGTTTTAACTGCCACACCTGCCATATT 
TTTACAAAACGTGTGCTGTGAATTTATCACTTTTCTTTTTAATTCACAGGTTGTTT 
ACTATTATATGTGACTATTTTTGTAAATGGGTTTGTGTTTGGGGAGAGGGATTAA 
AGGGAGGGAATTCTACATTTCTCTATTGTATTGTATAACTGGATATATTTTAAATG 
GAGGCATGCTGCAATTCTCATTCACACATAAAAAAATCACATCACAAAAGGGAA 

1 0 GAGTTTACTTCTTGTTTCAGGATGTTTTTAGATTTTTGAGGTGCTTAAATAGCTAT 
TCGTATTTTTAAGGTGTCTCATCCAGAAAAAATTTAATGTGCCTGTAAATGTTCCA 
TAGAATCACAAGCATTAAAGAGTTGTTTTATTTTrACATAACCCATTAAATGTAC 
ATGTATATATGTATATATGTAAAAGGGGCGGGAAAATACATATATATGTATACAC 
ACATGCACACACAGAGATATACACATACCATTACATTGTCATTCACATCCCAGGC 

15 GC 

SEQIDNO: 631 

>21321 BLOOD INCYTE_078114H1 

ATGTTGGCCAACCTATTGGTCATGGTGGCAATCTATGTCAACCGCCGCTTCCATTT 
20 NCCTATTTATNACCTAATGGCTAATCTGGCTGCTGCAGACTTCTTTNCTGGGTTGG 
CCTACTTCTATCTCATGTTCAACACAGGACCCAATACTCGGNGACTGACTGTNAG 
eAGATGGCTCGTTCGTNAGGGGCTGATTGAGAGCAGCCTGAGGGCATGTNTGGCC 
;.• AAGTTAGTGGNTATTGGAATNGAGAGGGAGATTACGGTTT ■'. ■■...?". , : . \ ; 

25 SEQIDNO: 632 • ; 

>21334 BLOOD 345288.5 AF080157 g4185272 Human IkB kinase-a (DCK-alpha) mRNA, 
complete cds. 0 

CCGGCCTTGGAACAACTGTGGAACCTGAGGCCGCTTGCCCTCCCGCCCCATGGAG 
CGGCCCCCGGGGCTGCGGCCGGGCGCGGGCGGGCCCTGGGAGATGCGGGAGCG 

30 GCTGGGCACCGGCGGCTTCGGGAACGTCTGTCTGTACCAGCATCGGGAACTTGAT 
CTCAAAATAGCAATTAAGTCTTGTCGCCTAGAGCTAAGTACCAAAAACAGAGAA 
CGATGGTGCCATGAAATCCAGATTATGAAGAAGTTGAACCATGCCAATGTTGTA 
-AAGGCCTGTGATGTTCCTGAAGAATTGAATATTTTGATTCATGAXGJGCCTCTTCT 
AGCAATGGAATACTGTTCTGGAGGAGATCTCCGAAAGCTGCTCAAGAAACCAGA 

35 AAATTGTTGTGGACTTAAAGAAAGCCAGATACTTTCTTTACTAAGTGATATAGGG 
TCTGGGATTCGATATTTGCATGAAAACAAAATTATACATCGAGATCTAAAACCTG 
AAAACATAGTTCTTCAGGATGTTGGTGGAAAGATAATACATAAAATAATTGATCT 
GGGATATGCCAAAGATGTTGATCAAGGAAGTCTGTGTACATCTTTTGTGGGAACA 
CTGCAGTATCTGGCCCCAGAGCTCTTTGAGAATAAGCCTTACACAGCCACTGTTG 

40 ATTATTGGAGCTTTGGGACCATGGTATTTGAATGTATTGCTGGATATAGGCCTTTT 
TTGCATCATCTGCAGCCATTTACCTGGCATGAGAAGATTAAGAAGAAGGATCCA 
AAGTGTATATTTGCATGTGAAGAGATGTCAGGAGAAGTTCGGTTTAGTAGCCATT 
TACCTCAACCAAATAGCCTTTGTAGTTTAATAGTAGAACCCATGGAAAACTGGCT 
ACAGTTGATGTTGAATTGGGACCCTCAGCAGAGAGGAGGACCTGTTGACCTTACT 

45 TTGAAGCAGCCAAGATGTTTTGTATTAATGGATCACATTTTGAATTTGAAGATAG 
TACACATCCTAAATATGACTTCTGCAAAGATAATTTCTTTTCTGTTACCACCTGAT 
GAAAGTCTTCATTCACTACAGTCTCGTATTGAGCGTGAAACTGGAATAAATACTG 
GTTCTCAAGAACTTCTTTCAGAGACAGGAATTTCTCTGGATCCTCGGAAACCAGC 
CTCTCAATGTGTTCTAGATGGAGTTAGAGGCTGTGATAGCTATATGGTTTATTTGT 
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TTGATAAAAGTAAAACTGTATATGAAGGGCCATTTGCTTCCAGAAGTTTATCTGA 
TTGTGTAAATTATATTGTACAGGACAGCAAAATACAGCTTCCAATTATACAGCTG 
CGTAAAGTGTGGGCTGAAGCAGTGCACTATGTGTCTGGACTAAAAGAAGACTAT 
AGCAGGCTCTTTCAGGGACAAAGGGCAGCAATGTTAAGTCTTCTTAGATATAATG 
5 CTAACTTAACAAAAATGAAGAACACTTTGATCTCAGCATCACAACAACTGAAAG 

GCAGATGACGTATGGGATATCTTCAGAAAAAATGCTAAAAGCATGGAAAGAAAT 

GGAAGAAAAGGCCATCCACTATGCTGAGGTTGGTGTCATTGGATACCTGGAGGA 

TCAGATTATGTCTTTGCATGCTGAAATCATGGAGCTACAGAAGAGCCCCTATGGA 

1 0 AGACGTCAGGGAGACTTGATGGAATCTCTGGAACAGCGTGCCATTGATCTATATA 
AGCAGTTAAAACACAGACCTTCAGATCACTCCTACAGTGACAGCACAGAGATGG 
TGAAAATCATTGTGCACACTGTGCAGAGTCAGGACCGTGTGCTCAAGGAGCTGTT 
TGGTCATTTGAGCAAGTTGTTGGGCTGTAAGCAGAAGATTATTGATCTACTCCCT 
AAGGTGGAAGTGGCCCTCAGTAATATCAAAGAAGCTGACAATACTGTCATGTTC 

1 5 ATGCAGGGAAAAAGGCAGAAAGAAATATGGCATCTCCTTAAAATTGCCTGTACA 
CAGAGTTCTGCCCGGTCCCTTGTAGGATCCAGTCTAGAAGGTGCAGTAACCCCTC 
AGACATCAGCATGGCTGCCCCCGACTTCAGCAGAACATGATCATTCTCTGTCATG 
TGTGGTAACTCCTCAAGATGGGGAGACTTCAGCACAAATGATAGAAGAAAATTT 
GAACTGCCTTGGCCATTTAAGCACTATTATTCATGAGGCAAATGAGGAACAGGG 

20 CAATAGTATGATGAATCTTGATTGGAGTTGGTTAACAGAATGAGTTGTCACTTGT 
TCACTGTCCCCAAACCTATGGAAGTTGTTGCTATACATGTTGGAAATGTGTTTTTC 
■ ; v;CGGCAT.GAAACGATTCTTCAGACATGAGTCAATGGAAGAAATGGCTATGAACAG-* 
AAA GTAC ATTTGTACT ATGATGAG AAGAAG ATG ATTTT AGAAGTATAAGAGTTTT 
' 'GAGTAATTCAAGCGTCTAAACAGAGAGGAATTTAGAAAAAGTCAATGTACTTGTT 

25 TGAATATTTGTTTTAATACCACAGGTATTTAGAAGCATCATCACGACACATTTGC 
CTTCAGTCTTGGTAAAACATTACTTATTTAACTGATTAAAAATACCTTCTATGTAT 
TAGTGTCAACTTTTAACTTTTGGGCGTAAGACCAAATGTAGTTTTGTATACAGAG 
AAGAAAACCTCAAGTAATAGGCATTTTAAGTAAAAGTCTACCTGTGTTTTTTTCT 
AAAAAGGCTGCTCACAAGTTCTATTTCTTGAAGAATAAATTCTACCTCCTTGTGTT 

3 0 GCACTGAACAGGTTCTCTTCCTGGC ATCATAAGGAGTTGGTGTAATC ATTTTAAA 
TTCCACTGAAAATTTAACAGTATCCCCTTCTCATCGAAGGGATTGTGTATCTGTGC 
TTCTAATATTAGTTGGCTTTCATAAATCATGTTGTTGTGTGTATATGTATTTAAGA 
TGTACATTTAATAATATCAAAGAGAAGATGCCTGTTAATTTAT AATGTATTTGAA a 
• ; AATTACATGTTTTTTC ATTTGTAAAAATGAGTCATTTGTTTAAAGAATCTTTCATG 

3 5 TCTTGTCATACAAATTTATAAAGGTCTGCACTCCTTTATCTGTAATTGTAATTCCA 
AAATCCAAAAAGCTCTGAAAACAAGGTTTCCATAAGCTTGGTGACAAAATTCATT 
TGCTTGCAATCTAATCTGAACTGACCTTGAATCTTTTTATCCCATTTAGTGTGAAT 
ATTCCTTTATTTTGCTGCTTGATGATGAGAGGGAGGGCTGCTGCCACAGACTGTG 
GTGAGGGCTGGTTAATGTAGTATGGTATATGCACAAAACTACTTTTCTAAAATCT 

40 AAAATTTCATAATTCTGAAACAACTTGCCCCAAGGGTTTCAGAGAAAGGACTGTG 
GACCTCTATCATCTGCTAAGTAATTTAGAAGATATTATTTGTCTTAAAAAATGTG 
AAATGCTTTTATATTCTAATAGTTTTTCACTTTGTGTATTAAATGGTTTTTAAATTA 
ANAAAAA 

45 SEQIDNO:633 

>21349 BLOOD 441249.1 AF086432 g3483777 Human fxill length insert cDNA clone 
ZD79H11.0 

GGCAGGAGAATTTGAAAGGGTGCCCCAAAGGACAATCTCTAAAGGGGTAAGGG 
AGATACCTACCITGTCTGGTAGGGGAGATGTTTCGTTTTCATGCTTTACCAGAAA 
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ATCCACTTCCCTGCCGACCTTAGTTTCAAAGCTTATTCTTAATTAGAGACAAGAA 
ACCTGTTTCAACTTGAAGACACCGTATGAGGTGAATGGACAGCCAGCCACCACA 
ATGAAAGAAATCAAACCAGGAATAACCTATGCTGAACCCACGCCTCAATCGTCC 
CCAAGTGTTTCCTGACACGCATCTTTGCTTACAGTGCATCACAACTGAAGAATGG 
5 GGTTCAACTTGACGCTTGCAAAATTACCAAATAACGAGCTGCACGGCCAAGAGA 
GTCACAATTCAGGCAACAGGAGCGACGGGCCAGGAAAGAACACCACCCTTCACA 
ATGAATTTGACACAATTGTCTTGCCGGTGCTTTATCTCATTATATTTGTGGCAAGC 
ATCTTGCTGAATGGTTTAGCAGTGTGGATCTTCTTCCACATTAGGAATAAAACCA 
GCTTCATATTCTATCTCAAAAACATAGTGGTTGCAGACCTCATAATGACGCTGAC 

1 0 ATTTCCATTTCGAATAGTCCATGATGCAGGATTTGGACCTTGGTACTTCAAGTTTA 
TTCTCTGCAGATACACTTCAGTTTTGTTTTATGCAAACATGTATACTTCCATCGTG 
TTCCTTGGGCTGATAAGCATTGATCGCTATCTGAAGGTGGTCAAGCCATTTGGGG 
ACTCTCGGATGTACAGCATAACCTTCACGAAGGTTTTATCTGTTTGTGTTTGGGTG 
ATCATGGCTGTTTTGTCTTTGCCAAACATCATCCTGACAAATGGTCAGCCAACAG 

1 5 AGGACAATATCCATGACTGCTCAAAACTTAAAAGTCCTTTGGGGGTCAAATGGC 
ATACGGCAGTCACCTATGTGAACAGCTGCTTGTTTGTGGCCGTGCTGGTGATTCT 
GATCGGATGTTACATAGCCATATCCAGGTACATCCACAAATCCAGCAGGCAATTC 
ATAAGTCAGTCAAGCCGAAAGCGAAAACATAACCAGAGCATCAGGGTTGTTGTG 
GCTGTGTTTTTTACCTGCTTTCTACCATATCACTTGTGCAGAATTCCTTTTACTTTT 

20 AGTCACTTAGACAGGCTTTTAGATGAATCTGCACAAAAAATCCTATATTACTGCA 
AAGAAATTACACTTTTCTTGTCTGCGTGTAATGTTTGCCTGGATCCAATAATTTAC 
: TTTTTCATGTGTAGGTCATTTl'GAAGAAGGCTGTTGAAAAAATCAAATATGAGA.^ : 
.. ■•*. ■CGAGGAGTGAAAGCATCAGATGACTGGAAAGTGTGAGAAGATCGGAAGITCGCA » 
TATATTATGATTAGACTGATGTGTAGGCCTTn^TTGTTTGTTGGAATCGATATGT . v 

25 ACAAAGTGTAAAAAAATGTTTCTTTTCATTAAAAAAAAAAAAAAAAAAAAAG^ 

SEQ ID NO: 634 

>21357 BLOOD 332459.2 AP216312 g691 1218 Human type II membrane serine protease 
rnRNA, complete cds. 0 

30 CAGGTTACAAGACACATAATCATTCCAGTTTGGCGAGGTCACTTGTAGGGCTGTT 
TTAATCAAGCTGCCCAAAGTCCCCCAATCACTCCTGGAATACACAGAGAGAGGC 
AGCAGCTTGCTCAGCGGACAAGGATGCTGGGCGTGAGGGACCAAGGCCTGCCCT 
GCACTCGGGCCTCCTCCAGCCAGTGCTGACCAGGGACTTCTGACGTGCTGGCCAG 
CCAGGACCTGTGTGGGGAGGCCCTCCTGCTGCCTTGGGGTGACAATCTCAGCTCC 

35 AGGCTACAGGGAGACCGGGAGGATCACAGAGCCAGCATGGATCCTGACAGTGAT 
CAACCTCTGAACAGCCTCGATGTCAAACCCCTGCGCAAACCCCGTATCCCCATGG 
AGACCTTCAGAAAGGTGGGGATCCCCATCATCATAGCACTACTGAGCCTGGCGA 
GTATCATCATTGTGGTTGTCCTCATCAAGGTGATTCTGGATAAATACTACTTCCTC 
TGCGGGCAGCCTCTCCACTTCATCCCGAGGAAGCAGCTGTGTGACGGAGAGCTG 

40 GACTGTCCCTTGGGGGAGGACGAGGAGCACTGTGTCAAGAGCTTCCCCGAAGGG 
CCTGCAGTGGCAGTCCGCCTCTCCAAGGACCGATCCACACTGCAGGTGCTGGACT 
CGGCCACAGGGAACTGGTTCTCTGCCTGTTtCGACAACTTCACAGAAGCTCTCGC 
TGAGACAGCCTGTAGGCAGATGGGCTACAGCAGCAAACCCACTTTCAGAGCTGT 
GGAGATTGGCCCAGACCAGGATCTGGATGTTGTTGAAATCACAGAAAACAGCCA 

45 GGAGGCTTCGCATGCGGAACTCAAGTGGGCCCTGTCTCTCAGGCTCCCTGGTCTC 
CCTGCACTGTCTTGCCTGTGGGAAGAGCCTGAAGACCCCCCGTGTGGTGGGTGGG 
GAGGAGGCCTCTGTGGATTCTTGGCCTTGGCAGGTCAGCATCCAGTACGACAAAC 
AGCACGTCTGTGGAGGGAGCATCCTGGACCCCCACTGGGTCCTCACGGCAGCCC 
ACTGCTTCAGGAAACATACCGATGTGTTCAACTGGAAGGTGCGGGCAGGCTCAG 
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ACAAACTGGGCAGCTTCCCATCCCTGGCTGTGGCCAAGATCATCATCATTGAATT 
CAACCCCATGTACCCCAAAGACAATGACATCGCCCTCATGAAGCTGCAGTTCCCA 
CTCACTTTCTCAGGCACAGTCAGGCCCATCTGTCTGCCCTTCTTTGATGAGGAGCT 
CACTCCAGCCACCCCACTCTGGATCATTGGATGGGGCTTTACGAAGCAGAATGGA 
5 GGGAAGATGTCTGACATACTGCTGCAGGCGTCAGTCCAGGTCATTGACAGCACA 
CGGTGCAATGCAGACGATGCGTACCAGGGGGAAGTCACCGAGAAGATGATGTGT 
GCAGGCATCCCGGAAGGGGGTGTGGACACCTGCCAGGGTGACAGTGGTGGGCCC 
CTGATGTACCAATCTGACCAGTGGCATGTGGTGGGCATCGTTAGCTGGGGCTATG 
GCTGCGGGGGCCCGAGCACCCCAGGAGTATACACCAAGGTCTCAGCCTATCTCA 

1 0 ACTGGATCTACAATGTCTGGAAGGCTGAGCTGTAATGCTGCTGCCCCTTTGCAGT 
GCTGGGAGCCGCTTCCTTCCTGCCCTGCCCACCTGGGGATCCCCCAAAGTCAGAC 
ACAGAGCAAGAGTCCCCTTGGGTACACCCCTCTGCCCACAGCCTCAGCATTTCTT 
GGAGCAGCAAAGGGCCTCAATTCCTATAAGAGACCCTCGCAGCCCAGAGGCGCC 
CAGAGGAAGTCAGCAGCCCTAGCTCGGCCACACTTGGTGCTCCCAGCATCCCAG 

1 5 GGAGAGACACAGCCCACTGAACAAGGTCTCAGGGGTATTGCTAAGCCAAGAAGG 
AACTTTCCCACACTACTGAATGGAAGCAGGCTGTCTTGTAAAAGCCCAGATCACT 
GTGGGCTGGAGAGGAGAAGGAAAGGGTCTGCGCCAGCCCTGTCCGTCTTCACCC 
ATCCCCAAGCCTACTAGAGCAAGAAACCAGTTGTAATATAAAATGCACTGCCCT 
ACTGTTGGTATGACTACCGTTACCTACTGTTGTCATTGTTATTACAGCTATGGCCA 

20 CTATTATTAAAGAGCTGTGTAACATCTCTGGCAAAA 

-V. ; .SEQ.IDNO:.635 ., :■■ ,' ■>,• \ . <■ .. ,. :•- ■■ v-v- .-• : •.••>. ' ■. -> ■ 

:■■ \'. -'.:r-..i>21372:BLOOD 413969:2 ET384ai-rg^a96733-JMn^h.clbB-eTasi-6 "matrix. metaUfcptoffeassl 
RASI-T ; n^RNA/splice"S^aatV-CoMifflete'6ds! 0"' •'.•"••> i . . t . 

25 GGCACGAGCCAAGGCTCCCAGAAATCTCAGGTCAGAGGCACGGACAGCCTCTGG 
AGCTCTCGTCTGGTGGGACCATGAACTGCCAGCAGCTGTGGCTGGGCTTCCTACT 
CCCCATGACAGTCTCAGGCCGGGTCCTGGGGCTTGCAGAGGTGGCGCCCGTGGA 
CTACCTGTCACAATATGGGTACCTACAGAAGCCTCTAGAAGGATCTAATAACTTC 
AAGCCAGAAGATATCACCGAGGCTCTGAGTCTCAGGTCAGCTGGATGATGCCAC 

30 AAGGGCCCGCATGAGGCAGCCTCGTTGTGGCCTAGAGGATCCCTTCAACCAGAA 
GACCCTTAAATACCTGTTGCTGGGCCGCTGGAGAAAGAAGCACCTGACTTTCCGC 
ATCTTGAACCTGCCCTCCACCCTTCCACCCCACACAGCCCGGGCAGCCCTGCGTC 
AAGCCTTCCAGGACTGGAGCAATGTGGCTGGCTTGACCTTCCAAGAGGTGCAGGC 
TGGTGCGGCTGACATCCGCCTCTCCTfGC'ATGGCCGCGAAAGCTCGTACTGT^ 

35 AATACTTTTGATGGGCCTGGGAGAGTCCTGGCCCATGCCGACATCCCAGAGCTGG 
GCAGTGTGCACTTCGACGAAGACGAGTTCTGGACTGAGGGGACCTACCGTGGGG 
TGAACCTGCGCATCATTGCAGCCCATGAAGTGGGCCATGCTCTGGGGCTTGGGCA 
CTCCCGATATTCCCAGGCCCTCATGGCCCCAGTCTACGAGGGCTACCGGCCCCAC 
TTTAAGCTGCACCCAGATGATGTGGCAGGGATCCAGGCTCTCTATGGCAAGAAG 

40 AGTCCAGTGATAAGGGATGAGGAAGAAGAAGAGACAGAGCTGCCCACTGTGCCC 
CCAGTGCCCACAGAACCCAGTCCCATGCCAGACCCTTGCAGTAGTGAACTGGAT 
GCCATGATGCTGGGTGAGGCCCCTCCCCTCCAGGCTGTTGGCAGGCGGTGGGGG 
CAGCCTGCTGATCCTGAGGCCTGGACAAATGGGAGTGACATGGGACTTCAGCAT 
GAGCAATGGAGGGCCCCGTGGGAAGACCTATGCTTTCAAGGGGGACTATGTGTG 

45 GACTGTATCAGATTCAGGACCGGGCCCCTTGTTCCGAGTGTCTGCCCTTTGGGAG 
GGGCTCCCCGGAAACCTGGATGCTGCTGTCTACTCGCCTCGAACACAATGGATTC 
ACTTCITTAAGGGAGACAAGGTGTGGCGCTACATTAATTTCAAGATGTCTCCTGG 
CTTCCCCAAGAAGCTGAATAGGGTAGAACCTAACCTGGATGCAGCTCTCTATTGG 
CCTCTCAACCAAAAGGTGTTCCTCTTTAAGGGCTCCGGGTACTGGCAGTGGGACG 
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AGCTAGCCCGAACTGACTTCAGCAGCTACCCCAAACCAATCAAGGGTTTGTTTAC 
GGGAGTGCCAAACCAGCCCTCGGCTGCTATGAGTTGGCAAGATGGCCGAGTCTA 
CTTCTTCAAGGGCAAAGTCTACTGGCGCCTCAACCAGCAGCTTCGAGTAGAGAA 
AGGCTATCCCAGAAATATTTCCCACAACTGGATGCACTGTCGTCCCCGGACTATA 
5 GACACTACCCCATCAGGTGGGAATACCACTCCCTCAGGTACGGGCATAACCTTGG 
ATACCACTCTCTCAGCCACAGAAACCACGTTTGAATACTGACTGCTCACCCACAG 
ACACAATCTTGGACATTAACCCCTGAGGCTCCACCACCCACCCTTTCATTTCCCCC 
CCAGAAGCCTAAGGCCTAATAGCTGAATGAAATACCTGTCTGCTCAGTAGAACCT 
TGCAGGTGCTGTAGCAGGCGCAAGACCGTAGATCTCAGGCCTCTAACACTTCCAA 

10 CTCCAGCCACCACTTTCCTGTGCATTTTCACTCCTGAGAAGTGCTCCCCTAACTCA 
GATCCCCTAACTTAGATTTGGCCCCCAACTCCATTTCCTGTCTGTCTTAGACAGCC 
CTTCCAACTGTGTCATCTCTTCTCTGGAGGTCAATGGTGGAGGGAGATGCCTGGG 
TCCTGTTCTTCCTACATAAAATGCAAGAAAACAGCATGGCCAGTAAACTGAGCA 
AGGGCCTTGGAATCCTTGAGAATCACAT1TATGTGCTTATGATTACGGGCAAGCT 

1 5 AATTAACCTTGTTGAATCTCAGATTCCCCATTTGCAACATTAGGTTAAGACCAGT 
ACTGCAGGATTGTTGCACTAAATGAAATACTGTATGTGAAGTGCCTGGCACAGTG 
TCTGGTACATTTGTGTTTAATAAAAGCTAACTCCATGTTCAT 

SEQ ID NO: 636 

20 >21384 BLOOD 403324.1 AF027957 g2739108 Human G-protein-coupled receptor 
(GPR35) gene, complete cds. 0 

TGGGAAGAGGATCTGTGCAGGGGTTAGACCTTGAAGGGTGACTTGGAGITCrrTA 
. GGGCAGCCATGCTTTGTTGAGGAGTOTGTGTTTGTGGGTGTGGGGTGGGGGGTG'' 
AeCTCGTCCCAGATCCTGGCGAGAGGTGGGCAGAGTGGGGGCAGTGGCTTGCTGG 

25 CCCTGGTCGCTCTCTGCTGACTCCGGCTCCCTGTGCTGCCCCAGGACCATGAATG 
GCACCTACAACACCTGTGGCTCCAGCGACCTCACCTGGCCCCCAGCGATCAAGCT 
GGGCTTCTACGCCTACTTGGGCGTCCTGCTGGTGCTAGGCCTGCTGCTCAACAGC 
CTGGCGCTCTGGGTGTTCTGCTGCCGCATGCAGCAGTGGACGGAGACCCGCATCT 
ACATGACCAACCTGGCGGTGGCCGACCTCTGCCTGCTGTGCACCTTGCCCTTCGT 

30 GCTGCACTCCCTGCGAGACAGCCTCAGACACGCCGCTGTGCCAGCTCTCCCAGGG 
CATCTACCTGACCAACAGGTACATGAGCATCAGCCTGGTCACGGCCATCGCCGTG 
GACCGCTATGTGGCCGTGCGGCACCCGCTGCGTGCCCGCGGGCTGGCGGTCCCCC 
AGGCAGGCTGCGGCCGTGTGCGCGGTGGTOTGGGTGCTGGTCATCGGCTCCCTGG 
TGGCTCGCTGGCTCC1GGGGATTGAGGAGGGCGGCTTCTGCTTCAGGAGCACCCG 

35 GCACAATTTCAACTCCATGGCGTTCCCGCTGCTGGGATTCTACCTGCCCCTGGCC 
GTGGTGGTCTTCTGCTCCCTGAAGGTGGTGACTGCCCTGGCCCAGAGGCCACCCA 
CCGACGTGGGGCAGGCAGAGGCCACCCGCAAGGCTGCCCGCATGGTCTGGGCCA 
ACCTCCTGGTGTTCGTGGTCTGCTTCCTGCCCCTGCACGTGGGGCTGACAGTGCG 
CCTCGCAGTGGGCTGGAACGCCTGTGCCCTCCTGGAGACGATCCGTCGCGCCCTG 

40 TACATAACCAGCAAGCTCTCAGATGCCAACTGCTGCCTGGACGCCATCTGCTACT 
ACTACATGGCCAAGGAGTTCCAGGAGGCGTCTGCACTGGCCGTGGCTCCCCGTGC 
TAAGGCCCACAAAAGCCAGGACTCTCTGTGCGTGACCCTCGCCTAAGAGGCGTG 
CTGTGGGCGCTGTGGGCCAGGTCTCGGGGGCTCCGGGAGGTGCTGCCTGCCAGG 
GGAAGCTGGAACCAGTAGCAAGGAGCCCGGGATCAGCCCTGAACTCACTGTGTA 

45 TTCTCTTGGAGCCTTGGGTGGGCAGGGACGGCCCAGGTACCTGCTCTCTTGGGAA 
GAGAGAGGGACAGGGACAAGGGCAAGAGGACTGAGGCCAGAGCAAGGCCAATG 
TCAGAGACCCCCGGGATGGGGCCTCACACTTGCCACCCCCAGAACCAGCTCACCT 
GGCCAGAGTGGGTTCCTGCTGGCCAGGGTGCAGCCTTGATGACACCTGCCGCTGC 
CCCTCGGGGCTGGAATAAAACTCCCCACCCAGAGTCAGTCCTAGTGGGGCCCTCT 
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GTGTTTCGCACTCGTGTGGTGGGAGGCAGGGAGGGAGCGCGTGGCTCGGAGGGC 
TGGCGGACATCTTCCAGGGACCCTTCGGGGCTCTTCACTTTGAGGTCCCCCTTGG 
ACCCTTTCACCCCTTCCCACCCCCACCCACCTGGAGCGTGAGCAGGGGCTGTTGG 
AAGCTCCTGGCAGGACCACAGTAGAGGCCCCCAGCCCAGGTTTCCTTGCTCAAG 
5 ACAGGGCTGGGAGCAGCTGATCTCCATGTAGGGGCTGCAACAGCGGTGCAAGGG 
GGGGTGAACCAAGGTCAAGCAGGTGAGGGTGGGTTGGGGTGGGTGGCAGTGAA 
GGGGGTGGCCAGGGTCTGTCAAGGAACCCAGCCCTCTTCTCCTTCCTTCAGGNAC 
AGGCTGGAACCATNTCTAGGCAGGGGCAGGGGTTGGGTGCCCACTCAGGTAAAG 
GCACGATGTCCTGCTGGTTTC 

10 

SEQIDNO: 637 

>21387 BLOOD 014253.1 CAA04483.1 g2326776 sodium/glucose symporter-like protein 
8e-42 

CTGGCAGCAATGGGGCCTGGAGCTTCAGGGGACGGGGTCAGGACTGAGACAGCT 
1 5 CCACACATAGCACTGGACTCCAGAGTTGGTCTGCACGCCTACGACATCAGCGTGG 
TGGTCATCTACTTTGTCTTCGTCATTGCTGTGGGGATCTGGTCGTCCATCCGTGCA 
AGTCGAGGGACCATTGGCGGCTATTTCCTGGCCGGGAGGTCCATGAGCTGGTGG 
CCAATTGGAGCATCTCTGATGTCCAGCAATGTGGGCAGTGGCTTGTTCATCGGCC 
TGGCTGGGACAGGGGCTGCCGGAGGCCTTGCCGTAGGTGGCTTCGAGTGGAACG 
20 CAACCTGGCTGCTCCTGGCCCTTGGCTGGGTCTTCGTCCCTGTGTACATCGCAGC 
AGGTGTGGTCACAATGCCGCAGTATCTGAAGAAGCGATTTGGGGGCCAGAGGAT 
:•■ GGAGGTGTACATGTCTGTCCTGTGTGTCATCCI'GTACATCTTCACGAAGATCTGGG 
•:.'..» •;. TAGGTGTGACTGCAATGTGGTCACTGI'GTCTGGAAATGCTAATTAGGGAACTGG'r ' 
GAGTGGATCACGATGTGCGTG'raGCTGAGGGGAAGCTGAGAATCAGTGTTGA,%A ; -■. 
25 AAAAGGAAAGCAGGACCTATAAACATTTAATGCATGTTCTGCCTGAGCACTGGG 
GTAC 

SEQ ID NO: 638 

>21390 BLOOD 300437.18 M94046 gl 87393 Human zinc finger protein (MAZ) mRNA. 0 

30 GAATTCCGGGGGTTCCGGCGCTCCGCGGCCCCAAGCGCCCTCCTTTCCTCCCTCC 
GCCGGCCGGGGTTGCGGGCGCGGGGCGCCGCGGGCCATGCGATCTCGGCGCGGC 
CCAGCCCGGCCGGCGGCGCCCCGCCCCCGCTGGAGCCCTGGGGGCCCCGCTGCG 
GCCGAGGCCATGTTCCCGGTGTrTGCTTGCAGGCTGCTGGCCCCCCCCTTCCCCGT 
GCTGGGCCTGGACTGCCGGGGGGTGGGCGGCCTCATGAACTCCTTCCCGCCACCT 

35 CAGGGTCACGCCCAGAACCCCCTGCAGGTCGGGGCTGAGCTCCAGTCCCGCTTCT 
TTGCCTCCCAGGGCTGCGCCCAGAGTCCATTCCAGGCCGCGCCGGCGCCCCCGCC 
CACGCCCCAGGCCCCGGCGGCCGAGCCCCTCCAGGTGGACTTGCTCCCGGTGCTC 
GCCGCCGCCCAGGAGTCCGCCGCGGCTGCTGCGGCCTGCTGCCGCCGCTGCTGCC 
GCCGTCGCTGCCGCGCCCCCGGCCCCTGCCGCCGCCTCTACGGTGGACACAGCGG 

40 CCCTGAAGCAGCCTCCGGCGCCCCCTCCGCCACCCCCGCCAGTGTCGGCGCCCGC 
GGCCGAGGCCGCGCCCCCCGCCTCCGCCGCCACTATCGCCGCGGCGGCGGCCAC 
CGCCGTCGTAGCCCCAACCTCGACGGTCGCCGTGGCCCCGGTCGCGTCTGCCTTG 
GAGAAGAAGACAAAGAGCAAGGGGCCCTACATCTGCGCTCTGTGCGCCAAGGAG 
TTCAAGAACGGCTACAATCTCCGGAGGCACGAAGCCATCCACACGGGAGCCAAG 

45 GCCGGCCGGGTCCCCTCGGGTGCTATGAAGATGCCGACCATGGTGCCCCTGAGCC 
TCCTGAGCGTGCCCCAGCTGAGCGGAGCCGGCGGGGGAGGGGGAGAGGCGGGT 
GCCGGCGGCGGCGCTGCCGCAGTGGCCGCCGGTGGCGTGGTGACCACGACCGCC * 
TCGGGGGAAGCGCATCCGGAAGAACCATGCCTGCGAGATGTGTGGCAAGGCCTT 
CCGCGACGTCTACCACCTGAACCGACACAAGCTGTCGCACTCGGACGAGAAGCC 
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CTACCAGTGCCCGGTGTGCCAGCAGCGCTTCAAGCGCAAGGACCGCATGAGCTA 
CCACGTGCGCTCACATGACGGCGCTGTGCACAAGCCCTACAACTGCTCCCACTGT 
GGCAAGAGCTTCTCCCGGCCGGATCACCTCAACAGTCACGTCAGACAAGTGCAC 
TCAACAGAACGGCCCTTCAAATGTGAGAAATGTGAGGCAGCTTTCGCCACGAAG 
5 GATCGGCTGCGGGCGCACACAGTACGACACGAGGAGAAAGTGCCATGTCACGTG 
TGTGGCAAGATGCTGAGCTCGGCTTATATTTCGGACCACATGAAGGTGCACAGCC 
AGGGTCCTCACCATGTCTGTGAGCTCTGCAACAAAGGTACTGGTGAGGTTTGTCC 
AATGGCGGCGGCAGCGGCGGCGGCAGCGGCAGCGGCGGCAGCGGCAGCAGCGG 
CAGCAGTAGCAGCCCCTCCCACAGCTGTGGGCTCCCTCTCGGGGGCGGAGGGGG 

10 TGCCTGTGAGCTCTCAGCCACTTCCCTCCCAACCCTGGTGAGCTCCAAGTTGGTT 
GCGGGGGAGAGGGGAGAATGGAGTAGAGTCCCTTGGTACAAGCTCCTCTCCCCC 
CTCTTTTCCCACCAACTCCTATTTCCCTACCAACCAAGGAGCCTCCAGAAGGAAA 
GGAGGAAGAAATGTTTTCTTAGGGGAATTCGCTAGGTTTTAACGATTTGTTTCTC 
CTGCTCCTCTTCTATCAGACCTGACCCCACACAAACCTGTCCCCTCGGTTGTGTTG 

1 5 AAGTCCCCTGGACAGTGGGCAGGGGTGGCAGAGGACACGAGCAGCCACTGCCCG 
TACCCCCTCTCCTCTCTGTAAGCCCATGCCCTGTCTTCCCAGGGACTTGTGAGCCT 
CTTCCCTCGACGGTCCTCTTCTCTCCTTCCAGTCCTCTCCCCCTGCTGTCTGCAGCC 
CCTCCCCGGGGAGTTGGTGCTTTCTTTTCCTTTTTTTTTTTCCCAGGGGGAGGGAG 
GAGAGGAAGGAGGGGGATCAGAGCTGTCCCAAAGAGGGAAAGCGGTGAGGTTT 

20 GAGGAGGGGCAGAAGCAGGGCCGGCAAAGGTTGTACCTTCATAAGGTGGTATGG 
GGGGTTGGGGTCAGGCCCTGAACATCGTCCTACTTGAGAATCTGTCAGGGGAAA 

>•,:• . uAAGTCAAGGGGAGCAGGAGGAAGAGCCAGGAGGGCCAGAGGCAGAG A^GAGA 
■ ; >\ •■ in iTGGAGTCTTAGGGGCCAGGGTGAGCGAGGGGTeC AGGGCGTAGAGGTGGSBTCC1 5 , 
r. • •GGGGGGGGGGGAATGCAGCGAGTGTCCCCCTCCCCTCTTCCACCCCAGGrEGGAGC 

' 25 CCTGGTCTTGTCTTTTCATCCCTCTTCCCCACGACAGAAGAAGTTGTGGCCCTGGC 
CATGTCATCGTGTTCCTGTGTCCCCTGCATGTACCCCACCCTCCACCCCTTCCTTT 
TGCGCGGACCCCATTACAATAAATTTTAAATAAAATCCTGTTTCTGGCTCTGGAA 
AA 

30 SEQBDNO:639 

>21406 BLOOD 040519.2 AF103796 g41 85795 Human placenta-specific ATP-binding 
cassette transporter (ABCP) mRNA, complete cds. 0 

GCGCCTCCCACGCCGGCCGGCGGCGACGTGATCGCTCGGGCGCGCCGGGCGTGG 
TTGGGGGAAGGGGTTGTGCCGCGOGACGGTCTGCGTGCTGTGCCCACTCAAAAG 

35 GTTCCGGGCGCGCAGGAGGGAAGAGGCAGTGCTCGCCACTCCCACTGAGATTGA 
GAGACGCGGCAAGGAGGCAGCCTGTGGAGGAACTGGGTAGGATTTAGGAACGC 
ACCGTGCACATGCTTGGTGGTCTTGTTAAGTGGAAACTGCTGCTTTAGAGTTTGTT 
TGGAAGGTCCGGGTGACTCATCCCAACATTTACATCCTTAATTGTTAAAGCGCTG 
CCTCCGAGCGCACGCATCCTGAGATCCTGAGCCTTTGGTTAAGACCGAGCTCTAT 

40 TAAGCTGAAAAGATAAAAACTCTCCAGATGTCTTCCAGTAATGTCGAAGTTTTTA 
TCCCAGTGTCACAAGGAAACACCAATGGCTTCCCCGCGACAGCTTCCAATGACCT 
GAAGGCATTTACTGAAGGAGCTGTGTTAAGTTTTCATAACATCTGCTATCGAGTA 
AAACTGAAGAGTGGCTTTCTACCTTGTCGAAAACCAGTTGAGAAAGAAATATTAT 
CGAATATCAATGGGATCATGAAACCTGGTCTCAACGCCATCCTGGGACCCACAG 

45 GTGGAGGCAAATCTTCGTTATTAGATGTCTTAGCTGCAAGGAAAGATCCAAGTGG 
ATTATCTGGAGATGTTCTGATAAATGGAGCACCGCGACCTGGCAATrTCAAATGT 
AATTCAGGTTACGTGGTACAAGATGATGTTGTGATGGGCACTCTGACGGTGAGA 
GAAAACTTACAGTTCTCAGCAGCTCTTCGGCTTGCAACAACTATGACGAATCATG 
AAAAAAACGAACGGATTAACAGGGTCATTCAAGAGTTAGGTCTGGATAAAGTGG 
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CAGACTCCAAGGTTGGAACTCAGTTTATCCGTGGTGTGTCTGGAGGAGAAAGAA 
AAAGGACTAGTATAGGAATGGAGCTTATCACTGATCCTTCCATCTTGTTCTTGGA 
TGAGCCTACAACTGGCTTAGACTCAAGCACAGCAAATGCTGTCCTTTTGCTCCTG 
AAAAGGATGTCTAAGCAGGGACGAACAATCATCTTCTCCATTCATCAGCCTCGAT 
5 ATTCCATCTTCAAGTTGTTTGATAGCCTCACCTTATTGGCCTCAGGAAGACTTATG 
TTCCACGGGCCTGCTCAGGAGGCCTTGGGATACTTTGAATCAGCTGGTTATCACT 
GTGAGGCCTATAATAACCCTGCAGACTTCTTCTTGGACATCATTAATGGAGATTC 
CACTGCTGTGGCATTAAACAGAGAAGAAGACTTTAAAGCCACAGAGATCATAGA 
GCCTTCCAAGCAGGATAAGCCACTCATAGAAAAATTAGCGGAGATTTATGTCAA 

1 0 CTCCTCCTTCTACAAAGAGACAAAAGCTGAATT ACATCAACTTTCCGGGGGTGAG 
AAGAAGAAGAAGATCACAGTCTTCAAGGAGATCAGCTACACCACCTCCTTCTGT 
CATCAACTCAGATGGGTTTCCAAGCGTTCATTCAAAAACTTGCTGGGTAATCCCC 
AGGCCTCTATAGCTCAGATCATTGTCACAGTCGTACTGGGACTGGTTATAGGTGC 
CATTTACTTTGGGCTAAAAAATGATTCTACTGGAATCCAGAACAGAGCTGGGGTT 

1 5 CTCTTCTTCCTGACGACCAACCAGTGTTTCAGCAGTGTTTCAGCCGTGGAACTCTT 
TGTGGTAGAGAAGAAGCTCTTCATACATGAATACATCAGCGGATACTACAGAGT 
GTCATCTTATTTCCTTGGAAAACTGTTATCTGATTTATTACCCATGAGGATGTTAC 
CAAGTATTATATTTACCTGTATAGTGTACTTCATGTTAGGATTGAAGCCAAAGGC 
AGATGCCTTCTTCGTTATGATGTTTACCCTTATGATGGTGGCTTATTCAGCCAGTT 

20 CCATGGCACTGGCCATAGCAGCAGGTCAGAGTGTGGTTTCTGTAGCAACACTTCT 
CATGACCATCTGTTTTGTGTTTATGATGATTTTTTCAGGTCTGTTGGTCAATCTCA 

> f;.-' : :^AAGGATTGCATCTTGGGTGTGATGGCTTGAGTACTTGAGCATT(:CACGATATGG - 

.4- : ; Aa:TTACGGCT.TTGCAGGAmATG^T.3TOTGGGACAA:AAGTTCTGCGCAGGACT.G 
v^A^TGGAACAGGAAAGAATCCTTGTAACTATGGAACATGTAGTGGGG/vAGAATAT 

25 ? TTGGTAAAGCAGGGCATCGATCTCTCACCCTGGGGCTTGTGGAAGAATCACGTGG 
CCTTGGCTTGTATGATTGTTATTTTCCTCACAATTGCCTACCTGAAATTGTTATTTC 
TTAAAAAATATTCTTAAATTTCCCCTTAATTCAGTATGATTTATCCTCACATAAAA 
AAGAAGCACTTTGATTGAAGTATTCAATCAAGTTTTTTTGTTGTTTTCTGTTCCCT 
TGCCATCACACTGTTGCACAGCAGCAATTGTTTTAAAGAGATACATTTTTAGAAA 

3 0 TCACAAC AAACTGAATTAAACATGAAAGAACCC AAGACATC ATGTATCGCATAT 
TAGTTAATCTCCTCAGACAGTAACCATGGGGAAGAAATCTGGTCTAATTTATTAA 
TCTAAAAAAGGAGAATTGAATTCTGGAAACTGCTGACAAGTTATTACTGTCTCTG 
GCATTTGTTTGCTGATCTTTAAAATGAATAGGTAGGTTAGTAGCCCTTCAGTCTTA 
; *ATAGTTTATGATGC1ATGGTTTGCCA 

35 TATACTGGAAATGTAAAATTGAAAATATGTTGGAAAAAAGATTCTGTCTTATAGG 
GTAAAAAAAGCCACCGTGATAGAAAA 

SEQIDNO:640 

>21416 BLOOD 094071.9 M87068 gl 79896 Human CaN19 mRNA sequence. 0 
40 CTCCCACTTCCCACTGTGGCCTGGGTGGGCTCAGGGGCTGCCCTTGACCTGGCCT 
AGAGCCCTCCCCCAGCTGGTGGTGGAGCTGGCACTCTCTGGGAGGGAGGGGGCT 
GGGAGGGAATGAGTGGGAATGGCAAGAGGCCAGGGTTTGGTGGGATCAGGTTG 
AGGCAGGTTTGGTTTCCTTAAAATGCCAAGTTGGGGGCCAGTGGGGCCCACATAT 
AAATCCTCACCCTGGGAGCCTGGCTGCCTTGCTCTCCTTCCTGGGTCTGTCTCTGC 
45 CACCTGGTCTGCCACAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTGGGCT 
GTGCTGGTCACTACCTTCCACAAGTACTCCTGCCAAGAGGGCGACAAGTTCAAGC 
TGAGTAAGGGGGAAATGAAGGAACTTCTGCACAAGGAGCTGCCCAGCTTTGTGG 
GGGAGAAAGTGGATGAGGAGGGGCTGAAGAAGCTGATGGGCAGCCTGGATGAG 
AACAGTGACCAGCAGGTGGACTTCCAGGAGTATGCTGTTTTCCTGGCACTCATCA 



546 



WO 02/074979 



PCT/US02/08456 



CTGTCATGTGCAATGACTTCTTCCAGGGCTGCCCAGACCGACCCTGAAGCAGAAC 
TCTTGACTTCCTGCCATGGATCTCTTGGGCCCAGGACTGTTGATGCCTTTGAGTTT 
TGTATTCAATAAACTTTTTTTGTCTGTTGATAATATTTTAATTGCTCAGTGATGTTC 
CATAACCCGGCTGGCTCAGCTGGAGTGCTGGGAGATGAGGGCCTCCTGGATCCT 
5 GCTCCCTTCTGGGCTCTGACTCTCCTGGAAATCTCTCCAAGGCCAGAGCTATGCTT 
TAGGTCTCAATTTTGGAATTTCAAACACCAGCAAAAAATTGGAAATCGAGATAG 
GTTGCTGACTTTTATTTTGTCAAATAAAGATATT 

SEQIDNO:641 

10 >21419 BLOOD 406378. 10 M29696 gl 86365 Human interleukin-7 receptor (IL-7) mRNA, 
complete cds. 0 

CAGGGCTGGCTITrTTTITTTTAATAAGATAGCTGGTGCCCAAGATTGTTTTCCAC 

CTTAAGGATAAAACCTGTTAAGAAAGCCTGAACAATTACAAAAAAGGAAGAAAA 

GGAGACTTGGCCAACTGGTGTCAGGAGTCTTAACAAGGTCATAGTTTGCCAGCCC 

1 5 CTGCCCTAAACAAATAATTCTTGAATGCCTACTGTGGTGTGT AAGATATGAGTAA 
ATACCAGGGATACACAGAGAACAAAAGAGAAAAACTGCTATTCTTGTGAAACTT 
GGAAGTTGGAGGAGACTTGGAAGATGCAGAACTGGATGACTACTCATTCTCATG 
CTATAGCCAGTTGGAAGTGAATGGATCGCAGCACTCACTGACCTGTGCTTTTGAG 
GACCCAGATGTGAACACCACCAATCTGGAATTTGAAATATGTGGGGCCCTCGTGG 

20 AGGTAAAGTGCCTGAATTTCAGGAAACTACAAGAGATATATTTCATCGAGACAA 
AGAAATTCTTACTGATTGGAAAGAGCAATATATGTGTGAAGGTTGGAGAAAAGA 
•V. r . . t GTCTAACGTGCAAAAAAAT AGACGTAACC ACTATAGTTAA ACGTGAGGCTCCTT'r 
k. ^ •iXGAGGTGAGTGTGATCTATCGGGAAGGAGGCAATGAGTITGTGGTGACATTTAAT 
x -'•AGATCAGACTTGGAAAAGAAGTATGTAAAAGTTTTAATGCATGATGTAGCTTAGC 
v; 25 GCCAGGAAAAGGATGAAAACAAATGGAGGCATGTGAATTTATCCAGCACAAAGC 
TGACACTCCTGCAGAGAAAGCTCCAACCGGCAGCAATGTATGAGATTAAAGTTC 
GATCCATCCCTGATCACTATTTTAAAGGCTTCTGGAGTGAATGGAGTCCAAGTTA 
TTACTTCAGAACTCCAGAGATCAATAATAGCTCAGGGGAGATGGATCCTATCTTA 
CTAACCATCAGCATTTTGAGTTTTTTCTCTGTCGCTCTGTTGGTCATCTTGGCCTGT 

30 GTGTTATGGAAAAAAAGGATTAAGCCTATCGTATGGCCCAGTCTCCCCGATCATA 
AGAAGACTCTGGAACATCTTTGTAAGAAACCAAGAAAAAATTTAAATGTGAGTT 
TCAATCCTGAAAGTTTCCTGGACTGCCAGATTCATAGGGTGGATGACATTCAAGC 
TA G A GATGAA GTGGA AGGTTTTCTGC AAGATACGTTTCCTC AGC AACTAGAAGA 
* J ATCTGAGAAGGAGAGGCTTGGAGGGGATGTGCAGAGCCCCAACTGCCCATCTGA 

35 GGATGTAGTCATCACTCCAGAAAGCTTTGGAAGAGATTCATCCCTCACATGCCTG 
GCTGGGAATGTCAGTGCATGTGACGCCCCTATTCTCTCCTCTTCCAGGTCCCTAG 
ACTGCAGGGAGAGTGGCAAGAATGGGCCTCATGTGTACCAGGACCTCCTGCTTA 
GCCTTGGGACTACAAACAGCACGCTGCCCCCTCCATTTTCTCTCCAATCTGGAAT 
CCTGACATTGAACCCAGTTGCTCAGGGTCAGCCCATTCTTACTTCCCTGGGATCA 

40 AATCAAGAAGAAGCATATGTCACCATGTCCAGCTTCTACCAAAACCAGTGAAGT 
GTAAGAAACCCAGACTGAACTTACCGTGAGCGACAAAGATGATTTAAAAGGGAA 
GTCTAGAGTTCCTAGTCTCCCTCACAGCACAGAGAAGACAAAATTAGCAAAACC 
CCACTACACAGTCTGCAAGATTCTGAAACATTGCTTTGACCACTCTTCCTGAGTTC 
AGTGGCACTCAACATGAGTCAAGAGCATCCTGCTTCTACCATGTGGATTTGGTCA 

45 CAAGGTTTAAGGTGACCCAATGATTCAGCTATTTAAAAAAAAAAGAGGAAAGAA 
TGAAAGAGTAAAGGAAATGATTGAGGAGTGAGGAAGGCAGGAAGAGAGCATGA 
GAGGAAAGACAGACAGGAAAATAAAAAATGATAGTTGCCATTATTAGGATTTAA 
TATATATCCAGTGCTTTGCAAGTGCTCTGCGCACCTTGTCTCACTCCATCCTGACA 
ATAATCCTGGGAGGTGTGTGCAATTACTACGACTACTCrCTTTTTTATAGATCATT 
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AAATTCAGAACTAAGGAGTTAAGTAACTTGTCCAAGTTGTTCACACAGTGAAGG 
GAGGGGCCAAGATATGATGGCTGGGAGTCTAATTGCAGTTCCCTGAGCCATGTG 
CCTTTCTCTTCACTGAGGACTGCCCCATTCTTGAGTGCCAAACGTCACTAGTAAC 
AGGGTGTGCCTAGATAATTTATGATCCAAACTGAGTCAGTTTGGAAAGTGAAAG 
5 GGAAACTTACATATAATCCCTCCGGGACAATGAGCAAAAACTAGGACTGTCCCC 
AGACAAATGTGAACATACATATCATCACTTAAATTAAAATGGCTATGAGAAAGA 
AAGAGGGGGAGAAACAGTCTTGCGGGTGTGAAGTCCCATGACCAGCCATGTCAA 
AAGAAGGTAAAGAAGTCAAGAAAAAGCCATGAAGCCCATTTGATTTCATTTTTCT 
GAAAATAGGCTCAAGAGGGAATAAATTAGAAACTCACAATTTCTCTTGTTTGTTA 

10 CCAAGACAGTGATTCTCTTGCTGCTACCACCCAACTGCATCCGTCCATGATCTCA 
GAGGAAACTGTCGCTGACCCTGGACATGGGTACGTTTGACGAGTGAGAGGAGGC 
ATGACCCCTCCCATGTGTATAGACACTACCCCAACCTAAATTCATCCCTAAATTG 
TCCCAAGTTCTCCAGCAATAGAGGCTGCCACAAACTTCAGGGAGAAAGAGTTAC 
AAGTACATGCAATGAGTGAACTGACTGTGGCTACATTCTTGAAGATATACGGAA 

1 5 GAGACGTATTATTAATGCTTGACATATATCATCTTGCCTTTCTTGGTCTAGACTGA 
CTTCTAATGACTAACTCAAAGTCAAGGCAACTGAGTAATGTCAGCTCAGCAAAGT 
GCAGCAAACCCATCTCCCACAGGCCTCCAAACCCTGGCTGTTCACAGAACCACA 
AAGGGCAGATGCTGCACAGAAAACTAGAGAAGGGGTCATAGGTTCATGGTTTTG 
TTTGAGATTTGTTGCTACTGTTTTTCTGTTTTGAATTTTCTTCTTTGTTCTGTTTTTA 

20 CTTTATTTAGGGGGACTAGGTGTTTCTGATATTTTAGTTTTCTTGTTTGTTTTGTTT 
TGTGTTGTCTGTGAATGGGGTTTTAACTGTGGATGAATGGACCTTATCTGTTGGCT 
•.. . :TAAAGGAGTGGTAAAATCAGACCATCTTATTGTTGAGGTG.\ATGTTTTACTTTCC 
'■: • '■- AAAGTGCTCTCGTGTGGAGGAGCAGTAATAAATACAATGCCATAATCCCTTAGGT 
••*.<! TTGGGTAGTGGTTTTGCAATTTTCAAAGGACTTGGATAAGGA'TTCCTTCGACCTGC 

25 TTGATAGGCATTTATGGAAAGCCTGCTAGATGTGAATCATACTGTTAGGCACAGG 
GGACCTAAAGACACATAAAAGGATGGCATTCTGCCTCATAAATTGCAAAACCTA 
ATGAAAGTGACTGCTTGGTAAACAAATTATTATTATATTATAAAATGCTATAAAA 
GAGCCATATTGAAAGTGCCCTGTTGGAGACAGGGCAAATGCCACAAAAATGATG 
TAAATTTACATGGAGGAAAAGTAGAATCTGCCTGGTTTGTAGGCAGCAGAAGAC 

30 ATTTTTCATCAGTGGGCAGGTGTTCTTTACCTTTTGTAGAAATGGGAGTCAAGTCT 
CAAATAGGAGGCTCCACAAAATCTCATGCCAGGTCTCTGATACCTTATTCACAGA 
AGTTCTTTGAAGTATTTATTGTTATTTTCTTTGACTTATGGGAAAACTGGGACACA 
GGAAGACAGGTAAATTACCCAACCTCACACGTTAAGTCAGAACTGGGAGCCATA 

• ■•'"* ATTTTGTATCCGTGG1 ATAAATAGACAATCTCTCGAAGAAATGAAGAGATGACCA 

35 TAGAAAAACATCGAGATATCTCCAGCTCTAAAATCCTTTGTTTCAATGTTGTTTG 
GCATATGTTATCTTTGGAATTTAGTGTCTGAGCCTCTGTCTGTTACTGTAGTATTT 
AAAATGCATGTATTATAATCATATAATCATAACTGCTGrrAATTCTTGATTATATA 
CCTAGGGACAATGTGTAATGTAAGATTACTAATTGGTTCTGCCCAATCTCCTTTC 
AGATTTTATTAGGAAAAAAAAATAAACCTCCTGATCGGAGACAATGTATTAATC 

40 AGAAGTGTAAACTGCCAGTTCTATATAGCATGAAATGAAAAGACAGCTAATTTG 
GTCCAACAAACATGACTGGGTCTAGGGCACCCAGGCTGATTCAGCTGATTTCCTA 
CCAGCCTTTGCCTCTTCCTTCAATGTGGTTTCCATGGGAATTTGCTTCAGAAAAGC 
CAAGTATGGGCTGTTCAGAGGTGCACACCTGCATTTTCTTAGCTCTTCTAGAGGG 
GCTAAGAGACTTGGTACGGGCCAGGAAGAATATGTGGCAGAGCTCCTGGAAATG 

45 ATGCAGATTAGGTGGCATTTTTGTCAGCTCTGTGGTTTATTGTTGGGACTATTCTT 
TAAAATATCCATTGTTCACTACAGTGAAGATCTCTGATTTAACCGTGTACTATCC 
ACATGCATTACAAACATTTCGCAGAGCTGCTTAGTATATAAGCGTACAATGTATG 
TAATAACCATCTCATATTTAATTAAATGGTATAGAAGAACAA 
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SEQIDNO: 642 

>21422 BLOOD 354768.27 Ml 8981 gl79767 Human prolactin receptor-associated protein 
(PRA) gene, complete cds. 0 

CCGAGCTGGCCTCCGGGGCACCGACCGCTATAAAGGCCAGTCGGACTGCGACAC 
5 AGCCCATCCCCTCGACCGCTCGCGTCGCATTTGGCCGCCTCCCTACCGCTCCAAG 
CCCAGCCCTCAGCCATGGCATGCCCCCTGGATCAGGCCATTGGCCTCCTCGTGGC 
CATCTTCCACAAGTACTCCGGCAGGGAGGGTGACAAGCACACCCTGAGCAAGAA 
GGAGCTGAAGGAGCTGATCCAGAAGGAGCTCACCATTGGCTCGAAGCTGCAGGA 
TGCTGAAATTGCAAGGCTGATGGAAGACTTGGACCGGAACAAGGACCAGGAGGT 

1 0 GAACTTCCAGGAGTATGTCACCTTCCTGGGGGCCTTGGCTTTGATCTACAATGAA 
GCCCTCAAGGGCTGAAAATAAATAGGGAAGATGGAGACACCCTCTGGGGGTCCT 
CTCTGAGTCAAATCCAGTGGTGGGTTATTGTACAATAACCCACCACTGGATTTGA 
CTCAGAGAGGACCCCCAGAGGGTGTCTCCATCTTCCCTATTTATTTTCAGCCCTTG 
AGGGCTTCATTGTAGATCAAAGCCAAGGCCCCCAGGAAGGTGACATACTCCTGG 

1 5 AAGTTCACCTCCTGGTCCTTGTTCCGGTCCAAGTCTTCCATCAGCCTTGCAATTTC 
AGCATCCTGCAGCTTCGAGCCAATGGTGAGCTCCTTCTGGATCAGCTCCTTCAGC 
TCCTTCTTGCTCAGGGTGTGCTTGTCACCCTCCCTGCCGGAGTACTTGTGGAAGAT 
GGCCACGAGGAGGCCAATGGCCTGATCCAGGGGGCATGCCATGGCTGAGGGCTG 
GGCTTGGAGCTGGCACAGCACTGCTGCTCCTGACTATCCCTCCAGCGGGGGAGCG 

20 CCACAGATGGCCCCAGTCTGGATCCAGCGGCTGAACTGGGCAGGGGATGGCTGG 
ACCCCCAGCGTGAGGGCAGCTGGCCCTGGAAAGTACCCAGGGCTCCTGGAGAGA 
ACTCACCGGTAGGGAGGCGGCCAAATGGGACGOGAGC .. 

SEQ ID.NO: 643 

25 >21425 BLOOD 286742.1 AF105201 g4336773 Human G-protein alpha subunit 14 
(Galphal4) mRNA, complete cds. 0 

GGACGCGCGCCGTGAGCTTAAGCTGCTGCTGCTGGGAACTGGTGAAAGTGGGAA 
AAGCACCTTTATCAAGCAGATGNGAATTATCCATGGGTCTGGTTACAGCGACGA 
AGACAGAAAGGGGTTCACGAAGCTGGTTTACCAAAACATATTCACCGCCATGCA 
30 AGCCATGATCAGAGCGATGGACACGCTAAGGATACAGTATGTGTGTGAACAGAA 
TAAGGAAAATGCCCAGATAATCAGAGAAGTGGAAGTGGACAAGGTCTCCATGCT 
CTCCAGGGAGCAGGTGGAGGCCATCAAGCAGCTCTGGCAAGATCCAGGCATCCA 

GGAGTGTTACGACAGGAGGAGGGAGTACCAGCTGTCGGACTCTGCCAAATATTA 

' •CCTGACrGACATTGACCGCATCGCCACACCATCATTCGTGCCTACCCAACAAG AT 

35 GTGCTTCGCGTCCGAGTGCCCACCACCGGCATCATTGAGTATCCATTTGACTTGG 
AAAACATCATCTTTCGGATGGTGGATGTTGGTGGCCAACGATCGGAAAGACGGA 
AGTGGATTCACTGCTTTGAGAGTGTCACCTCCATTATTTTCTTGGTTGCTCTGAGT 
GAATATGACCAGGTCCTGGCTGAGTGTGACAACGAGAATCGCATGGAAGAGAGC 
AAAGCCTTATTTAAAACCATCATCACCTACCCCTGGTTTCTGAATTCATCTGTGAT 
40 TTTATTCTTGAACAAGAAGGATCTTTTGGAAGAGAAAATCATGTACTCTCATCTA 
ATTAGCTATTTCCCAGAATACACAGGACCGAAACAGGATGTCAGAGCTGCCAGA 
GACTTTATCCTGAAGCTTTACCAAGATCAGAATCCTGACAAAGAGAAAGTCATCT 
ACTCTCACTTCACATGTGCrACAGATACAGACAATATTCGCTTTGTGTTTGCTGCT 
GTCAAAGACACAATTCTACAGCTAAACCTAAGGGAATTCAACCTTGTCTAAAAG 
45 CTGCrGCCCACTCCrCCCCTATAACAGAAGATGTGATTTGCAAACTCCTTGTTTTA 
TTTGCAAGTGCTTCTGACATCACCAGAGCCAGCCCCATGCCAGGAACTAAGGATG 
TCATGTAGATCGTGGGGACAGAGATGGGTGATGGAACTTGGAAGATATTTGAGT 
TTACCAACATACTTTAAAAGTCCTTACATCCCAAATTGTGTTTATAATTATTTTCT 
TGACTTTTGGCTATAAGATTTTGTGTAATTTTTGAATTTGGTGTT1TCT 
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TAAAAGCCACTTTGATTTAGTTTTAAATATGTTTAAAAATAGCGATTAAAATTAT 
GTAAGCAAGGAGCCTGTTAGTTTATAGATCATGCCTTCAAACCTCTAGAGTTAAT 
TTGGGTGACTTTTTTAAAAATAAGAATGTTAATGGGTTTGAAGCTTTTTA 
CTTGTAATTTAGAGACATTTTTAATTGTGTTTCTCACCTCATGCTGAAGGGTGACT 

CTTTCTAAGCCAAATTAATGGATATATAAGTATATCTAATTTAGCTTTGCCACAGT 
TTGATCACCAAGAAGCCAAAGCTGACATAGAGTAAATGGGCTCTAGATAGCATA 
TATGTTTTATTGGTGAAAAANNGNTGTGGTGTGCNCCGTGTGTTGTGTGTGTACA 
TTTTTACCCCCAATGTATATGACCAGATCTTAAAAATGTATGAAATGGCTAGAAG 
1 0 TCCACATTGTTTGACAAATGTTACGTAACCCTGCCAAAGTTCTGATGGCCACCAC 
AGATTTGCTGTTTGAATTATGTATGCTGTGCCTTTCTGAGGAGGCTAAGAATATA 
CCATTCTGCTATTAAAAAAAAAAAAAAGG 



SEQ ID NO: 644 

15 >21427 BLOOD 337355.1 AL050214 g4884452 Human mRNA; cDNA DKFZp586H2123 
(from clone DKFZp586H2123); partial cds. 0 

GGGAGAGCCTGGCGAGCTGAAACCCGAGCTCCCGCTCAGCTGGGGCTCGGGGAG 
GTCCCTGTAAAACCCGCCTGCCCCCGGCCTCCCTGGGTCCCTCCTCTCCCTCCCCA 
GTAGACGCTCGGGCACCAGCCGCGGCAAGGATGGAGCTGGGTTGCTGGACGCAG 

20 TTGGGGCTCACTTTTCTTCAGCTCCTTCTCATCTCGTCCTTGCCAAGAGAGTACAC 
AGTCATTAATGAAGCCTGCCCTGGAGCAGAGTGGAATATCATGTGTCGGGAGTG 
fCJGTGy^ATATGATCAGATTGAG'EGGGTGTGGCCCGGAAAGAGGG/vAGTGGTGGG 
:T.TATACCATCCCTTGCTGCAGGAATGAGGAGAATGAGTGTGACTCCTGCCTGATC 
GACGCAGGTfGTACCATCTTTGAAAACTGCAAGAGCTGCGGAAATGGCTCATGGG 

25 GGGGTACCTTGGATGAGTTGTATGTGAAGGGGTTCTACTGTGCAGAGTGCCGAGC 
AGGCTGGTACGGAGGAGACTGCATGCGATGTGGCCAGGTTCTGCGAGCCCCAAA 
GGGTCAGATTTTGTTGGAAAGCTATCCCCTAAATGCTCACTGTGAATGGACCATT 
CATGCTAAACCTGGGTTTGTCATCCAACTAAGATTTGTCATGTTGAGCCTGGAGT 
TTGACTACATGTGCCAGTATGACTATGTTGAGGTTCGTGATGGAGACAACCGCGA 

30 TGGCCAGATCATCAAGCGTGTCTGTGGCAACGAGCGGCCAGCTCCTATCCAGAG 
CATAGGATCCTCACTCCACGTCCTCTTCCACTCCGATGGCTCCAAGAATTTTGAC 
GGTTTCCATGCCATTTATGAGGAGATCACAGCATGCTCCTCATCCCCTTGTTTCCA 
- TGACOGGACGTGCGTCCTTGACAAGGCTGGATCTTACAAGTGTGCCTGCTTGGCA 
""' ■GGClA'lAGTGGGCAGCGCTGTGAAAATCTCCTTGAAGAAAGAAACTGCTCAGAC 

35 CCTGGGGGCCCAGTCAATGGGTACCAGAAAATAACAGGGGGCCCTGGGCTTATC 
AACGGACGCCATGCTAAAATTGGCACCGTGGTGTCTTTCTTTTGTAACAACTCCT 
ATGTTCTTAGTGGCAATGAGAAAAGAACTTGCCAGCAGAATGGAGAGTGGTCAG 
GGAAACAGCCCATCTGCATAAAAGCCTGCCGAGAACCAAAGATTTCAGACCTGG 
TGAGAAGGAGAGTTCTTCCGATGCAGGTTCAGTCAAGGGAGACACCATTACACC 

40 AGCTATACTCAGCGGCCTTCAGCAAGCAGAAACTGCAGAGTGCCCCTACCAAGA 
AGCCAGCCCTTCCCTTTGGAGATCTGCCCATGGGATACCAACATCTGCATACCCA 
GCTCCAGTATGAGTGCATCTCACCCTTCTACCGCCGGCCTGGGCAGCAGCAGGAG 
GACATGTCTGAGGACTGGGAAGTGGAGTGGGCGGGCACCATCCTGCATCCCTAT 
CTGCGGGAAAATTGAGAACATCACTGCTCCAAAGACCCAAGGGTTGCGCTGGCC 

45 GTGGCAGGCAGCCATCTACAGGAGGACCAGCGGGGTGCATGACGGCAGCCTACA 
CAAGGGAGCGTGGTTCCTAGTCTGCAGCGGTGCCCTGGTGAATGAGCGCACTGT 
GGTGGTGGCTGCCCACTGTGTTACTGACCTGGGGAAGGTCACCATGATCAAGAC 
AGCAGACCTGAAAGTTGTTTTGGGGAAATTCTACCGGGATGATGACCGGGATGA 
GAAGACCATCCAGAGCCTACAGATTTCTGCTATCATTCTGCATCCCAACTATGAC 
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CCCATCCTGCTTGATGCTGACATCGCCATCCTGAAGCTCCTAGACAAGGCCCGTA 
TCAGCACCCGAGTCCAGCCCATCTGCCTCGCTGCCAGTCGGGATCTCAGCACTTC 
CTTCCAGGAGTCCCACATCACTGTGGCTGGCTGGAATGTCCTGGCAGACGTGAGG 
AGCCCTGGCTTCAAGAACGACACACTGCGCTCTGGGGTGGTCAGTGTGGTGGACT 
5 CGCTGCTGTGTGAGGAGCAGCATGAGGACCATGGCATCCCAGTGAGTGTCACTG 
ATAACATGTTCTGTGCCAGCTGGGAACCCACTGCCCCTTCTGATATCTGCACTGC 
AGAGACAGGAGGCATCGCGGCTGTGTCCTTCCCGGGACGAGCATCTCCTGAGCC 
ACGCTGGCATCTGATGGGACTGGTCAGCTGGAGCTATGATAAAACATGCAGCCA 
CAGGCTCTCCACTGCCTTCACCAAGGTGCTGCCTTTTAAAGACTGGATTGAAAGA 

10 AATATGAAATGAACCATGCTCATGCACTCCTTGAGAAGTGTTTCTGTATATCCGT 
CTGTACGTGTGTCATTGCGTGAAGCAGTGTGGGCCTGAAGTGTGATTTGGCCTGT 
GAACTTGGCTGTGCCAGGGCTTCTGACTTCAGGGACAAAACTCAGTGAAGGGTG 
AGTAGACCTCCATTGCTGGTAGGCTGATGCCGCGTCCACTACTAGGACAGCCAAT 
TGGAAGATGCCAGGGCTTGCAAGAAGTAAGTTTCTTCAAAGAAGACCATATACA 

1 5 AAACCTCTCCACTCCACTGACCTGGTGGTCTTCCCCAACTTTC AGTTATACGAATG 
CCATCAGCTTGACCAGGGAAGATCTGGGCTTCATGAGGCCCCTTTTGAGGCTCTC 
AAGTTCTAGAGAGCTGCCTGTGGGACAGCCCAGGGCAGCAGAGCTGGGATGTGG 
TGCATGCCTTTGTGTACATGGCCACAGTACAGTCTGGTCCTTTTCCTTCCCCATCT 
CTTGTACACATTTTAATAAAATAAGGGTTGGCTTCTGAACTACAAAAAAAAAAA 

20 AAAGG 

SEQ ID NO: 645 

£*2l436BLOOB 348119:3U40215 gl5942.76 Human.svnapsin IE) hiRNA, Complete cds. O ■ : 
GACTGCCGCTGGTGTCTGCGGGGTCTGGGGGCGGGGTCTGAGTCTCTGCTGGCTA 

25 AGCCGCCGCCTCAGGCGCCTCAGTCGCCTCAATCTCGCCTTCCGCCCTCGCTCTCC 
CTCCGCGCCACCAGACCCCGTAGCCCCGCGCGCCCCCAGCCCTTTAAGCCAGATG 
ATGAACTTCCTGCGGCGCCGGCTGTCGGACAGCAGCTTCATCGCCAACCTGCCCA 
ACGGCTACATGACCGACCTGCAGCGGCCCGAGCCCCAGCAGCCGCCGCCGCCGC 
CGCCCCCCGGTCCGGGCGCCGCCTCGGCCTCGGCGGCGCCCCCGACCGCCTCGCC 

30 GGGCCCGGAGCGGAGGCCGCCGCCCGCCTCGGCGCCCGCCGCGCAGCCCGCGCC 
GACGCCGTCGGTGGGCAGCAGCTTCTTCAGCTCGCTGTCCCAAGCCGTGAAGCAG 
ACGGCCGCCTCGGCTGGCCTGGTGGACGCGCCCGCTCCCGCGCCCGCAGCCGCC 
AGGAAGGCCAAGGTGCTGCTGGTGGTCGACGAGCCGCACGCCGACTGGGGCAAG 
TGCTTTCGGGGCAAAAAAAGTCCTTGGAGATTATGAtAll^AAGGTGGAACAGGC 

35 AGAATTTTCAGAGCTCAACCTGGTGGCCCATGCAGATGGCACCTATGCTGTGGAT 
ATGCAGGTTCTCCGGAATGGCACAAAGGTTGTCCGGTCCTTCCGGCCAGACTTCG 
TGCTCATCCGGCAGCATGCATTTGGCATGGCGGAGAATGAGGACTTCCGCCACCT 
GATCATTGGTATGCAGTATGCAGGCCTCCCCAGCATCAACTCACTGGAATCCATA 
TACAACTTCTGTGACAAGCCATGGGTGTTTGCCCAGCTGGTCGCTATCTATAAGA 

40 CACTGGGAGGAGAAAAGTTCCCTCTCATTGAACAGACATACTACCCCAACCACA 
AAGAGATGCTGACACTGCCCACGTTCCCTGTGGTGGTGAAGATTGGCCACGCTCA 
CTCAGGCATGGGCAAGGTCAAAGTGGAAAACCACTACGACTTCCAGGACATTGC 
CAGCGTGGTGGCTCTCACCCAGACCTATGCCACTGCAGAGCCTTTCATTGACTCC 
AAGTATGACATCCGGGTCCAGAAGATTGGCAACAACTACAAGGCTTACATGAGG 

45 ACATCGATCTCAGGGAACTGGAAGACGAACACTGGCTCTGCGATGCTGGAGCAG 
ATTGCCATGTCAGACAGGTACAAACTGTGGGTGGACACCTGCTCTGAGATGTTTG 
GCGGCCTGGACATCTGTGCTGTCAAAGCTGTACATGGCAAAGATGGGAAAGACT 
ACATTTTTGAGGTCATGGACTGTAGCATGCCACTGATTGGGGAACATCAGGTGGA 
GGACAGGCAACTCATCACCGAACTAGTCATCAGCAAGATGAACCAGCTGCTGTC 
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CAGGACTCCTGCCCTGTCTCCTCAGAGACCCCTAACAACCCAGCAGCCACAGAGC 
GGAACACTTAAGGATCCGGACTCAAGCAAGACCCCACCTCAGCGGCCACCCCCT 
CAAGGTTGTTTACAGTATATTCTCGACTGTAATGGCATTGCAGTAGGGCCAAAAC 
AAGTCCAAGCTTCTTAAAATGATTGGTGGTTAATTTTTCAAAGCAGAAATTTTAA 
5 GCCAAAAACAAACGAAAGGAAAGCGGGGAGGGGAAAACAGACCCTCCCACTGG 
TGCCGTTGCTGCGTTCTTTCAATGCTGACTGGACTGTGTTTTTCCTATGCAGTGTC 
AGCTCCTCTGTCTGGTTGTTTACCTGTTCCTGTTCGTGCTTGTAATGCTCACTTATG 
TTTTCTCTGTATAACTTGTGATTCCAGGGCTGTTTGTCAACAGTATACAAAAGAAT 
TGTGCCTCTCCCAAGTCCAGTGTGACTTTATCTTCTGGGTGGTTTGATAGTGTTTT 

1 0 TAAAAGTAATATATAATGTGGGGTG AAATGGGAGTAGGGGGGTGGAC AGGGGA 
GAAACGAAAACCACAAAAAGAAAACCCAACTCCTCTCCTCCCCCCAAGCTCAGT 
TAAATCCCCCACCTCCAACTTTCCCTCCACCAGTGTGCTTGGGATCTTCAATGAAC 
TGTGCTTTTCGCTTTCTTTCTGCATGACTATTGTAACTAGATAGAACATTAAGAGA 
TTTTCAAGATCAAACTTCCATAGCTTCATCCACTGAATTTGAAGGCATCCACCTTT 

1 5 TTCTCCATTTGCTAAAATTTGGTGCAGTTTGAGTTTATGTGAATAGGCTGGCTGTG 
CCTGTAGAGCTCTTGTGTTTTTAGTGATGACATGAAATACAAAGAACAAGCTATT 
TCCAGGAATGTGTTCTGTATTTTACATCCCAGTGTACCCTTTATTTTATTATTAAC 
TAATTAACTATGAGATTTTTAAAAAATGGGGCCGCTGATGTGCAATATCAAAGTG 
AACTTGTGAGTATTTTGTGTGTGTTGATCTCAGTTGTTTCTTCATTGTTGCTGTTTC 

20 TGGATCCAGCCATGTGTGCGCTTGTGTGGACCTGAGGCTGCTTTCTGTTCCCAAA 
GCTTGACCTGTGTACAGAGATAATTCCTTGGCAATGTTGGACATAGAATGCAGGG 
AGCTACTGAAGGTCTGTCAGGGATTTGTCGAITCTGCTCITGGCCTCTCCTGAGGC 
: <3TC ATAATGGGA GACCAAATGAAAAATGTCCO ATGT.GACTTGAGTGGGTAGACTG 
CCTACAGAACCTTGAGGTTGAGTGCTGeTTGAG'ITCTCAGCTGTTTACCACAGCGG 

25 TCCAGGGTCCAAAGATTGAGGAGCTTTCTCTTTCCTGGGAGGAACTGTCTCAGAT 
TTAGCTTGTGTGTGTTTTGGACAGAGGCTCCACAGCGGTGGCTCTTGAGGAATCC 
TCACCAGTTTGTTCTCTTCCCTCTGACAAGCAGCACCTGAGCAGATGCTGAGGCA 
GTTCATTAAACCAGGCCTCAGCTTCAGTGCCTCATCTTGCCATCTCCCGGCCAGG 
CTGGGAACGGGCACCAAGCAGCCGCCTCTAACAAACACCATGGTCCGTGGAAGT 

30 TCATGCCAGCAGCTTGCCTTTGAGAAGAAATGCTGCTGGCTCTATTTTTACATTCC 
CTTCCACCTCTATACTGTCATGTCACCGTTCTGAACTCCCAGATCTGAGAAGGAA 
CTAGTGTTGGTGGTATGTAACAAGAGTTACGTATCCAGGGGCTTGTGCCTTGGTT 
. ;. TGXCCTTTGATTGCTGGTAAATTCTGAGGCCACAGAGAAATGCATTGAGTGTGAA 

• :: " f GTTGTCATCTGTAATCCCTCCCTCAGCTGATAATGGTAGTTGATCTG I TGTAAAT 

35 ATATACATATATGCATATTTGCACTTCCAGATGGGTTGCATAAGAATCAGGTCCT 
TAAATACCTCCCAATCTGATGAAACGATAGAATAAAGTAACATTTCCCAGAATG 
GAGGAATACATTATTTTATCGTATATTTTTGTCCAAGCGATGAGCTGACGGTGGT 
ATTGCTTCTCTGCATGTTATCAGTGTGTACATCTGGTGCTTTTCATGTGTCATTTGT 
GAGCCACAAATGCAAAGTTGCCATTTGAATTCAGTCAGGCTACAGGGTGGTGTC 

40 AGTCAAGGTCTTTCAGGTGGGGGAGAAATTGGTTAGGGCTCCCACTGCCAAATG 
CAAGCAGATAGCATAACCTGACTGTTATGTGCCCTCAGGCAGCATGCTTAGGGAC 
AACTCTGTGGCCTGGGGGACATCTGTGTCACAGTATAGGATTGCCATTCAGGTGT 
TTTGTACCTATTTCTTTCCTGACGTTGTCCCCTTTTTTTGTACTGATCCAACTGGGA 
GAACCTCAGCCAATGCTGGAAGTATGATTGAAGTACCTCTCTTTTGTGACTCTTG 

45 TACAGCTTAATGTGCAATAAAGGAAAAGTTATATCTGTCAAAAA 

SEQ ID NO: 646 

>21463 BLOOD 251776.14 X53002 g33952 Human niRNA for integrin beta-5 subunit. 0 
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CGGGGGAGTCTCGGCGCTGGGCGCGTTCGGAGCCCAAGTCGCGGCCGCCGAGCG 
GAGCCAGCCCCTCCCCTACCCGGAGCAGCCCGCTGGGTGCCTGTCCCGAGCGGC 
GACACACTAGGAGTCCCGGCCGGCCAGCCAGGCAGCCGCGGTCCCGGGACTCGG 
CCGTGAGTGCTGCGGGACGGATGGTGGCGGCGGGGCGCGGGCCACGGCGGGCGC 
5 CGTGGAGCCGGGCGCCGTGAGCCGGAGCTGCGCGCGGGGCATGCGGCTGCGCCC 
CGGCCCCTCGGCCCCCGGCCTCGGCCCCCGCGCTCCGGCCCCAGCCCCGGCCGCC 
GGCCCCCGCGGAGTGCAGCGACCGCGCCGCCGCTGAGGGAGGCGCCCCACCATG 
CCGCGGGCCCCGGCGCCGCTGTACGCCTGCCTCCTGGGGCTCTGCGCGCTCCTGC 
CCCGGCTCGCAGGTCTCAACATATGCACTAGTGGAAGTGCCACCTCATGTGAAGA 

1 0 ATGTCTGCTAATCCACCCAAAATGTGCCTGGTGCTCCAAAGAGGACTTCGGAAGC 
CCACGGTCCATCACCTCTCGGTGTGATCTGAGGGCAAACCTTGTCAAAAATGGCT 
GTGGAGGTGAGATAGAGAGCCCAGCCAGCAGCTTCCATGTCCTGAGGAGCCTGC 
CCCTCAGCAGCAAGGGTTCGGGCTCTGCAGGCTGGGACGTCATTCAGATGACAC 
CACAGGAGATTGCCGTGAACCTCCGGCCCGGTGACAAGACCACCTTCCAGCTAC 

1 5 AGGTTCGCCAGGTGGAGGACTATCCTGTGGACCTGTACTACCTGATGGACCTCTC 
CCTGTCCATGAAGGATGACTTGGACAATATCCGGAGCCTGGGCACCAAACTCGC 
GGAGGAGATGAGGAAGCTCACCAGCAACTTCCGGTTGGGATTTGGGTCTTTTGTT 
GATAAGGACATCTCTCCTTTCTCCTACACGGCACCGAGGTACCAGACCAATCCGT 
GCATTGGTTACAAGTTGTTTCCAAATTGCGTCCCCTCCTTTGGGTTCCGCCATCTG 

20 CTGCCTCTCACAGACAGAGTGGACAGCTTCAATGAGGAAGTTCGGAAACAGAGG 
GTGTCCCGGAACCGAGATGCCCCTGAGGGGGGCTTTGATGCAGTACTCCAGGCA 

•/. • GCGGTCTGCAAGGAGAAGATTGGCTGGGGAAAGGATGCACTGCAITI'GCTGGTG 
TTGACAACAGAXGATGlsGGCGGACATGGCATTGGATGGAAAAlTGGGAGGCCTG 
GTGCAGCCACACGA'FGGCGAGTGCCACGTGAACGAGGCCAACGAGTAOAGTGCA 

25 TCCAACCAGATGGAGTATCCATCCCTTGCCTTGCTTGGAGAGAAATTGGCAGAGA 
ACAACATCAACCTCATCTTTGCAGTGACAAAAAACCATTATATGCTGTACAAGAA 
TTTTACAGCCCTGATACCTGGAACAACGGTGGAGATTTTAGATGGAGACTCCAAA 
AATATTATTCAACTGATTATTAATGCATACAATAGTATCCGGTCTAAAGTGGAGT 
TGTCAGTCTGGGATCAGCCTGAGGATCrrAATCTCTTCTTTACTGCTACCTGCCAA 

30 GATGGGGTATCCTATCCTGGTCAGAGGAAGTGTGAGGGTCTGAAGATTGGGGAC 
ACGGCATCTTTTGAAGTATCATTGGAGGCCCGAAGCTGTCCCAGCAGACACACG 
GAGCATGTGTTTGCCCTGCGGCCGGTGGGATTCCGGGACAGCCTGGAGGTGGGG 
GTCACCTACAACTGCACGTGCGGCTGCAGCGTGGGGCTGGAAGCCAACAGCGCC 
AGGTGCAACGGGAGCGGGACCTATGTCTGGGGCCTGTGTGAGTGCAGCCCCGGC 

35 TACCTGGGCACCAGGTGCGAGTGCCAGGATGGGGAGAACCAGAGCGTGTACCAG 
AACCTGTGCCGGGAGGCAGAGGGCAAGCCACTGTGCAGCGGGCGTGGGGACTGC 
AGCTGCAACCAGTGCTCCTGCTTCGAGAGCGAGTTTGGCAAGATCTATGGGCCTT 
TCTGTGAGTGCGACAACTTCTCCTGTGCCAGGAACAAGGGAGTCCTCTGCTCAGG 
CCATGGCGAGTGTCACTGCGGGGAATGCAAGTGCCATGCAGGTTACATCGGGGA 

40 CAACTGTAACTGCTCGACAGACATCAGCACATGCCGGGGCAGAGATGGCCAGAT 
CTGCAGCGAGCGTGGGCACTGTCTCTGTGGGCAGTGCCAATGCACGGAGCCGGG 
GGCCTTTGGGGAGATGTGTGAGAAGTGCCCCACCTGCCCGGATGCATGCAGCAC 
CAAGAGAGATTGCGTCGAGTGCCTGCTGCTCCACTCTGGGAAACCTGACAACCA 
GACCTGCCACAGCCTATGCAGGGATGAGGTGATCACATGGGTGGACACCATCGT 

45 GAAAGATGACCAGGAGGCTGTGCTATGTTTCTACAAAACCGCCAAGGACTGCGT 
CATGATGTTCACCTATGTGGAGCTCCCCAGTGGGAAGTCCAACCTGACCGTCCTC 
AGGGAGCCAGAGTGTGGAAACACCCCCAACGCCATGACCATCCTCCTGGCTGTG 
GTCGGTAGCATCCTCCTTGTTGGGCTTGCACTCCTGGCTATCTGGAAGCTGCTTGT 
CACCATCCACGACCGGAGGGAGTTTGCAAAGTTTCAGAGCGAGCGATCCAGGGC 



553 



WO 02/074979 



PCT/US02/08456 



CCGCTATGAAATGGCTTCAAATCCATTATACAGAAAGCCTATCTCCACGCACACT 
GTGGACTTCACCTTCAACAAGTTCAACAAATCCTACAATGGCACTGTGGACTGAT 
GTTTCCTTCTCCGAGGGGCTGGAGCGGGGATCTGATGAAAAGGTCAGACTGAAA 
CGCCTTGCACGGCTGCTCGGCTTGATCACAGCTCCCTAGGTAGGCACCACAGAGA 
5 AGACCTTCTAGTGAGCCTGGGCCAGGAGCCCACAGTGCCTGTACAGGAAGGTGC 
CTGGCCATGTCACCTGGCTGCTAGGCCAGAGCCATGCCAGGCTGCGTCCCTCCGA 
GCTTGGGATAAAGCAAGGGGACCTTGGGCGCTCTCAGCTTTCCCTGCCACATCCA 
GCTTGTTGTCCCAATGAAATACTGAGATGCTGGGCTGTCTCTCCCTTCCAGGAAT 
GCTGGGCCCCCAGCCTGGCCAGACAAGAAGACTGTCAGGAAGGGTCGGAGTCTG 

1 0 TAAAACCAGCATACAGTTTGGCTTTTTTCACATTGATCATTTTTATATGAAATAAA 
AAGATCCTGCATTTATGGTGTAGTTCTGAGTCCTGAGACTTTTCTGCGTGATGGCT 
ATGCCTTGCACACAGGTGTTGGTGATGGGGCTGTTGAGATGCCTGTTGAAGGTAC 
ATCGTTTGCAAATGTCAGTTTCCTCTCCTGTCCGTGTTTGTTTAGTACTTTTATAAT 
G AAAA G AAA C AAG ATTGTTTGGG ATT G G AAGT AAAG ATT AAAAC C AAAAG AATT 

1 5 TGTGTTTGTCTGATACTCTCTGTGTGTTTCTTTCTTTCTGAGCGGACTTAAAATGG 
TGCCCCCAGTGGGGATTGAAGCGGCCGTGTACTTCCTCAGGGATGGGACACAGG 
CTGGTCTGATACTCCAGACTGCAGCTTGTCAAGTAAGCATGAGGTGCTCGGGGCA 
GTGAGGGCTGTGCAAGGGGGAACACTGAGCAGATAGATACCTTTGGCCCCTTCC 
AGCTTTTACTGACAGAGAGTTCCAGGCTAGACACCATAAAAACCACCCCTTGGTC 

20 TCCCTCCCTTGTTCTGAGGGGCTGAGGCTGGAAATAGATTGTACAGACAAGCAAG 
GGTTGAGTGGTGGTTCCCACACGAAGTCATCTCTTAAACATCATTAGCAATAGCA 
-GTTCGCTTCG AAGGGCTCCGCTCACTCCGGAAAGACTTACGTCCC ATGGAGGGCC .. . 
:i AATGCAAAAAAAGACATITGAGGTTTTTTCCGGGAGGGCGATGAAGTGCCGTTA/-. 
,Gl'TGGGAI A7 - GTAAGATGGTTGAGlGACGGTCrGGGGTrAlGNANISINbrNNNNNN^ • 

25 , N^Nr^mwNNN*^^ 

TGAATGACAAACTGTTCCTAAGACCCCATCTCATGCTGGCCAGAGGGCCAGCCTC 
CTCATTCCTGC1TGCTCTTAGAAAATCTTTCACTGATCATTTTTTGTCACTGGAAT 
AACTTCAAGGTTATTATGCTTTCATTCCAAATGGATCTGTCCTCAGCTCTGGACCC 
AATTCCCCTTACTTCATTTTGGCAAACACTAAGTCAAATAGTGAAATGCCTGTCA 
30 CTACATAGAACCTATTACCTGGGGCAAATACGAACAGATTGAGTTTCCTTCATCT 
TGTGTAAATATGATGAAACAGAGACCTGGTAACTTGGTGACACTGTTAAACCCTT 
TTTGGGATAAAGCCAAATGTAAATGAAAACATTAAACAGATAAATTGTGGCGTT 
GAGACTTTTCTGAATTGAGAAAAATA A ATGTAATTTTGGAAGAAAAAAAAAAAA 
ANNANn\ T A^NGGANNCAGNK^NRNAAAAAAAAAAAGGG 

35 

SEQIDNO:647 

>21515 BLOOD 410296.1 AF085690 g41 06439 Human multidrug resistance-associated 
protein 3 (MRP3) mRNA, complete cds. 0 

GGGTCCGACCGCGCTCGCCTTCCTTGCAGCCGCGCCTCGGCCCCATGGACGCCCT 
40 GTGCGGTTCCGGGGAGCTCGGCTCCAAGTTCTGGGACTCCAACCTGTCTGTGCAC 
ACAGAAAACCCGGACCTCACTCCCTGCTTCCAGAACTCCCTGCTGGCCTGGGTGC 
CCTGCATCTACCTGTGGGTCGCCCTGCCCTGCTACTTGCTCTACCTGCGGCACCAT 
TGTCGTGGCTACATCATCCTCTCCCACCTGTCCAAGCTCAAGATGGTCCTGGGTG 
TCCTGCTGTGGTGCGTCTCCTGGGCGGACCTT1TTTACTCCTTCCATGGCCTGGTC 
45 CATGGCCGGGCCCCTGCCCCTGTTTTCTTTGTCACCCCCTTGGTGGTGGGGGTCAC 
CATGCTGCTGGCCACCCTGCTGATACAGTATGAGCGGCTGCAGGGCGTACAGTCT 
TCGGGGGTCCTCATTATCTTCTGGTTCCTGTGTGTGGTCTGCGCCATCGTCCCATT 
CCGCTCCAAGATCCTTTTAGCCAAGGCAGAGGGTGAGATCTCAGACCCCTTCCGC 
TTCACCACCTTCTACATCCACTTTGCCCTGGTACTCTCTGCCCTCATCTTGGCCTG 
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CTTCAGGGAGAAACCTCCATTTTTCTCCGCAAAGAATGTCGACCCTAACCCCTAC 
CCTGAGACCAGCGCTGGCTTTCTCTCCCGCCTGTTTTTCTGGTGGTTCACAAAGAT 
GGCCATCTATGGCTACCGGCATCCCCTGGAGGAGAAGGACCTCTGGTCCCTAAA 
GGAAGAGGACAGATCCCAGATGGTGGTGCAGCAGCTGCTGGAGGCATGGAGGA 
5 AGCAGGAAAAGCAGACGGCACGACACAAGGCTTCAGCAGCACCTGGGAAAAAT 
GCCTCCGGCGAGGACGAGGTGCTGCTGGGTGCCCGGCCCAGGCCCCGGAAGCCC 
TCCTTCCTGAAGGCCCTGCTGGCCACCTTCGGCTCCAGCTTCCTCATCAGTGCCTG 
CTTCAAGCTTATCCAGGACCTGCTCTCCTTCATCAATCCACAGCTGCTCAGCATCC 
TGATCAGGTTTATCTCCAACCCCATGGCCCCCTCCTGGTGGGGCTTCCTGGTGGCT 

1 0 GGGCTGATGTTCCTGTGCTCCATGATGCAGTCGCTGATCTTACAAC ACTATTACC 
ACTACATCTTTGTGACTGGGGTGAAGTTTCGTACTGGGATCATGGGTGTCATCTA 
CAGGAAGGCTCTGGTTATCACCAACTCAGTCAAACGTGCGTCCACTGTGGGGGA 
AATTGTCAACCTCATGTCAGTGGATGCCCAGCGCTTCATGGACCTTGCCCCCTTC 
CTCAATCTGCTGTGGTCAGCACCCCTGCAGATCATCCTGGCGATCTACTTCCTCTG 

1 5 GCAGAACCTAGGTCCCTCTGTCCTGGCTGGAGTCGCTTTC ATGGTCTTGCTGATTC 
CACTCAACGGAGCTGTGGCCGTGAAGATGCGCGCCTTCCAGGTAAAGCAAATGA 
AATTGAAGGACTCGCGCATCAAGCTGATGAGTGAGATCCTGAACGGCATCAAGG 
TGCTGAAGCTGTACGCCTGGGAGCCCAGCTTCCTGAAGCAGGTGGAGGGCATCA 
GGCAGGGTGAGCTCCAGCTGCTGCGCACGGCGGCCTACCTCCACACCACAACCA 

20 CCTTCACCTGGATGTGCAGCCCCTTCCTGGTGACCCTGATCACCCTCTGGGTGTAC 
GTGTACGTGGACCCAAACAATGTGCTGGACGCCGAGAAGGCCTTTGTGTCTGTGT 

• • .«": .GGTTGTTTAATATCTTAAGACTTGGAGACAACATGCTGCCCCAGTI AATCAGCAA' .. 
x ' v:- CGTGAGTGAGGCCAGTGTGTCTGTGAAACGGATCGAGGAATTCGTGAGCGAAGAG 
: :■• - ; GAAGTTGACCCGCAGAGTGTGGAAAGAAAGACCATCTCGCGAGGCTATTCGATC 
"25 ACATACACAGTGGCACCTTCACCTGGGCCCAGGACCTGCCCCCCACTCTGCACAG 
CCTAGACATCCAGGTCCCGAAAGGGGCACTGGTGGCCGTGGTGGGGCCTGTGGG 
CTGTGGGAAGTCCTCCCTGGTGTCTGCCCTGCTGGGAGAGATGGAGAAGCTAGA 
AGGCAAAGTGCACATGAAGGGCTCCGTGGCCTATGTGCCCCAGCAGGCATGGAT 
CCAGAACTGCACTCTTCAGGAAAACGTGCTTTTCGGCAAAGCCCTGAACCCCAAG 

30 CGCTACCAGCAGACTCTGGAGGCCTGTGCCTTGCTAGCTGACCTGGAGATGCTGC 
CTGGTGGGGATCAGACAGAGATTGGAGAGAAGGGCATTAACCTGTCTGGGGGCC 
AGCGGCAGCGGGTCAGTCTGGCTCGAGCTGTTTACAGTGATGCCGATATTTTCTT 
GCTGGATGACCGAGTGTGGGGGGTGGACTCTCATGTGGCCAAGCACATCTTTGAC 
CACGTCATCGGGCCAGAAGGCGTGCTGGCAGGCAAGACGCGAGTGCTGGTGACG 

35 CACGGCATTAGCTTCCTGCCCCAGACAGACTTCATCATTGTGCTAGCTGATGGAC 
AGGTGTCTGAGATGGGCCCGTACCCAGCCCTGCTGCAGCGCAACGGCTCCTTTGC 
CAACTTTCTCTGCAACTATGCCCCCGATGAGGACCAAGGGCACCTGGAGGACAG 
CTGGACCGCGTTGGAAGGTGCAGAGGATAAGGAGGCACTGCTGATTGAAGACAC 
ACTCAGCAACCACACGGATCTGACAGACAATGATCCAGTCACCTATGTGGTCCA 

40 GAAGCAGTTTATGAGACAGCTGAGTGCCCTGTCCTCAGATGGGGAGGGACAGGG 
TCGGCCTGTACCCCGGAGGCACCTGGGTCCATCAGAGAAGGTGCAGGTGACAGA 
GGCGAAGGCAGATGGGGCACTGACCCAGGAGGAGAAAGCAGCCATTGGCACTG 
TGGAGCTCAGTGTGTTCTGGGATTATGCCAAGGCCGTGGGGCTCTGTACCACGCT 
GGCCATCTGTCTCCTGTATGTGGGTCAAAGTGCGGCTGCCATTGGAGCCAATGTG 

45 TGGCTCAGTGCCTGGACAAATGATGCCATGGCAGACAGTAGACAGAACAACACT 
TCCCTGAGGCTGGGCGTCTATGCTGCTTTAGGAATTCTGCAAGGGTTCTTGGTGA 
TGCTGGCAGCCATGGCCATGGCAGCGGGTGGCATCCAGGCTGCCCGTGTGTTGCA 
CCAGGCACTGCTGCACAACAAGATACGCTCGCCACAGTCCTTCTTTGACACCACA 
CCATCAGGCCGCATCCTGAACTGCTTCTCCAAGGACATCTATGTCGTTGATGAGG 
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TTCTGGCCCCTGTCATCCTCATGCTGCTCAATTCCTTCTTCAACGCCATCTCCACT 
CTTGTGGTCATCATGGCCAGCACGCCGCTCTTCACTGTGGTCATCCTGCCCCTGGC 
TGTGCTCTACACCTTAGTGCAGCGCTTCTATGCAGCCACATCACGGCAACTGAAG 
CGGCTGGAATCAGTCAGCCGCTCACCTATCTACTCCCACTTTTCGGAGACAGTGA 
5 CTGGTGCCAGTGTCATCCGGGCCTACAACCGCAGCCGGGATTTTGAGATCATCAG 
TGATACTAAGGTGGATGCCAACCAGAGAAGCTGCTACCCCTACATCATCTCCAAC 
CGGTGGCTGAGCATCGGAGTGGAGTTCGTGGGGAACTGCGTGGTGCTCTTTGCTG 
CACTATTTGCCGTCATCGGGAGGAGCAGCCTGAACCCGGGGCTGGTGGGCCTTTC 
TGTGTCCTACTCCTTGCAGGTGACATTTGCTCTGAACTGGATGATACGAATGATG 

1 0 TCAGATTTGGAATCTAACATCGTGGCTGTGGAGAGGGTCAAGGAGTACTCCAAG 
ACAGAGACAGAGGCGCCCTGGGTGGTGGAAGGCAGCCGCCCTCCCGAAGGTTGG 
CCCCCACGTGGGGAGGTGGAGTTCCGGAATTATTCTGTGCGCTACCGGCCGGGCC 
TAGACCTGGTGCTGAGAGACCTGAGTCTGCATGTGCACGGTGGCGAGAAGGTGG 
GGATCGTGGGCCGCACTGGGGCTGGCAAGTCTTCCATGACCCTTTGCCTGTTCCG 

1 5 CATCCTGGAGGCGGCAAAGGGTGAAATCCGCATTGATGGCCTCAATGTGGCAGA 
CATCGGCCTCCATGACCTGCGCTCTCAGCTGACCATCATCCCGCAGGACCCCATC 
CTGTTCTCGGGGACCCTGCGCATGAACCTGGACCCCTTCGGCAGCTACTCAGAGG 
AGGACATTTGGTGGGCTTTGGAGCTGTCCCACCTGCACACGTTTGTGAGCTCCCA 
GCCGGCAGGCCTGGACTTCCAGTGCTCAGAGGGCGGGGAGAATCTCAGCGTGGG 

20 CCAGAGGCAGCTCGTGTGCCTGGCCCGAGCCCTGCTCCGCAAGAGCCGCATCCTG 
GTTTTAGACGAGGCCACAGCTGCCATCGACCTGGAGACTGACAACCTCATCCAG 
■I-;- ■ ■ "> GGTACCATCCGCAGC(2AGTITGATA€CTGCACTGTCCTGACCATGGCA.CAGGGGG ■ 
« ,:TTAACAGTATCATGGAGTAGACGAGGGTGGTGGTCCTGGACi\AAGGAGTAGTAG 
i'GXGAATTTGATTCTCGAGGCAACCTCAlTGCAGGTAGAGGCATGlTCTACGGGAT 

25 V GGCCAGAGATGCTGGACTTGCCTAAAATATAITGCTGAGATI'TCCTCCTGGCCTT 
TCCTGGTTTTCATCAGGAAGGAAATGACACCAAATATGTCCGCAGAATGGACTTG 
ATAGC AAAC ACTG G GGGCACCTTAAGATTTTGCACCTGTAAAGTGCCTTACAGGG 
TAACTGTGCTGAATGCTTTAGATGAGGAAATGATCCCCAAGTGGTGAATGACAC 
GCCTAAGGTCACAGCTAGTTTGAGCCAGTTAGACTAGTCCCCGGTCTCCCGATTC 

30 CCAACTGAGTGTTATTTGCACACTGCACTGTTTTCAAATAACGATTTTATGAAAT 
GACCTCTGTCCTCCCTCTGATTTTTCATATTTTCTAAAGTTTCGTTTCTGTTTTTTA 
ATAAAAAGCTTTTTCCTCCTGGAACAGAAGACAGCTGCTGGGTCAGGCCACCCCT 
AGGAAGTGA.GTCGTGTAGTGTGGGGTGCTGCCTGAATCCATTAAAAATGGGAGTA 
CTGATGAAATAAAACTAGATGGTCAACAGTATATACACAGTAGTCTTTTTGCACT 

35 TGTTCACAAGGTTTGGGGATTAGGATCTTTGGAGGAGGCCAAGAGGAAGACTTT 
CTACACATGTACATGGTTGTAGTTACCTGAACTTCAGACCCAAGAGCTCTTGGCT 
GCAAATATTGCCTTCAC 

SEQ ID NO: 648 

40 >21518 BLOOD 244943.4 AJ001309 g3171907 Human mRNA for DnaJ protein. 0 

GTCTCCCTCGGCCTGTGCCGCCGCCGACGCCGCTTGTGGGCCCGACTCCGCTCTG 
TCTGCTTCGCCACCTTCTCCCCGAGCACTGCCCGGCCGGCCGCCATGGCTAACGT 
GGCTGACACGAAGCTGTACGACATCCTGGGCGTCCCGCCCGGCGCCAGCGAGAA 
CGAGCTGAAGAAGGCATACAGAAAGTTAGCCAAGGAATATCATCCTGATAAGAA 

45 TCCAAATGCAGGAGACAAATTTAAAGAAATAAGTTTTGCATATGAAGTACTATC 
AAATCCTGAGAAGCGTGAGTTATATGACAGATACGGAGAGCAAGGTCTTCGGGA 
AGGCAGCGGCGGAGGTGGTGGCATGGATGATATTTTCTCTCACATTTTTGGTGGG 
GGATTGTTCGGCTTCATGGGCAATCAGAGTAGAAGTCGAAATGGCAGAAGAAGA 
GGAGAGGACATGATGCATCCACTCAAAGTATCTTTAGAAGATCTGTATAATGGC 
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AAGACAACCAAACTACAACTTAGCAAGAATGTGCTCTGTAGTGCATGCAGTGGC 
CAAGGCGGAAAGTCTGGAGCTGTCCAAAAGTGTAGTGCTTGTCGAGGTCGAGGT 
GTGCGCATCATGATCAGACAGCTGGCTCCAGGGATGGTACAACAGATGCAGTCT 
GTGTGCTCTGATTGTAATGGAGAAGGAGAGGTAATTAATGAAAAAGACCGCTGT 
5 AAAAAATGTGAAGGGAAGAAGGTGATTAAAGAAGTCAAGATTCTTGAAGTCCAC 
GTAGACAAAGGCATGAAACATGGACAGAGAATTACATTCACTGGGGAAGCAGAC 
CAGGCCCCAGGAGTGGAACCCGGAGACATTGTTCTTTTGCTACAGGAGAAAGAA 
CATGAGGTATTTCAGAGAGATGGGAATGATTTGCACATGACATATAAAATAGGA 
CTTGTTGAAGCTCTATGTGGATTTCAGTTCACATTTAAGCACCTTGATGGACGTCA 

1 0 GATTGTGGTGAAATACCCCCCTGGCAAAGTAATTGAACCAGGGTGTGTTCGTGTA 
GTTCGAGGTGAAGGGATGCCGCAGTATCGTAATCCCTTTGAAAAAGGTGATCTTT 
ACATAAAGTTTGATGTGCAGTTTCCTGAAAACAACTGGATCAACCCAGACAAGCT 
TTCTGAACTAGAAGATCTTCTGCCATCTAGACCGGAAGTTCCTAACATAATTGGA 
GAAACAGAGGAGGTAGAGCTTCAGGAATTTGATAGCACTCGAGGCTCAGGAGGT 

1 5 GGTCAGAGGCGTGAAGCCTATAATGATAGCTCTGATGAAGAAAGCAGCAGCCAT 
CATGGACCTGGAGTGCAGTGTGCCCATCAGTAAACTCTGCAAACAAATTGCACA 
GGTGGATTTTCTTTCCACATTTGCCTGATTTGTTCTCAGCAATCCAGCTGGAGTGT 
CTTATCAATCCAGATGAACTGAGGGACATCTGTTGGTCTATGTATAACTTTTAAA 
ATTGGTATAGTATCTACAGAGTGTATAATTTAAACTAACCACAAAGCTTTACATC 

20 TTCATTTTGACTGTTCCATAGCAGAATAAAGCACTTGAAAGGAAACAAGACTCCC 
TTTCACACATGGATTATTATAAGTTTCAATCCTGGTATCTGTGCTTGATTTTTATC 
:■ AGTTTTGTGTAGATITTTATGTTTCA^ AT'ril'AA/\TaTA7\ ATCGCACATTGTAAAG 

. -v .. -TTTGTAGAATTTGTCCTGAAGCTTTGTGTITGGGTGGACCTGGATAAGCTGCTA.GA 
. "•■ AATAGAATAAj'VG AATTTCATAGCCTGTATCXATCATTTAGATGC ATGGAAAAAAA ■ 
: 25 TGGGCTTTGCACACAATGGGTTTGGAGGTGACTGGGAACAATGGAAAAAATTAC 
ATTAGCTGTGGTTGTAAAGTTTTTTTGTTTTTGGTTTTGTTT^ 
TTTTTTTTTNTATTACCATCTTGTGAAAGGTTTCTGAAACTCGATAATAAAAAGCG 
GTTGGTGTAAATTATTCTTTTGTGTCACATTTTTAGAAGGAAAAACATAAAAGAA 
TGTATCCTTAGTACTGGTTCTTAAACAGCCCATAAAAACCCATTGGCCTGAAGCT 

30 TATATCTCAGGCCTATGCCCATCTTATAGTCTTGGAAGACAAAAGGCTGGTAGAG 
ACAGTCTTCAGTGGCTTCAGTGATGCTCTGTAGAGGCCAGGGTGTCTTGAGTGCT 
GTAACTCCCAAGCACTGGGCTAGCCTGACTTCTGTATCTCCCTACCACCACCCCC 
TTAAAAAAATAAGGTAACAGCAAATCTATAGTAAAACCATGTCTGCATAGAACG 
TGTTCAAATGCTGTGTTTTCATTAAATGTAAAAGATGCTGTCTCCATTAAGTTGAA 

35 TATTTGGAATTGGAGAAGCCATTGATTATTATTTTGAGTTTCTGTAATGTTTTATA 
GAAAAGTAAGATGCTTATTCAGAATTTAAGAATGAAGGCAACTGAAATATGCAT 
TGTTGTAGTTATTTATATTTCAAACTAAAAATAAGCAAAAAAAAAAGGCTGGTTT 
GAGAAAAATCAGGTAAAATTGATGAAACGGATGTTGTGTTTCTCTTTCCATCATC 
TGGTTTTTACCATTTCACTCAGTAGGTATTTTTAGAACACACTTATTTGAGGAAAG 

40 AGACATCAGATGCACAATTTTACATTrATAAAGGAACAAATGGGGAAAACTGAA 
AACTAAAAATTTTAAATGTATTAAATGCCATCCCTGAGCCTAAATCTAGTATTTG 
TAGTTTATTTCTAGGTCTGCTAGAACCTGAAAACCTGAATGAAAAAAGGTGTGCT 
GACACTAATCAAGTCCTGTGAGGTTTAAATTATTGACCTATCCACTCTACCTCCAT 
TGTACAAAAAATATTTTACAACAAGCCTGGGTAAGATTCAACAGCATAGTAGTTT 

45 TGTATCCAAGGTTACTTCCCCACAACCACTTTAAACATAAGAAATGTGGTGGCAA 
TATAAAGTTTGTAGCCTTTCCAATAAAGGTTTATAAAAC 
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SEQIDNO:649 

>21530 BLOOD 231654.4 AFO56085 g3719225 Human GABA-B receptor mRNA, 
complete cds. 0 

CCGTTCTGAGCCGAGCCGGAACCCTAGCCCGAGACGGAGCCGGGGCCCGGGCCG 
5 GCGCCATTGCGCGGGCGCCGCGGGAAGACCTTGGCGCGGGGCGGCGGGCCGGGC 
CAGGCCATGCGGGCCGAGTGAGCCGGCGCCCGCAGCCCGCGGCGCGGCATGGCT 
TCCCCGCGGAGGTCCGGGCAGCCCGGGCCGCCGCCGCCGCCGCCACCGCCGCCC 
GCGCGCCTGCTACTGCTACTGCTGCTGCCGCTGCTGCTGCCTCTGGCGCCCGGGG 
CCTGGGGCTGGGCGCGGGGCGCCCCCCGGCCGCCGCCCAGCAGCCCGCCGCTCT 

1 0 CCATCATGGGCCTCATGCCGCTCACCAAGGAGGTGGCCAAGGGCAGCATCGGGC 
GCGGTGTGCTCCCCGCCGTGGAACTGGCCATCGAGCAGATCCGCAACGAGTCAC 
TCCTGCGCCCCTACTTCCTCGACCTGCGGCTCTATGACACGGAGTGCGACAACGC 
AAAAGGGTTGAAAGCCTTCTACGATGCAATAAAATACGGGCCGAACCACTTGAT 
GGTGTTTGGAGGCGTCTGTCCATCCGTCACATCCATCATTGCAGAGTCCCTCCAA 

1 5 GGCTGGAATCTGGTGCAGCTTTCTTTTGCTGCAACCACGCCTGTTCTAGCCGATA 
AGAAAAAATACCCTTATTTCTTTCGGACCGTCCCATCAGACAATGCGGTGAATCC 
AGCCATTCTGAAGTTGCTCAAGCACTACCAGTGGAAGCGCGTGGGCACGCTGAC 
GCAAGACGTTCAGAGGTTCTCTGAGGTGCGGAATGACCTGACTGGAGTTCTGTAT 
GGCGAGGACATTGAGATTTCAGACACCGAGAGCTTCTCCAACGATCCCTGTACCA 

20 GTGTCAAAAAGCTGAAGGGGAATGATGTGCGGATCATCCTTGGCCAGTTTGACC 
AGAATATGGCAGCAAAAGTGTTCTGTTGTGCATACGAGGAGAACATGTATGGTA 

. GTAAATATCAGTGGATCATTCCGGGCTGGTACGAGCGTTCTTGGTGGGA'GCAGGT 
GGACACGGAAGCCAACTGATGCCGCTGGCTCCGGAAGAATGrGCTTGGTGGCATG 
GAGGGCTACATTGGCGTGGATTTCGAGGCCCTGAGGFGCAAGCAGATG A/iGAGC 

25 ATCTCAGGAAAGACTCCACAGGAGTATGAGAGAGAGTACAACAACAAGCGGTCA 
GGCGTGGGGCCCAGCAAGTTCCACGGGTACGCCTACGATGGCATCTGGGTCATC 
GCCAAGACACTGCAGAGGGCCATGGAGACACTGCATGCCAGCAGCCGGCACCAG 
CGGATCCAGGACTTCAACTACACGGACCACACGCTGGGCAGGATCATCCTCAAT 
GCCATGAACGAGACCAACTTCTTCGGGGTCACGGGTCAAGTTGTATTCCGGAATG 

30 GGGAGAGAATGGGGACCATTAAATTTACTCAATTTCAAGACAGCAGGGAGGTGA 
AGGTGGGAGAGTACAACGCTGTGGCCGACACACTGGAGATCATCAATGACACCA 
TCAGGTTCCAAGGATCCGAACCACCAAAAGACAAGACCATCATCCTGGAGCAGC 
.. . .TGCGGAAGATCTCCCTACCTCTCTACAGCATCCTCTCTGCCCTCACGATCCTGGGG 
- ATGATCATGGCCAGTGCTTTTCTCTTCTTCAACATCAAGAACCGGAATCAGAAGC 

35 TCATAAAGATGTCGAGTCCATACATGAACAACCTTATCATCCTTGGAGGGATGCT 
CTCCTATGCTTCCATATTTCTCTTTGGCCTTGATGGATCCTTTGTCTCTGAAAAGA 
CCTTTGAAACACTTTGCACCGTCAGGACCTGGATTCTCACCGTGGGCTACACGAC 
CGCTTTTGGGGCCATGTTTGCAAAGACCTGGAGAGTCCACGCCATCTTCAAAAAT 
GTGAAAATGAAGAAGAAGATCATCAAGGACCAGAAACTGCTTGTGATCGTGGGG 

40 GGCATGCTGCTGATCGACCTGTGTATCCTGATCTGCTGGCAGGCTGTGGACCCCC 
TGCGAAGGACAGTGGAGAAGTACAGCATGGAGCCGGACCCAGCAGGACGGGAT 
ATCTCCATCCGCCCTCTCCTGGAGCACTGTGAGAACACCCATATGACCATCTGGC 
TTGGCATCGTCTATGCCTACAAGGGACTTCTCATGTTGTTCGGTTGTTTCTTAGCT 
TGGGAGACCCGCAACGTCAGCATCCCCGCACTCAACGACAGCAAGTACATCGGG 

45 ATGAGTGTCTACAACGTGGGGATCATGTGCATCATCGGGGCCGCTGTCTCCTTCC 
TGACCCGGGACCAGCCCAATGTGCAGTTCTGCATCGTGGCTCTGGTCATCATCTT 
CTGCAGCACCATCACCCTCTGCCTGGTATTCGTGCCGAAGCTCATCACCCTGAGA 
ACAAACCCAGATGCAGCAACGCAGAACAGGCGATTCCAGTTCACTCAGAATCAG 
AAGAAAGAAGATTCTAAAACGTCCACCTCGGTCACCAGTGTGAACCAAGCCAGC 
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ACATCCCGCCTGGAGGGCCTACAGTCAGAAAACCATCGCCTGCGAATGAAGATC 
ACAGAGCTGGATAAAGACTTGGAAGAGGTCACCATGCAGCTGCAGGACACACCA 
GAAAAGACCACCTACATTAAACAGAACCACTACCAAGAGCTCAATGACATCCTC 
AACCTGGGAAACTTCACTGAGAGCACAGATGGAGGAAAGGCCATTTTAAAAAAT 
5 CACCTCGATCAAAATCCCCAGCTACAGTGGAACACAACAGAGCCCTCTCGAACA 
TGCAAAGATCCTATAGAAGATATAAACTCTCCAGAACACATCCAGCGTCGGCTGT 
CCCTCCAGCTCCCCATCCTCCACCACGCCTACCTCCCATCCATCGGAGGCGTGGA 
CGCCAGCTGTGTCAGCCCCTGCGTCAGCCCCACCGCCAGCCCCCGCCACAGACAT 
GTGCCACCCTCCTTCCGAGTCATGGTCTCGGGCCTGTAAGGGTGGGAGGCCTGGG 

1 0 CCCGGGGCCTCCCCCGTGACAGA ACCACACTGGGCAGAGGGGTCTGCTGCAGAA 
ACACTGTCGGCTCTGGCTGCGGAGAAGCTGGGCACCATGGCTGGCCTCTCAGGA 
CCACTCGGATGGCACTCAGGTGGACAGGACGGGGCAGGGGGAGACTTGGCACCT 
GACCTCGAGCCTTATTTGTGAAGTCCTTATTTCTTCACAAAGAAGAGGAACGGAA 
ATGGGACGTCTTCCTTAACATCTGCAAACAAGGAGGCGCTGGGATATCAAACTTG 

15 CNMWNNNNN>^ 

ACTAGAACTCCAGCTGGAAGTCACGGAGTGGCTCGAGCAGCCTTGGGAAGAGGC 
AAGGAGCTTCTGAAGAAACTGCCTCTGCACACACATCACTGGCTGTGACCCCTCA 
GGCTAGCCCTTCTCCACTCTGGGGGAGGAGGTGGGAAGGGCCACCAGGCCCCCA 
GCTGCCAGGCCAGCTGACCCCAGCCTTCCTGGAACAGGGAGTCTGCAGGAGCGC 

20 AGACAGGCACAGCCCTGGAGCAGGCAGGCCGAGGGCTGCGGCACTGGAGCAGG 
CTGACTTACATGCTCCACATGGGACCTGTGTCACCCAATGAGATGTTTGTTACTCT 
• GGTAAATGCGA.CACGTTAACACAATAACAG.CCATTCCTGGGACCGTGGGGATTrA 
GGGGACGTCACTGCAGAGAGGCTCTGGAGGATTCACCGACAGTCTG.TCATGGAGC 
.'.CAGCACGTIGGCCATGTCCTTGTGTTCCTATGGGATGCTCGGAGTAACCAGGGGG 

25 ACCACCCGAGCTAATCATGGAATGTCTGTTCCCAGCAAACACGATAAAGAAAGA 
TTGTGCACTTTAACCTCTCTCATCAGGGCCCAAGGGCTGGCTGG 
NNNNNNNNNNCCC^ 

TAAAAGACATCCCCGTAGACATAGGGGAGAGAGTTGCTGGCTGAGGGCTTCCCT 
TGGCTTCCAGAAGGCAGCCTTCCATCCAGACAAGCCAGTGAGCTCTCCCCTTGGG 

30 ATCACTGGGGTGATCAGTCAGCAGATTGATTCTCATTCATAAGATCATTCCTCCC 
TTTAAATTGAGCCCCTAAGAGCACTGGCCTGGGAGTCAGACAGACCTGGGTTCA 
AGTCCTCAGTCCCCTGCCCACTCCCTACGTGACTTTGATCAGGTCACTAGTGTCTC 
TCTGAGCCTCAGTTTCCCCTCTGTAATTGGGGTTGAACTAAAAGAGCTGTCGTGCC 
TACCTCACAAGGTCACTCTGAGGATTGAAACTTGATCTTGTGCAGGAAAGCrrTG ' 

35 TACCAAACAGTGAAGCCGCCCTGATCCGTGAGGTATGAGTATGACTCTGACCTTC 
AGCCCTCCCTACAGCCGGGGGTGTGGCCCAGAGAAGCTTCCAGCACAGCCCTCT 
ACCCAGAACATCCGGGCTGGAGGGAGGCTCCCAGTGACTTTTCTGACATTCCTAG 
ACAGGTTCATTCTTTGCTCAAGAAAGGCCTGAATGACAATGTCCAGGATGTCTGC 
ACAACTGAGCAGCTCGCTCACTCCCTAAAGAAACCTATTGGCAGCTTCAACAGGC 

40 AGGCAATAATCTCTTCCCAGAACCACTGCAGTCAGGAATAAACTGTTTTCTCCAC 
CAGGCTTTGACAAAAGGGCCCACAGGAATCTTACCAATGCCAACATTTCAAAGC 
ACCCTATTTCACGTAGCATAGCTTTCTGCTCCCCTTCCCCAAAGAGAGGTTATGG 
AGGTACTGTAGCTTTTAGGGAAAAAAAAATGTTAACACATCACAGGTCAAGTTG 
AAGTCATTCTCTGTTTAGGCACTAAAAATCGGTGTTGTCACTCACTGTGTATTACC 

45 AGTATTTACITGCTTTCTTGATTTCACCAAAACCAAATTTAATTTAAAGGACCACA 
TTAATTTTTCAAAGGGAAAGAGACAATTAATTGTACATAATGTATACACACACAA 
AAAAAAAATACCTGTAGAAATATTATTCCAGCATAGCAGGAAAACAAACAAAAG 
TATTGGACTGTCGGAGGTGAGCCTGTGCGTCTGTAACCCTTTGTGACTCCTGAGC 
GTGCGCTGTCTTCTAGGTTAACTCACGAAGTACATTCTCTGTCTTACTGATACTGT 
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AGGTTCACCCATTTTTTTTTAATTTCCTCGCAAATAACAAGACCCACAGAAGTGA 
CTCrAGCTACTTAATGGTTCTGTTCTTTTATATGCAGCAAACACACCGTCCATTTC 
TGAAGAGGCTTCGGCCTGAAGGCATTTTCCAATGATGTTAGTGCACAAAACGCTT 
TAAATTAGACTGGAACTGCCAGAATCAAATGTAAATGAGGAATTTCTCGTACCCC 
5 TACTGCATGGTATCGATTTTTAATAAATTGTTGCAAATTTGTTTTTATGAATAAAA 
GGAAAAAACCTGTCG 

SEQ ID NO: 650 

>21545 BLOOD INCYTE_3384890H1 
1 0 GTGGGCGCGGCTTCCTGCAGCTTGGGCTGGGGATATAGGCGCCCCCACACCCGG 
GCCCGGCTCAGCGCCGCCGCCGCTCNTCGCNTCNTTGCTGCACGATGGCCTCGCT 
CCGGGTGGAGCGCGCNGGCGGCCCGNNTCTCCCTAGGACCCGAGTCGGGCGGCC 
GGCAGCGCTCCGCNTCCTCCTTNTGCTGGGCGCTGTCNTGAATCCCCACGAGGCC 
CTGGCTCAGNNTCTTCCCACCANAGGCA 

15 

SEQ ID NO: 651 

>21551 BLOOD 235484.21 AF135960 g7416899 Human latent transforming growth factor 
beta binding protein 3 mRNA, partial cds. 0 

GCTGCTGCTGGGCCTGGGCGGCAGGGTCGAGGGGGGGCCGGCCGGCGAGCGGG 

20 GCGCAGGCGGGGGCGGGGCGCTGGCCCGCGAGCGCTTCAAGGTGGTCTTTGCGC 
CGGTGATCTGCAAGCGGACCTGTCTCAAGGGCCAGTGTCGGGACAGTTGTCAGC 
AGGCGOGCGAGCGCTTCAAGGTGGTGTTTGCGCGGGTGATCTGCAAGGGGACGTG 
TGTCAAGGGGCAGTGTGGGGACAGTTGTCA'GCAGGGCTCGAACATGAGGCTCATG 
GGAGAGAACGGCGACAGCAGAGACAGGGTGAGGGGCTCCGGGTTGCGCGTGGTG- - 

25 GTGTGCCCTCTCCCCTGCATGAATGGCGGCCAGTGCTCCTCGCGAAACCAGTGCC 
TGTGTCCCCCGGACTTCACTGGGCGCTTCTGCCAGGTGCCCGCAGGAGGAGCCGG 
TGGGGGTACCGGCGGCTCAGGCCCCGGCCTGAGCAGGACAGGGGCCCTGTCCAC 
AGGGGCGCTGCCGCCCCTGGCTCCGGAGGGCGACTCTGTGGCCAGCAAGCACGC 
CATCTACGCCGTCCAGGTGATCGCTGACCCTCCTGGGCCCGGGGAGGGGCCTCCT 

30 GCCCAGCACGCAGCCTTCCTGGTGCCCCTAGGCCCGGGACAGATCTCAGCAGAA 
GGTACCAGGCAACTGGCAAACCCGGGAAGGTCGCCAGTGGGTGGGCACTAGGGT 
GGCCAGGGCAGGGCAGGTTCAGCCCTGGAGGAGCTCAGCGCGGTGACCCGCGGC 
GCGGTGCGGGCAGCCCTGAGGCCACCGCGCCCGGCCCCAGTGCAGGCGCCGCCC 
CCCGTGGTGAATGTGCGCGTCCATCACCCGCCCGAGGCCTCAGTCCAGGTGCACC 

35 GCATTGAGAGCTCGAACGCCGAGAGCGCAGCCCCCTCCCAGCACCTGCTGCCGC 
ACCCCAAGCCCTCGCACCCCCGGCCGCCCACCCAGAAGCCCCTGGGCCGCTGCTT 
TCAGGACACTCTGCCCAAGCAGCCGTGTGGCAGCAACCCCCTCCCCGGCCTCACC 
AAGCAGGAAGACTGCTGCGGTAGCATCGGCACTGCCTGGGGCCAGAGCAAGTGC 
CACAAGTGTCCCCAGCTGCAGTACACAGGAGTGCAGAAGCCAGGGCCTGTACGT 

40 GGGGAAGTGGGCGCTGACTGTCCCCAGGGCTACAAGAGGCTTAACAGCACCCAC 
TGCCAGGACATCAACGAGTGCGCAATGCCGGGCGTGTGTCGCCATGGTGACTGC 
CTCAACAACCCTGGCTCCTATCGCTGTGTCTGCCCACCTGGCCATAGTTTAGGCC 
CCTCCCGTACACAGTGCATTGCAGACAAACCGGAGGAGAAGAGCCTGTGTTTCC 
GCCTGGTGAGCCCTGAGCACCAGTGCCAGCACCCACTGACCACCCGCCTGACCC 

45 GCCAGCTCTGCTGCTGCAGTGTCGGCAAGGCCTGGGGCGCGCGGTGTCAGCGCT 
GCCCAACAGATGGCACCGCTGCGTTCAAGGAGATCTGCCCAGCTGGGAAGGGAT 
ACCACATTCTCACCTCCCACCAGACGCTCACCATTCAGGGCGAGAGTGACTTTTC 
CCTTTTCCTGCACCCTGACGGGCCACCCAAGCCCCAGCAGCTTCCGGAGAGCCCT 
AGCCAGGCTCCACCACCTGAGGACACAGAGGAAGAGAGAGGGGTGACCACGGA 
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CTCACCGGTGAGTGAGGAGAGGTCAGTGCAGCAGAGCCACCCAACTGCCACCAC 
GACTCCTGCCCGGCCCTACCCCGAGCTGATCTCCCGTCCCTCGCCCCCGACCATG 
CGCTGGTTCCTGCCGGACTTGCCTCCTTCCCGCAGCGCCGTAGAGATCGCTCCCA 
CTCAGGTCACAGAGACTGATGAGTGCCGACTGAACCAGAACATCTGTGGCCACG 
5 GAGAGTGCGTGCCGGGCCCCCCTGACTACTCCTGCCACTGCAACCCCGGCTACCG 
GTCACATCCCCAGCACCGCTACTGCGTGGATGTGAACGAGTGCGAGGCAGAGCC 
CTGTGGCCCGGGGAGGGGCATCTGCATGAACACCGGCGGCTCCTACAATTGCCA 
CTGCAACCGCGGCTACCGCCTGCACGTGGGCGCCGGGGGGCGCTCGTGCGTGGA 
CCTGAACGAATGCGCCAAGCCCCACCTGTGCGGCGACGGCGGCTTCTGCATCAA 

1 0 CTTTCCCGGTCACTACAAGTGCAACTGCTACCCCGGCTACCGGCTCAAAGCCTCC 
CGGCCTCCTGTGTGCGAAGACATCGACGAGTGCCGGGACCCAAGCTCTTGCCCG 
GATGGCAAATGCGAGAACAAGCCCGGGAGCTTCAAGTGCATCGCCTGTCAGCCT 
GGCTACCGCAGCCAGGGGGGCGGGGCCTGTCGCGACGTGAACGAGTGCGCCGAG 
GGCAGCCCCTGCTCGCCTGGCTGGTGCGAGAACCTCCCGGGCTCCTTCCGCTGCA 

1 5 CCTGTGCCCAGGGCTACGCGCCCGCGCCCGACGGCCGCAGTTGCTTGGATGTGGA 
CGAGTGTGAGGCTGGGGACGTGTGTGACAATGGCATCTGCAGCAACACGCCAGG 
ATCTTTCCAGTGTCAGTGCCTCTCTGGCTACCATCTGTCCAGGGACCGGAGCCAC 
TGCGAGGACATTGATGAGTGTGACTTCCCTGCAGCCTGCATTGGGGGTGACTGCA 
TCAATACCAATGGCTCCTACAGATGTCTTTGCCCCCAGGGGCATCGGCTGGTGGG 

20 TGGCAGGAAATGCCAAGACATAGATGAGTGCAGCCAGGACCCGAGCCTGTGCCT 
TCCCCATGGGGCCTGCAAGAACCTTCAGGGCTCCTATGTGTGTGTCTGCGATGAG 
:GGGTTCACTCGCACCGAGGAGCAGGAGGGTXGTGAGGAGGTGGAGCAGCCCCAe 
-CACAAGAAGGAGTGGT ACGTGAAGTTCGATG AG AC AGTGTTGTGCGAGAGCGTA 
TTGGGGA-CCAACGTGACGGAGCAGGAGTGCTGCTGCTCTCTGGGGGCGGGCTGG 

25 GGCGACCACTGCGAAATCTACCCCTGCCCAGTCTACAGCTCAGCCGAGTTCCACA 
CAACATACGAGCATGCGAAAG 

SEQ ID NO: 652 

>21553 BLOOD INCYTE_3437994H1 
30 GGCGGGCAGGCGACTCCTGTCCCGGGTGGAGGCGGCGGANCGGANGCCGGGGG 
AGGGGGCAGCGGCTGTCTCACGGACCACGGCGGCGCCCGCAGCTCCTCACCGAA 
ACAAGGAGACCAGTGCTGGTCCAANGGCTGTGATGGGAAAAGATTATTACAAGA 
TTCTTGGGATCCCATCGGGGGCCAACGAGGATGAGATCAAGAAAGGCTACCGGA 
AGATGGCCTTGAAGTACCACCCAGACAAGAATAAA : v ~ " 

35 

SEQ ID NO: 653 

>21568 BLOOD 407563.4 Y17829 g4128042 Human mRNA for Homer-related protein 
. Syn47. 0 

CCCAGCTCTCCTGGCCCCAACGCGGGCTTAGCCTCCCGCCTTGGCTCGGGCAGGA 
40 NCCCGTCGACCCTTCGGCCCCTTTCGCCCGCCCTGGAGCTGGGGGCAGGGTGCCA 
GTGGAAGCGTGGGGCTTGGCTCTGTGATTCATTCATTCTCCGCCGACGGGAGCCT 
CAGACCCGCTGTGCTCTGAAGAGAGGAGGGAAGAGGGGGCAGCCGCGAATGAA 
GGGCCGGGCACCAGCCGGGCTCCATTGTGCTCGGCGGCGGGGGGCGGGAAGGGG 
CTGAGGGAGGTGGGATCGGGTCCCCTCCTCCAGCTCTCCGGCGTGCGCTGCGCCC 
45 CCAGCCTGCTGCCAGCCTGGAAATGGCTCCGTTTATTCTCTTCGGGAGAATGAAT 
CGATCCTGCCTAGCCTTCTCTTCGTCCTCCCCACCTCTTCTCTGCTCCGAGTCTTA 
GGAGGAGAAACATTTAAAAAGACAGATTCCAATGTGGAGTGCCGTGCAGGTTGC 
GAGCTGCCGGGTTTGCACTTCGAGGAGATTTTCCTGTGTAGTTTTTTTCCTAATGT 
GAGCGCAGGGAAGCCGTGGCATTACTGCTTTTGGGATTTTTATTCACGTGCACGT 
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CGCGTTTGGTTGCTCGCTCCACCCCCGGAGACCTGGTGTGGTGGAGAAATTTGAA 
CCCGCAGCCTTAGCTCCGAAAAGGCCGAGTTACCTGGCTCTCCCTGAGTGTCGAG 
GAGGACATGAGTGAAATGACCAGCGAACTCATTTTTTATAGGACTCGGTGAAGC 
CGGATTCTGCATTTCCCTACTTGTAGACTCATTTTGTGGAATAGAGTTGATCGCTG 
5 TCTCCTCCGCAAAGCATTTTAACTCGAATAAGCAAATGCCGCCTCTGTTTGAACG 
TTTTGGTATTTACAAGAGAGAAATCATTTTACCTAAGAGAACTAATTGAATTGGC 
AGCATCCTTGAAATACCTCCGGACAAGGATCTGGGGGTGGGGGTGGAAAAGCAA 
CTGCGAAATAGCAGACGGAGAAATTCCTTTGGAAGTTATTCCGTAGCATAAGAG 
CTGAAACTTCAGAGCAAGTTTTCATTGGGCAAAATGGGGGAACAACCTATCTTCA 

10 GCACTCGAGCTCATGTCTTCCAAATTGACCCAAACACAAAGAAGAACTGGGTAC 
CCACCAGCAAGCATGCAGTTACTGTGTCTTATTTCTATGACAGCACAAGAAATGT 
GTATAGGATAATCAGTTTAGATGGCTCAAAGGCAATAATAAATAGTACCATCAC 
CCCAAACATGACATTTACTAAAACATCTCAGAAGTTTGGCCAGTGGGCTGATAGC 
CGGGCAAACACCGTTTATGGATTGGGATTCTCCTCTGAGCATCATCTTTCGAAAT 

1 5 TTGCAGAAAAGTTTCAGGAATTTAAAGAAGCTGCTCGACTAGCAAAGGAAAAAT 
CACAAGAGAAGATGGAACTTACCAGTACACCTTCACAGGAATCCGCAGGCGGGG 
ATCTTCAGTCTCCTTTAACACCGGAAAGTATCAACGGGACAGATGATGAAAGAA 
CACCTGATGTGACACAGAACTCAGAGCCAAGGGCTGA\CCAACTCAGAATGCAT 
TGCCATTTTCACATAGTTCAGCAATCAGCAAACATTGGGAGGCTGAACTGGCTAC 

20 CCTCAAAGGAAATAATGCCAAACTCACTGCAGCCCTGCTGGAGTCCACTGCCAAT 
GTGAAACAATGGAAACAGCAACTTGCTGCCTATCAAGAGGAAGCAGAACGTCTG 
- . GACAAGCGGGTGACTGAACTTGAATGTGTTAGTAGCCAAGCAAATGCAGTACAr 
ACTCATAA GAGAGAATTAA ATCAGACAATACAAGAACTGGAAGAGAGAG.TGAA.A ■ 
CTGAAGGAAGAGGAAATAGAAAGGTTAAAACAAGAAATTGATAATGGGAGAGA' 

25 ACTACAAGAAC AGAGGGATTCTTTGACTCAGAAACTACAGGAAGTAGAAATTCG ' 
GAACAAAGACCTGGAGGGACAACTGTCTGACTTAGAGCAACGTCTGGAGAAAAG 
TCAGAATGAACAAGAAGCTTTTCGCAATAACCTGAAGACACTCTTAGAAATTCTG 
GATGGAAAGATATTTGAACTAACAGAATTACGAGATAACTTGGCCAAGCTACTA 
GAATGCAGCTAAGGAAAGTGAAATTTCAGTGCCAATTAATTAAAAGATACACTG 

30 TCTCTCTTCATAGGACTGTTTAGGCTCTGCATCAAGATTGCNN^^ 

>WNNN]WTTGAATATCACTCCTCCAGGAGGAGGATCTTTTGAAATTGGAATTGTA 
TATTTCACTGTAAATTTTAGAATCCAGCTTGTAGCTAGTTGGGGAAAAAAGATGA 
AAAACTTGAACTACAAATTACCTCCATGTATATTATKjGCCATAGTTAACTAGAA 
AGTTATAAATAGACACTTAATGCAATCTTTTl'IGGTGATA'lTAGCCAATGGGAGA 

35 ATTAACAATGTCTAGGTCACATCCCCTTTTTGTGTTCAACACAGTGAAGATTATCT 
GCTTJT'TAAATTAATTTATTTACGATATCTAGAGCTGTGTTTTGTGCAAAAACTTA 
GTGATGAAAGCCTGTCTTTTGTTGTAATCTGAATAATTTCTCAGGATATTTTTGCA 
CTGCTGAGAAGCAGTGCCATTACCAATTAATTCTTGCCAGGAGTGAGAGAGAGC 
TGTATCTTTAATTGAAATATACTATAACTGGGTGTATAGAGTTCTTCCCTTTTTTG 

40 TGCTGGAAGATATTTCACTCTGGTGACTACTCTGGTACACTCTGGTGTTCTCTAAT 
CTTGTCTGTTGTATAGTTTACTTTTCCATATTGATTCCATGTATTTATGAGAAGAT 
ATTGTCTCCCATTTTATTACACATTTTAAAGCCAACTAACGAAGGCAGCTGAGTC 
CCTCAGAAATTTTTCTTTTTAAGTTTCTAATAAATTTGACACACAGTACTGAAATA 
CAGCAGCCCGTCATTGACAGGCTGGTCTAGCAATGTTAAGTATATTTACAGAATA 

45 TGCAGTTACATTTATTTATATATTTTGCAAGAAATCTTTTCTGAATGATCAATGCA 
TTTCAATTTACGAATAATAATGGTTATTGGGGAACTGTTTATTATAGATAATTTTA 
AGGTGTATAGCTATTTTAAAGGGGGTCCATTTACATCAAACAGCCGATCAGAGG 
ACTCTATCTAAATTGTGATCGTGGCAGATAGAGATGGAGTCATGTACTCTATCTG 
GCTCTACACATCAATCACATCTTGATTCAAACCTCACAAGGCAATATTCTGAATT 
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GTTAACTAGGTATTTCAAAACAGGAATTAAATTCAATAGGCTCTTCTCAGTGAAC 
AGGTiTTAATGTTGTTTTGATGTAATTTTAAAAGACTTTTAGCAAACATGCATTTC 
TTTATATGATATATTTCTTTTACGAAGCTATTTTAAAAGTAAGCCAAGTGCTGTCT 
AGTCTGCTTATAAAGTAGGAATTGCATCAGAGTACATATATTCTTGCTGTACAAT 
5 GCCTGTGATGTTGAGGAGGGTTCTTTTTTAAAGTGTATGCTTGAGTAACTGACTCT 
ATGGAGTCTATAAATGCACTGACTTCTTGTTTGTACCCCAAAATGATCGAATTGT 
TAAGTACAAAATTAAGCTAATTAACCAATTTGTAACCATTTTTTCACTCATAAAC 
AGCTACTCAATACTAGACAATTTTGTTTTTTATGTATGTGTATGTACGTAAATACA 
TACATATTAATTTACATTAGAGTGAAAAATAAATGGTTTGTTTCTGAAGTTAGTTT 

1 0 CTTAAGTGAGTTTTCAGGTGTCTCTGAAAAATTTATAACAATCATGTATTATATGT 
GCTGTAACATCATGTACGTTACCTCCATCTATTTTAGGATATTTTCCTCACCTATA 
TATTATAGGGAGAATAATTTAGATACACATGCTCAGAGCTGAGATATTTCTCTGA 
TAAATCAGGTAACAAAATGTATTTGATTGATGGAATTTTGAAGTAAATGTGTTTT 
TATCCATCAGTTTCTGAGTAACAAAGAGCACCAAGTTTTAATTTAAATAGGAGAT 

1 5 TTAACACTAGGGATC AGGGAGTTTAGTATGAAGAGTTAAAAAAATTTAAAAAAC 
AGTGTAAGCTGTTGAAATGGCAAGTGA^TTATTTTAATGATGTAATAAAATATTT 
TTAAATTTTGACATAGTGATCATTTAATGAAAAAACTCACCAAAATGTCTCCATT 
TGAATTGTATTGATAATGTGGGACATATGTGTGATTCAATATATACATATACCCA 
TATGTATATACAGAAAATTATTTTrAATACTTTCCTACTGATAATGAAATTTAAAA 

20 TTGGAAATTTTGTGAGTGTTTTTCTTGTCCAATAGAGCCTAATTGTTTCCTTTTTTA 
GTGATTTAACAATCTCTTGAGGGCTGCACCTTTAAATTCCCAGATTGTCAATAGA 
.CATGTAGAGTATATGGGATAAGGTGGAeACAAGTGCACATATAAATAAi'iATGTT 
/CTTAAGAC'TTTTAA.CTATTCATTTACAGTAGGAGAGTATGTAGAAATCATCATCC 
jAGAAGTGATAATTAGGTTGTGTGCCTAGTGmGTTmTCCAnTGTGTATTATAT 

25 ■■; AAACATTTGCATATTAAAATTTGATTTTTCCCAGAGACAAGTATTATATACTGTAT 
CTATATTTAAATCAAACTGTGGTAATATATTTCTCAGAAAATAATGTTGGGGACT 
ATAGCCTGAACATGTGGACTTGAAGCGACATGGAGGAGGAGGTTGATCCCATTG 
TGTATAAGTTAATATGTGATAACTATTGAATCTTGTACAAAAACAAAAATTGANA 
AANANAAAGAAAAGCAAAAATACAGTTTTTATTTTGAAATACATTTGTTCTCTGG 

30 AGAATGTACTTTATCTTTTTTTCCTCCAGTCTTTTACAGATATTTAAAAGCATTTA 
AATGATGACAGCATTTACTTAAATCTTTCAGGTGCTACTGGATTTTGCATTAGTGT 
GTTATGTTGTGAAATCCTAACTTTGACATAAAAGGTTTTATAAGTATTCCCCTGCC 
TGGAAAA'rTAGTTTTTGTTCTCGNCTCTCTCTGTTTCTGTTNTCCACriTCrrTCTG 
CAGACTAAAACATGCTCACGAAGTTGCATCTCTCCTTGl CTC i ATAGAAGATCTC 

35 CAGCACCATCATAGATTTGATGTTCTGCTGTCATTGNACTGTTGGGAAGCAGTTA 
GAGGAAAAGCTCACTTTTTTTTTCAGGTGGAAATAAAAGGAACACTCAAAATTA 
AGCCAACACCACCACTACCTTTAAAAACTAGTTTATTTGCCCTGTTAAAATTAAA 
TGATTCTTNAACATGTGGGCTACAGTCTCCCATGTTTTTATTTAACTGAAGCATAT 
ACACTTCGGNCATTTATCTCCTGTGGNCCTGATTTTGTCAGTACTGGAATG 

40 

SEQ E) NO: 654 

>21590 BLOOD INCYTE_3985758H1 

GCNACGGTTGGCGCTCGNCCTGGAGCCTGCCCTGGCGTNCCCCCGCGGGCGCAG 
CCAAGCTTCTTGGCNATGGTAGATAACTGCAGGGGACTCTGGCCGCGGCTAACTA 
45 NCCTGGAGATGCTGATCGGGACCCCCCCGCAGAAGCTACAGATTCTCGTTGACA 
NTGGAAGCAGTAACTTTGA 
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SEQIDNO: 655 

>21591 BLOOD 404604.3 AF122922 g4585369 Human Wnt inhibitory factor-1 mRNA, 
complete cds. 0 

CCCAGCCGTCTAAACGGGAACAGCCCTGGGCTGAGGGAGCTGCAGCGCAGCAGA 
5 GTATCTGACGGCGCCAGGTTGCGTAGGTGCGGCACGAGGAGTTTTCCCGGCAGC 
GAGGAGGTCCTGAGCAGCATGGCCCGGAGGAGCGCCTTCCCTGCCGCCGCGCTC 
TGGCTCTGGAGCATCCTCCTGTGCCTGCTGGCACTGCGGGCGGAGGCCGGGCCGC 
CGCAGGAGGAGAGCCTGTACCTATGGATCGATGCTCACCAGGCAAGAGTACTCA 
TAGGATTTGAAGAAGATATCCTGATTGTTTCAGAGGGGAAAATGGCACCTTTTAC 

1 0 ACATGATTTCAGAAAAGCGCAACAGAGAATGCCAGCTATTCCTGTCAATATCCAT 
TCCATGAATTTTACCTGGCAAGCTGCAGGGCAGGCAGAATACTTCTATGAATTCC 
TGTCCTTGCGCTCCCTGGATAAAGGCATCATGGCAGATCCAACCGTCAATGTCCC 
TCTGCTGGGAACAGTGCCTCACAAGGCATCAGTTGTTCAAGTTGGTTTCCCATGT 
CTTGGAAAACAGGATGGGGTGGCAGCATTTGAAGTGGATGTGATTGTTATGAATT 

1 5 CTGAAGGCAACACCATTCTCC AAACACCTCAAAATGCTATCTTCTTTAAAACATG 
TCAACAAGCTGAGTGCCCAGGCGGGTGCCGAAATGGAGGCTTTTGTAATGAAAG 
ACGCATCTGCGAGTGTCCTGATGGGTTCCACGGACCTCACTGTGAGAAAGCCCTT 
TGTACCCCACGATGTATGAATGGTGGACTTTGTGTGACTCCTGGTTTCTGCATCTG 
CCCACCTGGATTCTATGGAGTGAACTGTGACAAAGCAAACTGCTCAACCACCTGC 

20 TTTAATGGAGGGACCTGTTTCTACCCTGGAAAATGTATTTGCCCTCCAGGACTAG 
AGGGAGAGCAGTGTGAAATCAGCAAATGCCCACAACCCTGTCGAAATGGAGGTA 
>■ AATGCATTGGTAA AAGCAAATGTAAGTGTTGCAAAGGTTACCA GGGAGA GGTCT 
IGTTCAAAGCCTGTCTGCGAGGGTGGGTGTGGTGCACATGGAAGGTGCGATGAACC 
, : C/iACAAATGCCAATGTGAAGAAGGTTGGCATGGAAGACACTGGAATAA^vAGGTA' 
' ! 25 CGAAGCCAGCCTCATACATGCCCTGAGGCCAGCAGGCGCGCAGCTCAGGCAGCA 
CACGCCTTCACTTAAAAAGGCCGAGGAGCGGCGGGATCCACCTGAATCCAATTA 
CATCTGGTGAACTCCGACATCTGAAACGTTTTAAGTTACACCAAGTTCATAGCCT 
TTGTTAACCTTTCATGTGTTGAATGTTCAAATAATGTTCATTACACTTAAGAATAC 
TGGCCTGAATTTTATTAGCTTCATTATAAATCACTGAGCTGATATTTACTCTTCCT 

30 TTTAAGTTTTCTAAGTACGTCTGTAGCATGATGGTATAGATTTTCTTGTTTCAGTG 
CTTTGGGACAGATTTTATATTATGTCAATTGATCAGGTTAAAATTTTCAGTGTGTA 
GTTGGCAGATATTTTCAAAATTACAATGCATTTATGGTGTCTGGGGGCAGGGGAA 
CATCAGAAAGGTTAAATTGGGCAAAAATGCGTAAGTGACAAGAATTTGGATGGT 
GCAGTTAATGTTGAAGTTACAGGATTTCA'GAl'TTl AT i G rCAGATATTTAGATGTT 

35 TGTTACATTTrTAAAAATTGCTCTTAATTTTTAAACTCTCAATACAATATATTTTG 
ACCTTACCATTATTCCAGAGATTCAGTATTAAAAAAAAAAAAAATTACACTGTGG 
TAGTGGCATTTAAACAATATAATATATTCTAAACACAATGAAATAGGGAATATA 
ATGTATGAACTTTTTGCATTGGCTTGAAGCAATATAATATATTGTAAACAAAACA 
CAGCTCTTACCTAATAAACATTTTATACTGTTTGTATGTATAAAATAAAGGTGCT 

40 GCTTTAGTTTTCTGAGCATTGTGTGGAGGTNANCTTTGCACATGCTATCTTATGAA 
AATAAAATTGGTTGCAATTTAGTGGT 

SEQIDNO: 656 

>21600 BLOOD 480735.6 U60477 gl 575342 Human apolipoprotein AI regulatory protein- 
45 1/chicken ovalbumin upstream promoter transcription factor II (TFCOUP2) gene, complete 
cds. 0 

CATCGAGTGCGTGGTGTGCGGAGACAAGTCGAGCGGCAAGCACTACGGCCAGTT 
CACGTGCGAGGGCTGCAAGAGCTTCTTCAAGCGCAGCGTGCGGAGGAACCTGAG 
CTACACGTGCCGCGCCAACCGGAACTGTCCCATCGACCAGCACCATCGCAACCA 
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GTGCCAGTACTGCCGCCTCAAAAAGTGCCTCAAAGTGGGCATGAGACGGGAAGG 
TATCGGCCTCTCATTTCTCCTTCCCTCGTCCTGGGTCCCGGGGTCCTGGGTACGTT 
TGGCTAGCCTGCTCTGGGTAAGGACAAGAAGCCCCAAGCTCTTCTCTTCGTATTG 
CAGCGGAAAAGGGTTTTATACTAGAAGCGAGTTCTGCATTGGAACCCAGACCCC 
5 AAATCCGCATGCTTTGGCCGACTGATTTCCTTCTTTACTCTCTCTTTGGGCTGTTTC 
CATTTCCTTTGCATTGATTGTGAGTTCACTGGAGTCTGCCTTTCTGCAAGGGATGG 
GGTGTTTGTTGTTGTCGTTTTAAAGCCTAGTTTACTTCTCTCTCTCTGCCCTTGTTT 
TTCCTGCATGTTCAACATGTCCCACCCCC 

SEQ ID NO: 657 

>21611 BLOOD INCYTE_4504614H1 

GGCAAGATCTGGAAGCTGGCCGACTGCGACTGCGACGGCATGCTTGATGAGGAG 
GAGTTCGCGCTGGCCAAGCACCTCATCAAGATCAAGCTCGACGGCTACGAGCTG 
CCCAGCAGCCTGCCCCCCCACCTCGTGCCCCCCTCGCACAGGAAGTCCCTGCCCA 
AGGCCGACTGAGGGGTGGGCTGCAGAACGGGGTGGGAATGGGGGACCTGGGCC 
TCAGGCCTGCTC 

SEQ ID NO: 658 

>21621 BLOOD 253228.8 Incyte Unique 
20 GGAGCGCTTGGTGACGATCCCACGTACGCTTGGTGACTGGTGGAGGTCCCAGAG 
AAGGACCGTGCGTGCAAAAGGCGAACCTCGGTGTGCGGTGTGTCCACGTGTGCA 
^GCTGGGGAGGGGAGGGGGCGCAGAAGGCGTGAGTGTGCGCGCGCCCGCATGC- 
iGGGGGCGTGGGAGTCAAGAGOAACAACOGACACGCGGGCAGGGCCAGAAACTCC 
^GATCTCCCTCACC AGGCGG AAAGTACGAGTOGGGTGAGCCTGGAGGG ACCCAAC • 
25 ' CAGAGCCTGGCCTGGGAGCCAGGATGGCCATCCACAAAGCGTTGGTGATGTGCC 
TGGGACTGCCTCTCTTCCTGTTCCCAGGGGCCTGGGCCCAGGGCCATGTCCCACC 
CGGCTGCAGCCAAGGCCTCAACCCCCTGTACTACAACCTGTGTGACCGCTCTGGG 
GCGTGGGGCATCGTCCTGGAGGCCGTGGCTGGGGCGGGCATTGTCACCACGTTTG 
TGCTCACCATCATCCTGGTGGCCAGCCTCCCCTTTGTGCAGGACACCAAGAAACG 
30 GAGCCTGCTGGGGACCCAGGTATTCTTCCTTCTGGGGACCCTGGGCCTCTTCTGC 
CTCGTGTTTGCCTGTGTGGTGAAGCCCGACTTCTCCACCTGTGCCTCTCGGCGCTT 
CCTCTTTGGGGTTCTGTTCGCCATCTGCTTCTCTTGTCTGGCGGCTCACGTCTTTGC 
CCTCAACTTCCTGGCCCGGAAGAACCACGGGCCCCGGGGCTGGGTGATCTTCACT 
GTGGCTCTGCTGCTGACCCTGGTAGAGGTCATCATCAATACAGAGTGGCTGATCA 
35 TCACCCTGGTTCGGGGCAGTGGCGAGGGCGGCCCTCAGGGCAACAGCAGCGCAG 
GCTGGGCCGTGGCCTCCCCCTGTGCCATCGCCAACATGGACTTTGTCATGGCACT 
CATCTACGTCATGCTGCTGCTGCTGGGTGCCTTCCTGGGGGCCTGGCCCGCCCTG 
TGTGGCCGCTACAAGCGCTGGCGTAAGCATGGGGTCTTTGTGCfCCTCACCACAG 
CCACCTCCGTTGCCATATGGGTGGTGTGGATCGTCATGTATACTTACGGCAACAA 
40 GCAGCACAACAGTCCCACCTGGGATGACCCCACGCTGGCCATCGCCCTCGCCGCC 
AATGCCTGGGCCTTCGTCCTCTTCTACGTCATCCCCGAGGTCTCCCAGGTGACCA 
AGTCCAGCCCAGAGCAAAGCTACCAGGGGGACATGTACCCCACCCGGGGCGTGG 
GCTATGAGACCATCCTGAAAGAGCAGAAGGGTCAGAGCATGTTCGTGGAGAACA 
AGGCCTTTTCCATGGATGAGCCGGTTGCAGCTAAGAGGCCGGTGTCACCATACAG 
45 CGGGTACAATGGGCAGCTGCTGACCAGTGTGTACCAGCCCACTGAGATGGCCCT 
GATGCACAAAGTTCCGTCCGAAGGAGCTTACGACATCATCCTCCCACGGGCCACC 
GCCAACAGCCAGGTGATGGGCAGTGCCAACTCGACCCTGCGGGCTGAAGACATG 
TACTCGGCCCAGAGCCACCAGGCGGCCACACCGCCGAAAGACGGCAAGAACTCT 
CAGGTCTTTAGAAACCCCTACGTGTGGGACTGAGTCAGCGGTGGCGAGGAGAGG 



565 



WO 02/074979 



PCT/US02/08456 



CGGTCGGATTTGGGGAGGGCCCTGAGGACCTGGCCCCGGGCAAGGGACTCTCCA 
GGCTCCTCCTCCCCCTGGCAGGCCCAGCAACATGTGCCCCAGATGTGGAAGGGCC 
TCCCTCTCTGCCAGTGTTTGGGTGGGTGTCATGGGTGTCCCCACCCACTCCTCAGT 
GTTTGTGGAGTCGAGGAGCCAACCCCAGCCTCCTGCCAGGATCACCTCGGCGGTC 
5 ACACTCCAGCCAAATAGTGTTCTCGGGGTGGTGGCTGGGCAGCGCCTATGTTTCT 
CTGGAGATTCCTGCAACCTCAAGAGACTTCCCAGGCGCTCAGGCCTGGATCTTGC 
TCCTCTGTGAGGAACAAGGGTGCCTAATAAATACATTTCTGCTTTATTAAAAGAA 
AAACAAAAAAAAGGGG 

10 SEQIDNO:659 

>21628 BLOOD 255990.10 AJ01 1497 g4128014 Human mRNA for Claudin-7. 0 
GCCGGAGGGGACAGTGGTAGGTGGGGAGGTTGAGTGCAAAGGGTTCAGGCTGTA 
AGTCATGTTGGGTTGGAATGGGGGCACAGGAAGGTGGGGCTGTTGGGGAGCCAC 
GCTAAGCCGGGTGTCTGTAGCAGAGCCAGAGAACCGGGACACTGAAGAGGGTGC 

1 5 TGAAGGGGGCGACTCTCAGGGATCGAGCCAGGGCCCCCGAAGGTGGGATCGACC 
AGGGTAGGAGACAGGAAAAAAAAGGAGAGCAGCGGGTGGGGGCGAAAGCAGG 
GCCGAGGAGAGAGCACTTTGGACAGAACCCGGCGGGGAAAGGGCGGCGCCGAG 
GCTTGTCAGGGGCGCCCCGCAGCGTCCCAGGCGCACCTGTTGGGAAGAAAGGAA 
GGGGCTTCCCGGTGTTCGAGGGAAATCCAGTCCGGAGGGGCTGACTCGGAGCTT 

20 GGGACTCCTGGGGAGCCACCGCCTCCTCCCCAGCGGCGGTCAAAACCGGGCAAG 
CGAAGGGGCGTGACCCTGGTGCTCAGGTTTCTTCCTCCTCACCTGGGCAAGGAGG 
GGTGGGGGCCAGGACTTGCGGTTCAGGTGAGTGTCGOTTGGGTGACGTGAGGl ? GA : 
dTCeTCGGCCGGGCCTCCGGTGCCGGCTCCCCCTGCCGCGCTCCCGGGGCGCGGGG. :. 
'GCCGGGCCCCGGACGCCCTACATATAGTGAGGTGCGCCCGACCTGTGGGCGCGCA 

25 CCTGCTGGCTCACCTCCGAGCCACCTCTGCTGCGCACCGCAGCCTCGGACCTACA 
GCCCAGGATACTTTGGGACTTGCCGGCGCTCAGAAACGCGCCCAGACGGCCCCT 
CCACCTTTTGTTTGCCTAGGGTCGCCGAGAGCGCCCGGAGGGAACCGCCTGGCCT 
TCGGGGACCACCAATTTTGTCTGGAACCACCCTCCCGGCGTATCCTACTCCCTGT 
GCCGCGAGGCCATCGCTTCACTGGAGGGGTCGATTTGTGTGTAGTTTGGTGACAA 

30 GATTTGCATTCACCTGGCCCAAACCCTTTTTGTCTCTTTGGGTGACCGGAAAACTC 
CACCTCAAGTTTTCTTTTGTGGGGCTGCCCCCCAAGTGTCGTTTGTTTTACTGTAG 
GGTCTCCCCGCCCGGCGCCCCCAGTGTTTTCTGAGGGCGGAAATGGCCAATTCGG 
GCCTGCAGTTGCTGGGCTTCTCCATGGGGCCTGGTGGGGTGGGTGGGTCTGGTGG 
CCTGCACCGCCATCCCGCAGTGGCAGATGAGCTCGTATGCGGGTGACAACATCAT 

35 CACGGCCCAGGCCATGTACAAGGGGCTGTGGATGGACTGCGTCACGCAGAGCAC 
GGGGATGATGAGCTGCAAAATGTACGACTCGGTGCTCGCCCTGTCCGCGGCCTTG 
CAGGCCACTCGAGCCCTAATGGTGGTCTCCCTGGTGCTGGGCTTCCTGGCCATGT 
TTGTGGCCACGATGGGCATGAAGTGCACGCGCTGTGGGGGAGACGACAAAGTGA 
AGAAGGCCCGTATAGCCATGGGTGGAGGCATAATTTTCATCGTGGCAGGTCTTGC 

40 CGCCTTGGTAGCTTGCTCCTGGTATGGCCATCAGATTGTCACAGACTTTTATAACC 
CTTTGATCCCTACCAACATTAAGTATGAGTTTGGCCCTGCCATCTTTATTGGCTGG 
GCAGGGTCTGCCCTAGTCATCCTGGGAGGTGCACTGCTCTCCTGTTCCTGTCCTG 
GGAATGAGAGCAAGGCTGGGTACCGTGTACCCCGCTCTTACCCTAAGTCCAACTC 
TTCCAAGGAGTATGTGTGACCTGGGATCTCCTTGCCCCAGCCTGACAGGCTATGG 

45 GAGTGTCTAGATGCCTGAAAGGGCCTGGGGCTGAGCTCAGCCTGTGGGCAGGGT 
GCCGGACAAAGGCCTCCTGGTCACTCTGTCCCTGCACTCCATGTATAGTCCTCTT 
GGGTTGGGGGTGGGGGGGTGCCGTTGGTGGGAGAGACAAAAAGAGGGAGAGTG 
TGCTTTTTGTACAGTAATAAAAAATAAGTATTGGGAAGCAGGCTTTTTTCCCTTC 
AGGGCCTCTGCTTTCCTCCCGTCCAGATCCTTGCAGGGAGCTTGGAACCTTAGTG 
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CACCTACTTCAGTTCAGAACACTTAGCACCCCACTGACTCCACTGACAATTGACT 
AAAAGATGCAGGTGCTCGTATCTCGACATTCATTCCCACCCCCCTCTTATTTAAAT 
AGCTACCAAAGTACTTCTTTTTTAATAAAAAAATAAAGATTTTTATTAGGTAAAN 
AAAAAAAAAA 

5 

SEQ ID NO: 660 

>21631 BLOOD 370788.1 AK000072 g7019922 Human cDNA FLJ20065 fis, clone 
COL01613, highly similar to ECLC_BOVIN EPITHELIAL CHLORIDE CHANNEL 
PROTEIN. 0 

1 0 GACGCGTGGGGCCAGGAATAACTAGAGAGGAACAATGGGGTTATTCAGAGGTTT 
TGTTTTCCTCTTAGTTCTGTGCCTGCTGCACCAGTCAAATACTTCCTTCATTAAGC 
TGAATAATAATGGCTTTGAAGATATTGTCATTGTTATAGATCCTAGTGTGCCAGA 
AGATGAAAAAATAATTGAACAAATAGAGGATATGGTGACTACAGCTTCTACGTA 
CCTGTTTGAAGCCACAGAAAAAAGATTTTTTTTCAAAAATGTATCTATATTAATT 

1 5 CCTGAGAATTGGAAGGAAAATCCTCAGTACAAAAGGCCAAAACATGAAAACCAT 
AAACATGCTGATGTTATAGTTGCACCACCTACACTCCCAGGTAGAGATGAACCAT 
ACACCAAGCAGTTCACAGAATGTGGAGAGAAAGGCGAATACATTCACTTCACCC 
CTGACCTTCTACTTGGAAAAAAAACAAAATGAATATGGACCACCAGGCAAACTG 
TTTGTCCATGAGTGGGCTCACCTCCGGTGGGGAGTGTTTGATGAGTACAATGAAG 

20 ATCAGCCTTTCTACCGTGCTAAGTCAAAAAAAATCGAAGCAACAAGGTGTTCCGC 
AGGTATCTCTGGTAGAAATAGAGTTTATAAGTGTCAAGGAGGCAGCTGTCTTAGT 
■:. AGAGGATGCAGAATTGATTCTAGAACAAAACfGTATGGAAAAGATTGTCAATTCT 
•:: \ TTCCTGATAAAGTACAAACAGAAAiAAGCATCCATAATGTlTATGC;AAJ^GTATTGA' ." 
• '■TTCTGTTGTTGAATTTTGTAACGAAAAAACCCATAATCAAGAAGCTCCAAGCCTA- 

25 CAAAACATAAAGTGCAATTTTAGAAGTAGATGGGAGGTGATTAGCAATTCTGAG 
GATTTTAAAAACACCATACCCATGGTGACACCACCTCCTCCACCTGTCTTCTCATT 
GCTGAAGATCAGTCAAAGAATTGTGTGCTTAGTTCTTGATAAGTCTGGAAGCATG 
GGGGGTAAGGACCGCCTAAATCGAATGAATCAAGCAGCAAAACATTTCCTGCTG 
CAGACTGTTGAAAATGGATCCTGGGTGGGGATGGTTCACTTTGATAGTACTGCCA 

30 CTATTGTAAATAAGCTAATCCAAATAAAAAGCAGTGATGAAAGAAACACACTCA 
TGGCAGGATTACCTACATATCCTCTGGGAGGAACTTCCATCTGCTCTGGAATTAA 
ATATGCATTTCAGGTGATTGGAGAGCTACATTCCCAACTCGATGGATCCGAAGTA 
CTGCTGCTGACTGATGGGGAGGATAACACTGGAAGTTCTTGTATTGATGAAGTGA 
AACAAAGTGGGGCCATTGTTCATTrTATTGCTTTGGGAAGAGCTGCTGATGAAGC 

35 AGTAATAGAGATGAGCAAGATAACAGGAGGAAGTCATTTTTATGTTTCAGATGA 
AGCTCAGAACAATGGCCTCATTGATGCTTTTGGGGCTCTTACATCAGGAAATACT 
GATCTCTCCCAGAAGTCCCTTCAGCTCGAAAGTAAGGGATTAACACTGAATAGTA 
ATGCCTGGATGAACGACACTGTCATAATTGATAGTACAGTGGGAAAGGACACGT 
TCTTTCTCATCACATGGAACAGTCTGCCTCCCAGTATTTCTCTCTGGGATCCCAGT 

40 GGAACAATAATGGAAAATTTCACAGTGGATGCAACTTCCAAAATGGCCTATCTC 
AGTATTCCAGGAACTGCAAAGGTGGGCACTTGGGCATACAATCTTCAAGCCAAA 
GCGAACCCAGAAACATTAACTATTACAGTAACTTCTCGAGCAGCAAATTCTTCTG 
TGCCTCCAATCACAGTGAATGCTAAAATGAATAAGGACGTAAACAGTTTCCCCA 
GCCCAATGATTGTTTACGCAGAAATTCTACAAGGATATGTACCTGTTCTTGGAGC 

45 CAATGTGACTGCTTrCATTGAATCACAGAATGGACATACAGAAGTTTTGGAACTT 
TTGGATAATGGTGCAGGCGCTGATTCTTTCAAGAATGATGGAGTCTACTCCAGGT 
ATTTTACAGCATATACAGAAAATGGCAGATATAGCTTAAAAGTTCGGGCTCATGG 
AGGAGCAAACACTGCCAGGCTAAAATTACGGCCTCCACTGAATAGAGCCGCGTA 
CATACCAGGCTGGGTAGTGAACGGGGAAATTGAAGCAAACCCGCCAAGACCTGA 
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AATTGATGAGGATACTCAGACCACCTTGGAGGATTTCAGCCGAACAGCATCCGG 
AGGTGCATTTGTGGTATCACAAGTCCCAAGCCTTCCCTTGCCTGACCAATACCCA 
CCAAGTCAAATCACAGACCTTGATGCCACAGTTCATGAGGATAAGATTATTCTTA 
CATGGACAGCACCAGGAGATAATTTTGATGTTGGAAAAGTTCAACGTTATATCAT 
5 AAGAATAAGTGCAAGTATTCTTGATCTAAGAGACAGTTTTGATGATGCTCTTCAA 
GTAAATACTACTGATCTGTCACCAAAGGAGGCCAACTCCAAGGAAAGCTTTGCA 
TTTAAACCAGAAAATATCTCAGAAGAAAATGCAACCCACATATTTATTGCCATTA 
AAAGTATAGATAAAAGCAATTTGACATCAAAAGTATCCAACATTGCACAAGTAA 
CTTTGTTTATCCCTCAAGCAAATCCTGATGACATTGATCCTACACCTACTTCCTAC 

1 0 TCCTACTCCTACTCCTGATAAAAGTCATAATTCTGGAGTTAATATTTCTACGCTGG 
TATTGTCTGTGATTGGGTCTGTTGTAATTGTTAACTTTATTTTAAGTACCACCATT 
TGAACCTTAACGAAGAAAAAAATCTTCAAGTAGACCTAGAAGAGAGTTTTAAAA 
AACAAAACAATGTAAGTAAAGGATATTTCTGAATCTTAAAATTCATCCCATGTGT 
GATCATAAACTCATAAAAATAATTTTAAGATGTCGGAAAAGGATACTTTGATTAA 

1 5 ATAAAAACACTCATGGATATGTAAAAACTGTCAAGATTAAAATTTAATAGTTTCA 
TTTATTTGTTATTTTATTTGTAAGAAATAGTGATGAACAAAGATCCTTTTTCATAC 
TGATACCTGGTTGTATAT'FATTTGATGCAACAGTTTTCTGAAATGATATTTCAAAT 
TGCATCAAGAAATTAAAATCATCTATCTGAGTAGTCAAAATACAAGTAAAGGAG 
AGCAAATAAACAACATTTGGAAAAAAATG 

20 

SEQIDNO: 661 

• .•? : : ; >2i 656 BLOOD INGYTE 54753 1 HI • - r.r • 

. . • - ■ 

••. • •■' • AGGANTTGTTCAGGGGTXAAGAAAGGGOTTGAGGTGGTIGAIAAAACTGAATGGA. 
25 AAAGCTTATGGCTCTGTGATGATATTAGTGACCAGCGGAGATGATAAGCTTCTTG ■ 
GCAATTGCTTACCCACTGTGCTCAGCAGTGGTTCAACAATTCACTCCATTGCCCT 
GGGTTCATCTGCAGCCCCAAATCTGGA 

SEQIDNO: 662 

30 >21660 BLOOD 238908.1 AL137516 g6808175 Human mRNA; cDNA DKFZp564M2178 
(from clone DKFZp564M2178); partial cds. 0 

GAACCACCGGCAGACGCACCTCCGGGCCACACCCACCAAGGCTCCTGCCCCTGTT 

GTCCTGGGGTCCCCAGTTGTTCTAGGGGCTGCTGTGGGCCAGGCCCGAGTGGCTG 

TGGAGCACTGATACCGAAAGGCAGAAGAGGGTGGGGAAGGGGCGACTGTCCCAT 

35 CTGCCGCTGCCACCACCACTGAGGTAGTGACTGAGGTGGAGCTGCTCCTCTACAA 
GTGCTCTGAGTGCTCCCAGCTCTTCCAGCTGCCGGCGGATTTCCTGGAGCACCAG 
GCCACTCACTTCCCTGCTCCTGTACCCGAGTCTCAGGAGCCTGCCTTACAGCAGG 
AGGTGCAGGCCTCGTCACCTGCAGAGGTGCCTGTGTCTCAGCCTGACCCCTTGCC 
AGCTTCTGACCACAGTTACGAGCTGCGCAATGGTGAAGCCATTGGGCGGGATCG 

40 CCGGGGGCGCAGGGCCCGGAGGAACAACAGTGGAGAAGCAGGCGGGGCAGCCA 
CACAGGAGCTCTTCTGCTCAGCCTGTGACCAGCTCTTTCTCTCACCCCACCAGCTA 
CAGCAGCACCTGCGGAGTCACCGGGAGGGCGTCTTTAAGTGCCCCCTGTGCAGTC 
GTGTCTTCCCTAGCCCTTCCAGTCTGGACCAGCACCTTGGAGACCATAGCAGCGA 
GTCACACTTCCTGTGTGTAGACTGTGGCCTGGCCTTCGGCACAGAGGCCCTCCTC 

45 CTGGCCCACCGGCGAGCCCACACCCCGAATCCTCTGCATTCATGTCCATGTGGGA 
AGACCTTTGTCAACCTTACCAAGTTCCTTTATCACCGGCGTACTCATGGGGTAGG 
GGGTGTCCCTCTGCCCACAACACCAGTCCCACCAGAGGAACCTGTCATTGGTTTC 
CCTGAGCCAGCCCCAGCAGAGACTGGAGAGCCAGAGGCCCCTGAGCCCCCTGTG 
TCTGAGGAGACCTCAGCAGGGCCCGCTGCCCCAGGCACCTACCGCTGCCTCCTGT 
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GCAGCCGTGAATTTGGAAAGGCCITGCAGCTGACCCGGCACCAACGTTTTGTGCA 
TCGGCTGGAGCGGCGCCATAAATGCAGCATTTGTGGCAAGATGTTCAAGAAGAA 
GTCTCACGTGCGTAACCACCTGCGCACACACACAGGGGAGCGGCCCTTCCCCTGC 
CCTGACTGCTCCAAGCCCTTCAACTCACCTGCCAACCTGGCCCGCCACCGGCTCA 
5 CACACACAGGAGAGCGGCCCTACCGGTGTGGGGACTGTGGCAAGGCTTTCACGC 
AAAGCTCCACACTGAGGCAGCACCGCTTGGTGCATGCCCAGCACTTCCCCTACCG 
CTGCCAGGAATGTGGGGTGCGTTTTCACCGTCCTTACCGCCTGCTCATGCACCGC 
TACCATCACACAGGTGAATACCCCTACAAGTGTCGCGAGTGCCCCCGCTCCTTCT 
TGCTGCGTCGGCTGCTGGAGGTGCACCAGCTCGTGGTCCATGCCGGGCGCCAGCC 

1 0 CCACCGCTGCCCATCCTGTGGGGCTGCCTTCCCCTCCTCACTGCGGCTCCGGGAG 
CACCGCTGTGCAGCCGCTGCTGCCCAGGCCCCACGGCGCTTTGAGTGTGGCACCT 
GTGGCAAGAAAGTGGGCTCAGCTGCTCGACTGCAGGCACACGAGGCGGCCCATG 
CAGCTGCTGGGCCTGGAGAGGTCCTGGCTAAGGAGCCCCCTGCCCCTCGAGCCCC 
ACGGGCCACTCGTGCACCAGTTGCCTCTCCAGCAGCCCTTGGAAGCACTGCTACA 

1 5 GCATCCCCTGCGGCCCCTGCCCGCCGCCGGGGTCTAGAGTGCAGCGAGTGCAAG 
AAGCTGTTCAGCACAGAGACGTCACTGCAGGTGCACCGGCGCATCCACACAGGT 
GAGCGGCCATACCCATGTCCAGACTGTGGCAAAGCGTTCCGTCAGAGTACCCAC 
CTGAAAGACCACCGGCGCCTGCACACAGGTGAGCGGCCCTTTGCCTGTGAAGTG 
TGTGGCAAGGCCTTTGCCATCTCCATGCGCCTGGCAGAACATCGCCGCATCCACA 

20 CAGGCGAACGACCCTACTCCTGCCCTGACTGTGGCAAGAGCTACCGCTCCTTCTC 
CAACCTCTGGAAGCACCGCAAGACCCATCAGCAGCAGCATCAGGCAGCTGTGCG 
GCAGCAGCTGGCAGAGGCGGAGGCTGCCGTTGGCCTGGCCGTCATGGAGACTGC 
TGTGGAGGCGCTACCCCTGGTGGAAGGCATTGAGATCTACCCTCTGGGGGAGGCT 
GAGGGGGTCCAGATCAGTGGCTGACTCTGCCCGACTTCCTCTTTGGCACCTGCAT ; 

25 TCCCTGTTGCTGAAGGCCCTCCAGCATCCCCTTAAGCATCTGTACATACTGTGTCC 
CTTCCTCTTCCCATCCCCACCACCTTGTAAGTTCTAAATTGGATTTATTCTCTCGT 
GAGGGGGGTGCTCTGGGGTCCTTGACACACATAAAGGTGCCCCCCCACCTTCCAC 
CTCTTAGCACTGGTGACCCCAAAAATGAAACCATCAATAAAGACTGAGTTGCC 

30 SEQIDNO:663 

>21669 BLOOD 132774.1 Incyte Unique 

gccggacagagcagaagaaccctcttggactggacgatttgggaattcaaaact 
tgggacaaagtgtcagccttgcegctggtgtggaggcagcctcaatgctgaaaat 
ggagcctctgaacAGGAcggAGgggGggaccgccgcctccagcagccccctgga 
35 gtcccgtgcggccggtggcggcagcggcaatggcaacgagtacttctacattctg 
gttgtcatgtccttctacggcattttcttgatcggaatcatgctgggctacatgaa 
atccaagaggcgggagaagaagtccagcctcctgctgctgtacaaagacgagga 
gcggctctggggggaggccatgaagccgctgcccgtggtgtcgggcctgaggtc 
ggtgcaggtgcccctgatgctgaacatgctgcaggagagcgtggcgcccgcgct 

40 GTCCTGCACCCTCTGTTCCATGGAAGGGGACAGCGTGAGCTCCGAGTCCTCCTCC 
CCGGACGTGCACCTCACCATTCAGGAGGAGGGGGCAGACGAGGAGCTGGAGGA 
GACCTCGGAGACGCCCCTCAACGAGAGCAGCGAAGGGTCCTCGGAGAACATCCA 
TCAGAATTCCTAGCACCCCCGGGACCCCTGCGGGTGGCTCCCATCAGCCAGCAAC 
CTTAGAGAGAGGAAAGACAGTTTTCAAGTGTCTGGTTTCACTTTCACAGTGCGGC 

45 TGCCACTTTGAAGAGACCCTTGGTAAACCCCTGATTCGGGGTGGGGTGGGGGACT 
AGGCTCAGCCGGAACCAGCACCTCCAAGGAGTCCGGGAGGTGCCTGTGGTTTAC 
ACCCACCACTGAAAAAGCCGCGGAGATGCGCAGCGCGTACACTGACTTTGGGGC 
CTGGGTGTTGGGGTTCTGATCAGAATTTGGCGGGATGATATGCTTGCCATTTTCTC 
ACTGGATGCCCTGGGTAGCTCCTGCAGGGTCTGCCTGTTCCCAGGGCTGCCGAAT 



569 



WO 02/074979 



PCT/US02/08456 



GCTTAGGACACGCTGAGAGACTAGTTGTGATTTGCTATTTTGCCTAGAGCTTTGT 
CCTTCTAGATCTGATTGGCTGTAAGTATCTCTACTGTGTACCTGTGGCATTCCTTC 
ACAGTGGGTTACAAGCTTCTTTGGGATTAGAGGGGGATTTTGGATGGGAGAAAG 
CGTGGGAGATCGTGGAACCCCAGCCCCATTTGCACACTATAAGAAAAAAAGTAA 
5 CTTTTAAACCTGTTAACATTGGCCGGGGTTATAAGAGATGATCTTCTATTT 

SEQ ID NO: 664 

>21683 BLOOD 444662.14 Z58148 gl029379 Human CpG island DNA genomic Msel 
fragment, clone 30a7, forward read cpg30a7.ftld. 3e-15 

1 0 CTCAGCGTCAGGCAAGTTGGCCTCTCTGTTGTAAATTAGTGGTTAAGGTTATCTA 
TTATTGCCACTTTTCCAGCGCTAAAGGCTGTTTTGGAACCAGTGTTGCTTGTTCCG 
CGGGTGATTGGCTTTTTTTTTTTGGCAAACCAGTTATTCAAGTTTCTGGTCTTTAA 
AAAACTCTGTGGCGGTACGGTAACCGAGGAGGTTCCAGCGCGGCGGAAGTACCC 
CGCGGGTGGGTGTGTGCGCAAGGCCAGGGCCAGAGGGGCACGTGGCGCCGGGA 

1 5 GGAGAGAGAATGTCTTTTCGAGGCGGAGGTCGTGGAGGCTTTAATCGAGGTGGT 
GGAGGTGGCCGGCTTCAACCGAGGCGGCAGCAGCAACCACTTCCGAGGTGGAGG 
CGGCGGTGGAGGCGGCGGCAATTTCAGAGGCGGCGGCAGGGGAGGATTTGGAC 
GAGGGGGTGGCCGCGGAGGCTTTAACAAAGGCCAAGACCAAGGACCTCCAGAA 
CGTGTAGTCTTATTAGGAGAGTTCCTGCATCCCTGTGAAGATGACATAGTTTGTA 

20 AATGTACCACAGATGAAAATAAGGTGCCTTATTTCAATGCTCCTGTTTACTTAGA 
AAACAAAGAACAAATTGGAAAAGTGGATGAAATATTTGGACAACTCAGAGATTT 
TTATTTTTGAGTTAAGTTGTGAGAAAACATGAAGGCTTCATCCTTTAAAAAACTA 
CAGAAGTTTTATATAGAGGGATATAAGCTGCTGCCACTGCAGAGGTTTTTACCTC 
GACCTCCAGGTGAGAAAGGACCTCCAAGAGGTGGTGGCAGGGGAGGCCGAGGA 

25 GGAGGAAGAGGAGGAGGTGGCAGAGGTGGTGGCAGAGGCGGTGGTTTTAGAGG 
TGGAAGAGGAGGTGGAGGTGGGGGCTTCAGAGGAGGAAGAGGTGGTGGTTTCA 
GAGGGAGAGGACATTAAGTGAAACAGTTGACAGACATCACCAGTTGACTTCTGC 
ATTAACCTGCATGATCTGTTTCTACTATGGATTGGAAACTTGTTTCTTGAACAAGT 
CTTGAAGATCTTGGTCATTTTATGACAATGGATCTAAAATGTCAGCATCATGCAA 

30 AGTGCAACGGAATAGTGAATTTTGCTCTAAAAGAGCATGAACAAGTCTTTCTAAT 
GTTTTGTACAGTGCCTGGNACTCTGTGGGTGCTCAATAAATGGATAGGAGTTTTC 
ArrTGAAGGATATTTGAATTTTTAAAATAAAGTGTTTTATTCCCTTAAAAAAAA 

SEQ ID NO: 665 : ' " - 

35 yp61 a02.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE: 1 91 882 3', 
mRNA sequence gi|908298|gb|H38799.1|H38799[908298] 

TGATGCATCCTAAAATNNTAAGCTTCAAATCTGATTTGGTATCACCGAGGAAACC 
TTGCCCCCATCACTCAGCATTGCACTTAGATACAGAATGAGTTAGATAAACTTGG 
CTTGTCTAGAGACCCATGTCATCTTAACCTAAAGGGAAATCTTATTGCGTTATCA 

AGTTCTCACTAAAACAATCCTGAGATTTCTTAATTTCATGGGTTCTTTAAATATTA 

TAAACACAGAGTCAACATAGGAATGAAATTGTATTTGTTAAAATACACACATTG 

GGGGGNCAAGAGGCAGATGACTACTTTTC 

GGAGGTAATGCTTGCTCCCTCCNAAAAGGCNGGTTTTCCATCCGGGGG 

45 

SEQ ID NO: 666 

>21694 BLOOD 029567.1 Incyte Unique 

GCCACCACACCCAGCTGCTTAAGCACAAACTAATTTCAAAACCAGTCTTAGAAAT 
TATATCCTACGCACTTGTCAAACGGGGTCAGTTTTTCTTGAAAGTAAACCTCTGCT 
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CTTCATCACACAATCTAAATCTGCCACCCTACCTAAGGCAGGGACTTAAAATGAG 
GGGCAGGTTTTCTCAGATAAAATAAGCAAACAGACGAATTGGAATATTTCGTCTC 
AATTCCCATGTACAATTTTCAGCCTCATATGCAAATCAATATGGCAACCATCTCTT 
TTTTCTATCAGCAAGAGCCATGTGTTGGTATTAAGAGGCTAGGTTGTAGTTCCCC 
5 TCTTGACACCAGAAACACCAGGCCTACTGTTTTGTTTGATAGCCTAGCACAGATG 
TAACTCTTCTAAAGGGTAACATTTACTACTACACAGAAAGTCATTTTTAGAATGT 
TCCTAGTCCATCCAAGAAAGGCTAAAAAATGTTCTGTGTGATTCTGGACTTAAGA 
AGTCTTTTTCACTGAATTCTGGCCCTAGATGCTCACTCAACTAGTAACCATAATGC 
CCTGTTTTTCCCAAATGCTGAAATGGAACATTTACTGCATTGGCAATGTTTTCTAG 

10 TGGGATTGGTTACAGAAACTGTCATTCATTCTTACTGTGCAATATTACACAGCCA 
TAATTAATGATGTAGTTAAAAACATTTGATGGCATATAATATATATATACATTGA 
ATACATTGTAAGTAAGAAAATATACAGGTTAGAAAACTGTAGGTATAGCATATT 
GTAAAAAGAAAATATATATACACGCATAGCGAAAAATGTCAGGAAGAATATACC 
AAAATGTTAACGATTATCTTTAAGTAGTATCATCTTTTTTACTTCTTGTCTTTCTGT 

15 TTCTCCT AAAACTTCT AAAAT AAAAAG GTATT ATTTTTC AT 

SEQ1DN0:667 

>21697 BLOOD 350207.6 X69086 g3481 1 Human mRNA for utropliin. 0 
GCGGGCAGCAGCAGCCGGCCGCGGGCTTTCTCCCGCCGAGGGGCGAGGAGGAGC 

20 CTCTGGCTCCAGAAGCCGATTGGGGAATCACGGGGAGCGGCGCCCCCCTTCTTTT 
GGGTCATTTCTGCAAACGGAAAACTCTGTAGCGTTTGGCAAAGTTGGTGCCTGCN 
CGeCGCTTCCAGGTTTGCGCTTTGACTGTOTTGTTTlTGGCGGAACTACCAGGCAG 
■ GAAGATTGCACAAGTAAGGGGCGTTTTCAGTCGGGTGTCAANNNNN^ 
: X NNNNNNNNNNNNAAAATTC^ 

25 TAAAATACATCGCACCACCAAACTAACACTCGCACACACCCCCGCGGTTACTCCG 
TGTCAAACTCCTAGAGGAGCCCTTGGCCAGCTCGGGGTGCGGCGGTGGCGACCG 
GCAGGCGAGGAGGCCCGCGGGCAGCAGGTATTGATGTCAAGCTGAACCATCGTA 
GGAAGTTGAAAGCCTTAGAAAGAGGACTTGGTAAAGTTTTTGGATTATCTTGAAA 
CTCTGGCAAAATGGCCAAGTATGGAGAACATGAAGCCAGTCCTGACAATGGGCA 

30 GAACGAATTCAGTGATATCATTAAGTCCAGATCTGATGAACACAATGACGTACA 
GAAGAAAACCTTTACCAAATGGATAAATGCTCGATTTTCAAAGAGTGGGAAACC 
ACCCATCAATGATATGTTCACAGACCTCAAAGATGGAAGGAAGCTATTGGATCTT 
CTAGAAGGCCTCACAGGAACATCACTGCGAAAGGAACGTGGTTCCACAAGGGTA 
CATGCCrTA/^TATtCGTCAACAGAGTGCTGC 

35 AATTAGTGAATATAGGGGGAACTGACATTGTGGATGGAAATCACAAACTGACTT 
TGGGGTTACTTTGGAGCATCATTTTGCACTGGCAGGTGAAAGATGTCATGAAGGA 
TGTCATGTCGGACCTGCAGCAGACGAACAGTGAGAAGATCCTGCTCAGCTGGGT 
GCGTCAGACCACCAGGCCCTACAGCCAAGTCAACGTCCTCAACTTCACCACCAGC 
TGGACAGATGGACTCGCCTTTAATGCTGTCCTCCACCGACATAAACCTGATCTCT 

40 TCAGCTGGGATAAAGTTGTCAAAATGTCACCAATTGAGAGACTTGAACATGCCTT 
CAGCAAGGCTCAAACTTATTTGGGAATTGAAAAGCTGTTAGATCCTGAAGATGTT 
GCCGTTCAGCITCCTGACAAGAAATCCATAATTATGTATTTAACATCTTTGTTTGA 
GGTGCTACCTCAGCAAGTCACCATAGACGCCATCCGTGAGGTAGAGACACTCCC 
AAGGAAATATAAAAAAGAATGTGAAGAAGAGGCAATTAATATACAGAGTACAG 

45 CGCCTGAGGAGGAGCATGAGAGTCCCCGAGCTGAAACTCCCAGCACTGTCACTG 
AGGTCGACATGGATCTGGACAGCTATCAGATTGCGTTGGAGGAAGTGCTGACCT 
GGTTGCmCTGCTGAGGACACTTTCCAGGAGCAGGATGATATTTCTGATGATGT 
TGAAGAAGTCAAAGACCAGTTTGCAACCCATGAAGCTTTTATGATGGAACTGACT 
GCACACCAGAGCAGTGTGGGCAGCGTCCTGCAGGCAGGCAACCAACTGATAACA 
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CAAGGAACTCTGTCAGACGAAGAAGAATTTGAGATTCAGGAACAGATGACCCTG 
CTGAATGCTAGATGGGAGGCTCTTAGGGTGGAGAGTATGGACAGACAGTCCCGG 
CTGCACGATGTGCTGATGGAACTGCAGAAGAAGCAACTGCAGCAGCTCTCCGCC 
TGGTTAACACTCACAGAGGAGCGCATTCAGAAGATGGAAACTTGCCCCCTGGAT 
5 GATGATGTAAAATCTCTACAAAAGCTGCTAGAAGAACATAAAAGTTTGCAAAGT 
GATCTTGAGGCTGAACAGGTGAAAGTAAATTCACTAACTCACATGGTGGTCATTG 
TTGATGAAAACAGTGGTGAGAGCGCTACAGCTATCCTAGAAGACCAGTTACAGA 
AACTTGGTGAGCGCTGGACAGCAGTATGCCGTTGGACTGAAGAACGCTGGAATA 
GGTTACAAGAAATCAATATATTGTGGCAGGAATTATTGGAAGAACAGTGCTTGTT 

1 0 GAAAGCTTGGTTAACCGAAAAAGAAGAGGCTTTAAATAAAGTCCAGACAAGCAA 
CTTCAAAGACCAAAAGGAACTAAGTGTCAGTGTTCGACGTCTGGCTATTTTGAAG 
GAAGACATGGAAATGAAGCGTCAAACATTGGATCAGCTGAGTGAGATTGGCCAG 
GATGTGGGACAATTACTTGATAATTCCAAGGCATCTAAGAAGATCAACAGTGAC 
TCAGAGGAACTGACTCAAAGATGGGATTCTTTGGTTCAGAGACTAGAAGATTCCT 

1 5 CCAACCAGGTGACTCAGGCTGTAGCAAAGCTGGGGATGTCTCAGATTCCTCAGA 
AGGACCTTTTGGAGACTGTTCGTGTAAGAGAACAAGCAATTACAAAAAAATCTA 
AGCAGGAACTGCCTCCTCCTCCTCCCCCAAAGAAGAGACAGATCCATGTGGATAT 
TGAAGCTAAGAAAAAGTTTGATGCTATAAGTGCAGAGCTGTTGAACTGGATTTTG 
AAATGGAAAACTGCCATTCAGACCACAGAGATAAAAGAGTATATGAAGATGCAA 

20 GACACTTCCGAAATGAAAAAGAAGTTGAAGGCATTAGAAAAAGAACAGAGAGA 
AAGAATCCCCAGAGCAGATGAATTAAACCAAACTGGACAAATCCTTGTGGAGCA 
; .'■ ' •AATGGGAAAAGAAGGGCTTGCTAGTGAAGAAATAAAAAATGTTGTGGAGAAGGT •. 
. , • -T.TCATCAGAATGGAAGAATGTATCTCAACATTTGGAAG ATCTAG AAAGAAAGAT . • • 

■ • ; . TCAGCTACAGGAAGATATAAATGGTTATTTCAAGCAGG'['TGATGAGCTTGAAAAG ' 

25 GTCATCAAGACAAAGGAGGAGTGGGTAAAACACACTTCCATTTCTGAATCTTCCC 
GGCAGTCCTTGCCAAGCTTGAAGGATTCCTGTCAGCGGGAATTGACAAATCTTCT 
TGGCCTTCACCCCAAAATTGAAATGGCTCGTGCAAGCTGCTCGGCCCTGATGTCT 
CAGCCTTCTGCCCCAGATTTTGTCCAGCGGGGCTTCGATAGCTTTCTGGGCCGCT 
ACCAAGCTGTACAAGAGGCTGTAGAGGATCGTCAACAACATCTAGAGAATGAAC 

30 TGAAGGGCCAACCTGGACATGCATATCTGGAAACATTGAAAACACTGAAAGATG 
TGCTAAATGATTCAGAAAATAAGGCCCAGGTGTCTCTGAATGTCCTTAATGATCT 
TGCCAAGGTGGAGAAGGCCCTGCAAGAAAAAAAGACCCTTGATGAAATCCTTGA 
G A ATCAGA '\ AGCTGCATTACATAAAGTTGGAGA AGAAACAAAGGCTCTGGAGA A 
w ■* : AAATG rl C ATCGX GATGTAGAAAAATTATATAAGCAAGAATTTGATGATGTGCAA 

35 GGAAAGTGGAACAAGCTAAAGGTCTTGGTTTCCAAAGATCTACATTTGCTTGAGG 
AAATTGCTCTCACACTCAGAGCTTTTGAGGCCGATTCAACAGTCATTGAGAAGTG 
GATGGATGGCGTGAAAGACTTCTTAATGAAACAGCAGGCTGCCCAAGGAGACGA 
CGCAGGTCTACAGAGGCAGTTAGACCAGTGCTCTGCATTTGTTAATGAAATAGAA 
ACAATTGAATCATCTCTGAAAAACATGAAGGAAATAGAGACTAATCTTCGAAGT 

40 GGTCCAGTTGCTGGAATAAAAACTTGGGTGCAGACAAGACTAGGTGACTACCAA 
ACTCAACTGGAGAAACTTAGCAAGGAGATCGCTACTCAAAAAAGTAGGTTGTCT 
GAAAGTCAAGAAAAAGCTGCGAACCTGAAGAAAGACTTGGCAGAGATGCAGGA 
ATGGATGACCCAGGCCGAGGAAGAATATTTGGAGCGGGATTTTGAGTACAAGTC 
ACCAGAAGAGCTTGAGAGTGCTGTGGAAGAGATGAAGAGGGCAAAAGAGGATG 

45 TGTTGCAGAAGGAGGTGAGAGTGAAGATTCTCAAGGACAACATCAAGTTATTAG 
CTGCCAAGGTGCCCTCTGGTGGCCAGGAGTTGACGTCTGAGCTGAATGTTGTGCT 
GGAGAATTACCAACTTCTTTGTAATAGAATTCGAGGAAAGTGCCACACGCTAGA 
GGAGGTCTGGTCTTGTTGGATTGAACTGCTTCACTATTTGGATCTTGAAACTACCT 
GGTTAAACACTTTGGAAGAGCGGATGAAGAGCACAGAGGTCCTGCCTGAGAAGA 
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CGGATGCTGTCAACGAAGCCCTGGAGTCTCTGGAATCTGTTCTGCGCCACCCGGC 
AGATAATCGCACCCAGATTCGAGAGCTTGGCCAGACTCTGATTGATGGGGGGAT 
CCTGGATGATATAATCAGTGAGAAACTGGAGGCTTTCAACAGCCGATATGAAGA 
TCTAAGTCACCTGGCAGAGAGCAAGCAGATTTCTTTGGAAAAGCAACTCCAGGT 
5 GCTGCGGGAAACTGACCAGATGCTTCAAGTCTTGCAAGAGAGCTTGGGGGAGCT 
GGACAAACAGCTCACCACATACCTGACTGACAGGATAGATGCTTTCCAAGTTCCA 
CAGGAAGCTCAGAAAATCCAAGCAGAGATCTCAGCCCATGAGCTAACCCTAGAG 
GAGTTGAGAAGAAATATGCGTTCTCAGCCCCTGACCTCCCCAGAGAGTAGGACT 
GCCAGAGGAGGAAGTCAGATGGATGTGCTACAGAGGAAACTCCGAGAGGTGTCC 

1 0 ACAAAGTTCCAGCTTTTCCAGAAGCCAGCTAACTTCGAGCAGCGCATGCTGGACT 
GCAAGCGTGTGCTGGATGGCGTGAAAGCAGAACTTCACGTTCTGGATGTGAAGG 
ACGTAGACCCTGACGTCATACAGACGCACCTGGACAAGTGTATGAAACTGTATA 
AAACTTTGAGTGAAGTCAAACTTGAAGTGGAAACTGTGATTAAAACAGGAAGAC 
ATATTGTCCAGAAACAGCAAACGGACAACCCAAAAGGGATGGATGAGCAGCTGA 

1 5 CTTCCCTGAAGGTTCTTTACAATGACCTGGGCGCACAGGTGACAGAAGGAAAAC 
AGGATCTGGAAAGAGCATCACAGTTGGCCCGGAAAATGAAGAAAGAGGCTGCTT 
CTCTCTCTGAATGGCTTTCTGCTACTGAAACTGAATTGGTACAGAAGTCCACTTC 
AGAAGGTCTGCTTGGTGACTTGGATACAGAAATTTCCTGGGCTAAAAATGTTCTG 
AAGGATCTGGAAAAGAGAAAAGCTGATTTAAATACCATCACAGAGAGTAGTGCT 

20 GCCCTGCAAAACTTGATTGAGGGCAGTGAGCCTATTTTAGAAGAGAGGCTCTGC 
GTCCTTAACGCTGGGTGGAGCCGAGTTCGTACCTGGACTGAAGATTGGTGCAATA 
: CCTTGATGAACGATGAGA ACCAGCTAGA A ATATTTGATGGGA ACGTGGGTCACAT 
• .AAGTACCTGGGT'TTATGAAGCTGAAGGTGTATTGGATGAAATTGAAAAGAAAGG 
■f: AACAAGTAAACAGGAAGAAATTGTGAAGCGrnFAGTATCTGAGCTGGATGATGG 

25 CAACCTCCAGGTTGAAAATGTCCGCGATCAAGCCCTTATTTTGATGAATGCCCGT ' 
GGAAGCTCAAGCAGGGAGCTTGTAGAACCAAAGTTAGCTGAGCTGAATAGGAAC 
TTTGAAAAGGTGTCTCAACATATCAAAAGTGCCAAATTGCTAA1TGCTCAGGAAC 
CATTATACCAATGTTTGGTCACCACTGAAACATTTGAAACTGGTGTGCCTTTCTCT 
GACTTGGAAAAATTAGAAAATGACATAGAAAATATGTTAAAATTTGTGGAAAAA 

30 CACTTGGAATCCAGTGATGAAGATGAAAAGATGGATGAGGAGAGTGCCCAGATT 
GAGGAAGTTCTACAAAGAGGAGAAGAAATGTTACATCAACCTATGGAAGATAAT 
AAAAAAGAAAAGATCCGTTTGCAATTATTACTTTTGCATACTAGATACAACAAAA 
TTAAGGCAATCGGrATTCAACAGAGGAAAATGGGTCAACTTGCTTCTGGAATTAG 
' '•• " A'i CATGACi i'GrTCCTACAGATTATCTGGTTGAAATTAACAAAATTTTACTTTGCA 

35 TGGATGATGTTGAATTATCGCTTAATGTTCCAGAGCTCAACACTGCTATTTACGA 
AGACTTCTCTTTTCAGGAAGACTCTCTGAAGAATATCAAAGACCAACTGGACAAA 
CTTGGAGAGCAGATTGCAGTCATTCATGAAAAACAGCCAGATGTCATCCTTGAA 
GCCTCTGGACCTGAAGCCATTCAGATCAGAGATACACTTACTCAGCTGAATGCAA 
AATGGGACAGAATTAATAGAATGTACAGTGATCGGAAAGGTTGTTTTGACAGGG 

40 CAATGGAAGAATGGAGACAGTTCCATTGTGACCTTAATGACCTCACACAGTGGA 
TAACAGAGGCTGAAGAATTACTGGTTGATACCTGTGCTCCAGGTGGCAGCCTGG 
ACTTAGAGAAAGCCAGGATACATCAGCAGGAACTTGAGGTGGGCATCAGCAGCC 
ACCAGCCCAGTTTTGCAGCACTAAACCGAACTGGGGATGGGATTGTGCAGAAAC 
TCTCCCAGGCAGATGGAAGCTTCTTGAAAGAAAAACTGGCAGGTTTAAACCAAC 

45 GCTGGGATGCAATTGTTGCAGAAGTGAAGGATAGGCAGCCAAGGCTAAAAGGAG 
AAAGTAAGCAGGTGATGAAGTACAGGCATCAGCTAGATGAGATTATCTGTTGGT 
TAACAAAGGCTGAGCATGCTATGCAAAAGAGATCAACCACCGAATTGGGAGAAA 
ACCTGCAAGAATTAAGAGACTTAACTCAAGAAATGGAAGTACATGCTGAAAAAC 
TCAAATGGCTGAATAGAACTGAATTGGAGATGCTTTCAGATAAAAGTCTGAGTTT 
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ACCTGAAAGGGATAAAATTTCAGAAAGCTTAAGGACTGTAAATATGACATGGAA 
TAAGATTTGCAGAGAGGTGCCTACCACCCTGAAGGAATGCATCCAGGAGCCCAG 
TTCTGTTTCACAGACAAGGATTGCTGCTCATCCTAATGTCCAAAAGGTGGTGCTA 
GTATCATCTGCGTCAGATATTCCTGTTCAGTCTCATCGTACTTCGGAAATTTCAAT 
5 TCCTGCTGATCTTGATAAAACTATAACAGAACTAGCCGACTGGCTGGTATTAATC 
GACCAGATGCTGAAGTCCAACATTGTCACTGTTGGGGATGTAGAAGAGATCAAT 
AAGACCGTTTCCCGAATGAAAATTACAAAGGCTGACTTAGAACAGCGCCATCCT 
CAGCTGGATTATGTTTTTACATTGGCACAGAATTTGAAAAATAAAGCTTCCAGTT 
CAGATATGAGAACAGCAATTACAGAAAAATTGGAAAGGGTCAAGAACCAGTGG 

1 0 GATGGCACCCAGCATGGCGTTGAGCTAAGACAGCAGCAGCTTGAGGACATGATT 
ATTGACAGTCTTCAGTGGGATGACCATAGGGAGGAGACTGAAGAACTGATGAGA 
AAATATGAGGCTCGACTCTATATTCTTCAGCAAGCCCGACGGGATCCACTCACCA 
AACAAATTTCTGATAACCAAATACTGCTTCAAGAACTGGGTCCTGGAGATGGTAT 
CGTCATGGCGTTCGATAACGTCCTGCAGAAACTCCTGGAGGAATATGGGAGTGA 

1 5 TGACACAAGGAATGTGAAAGAAACC ACAGAGTACTTAAAAACATCATGGATCAA 
TCTCAAACAAAGTATTGCTGACAGACAGAACGCCTTGGAGGCTGAGTGGAGGAC 
GGTGCAGGCCTCTCGCAGAGATCTGGAAAACTTCCTGAAGTGGATCCAAGAAGC 
AGAGACCACAGTGAATGTGCTTGTGGATGCCTCTCATCGGGAGAATGCTCTTCAG 
GATAGTATCTTGGCCAGGGAACTCAAACAGCAGATGCAGGACATCCAGGCAGAA 

20 ATTGATGGCCACAATGACATATTTAAAAGCATTGACGGAAACAGGCAGAAGATG 
GTAAAAGCTTTGGGAAATTCTGAAGAGGCTACTATGCTTCAACATCGACTGGATG 

Tf ).:■.■ ATATGAAGGAAAGATGGAATGAGTEAAAAGGAAAATGTGCTAGCATCAGGGCCG :: 
•, r,;v ; , AirrGGAGGCCAGCGGTGAGAAGTGGAACAGGTTGCTGATGTGGTTAGAAGAAC :.':: 
■ ' 'rGAU : GAAATGGGTGAATAl , GAAA<iA'lXrAAGAGC1TAAGAAAGAAA'J.(iGGTA ; iTG 

25 GAGGAGATGTTCOAGCCTTACAGCTCCAGTATGACCATTGTAAGGCCG-TGAGACG 
GGAGTTAAAGGAGAAAGAATATTCTGTCCTGAATGCTGTCGACCAGGCCCGAGT 
TTTCTTGGCTGATCAGCCAATTGAGGCCCCTGAAGAGCCAAGAAGAAACCTACA 
ATCAAAAACAGAATTAACTCCTGAGGAGAGAGCCCAAAAGATTGCCAAAGCCAT 
GCGCAAACAGTCTTCTGAAGTCAAAGAAAAATGGGAAAGTCTAAATGCTGTAAC 

30 TAGCAATTGGCAAAAGCAAGTGGACAAGGCATTGGAGAAACTCAGAGACCTGCA 
GGGAGCTATGGATGACCTGGACGCTGACATGAAGGAGGCAGAGTCCGTGCGGAA 
TGGCTGGAAGCCCGTGGGAGACTTACTCATTGACTCGCTGCAGGATCACATTGAA 

-» • ^AAAATCATGGCAT'lTAGAGAAGAAATGCACCAATCAAC'riTAAAGrJ AAAAGGG .. 

— TGAATGATTrATCCAGTCAGCTGTCTCCACTTGACCTGCATCCCTCTCTAAAcrATG 

35 TCTCGCCAGCTAGATGACCTTAATATGCGATGGAAACTTTTACAGGTTTCTGTGG 
ATGATCGCCTTAAACAGCTTCAGGAAGCCCACAGAGATTTTGGACCATCCTCTCA 
GCATTTTCTCTCTACGTCAGTCCAGCTGCCGTGGCAAAGATCCATTTCACATAAT 
AAAGTGCCCTATTACATCAACCATCAAACACAGACCACCTGTTGGGACCATCCTA 
AAATGACCGAACTCTTTCAATCCCTTGCTGACCTGAATAATGTACGTTTTTCTGCC 

40 TACCGTACAGCAATCAAAATCCGAAGACTACAAAAAGCACTATGTTTGGATCTCT 
TAGAGTTGAGTACAACAAATGAAATTTTCAAACAGCACAAGTTGAACCAAAATG 
ACCAGCTCCTCAGTGTTCCAGATGTCATCAACTGTCTGACAACAACTTATGATGG 
ACTTGAGCAAATGCATAAGGACCTGGTCAACGTTCCACTCTGTGTTGATATGTGT 
CTCAATTGGTTGCTCAATGTCTATGACACGGGTCGAACTGGAAAAATTAGAGTGC 

45 AGAGTCTGAAGATTGGATTAATGTCTCTCTCCAAAGGTCTCTTGGAAGAAAAATA 
CAGATATCTCTTTAAGGAAGTTGCAGGGCCAACAGAAATGTGTGACCAGAGGCA 
GCTGGGCCTGTTACTTCATGATGCCATCCAGATCCCCCGGCAGCTAGGTGAAGTA 
GCAGCTTTTGGAGGCAGTAATATTGAGCCTAGTGTTCGCAGCTGCTTCCAACAGA 
ATAACAATAAACCAGAAATAAGTGTGAAAGAGTTTATAGATTGGATGCATTTGrG 
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AACCACAGTCCATGGTTTGGCTCCCAGTTTTACATCGAGTGGCAGCAGCGGAGAC 
TGCAAAACATCAGGCCAAATGCAACATCTGTAAAGAATGTCCAATTGTCGGGTTC 
AGGTATAGAAGCCTTAAGCATTTTAACTATGATGTCTGCCAGAGTTGTTTCTTTTC 
GGGTCGAACAGCAAAAGGTCACAAATTACATTACCCAATGGTGGAATATTGTAT 
5 ACCTACAACATCTGGGGAAGATGTACGAGACTTCACAAAGGTACTTAAGAACAA 
GTTCAGGTCGAAGAAGTACTTTGCCAAACACCCTCGACTTGGTTACCTGCCTGTC 
CAGACAGTTCTTGAAGGTGACAACTTAGAGACTCCTATCACACTCATCAGTATGT 
GGCCAGAGCACTATGACCCCTCACAATCTCCTCAACTGTTTCATGATGACACCCA 
TTCAAGAATAGAACAATATGCCACACGACTGGCCCAGATGGAAAGGACTAATGG 

1 0 GTCTTTTCTCACTGATAGCAGCTCCACCACAGGAAGTGTGGAAGACGAGCACGCC 
CTCATCCAGCAGTATTGCCAAACACTCGGAGGAGAGTCCCCAGTGAGCCAGCCG 
CAGAGCCCAGCTCAGATCCTGAAGTCAGTAGAGAGGGAAGAACGTGGAGAACTG 
GAGAGGATCATTGCTGACCTGGAGGAAGAACAAAGAAATCTACAGGTGGAGTAT 
GAGCAGCTGAAGGACCAGCACCTCCGAAGGGGGCTCCCTGTCGGTTCACCGCCA 

1 5 GAGTCGATTATATCTCCCCATCACACGTCTGAGG ATTCAGAACTTATAGGAGAAG 
CAAAACTCCTCAGGCAGCACAAAGGTCGGCTGGAGGCTAGGATGCAGATTTTAG 
AAGATCACAATAAACAGCTGGAGTCTCAGCTCCACCGCCTCCGACAGCTGCTGG 
AGCAGCCTGAATCTGATTCCCGAATCAATGGTGTTTCCCCATGGGCTTCTCCTCA 
GCATTCTGCACTGAGCTACTCGCTTGATCCAGATGCCTCCGGCCCACAGTTCCAC 

20 CAGGCAGCGGGAGAGGACCTGCTGGCCCCACCGCACGACACCAGCACGGATCTC 
ACGGAGGTCATGGAGCAGATTCACAGCACGTTTCCATCTTGCTGCCCAAATGTTC 
; . U * •.;CGAGGAGGCCAGAGGGAATGTGAAGTATTGATCCGGCGAACGAATGTT?TGeTGAC> ' 

• GIG 

25 A ! AGTAAAACACTGACTATCCAAAGAGAAATGGATATTTTGTTTTTATAATAACCAT ' 
ATATTATTGTTTTCTTCTTCCCTTTCTATGCAAGTGTAAATTAATGAACAGAGAGG 
TATTTGGAAATGGTAATACATTTGTCACGGATTTGTATAATGTATACAGCATTGG 
GAAAGTGGGTGGGGGCTTTCTAATATGATACCGTCTTTTTAATAACTATGACAAA 
GCTTACATAAGAATTAGAAGACCACTTTACATTTTTACATTCCTTCTGCTGTTCAT 

30 ATTAACCTTGCACAATTACTTCATTTTTTCTTTGACTCTTTTACCACAATGTTTTGG 
TTATTTATAATTTATCAGCCATATGTTTATCAGCCATATAACCAACTAGATCCCAA 
ATAGATCCATGTATTTGTTTCCGTGATTTGGCCACATTAATAAATTCATAAATTTC 
AATCAAATATCATATATATACACACATATGGTTTAAGCTACAGCGGTGTGTATGC 
CGTTTAACTTTATTTGACGTTGCCCACTTACTTG1 i TGCiGACCACTTGGATAACC 

35 GTAATAAAAATCCTATAAGCCTAAATGGCATTTCTTTTGGGATATTTTTCCTGCAT 
TTTATTCCCTTTTTATATAAGTAGGAATTAATTATTTATTTTATGTCTTAATCTATT 
TGATAAAGAAGACTACATTATAATAATCTCAAAGATCATATTACCAAAGGTTGCC 
CACTTGAGCATATTTTCATTTTGACACAGAAACAAAATTTAGTACAACCTTTCCT 
AGTTCCCATGTCTTGATTTTCATCATTACATGCACAGCAGACCTTTACCTATTGTG 

40 ATACCAGAACACATCATTGTCTTTGGTTCCCITCAAAGAGAATTTTATTGTTGTTT 
TGTATTTTCAAGTCCTTAATAGTTCTTGAAACrCCTAGTTGTTTTCTTGTTGAAAG 
CAGACACACATTTAGTGCACGGCTTATTTTACCTTTCGGGTGAAAGATCAGATGT 
TTTTATACCCITCACTTGATCAATATATTTGGAAAGAATGTTTATCAAAAGTCTAT 
GTCACTGCTTCTACAGAAGAATGAAATTAATGCTTAGGTGATGGTACCTCCACCT 

45 ACATCTTTTTGAGTGCATTCAATTATGTATTTTGGTTTAGCTTCTGATTTAACATTT 
AATTGATTCAGTTTAAACATGTTACTTAATTAGCAAATGTAGAGGAACCAAAAAA 
AGGTGAAAATAATATGTTTTGATTCAAACCTAAAGACATAAAAACATAAAGACA 
TTTTAACTTTGGGTTCTCTTTAGCTGGGATCTGGCCAGAAGGAGGCTTAAAGTTA 
GAAATTGCTATTATTTTAGAATAGGTTGGGTGGGTTGGGGGGCAAGGGTGTCTAT 
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TTGCAGCAGAGATATTTTGAAAAGAAGAAAATTGTTTTATATAAAAAGGAAAGC 
CATGACCACCTTTCTACCTCAGATCCATCTTCATCCATTGCATTGGAAACTGCTTT 
ATGCTGCTGCAGTCTGCAAAGTCTAGAGCTTTTATCAGGCCATGTCATACCCAAG 
AAAGCACCTATTTAAAGAAAAAACAATTCCCTGAGCTCTCAACTCCAAGTTGTAG 
5 ATTTGGTGTCTTCCTTGTTCTTACTTTAAAAAGTCATGTGTTAATTTTTTTTCTGCC 
TGTATTTGTATGCAAAATGTCCTCTATCTGCTATTAAAGAAAAGCTACGTAAAAC 
ACTACATTGTAACCTTCTAAGTAATAATAAATAAAAAGAAATATATTGCAGTAAC 
AATGGGAAGTAAGTATGTAGTTCTTTTGAAATATGTGGTAAAGAACTAATCACAG 
ACTATCATCTAATCTGGTTACATATTGTATTTTTCATCCTGTGATTAAAAGGCACA 

10 TGTGTAAAAGTCCAATTAGTATGCTTTTCATTTCAAATAATCCATATAGCCTCCAG 
AAAAATATGCACATGTGTAAAAGTCCACGTTCATTTCTTTCACTTCCAATATAAA 
GTATTCTGTATTTTGTATAAAGTACGTGCAAACACCTTTCTGCTAATCGGGTCCCC 
ACATTCTTTTCACTACAGGTACTTTACAAGTCTGCCCTCTGCTCAAACACTAACCG 
TGCACTGACATCCTCCTTCCTAGACAGCCATTCATCTCCCGGACTTCTTTCTCTCA 

1 5 GACATCCTCCTGACCTCCTGACCTCCCCTGACCTGCTTC ACCACTGTGTTACCTCA 
CTGGTTACTTGTTACAGCAAACTGATGCAACTACTAGTCTACCTGGACAACATAT 
TAAACAGGTATCACCTAATAGGGTGGCAGCCTATCGGGGTGATTCCTGGCGAAT 
ACACAGTAACCAACCACATACTGACACACTCAACCCATTTGCTACAGATGGACCC 
ACACTAATTGATATGACAATCCTTTATTCACTCGGCACATTTGGTTTCTTTGCATT 

20 TTCTTCCATTTTACATTGCAGGTGTGGCTACCAAGAGCTGGATAACGAGTCCCTC 
AAACAAAGTTTGGAATTGCGAGATATATTGGGGTACCTTGATTCTTGAGACAGTT 
.. i f ' •GAATTGTTGTAGTTGATeTTGTTGTATTAAAAAG'lCAGTGTCAAGTGAAGTGACG 

: : Eff ^yi : <GATGGAGTACAAA^G'GAGGAAATCCCTTTTCATG 
.T25 AGATTTCACATTTTTTTAAAAAAAGAATCCTTCATGGGAATATATGCTAATAATC 
AATTATATGGAGACAGTTTTATGTACACCAAATTTCTGCAACTTTATAATAATGA 
AAATTAGAAACAACCTAAATAGTTAACAACATGGGAATGGTTAAATAAACTGAG 
TTGCATCCATTAAATGGAATATAATATAGCCATTAAAATTATGTTTTTGTAAAATT 
TTTAATGCCATAAGAAAATGTGGCAATTTTGCAATGAAAAAGATCTACTTATAAA 

30 ACTGTTTACAGTATGACTCCAATTATGTAAAAAAAGTATACAATACACATATAGG 
CATACATGGGGGTTGCTTTTTAAAGGTGGTTACTTCTGGGTTGTGATATTATCAGT 
AATCATTTTTGCTTTTTTATACATTTCTGTATTTTTCAAGTTTTCTATGATGAGTAT 
ATTATTTTACAAAGACTACGAAAATTTTCCTCTGATATACTGGTAATTAGAATGT 
ACTTGGGTATTTTAAATATATGGGAaCAATA 1 i ATAGTGCTTCATCTTCTATGACT 

3 5 TTTTTGGAATACATATCACTTTGGTAATAAACTTACATTCCCTGTTTTATACTTGT 
TACAACATTTTAATTAAACAGTTAATATTGTGATTAGAGCATTGTTTGCTTCATGA 
CCTAAACAAATACTGGCTTTGAAGTCTAGGTTCTATTTCCTAGAAGATTTAACAT 
TAGTATCCTTTTAATCTTTTTAAGTAAGGCATACTGCATACATACATTACATGCAT 
GCTTTCTAAACAAAAGATAATTCCAACTTACAGTTTTCCTATGTAAGGGAAAAAA 

40 TGGAATTATGGTAGTTTAAAAGCAGTCCATAGTCTCATCCATCACAAACATGCTG 
ATAGGCATAAACGTGTTTATTAAGTGAAACGTATCCTTTAAAAATAAAAAAGGG 
AAGCCTGTATATAAATGAAGTTGTGGATTCAACTAGCCAGAATTTATTCTGACTT 
GCACCAAACCACACAAAATCTTTTAAAAGTCTAGTTAGTGTAGTCTAAATGGACA 
CTCCAGAGTCTGTTCTTGAATTCCATTGCAAGAGCTCCAACTTCCTACTTTCAGAA 

45 GGGATGGGGATCAAGATGAGGGTTGTCACATAAGCTAATTTTCAATATATATCAA 
GTCTTGTGGGGTCCAGGAACAAATACTGTCATTGGTTAGTGTTTAAGTACATGAG 
TrGACTTTTCTCCTCTCTCACACCCCACCTTGCCCTGGCAATTGGGTAGGGGGAG 
GCTGTTTATCCTCCAAGAGAGGACGGCTGGTTCCTCATCTCAGTTTCCGTTCTAAA 
CCACAGAGTGGTCATTGCTGTGAACTCCAGCCAAGATGGTGTGGGAGAGGCGAG 
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GAAGCCGAGCGGTCTGAGCCTTCTGTGGGGCCGGTGGGGTTCTCACTGCGCTGGC 
AGCAGAGGATCTGCCTAAAGGTGGCGCTCATTTCTTTGTCGCGGTAGGAGTAAAT 
GATGGGGTTCATGGCAGAGTTGAATTCAGCAAGGAGAAGGAAGAATTTCTCATA 
GGCCAGCACGTCGCACTGTGGACAGCACACGTCTAGAAGTAACAAAACCAATCC 
5 AGGAGTCCAGCAGATGATAAAGGCCCCAAGCACAATGACCACAGTCTTCAGAAG 
ACTCATCATGGTATCCCGATTCCGCCGGGGTCCAGAACTATGCCGAGACATTCTC 
ATAGTCCTCTGGCGAACATAGCCAAAGATGTGAGCATAGAGAACCACCATTACC 
ACAAAGGTCACCAAGTTGAAAATGGCCCAGAAGACTAAGTAAGAGTCACTGTAG 
AGGGGTGCCATGTTGGAACAATTTTCAATATCACAGATACAGTTCCAGCCCACAC 

10 TGGGTATAGCACCCATAACGATGGCCATAGTCCAGATGACCACAATGACCACCA 
CTACCCGCCGGTTGCTCATCCGTGTGTGGAGCTGCATGCGGAAAACCGTAATGTG 
CCTCTCGATTGCAATAGCCAGTAAGTTGGCCACAGATGCCGTCAGGCTGGTGTCA 
ATGAGGCCCTGACGAAGGAGCCATGTGCTAACAGTCAGTCTCCGAGTATTGGGT 
CCTGTGTTGAACATGAGATAGAAGTAGGCCAACCCAGCAAAGAAGTCTGCAGCA 

1 5 GCCAGATTAGCCATTAGGTAATAAATAGGAAAATGGAAGCGGCGGTTGACATAG 
ATTGCCACCATGACCAATAGGTTGGCCAACATGATGAAGATACAAACAGTGATT 
CCAAGTCCCATCACCAGCTTGCTGACTGTGTTCCATTCTGTGGCAAGATGCTTTCC 
ACTTCGGTTATAAAAGAAGGCAATGGACTCGTTGTAGAAGCACTGTGGTTCATTC 
ATGGCTGTGAACTGGGGCTGTGAAATTACAGGGATGGAAGTAGAGATGGCAGCC 

20 ATGACAGCTCTGTGGTTGTAGGTGGTGAACACGCCCCAGAACTACGGGAGACAA 
ATTTTCTTGTTTGCTGATCAGATCGAAGTCATGCTAGGAGAAGCTGTGTACCTGA 

. :v TGGTGTAGGTGTCAGTGGTGAGAAGTCAGGTACTCAGATAGGTGGATGGGGAGG . 

; IS .VVTECATAAATC^ 

; r > IAGAAATCCATGGTGAGTGeCCAGAGACCTGGGCAGGAGGTGTTCGGGGAGGGGGG :• I 
25 GACAGCTGGCAGGACTCCGGTGGACGCCCGGGGACGGGGGATTTTCACGTTGTC 

GCTCTCCTCTTCCCACTTGAAAAGCTCTGGAAAACATCGCGGGGCCCGCAAAACC 

CCGGAAATGTGGC 

SEQ ID NO: 668 

30 >21707 BLOOD 1 147849.1 J03004 gl83181 Human guanine nucleotide-binding regulatory 
protein (G) alpha-inhibitory-subunit mRNA, complete cds. 5e-78 

GCTGCACCGTGAGCGCCGAGGACAAGGCGGCGGCCGAGCGCTCTAAGATGATCG 
ACAAGAACCTGCGGGAGGACGGAGAGAAGGCGGCGCGGGAGGTGAAGTTGCTG 
CTGTTGGGTGCTGGGGAGTCAGGGAAGAGCACGATGGTNAAGCAGGTTAGGTCA 
35 TTNCCGGGGTTGTTATTTCCGGGGGGATTTCCNCAATACCCNGGGTTNTCTACAG 
CAACANCATCCAGTCCATCATGGCCATTGTCAAAGCCATGGGCAACCTGCAGATC 
GACTTTGCCGACCCCTCC 

SEQ ID NO: 669 

40 >25 1 77 BLOOD Hs.227948 gnl|UG|Hs#S553844 squamous cell carcinoma antigen=serine 
protease inhibitor [human, mRNA, 171 1 nt] /cds=(61,1233) /gb=S66896 /gi=239551 
/ug=Hs.227948 /len=17U 

CTCTCTGCCCACCTCTGCTTCCTCTAGGAACACAGGAGTTCCAGATCACATCGAG 
TTCACCATGAATTCACTCAGTGAAGCCAACACCAAGTTCATGTTCGACCTGTTCC 
45 AACAGTTCAGAAAATCAAAAGAGAACAACATCTTCTATTCCCCTATCAGCATCAC 
ATCAGCATTAGGGATGGTCCTCTTAGGAGCCAAAGACAACACTGCACAACAGAT 
TAAGAAGGTTCTTCACTTTGATCAAGTCACAGAGAACACCACAGGAAAAGCTGC 
AACATATCATGTTGATAGGTCAGGAAATGTTCATCACCAGTTTCAAAAGCTTCTG 
ACTGAATTCAACAAATCCACTGATGCATATGAGCTGAAGATCGCCAACAAGCTCT 
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TCGGAGAAAAAACGTATCTATTTTTACAGGAATATTTAGATGCCATCAAGAAATT 
TTACCAGACCAGTGTGGAATCTGTTGATTTTGCAAATGCTCCAGAAGAAAGTCGA 
AAGAAGATTAACTCCTGGGTGGAAAGTCAAACGAATGAAAAAATTAAAAACCTA 
ATTCCTGAAGGTAATATTGGCAGCAATACCACATTGGTTCTTGTGAACGCAATCT 
5 ATTTCAAAGGGCAGTGGGAGAAGAAATTTAATAAAGAAGATACTAAAGAGGAA 
AAATTTTGGCCAAACAAGAATACATACAAGTCCATACAGATGATGAGGCAATAC 
ACATCTTTTCATTTTGCCTCGCTGGAGGATGTACAGGCCAAGGTCCTGGAAATAC 
CATACAAAGGCAAAGATCTAAGCATGATTGTGTTGCTGCCAAATGAAATCGATG 
GTCTCCAGAAGCTTGAAGAGAAACTCACTGCTGAGAAATTGATGGAATGGACAA 
10 GTTTGCAGAATATGAGAGAGACACGTGTCGATTTACACTTACCTCGGTTCAAAGT 
GGAAGAGAGCTATGACCTCAAGGACACGTTGAGAACCATGGGAATGGTGGATAT 
CTTCAATGGGGATGCAGACCTCTCAGGCATGACCGGGAGCCGCGGTCTCGTGCTA 
TCTGGAGTCCTACACAAGGCCTTTGTGGAGGTTACAGAGGAGGGAGCAGAAGCT 
GCAGCTGCCACCGCTGTAGTAGGATTCGGATCATCACCTGCTTCAACTAATGAAG 
1 5 AGTTCCATTGTAATCACCCTTTCCTATTCTTCATAAGGCAAAATAAGACCAACAG 
CATCCTCTTCTATGGCAGATTCTCATCCCCGTAGATGCAATTAGTCTGTCACTCCA 
TTTGGAAAATGTTCACCTGCAGATGTTCTGGTAAACTGATTGCTGGCAACAACAG 
ATTCTCTTGGCTCATATTTCTTTTCTTTCTCATCTTGATGATGATCGTCATCATCAA 
GAATTTAATGATTAAAATAGCATGCCTTTCTCTCTTTCTCTTAATAAGCCCACATA 
20 TAAATGTACTTTTTCTTCCAGAAAAATTCTCCTTGAGGAAAAATGTCCAAAATAA 
GATGAATCACTTAATACCGTATCTTCTAA^TTTGAAATATAATTCTGTTTGTGACC 

•&VV .;,TGTTT.TAAATGAAGCAAAGCAAATCATAC:iTrTTCTTTGAATT.TAGCAACGTAGA- 

.. H •AAGACAGATITGTTTGiAAT^^ ;. 

,t:j:, • TTGTGA ■■ ■ 

• 25 AAAAAAAAAAA f f " < '/ : - :•; " 

SEQIDNO: 670 

yc03e09.sl Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:79624 3*, mRNA 
sequence gi|666284|gb|T62627. 1 |T62627 [666284] 

30 TTTAGANACATTTGCTTNCCCATCCCAAATTAACTATGCAAATTAATTGTTTTGAA 
GATGCCATNCCAAATGTGGAGGTGCTCATGAGCTTGGAAACTCAGAAGCTCTAA 
GGTGAGCCTCCAGACAGGGAGAGTCTGCAACATGGTGACTGAGAGGGTAGTAGA 
AATTCACTTGCTATNTAACTCTCTCTNGAGATTTATTG.TTGGAGGACAGAGCAAA 
AGTCCACTCTTGAGCAGCTCTCCGAGGGTCATTCCTTCAGAAGG T ATATTCCGTTT 

35 CCAGTTCTTTGCGTTCCTTCCTTTTCCTTCGACTTCAAATTCATTTGGTGTTAACCA 
AGTTCCATCCTCATTCCNGAATGCACTTCACTGAGGATCCCGTGTTTCATTTTCTT 
CTTATATAAAANCCCTTTCGCCTCACCACAGGTCACGGGGGAGCTTNGGAACAGT 
GAAAATCCACAGTGTCACTTTTGGGGTTITCCTCTTCGGGTGAATATTTTTCTGAA 
ATCTCCTTTTTGAGCTTGGACAGATATCTTGNTCCTTTGNCT 

40 

SEQIDNO: 671 

ys88a08.sl Soares retina N2b5HR Homo sapiens cDNA clone IMAGE:221 846 3' similar to 
SP:HTLF_HUMAN P32314 HUMAN T-CELL LEUKEMIA VIRUS ENHANCER 
FACTOR ;contains MER22 repetitive element mRNA sequence 
45 gi|1064703|gb|H84982.1|H84982[1064703] 

GCTCCCCAGTGGTCAGCGGAGACCCCAAGGAGGATCACAACTACAGCAGTGCCA 
AGTCCTCCAACGCCCGGAGCACCTCGCCCACCAGCGACTCCATCTCCTCCTCCTC 
CTCCTCAGCCGACGACCACTATGAGTTTGCCACCAAGGGGAGCCAGGAGGGCAG 
CGAGGGCAGCGAGGGGAGCTTCCGGAGCCACGAGAGCCCCAGCGACACGGAAG 
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AGGACGACAGGAAGNACAGCCAGAAGGAGCCCAAGGATTTTTTNGGGGACAGC 
GGGTACGATTNCC 

SEQIDNO: 672 

5 yq55b04.rl Scares fetal liver spleen 1NFLS Homo sapiens cDNA clone 1MAGE:199663 5' 
similar to SP:SISD_HUMAN P13501 T-CELL SPECIFIC RANTES PROTEIN 
PRECURSOR mRNA sequence gi|982328|gb|R96668.1|R96668[982328] 
NCGCCCAGGAGTCCTCGGCCAGCCCTGCCTGCCCACCAGGAGGATGAAGGTCTC 
CGTGGCTGCCCTCTCCTGCCTCATGCTTGTTGCTGTCCTTGGATCCCAGGCCCAGT 

1 0 TCACAAATGATGCAGAGACAGAGTTAATGATGTCAAAGCTTCCACTGGAAA\TC 
CAGTAGTTCTGAACAGCTTTCACTTTGCTGCTGACTGCTGCACCTCCTACATCTCA 
CAAAGCATCCCGTGTTCACTCATGAAAAGTTATTTTGAAACGAGCAGCGAGTGCT 
CCAAGCCAGGGTGTCATATTCCTCACCAAGAAGGGGCGGCAAGTCTGTGCCAAA 
CCCAGTGGGTCCGGGAGTTCAGGATTGGCATGGAAAAAGCTTNAAGCCCTAATT 

1 5 CAATATTANTAATTAAAGGAGGACANAAGAGGGCCAGCNCACCCACCTCCAACA 
CTTCNTGAGGCTTTGGAAGG 

SEQIDNO: 673 

zt20b07.sl Soares ovary tumor NbHOT Homo sapiens cDNA clone LMAGE:713653 3' 
20 similar to TR:G577291 G577291 MRNA ;contains element MER28 repetitive element 
mRNA sequence 

v i:gi|1928812|gb|AA284495 ; l|.AA28.4495[1928M2]-" \=V-;\.A ...i - -A . ; !;;^^;.:;-'A^- 

':.;ccgcctgctttggcggggtaca"CCtggccgacaa'GAGaccttcagcaggtgT:GGa . • 

25 aagggaagactctcatgatgtttgtcactgtatcaggaagccctactgagaagg 
agacagaggaaattacgagcctctgggagggcagccttttcaatgccaactatg 
acgtccagaggttcattgtgggatcagaccgtgctatcttcatgcttcgcgatgg 
gagctacgcctgggagatcaaggactttttggtcggtcaagacaggtgtgctgat 
gtaactctggagggccaggtgtaccccggccaa ggaggaggaa 

30 

SEQ ID NO: 674 
>L01639 

cgcatctggagaaccagcggttaccatggaggggatcagtatatacacttcaga 
taactacaccgaggaaatgggctcaggggactatgactcca 1 gaaggaaccctg 

35 tttccgtgaagaaaatgctaatttcaataaaatcttcctgcccaccatctactcc 
atcatcttcttaactggcattgtgggcaatggattggtcatcctggtcatgggtt 
accagaagaaactgagaagcatgacggacaagtacaggctgcacctgtcagtgg 
ccgacctcctctttgtcacacgcttcccttctgggcagttgatgccgtggcaaact 
ggtactttgggaacttcctatgcaaggcagtccatgtcatctacacagtcaacct 

40 ctacagcagtgtcctcatcctggccttcatcagtctggaccgctacctggccatc 
gtccacgccaccaacagtcagaggccaaggaagctgttggctgaaaaggtggtc 
tatgttggcgtctggatccctgccctcctgctgactattcccgacttcatctttgc 
caacgtcagtgaggcagatgacagatatatctgtgaccgcttctaccccaatgac 
ttgtgggtggttgtgttccagtttcagcacatcatggttggccttatcctgcctgg 

45 tattgtcatcctgtcctgctattgcattatcatctccaagctgtcacactccaagg 
gccaccagaagcgcaaggccctcaagaccacagtcatcctcatcctggctttctt 
cgcctgttggctgccttactacattgggatcagcatcgactccttcatcctcctgg 
aaatcatcaagcaagggtgtgagtttgagaacactgtgcacaagtggatttcca 
tcaccgaggccctagctttcttccactgttgtctgaaccccatcctctatgctttc 
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CTTGGAGCCAAATTTAAAACCTCTGCCCAGCACGCACTCACCTCTGTGAGCAGAG 
GGTCCAGCCTCAAGATCCTCTCCAAAGGAAAGCGAGGTGGACATTCATCTGTTTC 
CACTGAGTCTGAGTCTTCAAGTTTTCACTCCAGCTAACACAGATGTAAAAGACTT 
TTTTTTTATACGATAAATAACTTTTTTTTAAGTTACACATTT^ 
5 ACTGACCAATATTGTACAGTTTTTATTGCTTGTTGGATTTTTGTCTTGTGTTTCTTT 
AGTTTTTGTG 

SEQ ID NO: 675 

> Human tumor necrosis factor receptor 2 (TNFR2) gene, exon 10 and complete cds 

10 gi|1469539|gb|U52165.1|HSTNFR2S10[1469539] 

TCTTGGTCTCGGCTCCTGGCCCAGTGCTCTTTCCCATGTGTCTGAATCTGCATCTT 
GGGCAGGGGTCCCTGGGCCCCACTCCTGGACCCCCGGACTGACCCCCACCCCATC 
TTGTGCTTAGCAGATTCTTCCCCTGGTGGCCATGGGACCCAGGTCAATGTCACCT 
GCATCGTGAACGTCTGTAGCAGCTCTGACCACAGCTCACAGTGCTCCTCCCAAGC 

1 5 CAGCTCCACAATGGGAGACACAGATTCCAGCCCCTCGGAGTCCCCGAAGGACGA 
GCAGGTCCCCTTCTCCAAGGAGGAATGTGCCTTTCGGTCACAGCTGGAGACGCCA 
GAGACCCTGCTGGGGAGCACCGAAGAGAAGCCCCTGCCCCTTGGAGTGCCTGAT 
GCTGGGATGAAGCCCAGTTAACCAGGCCGGTGTGGGCTGTGTCGTAGCCAAGGT 
GGGCTGAGCCCTGGCAGGATGACCCTGCGAAGGGGCCCTGGTCCTTCCAGGCCC 

20 CCACCACTAGGACTCTGAGGCTCTTTCTGGGCCAAGTTCCTCTAGTGCCCTCCAC 
. AGCCGCAGCCTCCCTCTGACCTGCAGGCCAAGAGCAGAGGCAGCGAGTTGGGGA 
: fAAGCGTGTGCTGGCATGGTGTGTCCCTGTCGGAAGGCTGGCTGGGCATGGACGTT 

«J :'IGGGGGeATGGTGGGGGAAGTGCGTGAClGTCTGTGAGCTGGCGGGGGGAGCTGCA 
•: /• " L . -^ 

25 TTTGTTTCTCCCCCTGGGCTCTGCGCAGCTCTGGCTTCCAGAAAACCCCAGCATCC 
TTTTCTGCAGAGGGGCTTTCTGGAGAGGAGGGATGCTGCCTGAGTCACCCATGAA 
GACAGGACAGTGCTTCAGCCTGAGGCTGAGACTGCGGGATGGTCCTGGGGCTCT 
GTGTAGGGAGGAGGTGGCAGCCCTGTAGGGAACGGGGTCCTTCAAGTTAGCTCA 
GGAGGCTTGGAAAGCATCACCTCAGGCCAGGTGCAGTGGCTCACGCCTATGATC 

30 CCAGCACTTTGGGAGGCTGAGGCGGGTGGATCACCTGAGGTTAGGAGTTCGAGA 
CCAGCCTGGCCAACATGGTAAAACCCCATCTCTACTAAAAATACAGAAATTAGC 
CGGGCGTGGTGGCGGGCACCTATAGTCCCAGCTACTCAGAAGCCTGAGGCTGGG 
AAATCGTTTGAACCCGGGAAGCGGAGGTTGCAGGGAGCCGAGATCACGCCACTG 
CACTCCAGCCTGGGCGACAGAGCGAGAG'i'C TOT C 1 CaAAAGAAAAAAAAAAAA 

35 GCACCGCCTCCAAATGCTAACTTGTCCTTTTGTACCATGGTGTGAAAGTCAGATG 
CCCAGAGGGCCCAGGCAGGCCACCATATTCAGTGCTGTGGCCTGGGCAAGATAA 
CGCACTTCTAACTAGAAATCTGCCAATTTTTTAAAAAAGTAAGTACCACTCAGGC 
CAACAAGCCAACGACAAAGCCAAACTCTGCCAGCCACATCCAACCCCCCACCTG 
CCATTTGCACCCTCCGCCTTCACTCCGGTGTGCCTGCAGCCCCGCGCCTCCTTCCT 

40 TGCTGTCCTAGGCCACACCATCTCCTTTCAGGGAATTTCAGGAACTAGAGATGAC 
TGAGTCCTCGTAGCCATCTCTCTACTCCTACCTCAGCCTAGACCCTCCTCCTCCCC 
CAGAGGGGTGGGTTCCTCTTCCCCACTCCCCACCTTCAATTCCTGGGCCCCAAAC 
GGGCTGCCCTGCCACTTTGGTACATGGCCAGTGTGATCCCAAGTGCCAGTCTTGT 
GTCTGCGTCTGTGTTGCGTGTCGTGGGTGTGTGTAGCCAAGGTCGGTAAGTTGAA 

45 TGGCCTGCCTTGAAGCCACTGAAGCTGGGATTCCTCCCCATTAGAGTCAGCCTTC 
CCCCTCCCAGGGCCAGGGCCCTGCAGAGGGGAAACCAGTGTAGCCTTGCCCGGA 
TTCTGGGAGGAAGCAGGTTGAGGGGCTCCTGGAAAGGCTCAGTCTCAGGAGCAT 
GGGGATAAAGGAGAAGGCATGAAATTGTCTAGCAGAGCAGGGGCAGGGTGATA 
AATTGTTGATAAATTCCACTGGACTTGAGCTTGGCAGCTGAACTATTGGAGGGTG 
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GGAGAGCCCAGCCATTACCATGGAGACAAGAAGGGTTTTCCACCCTGGAATCAA 
GATGTCAGACTGGCTGGCTGCAGTGACGTGCACCTGTACTCAGGAGGCTGAGGG 
GAGGATCACTGGAGCCCAGGAGTTTGAGGCTGCAGCGAGCTATGATCGCGCCAC 
TACACTCCAGCCTGAGCAACAGAGTGAGACCCTGTCTCTTAAAGAAAAAAAAAG 
5 TCAGACTGCTGGGACTGGCCAGGTTTCTGCCCACATTGGACCCACATGAGGACAT 
GATGGAGCGCACCTGCCCCCTGGTGGACAGTCCTGGGAGAACCTCAGGCTTCCTT 
GGCATCACAGGGCAGAGCCGGGAAGCGATGAATTTGGAGACTCTGTGGGGCCTT 
GGTTCCCTTGTGTGTGTGTGTTGATCCCAAGACAATGAAAGTTTGCACTGTATGC 
TGGACGGCATTCCTGCTTATCAATAAACCTGTTl'GTTTTAAAAAAAA 

10 

SEQ ID NO: SEQ ID NO: 676 
>R88734 

ANNTNANATTCCATTGAAGGTATTATTTATTTGCAGCTCATCTTAAGTGACAAAA 
TTCCATACAGAAGACTATAACAGAAATCATATTTAATATATTAAAATTAATACTT 
1 5 CAAATATCTTTCACATTANGATGATTATCTATTGTGTAAATCTTTCCTAGGTATGT 
GTGTCTGTTTCTTGATGTGTAAACCAAAACTCTGAAATATTCTCTTGATCTAACTT 
TGACTTTTAAAAACTGACArrGTATTGAATTTACATAATTCTCAATCAGAAAAAA 
AATTACTGTCAGACTGCAATGCA AGTCTGCCCCAATGAAGGCCG 

20 SEQ ID NO: 677 
>AA4 18689 

. TGAAAGTTGAATATTTTATTA1TTACACATATAAAGTGAGAATGAAAATTGG.GCA ■= • 
-: i . ••: : . :rGGGGCAAGGGeAGGAAGATGACi:CCAGCl.CAGTCGGTGAI : GATGAGG'rCGTCC 
' ACCGGGGAGTCTTCATjAGGTGGGATGTGGCAGGTAACGGCGAATGATGATGGGGA • 
25 TCTTTCGGGCGTTGAGTTCCTTCATGGCAATGAGCAGAGGATCTGTCTCCGGCTGC 
AGCTCCACCATCACAGGGGCACACATCGCAATCTGGAGCGCTCGGGTGCCCAGC 
ACGCGGGCTCGCTCGTACTTGGTCATGTATGGTGTGGTGATTCGCTTCTGGTTGG 
CCTGCGGTCGCTCCCCAGAGGAGGNAGTCTCGACATTCTCCTGGCCTTCCTCTTC 
GGCATTCTCCAAGTCATCTAGCCCTTCATCCTCCTC 
30 CACATCATCAGAGTCGTCGCCATCAAA 

SEQ ID NO: 678 

>AA455281 - • 

TTTTTGGAGGAGTGGCATGGAGTTCTTTAATTTGGAAGGCAAaAGGTiACAT'I^ 

35 ATGAAAGGCAGAGGCTGGATTAATAAATGTTTGTTAGAAAGTTGTTCTGACACAC 
AGTGAACTCTGGGCTTTTCTCCTGCATAAAAAGCAGAGCTAGCAGTAAGTGCAA 
ATCTGAAGAAAATCCATGTGTCCAATAAGCTGCCATCTCCAGAACTCTTATCCAG 
GAAATTCAAAGAGTGAACATTCTTTTAGTCTCCTACTCCTCAATTAAGTAAATGA 
GAATGAGTCAGCCAACAAAGTTCATGACAACAAGGTGCAGGATGGTGCTGGCAA 

40 AGAGAAAATCAGCAAAGGCTCGCTCTGGGGAGATGCCTTGGAAATCCGCTTTGT 
TCTGTGGGTTGATCTGTATTCTCAGGCAAACCGCTAGGATGAAACTCCCCACACA 
AGAGATGAAGCCCGAGAGAAAAGAGTTGAAGGGGAAGGTCCC 

SEQ ID NO: 679 
45 >H94469 

GCAAAACAACATTTATTCTTTTAAAAAATCTATATACATTGCCATACAAAGATAC 
CACATTGAAGCAGTTCTCAGGAACCTTCCAGTGAGCCTTCTCTTATAATTGCCCG 
AGCAAGATTTCGTGCCAGAGAAAGTCTCAGCATTTCCACCTTGGTGTNCTCTATG 
TCATCATCCTGGAGCTGCTCGGTATCAGATTCTCCATGCACAGGTCTTCTTGACGT 
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CAAGTCCTCCAGACACCGCATCAACTCATAAGTCTGTTCTGCTGAGAAAATCACC 
TGTTTCTGTTCCAAAAGGGGCAAGGCATCTGTCAGCAGAGTTCATCCCAGAAAGA 
CCGAAGGGGCAATCCGAGACGTCATCAAG GACAGAAGGA 

5 SEQ ID NO: 680 

aa79c05.sl NCI_CGAP_GCB1 Homo sapiens cDNA clone MAGE:827144 3' similar to 
SW:RLX1_HUMAN P49406 PUTATIVE 60S RJBOSOMAL PROTEIN;, mRNA sequence 
gi|2261 786|gb|AA521 243 .1 |AA52 1243[226 1 786] 

TTTITITTTGGTGTACAAGTTTTATTTTAGAAAAAAAGTATTAAT 
1 0 ATGCTTAGTTCACTTAATTACTATGTTCTTATAAATGAAATTAAATTGGTCTCAAA 
ATATATCCTCTTAGAGCCAATGTATCTTCTGCAACTAACCAAATTCATTCTCAGA 
ATCAAGACCTTTTCGACGCTTCAATTTCCTTCCATATTGCAGCTTCAATTTTTGAA 
GTATCATATTCCCTCATCATATCAAATTCAAGCCATGGACTGATTCCACTTCTGAG 
CTTCTTTCATTTGCTGTTCAGrrAAACAAAGATCAAATCTGATTCCTTTAATATTA 
1 5 AAATTTGGACGTTCCCAGCGTTTAGACCAGGGCTTAGGCTTCATTTTTACTTTCAG 
CTCATTAACAGGAACTTTTTGGTTAGGCTCTTGTACTACTGGCTTCATATTCACAT 
CAAAAGTGCTATATTCAGGAAGGGCATCTCGTAAGTATAGCAAGCTATCATCCA 
GCCGTTTCTCTAATTTGACCACCTGAATCTCCTGGACCCGAGGATTATAAAGTTC 
AAAGCAAATCTCGACACCTTGTCCTTCGATAACATTCCTAAGGAT GAAAGTAGC 

20 

SEQ ID NO: 681 

Humah.Thy-r glycoprotein gene, complete cds ; . •• • - - -H'-lt ■■' • • 

. : . • gi|339682|gb|Ml 1749.L|HUMTIIY1A[339682J u-< '. ■:■/)■ % Jt v.fr. : - 7 M 

*ri GGATGCAGGACTGAGATGGCAGAAGCATGAACCTGGCCATCAGGATCGCTCTCGT >i 

25 GCTAAGAGGTACCCGGCATGGGGCAGGACTGGGGCTCCAGGCGCCCTGGCTTGC • 
TTCCCTCCAGAGAAGCAGCTTCTCCCTCACAGTCTCAGAAAAGCGCAGGTGACAA 
AGAGAGGGCTCTTTTTCATCCTGAAGTCAGCCGATCCACCGCGCTGATATTCTGA 
CGGCCTGAGGTGGTTTTTGGAAACACAGTTTGCTGAGCCCTCCTTCACACTATTG 
AACTAGAATCCCCAACTGAGAACCCAGGAACCAGCATCAACTCCCTAAGATCTC 

30 CTGTCCTTGAAACACATTGATAGGATCCAAGGCTCAAGCAGAGTGGGGAGGGAG 
GCTGGGGTCTGCAAAGGAGAAGTGGGATCCCTGGGGTG42 1 GGGAAA.GGCACTC 
AGAGAGCAGACCCCGGTCCCCTCCCTAGCCAGGCCCATCTCTCCACTTCAGGTGG 
GTGGGAGGCCCCTGTGCCGCAGGCCCCTCCAGTTTGA4GGAGGCACTGCTGGTG 
CCAGTCTTGCAGGTCTCCCGAGGGCAGAAGGTGAGGAGCCTAACGGCCTGCCTA 

35 GTGGACCAGAGCCTTCGTCTGGACTGCCGCCATGAGAATACCAGCAGTTCACCCA 
TCCAGTACGAGTTCAGCCTGACCCGTGAGACAAAGAAGCACGTGCTCTTTGGCAC 
TGTGGGGGTGCCTGAGCACACATACCGCTCCCGAACCAACTTCACCAGCAAATA 
CCACATGAAGGTCCTCTACTTATCCGCCTTCACTAGCAAGGACGAGGGCACCTAC 
ACGTGTGCACTCCACCACTCTGGCCATTCCCCACCCATCTCCTCCCAGAACGTCA 

40 CAGTGCTCAGAGGTGAGACAAGCCCCTAACAAGGTCAAGTGAGCTGGGAGAGCC 
AGGCTCGGGGACAGCAGGCAGTTCCCTTGGCTGGACTAGAGAGGAGAATAGCCC 
CATAACGCTCTCACCCTCTCCCAACTGCTGCCTGGTCAACTGGGGAACCATTGCC 
TTCGGTGTGAATGGGGTGAAGAGCTCAGGGCCAGACAGGCAGAGCAGTGTGGTT 
CCACCAGAACTGTGGGCAAGGCCTTTGGCCCCTAATCTTCCTTCTCCCAGCGGGA 

45 AACAGGGATGACACCACCTCCCTCAGCCAGTTTTCTTGTCATGATGTTTAGTAAG 
GTTTTCATAAGATGATATGTGTGCAAGAGATCAGTAATCTGCAAATGGGAAAGA 
TGGCTGGTTCTGTGAGACCAGGCTGTTCCTGGTCCCAGCTAAGACATTGCAGTAC 
CCACCTCCCAAAGGGAGTACACCCTTGCTTTGGGCCTGTGCCTGCCTGAGTCCTG 
ATCCGTCTrCCTTCCTACCCTGCCCCCGGCCCCCTTCTCTTTCTGCAGACAAACTG 
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GTCAAGTGTGAGGGCATCAGCCTGCTGGCTCAGAACACCTCGTGGCTGCTGCTGC 
TCCTGCTGTCCCTCTCCCTCCTCCAGGCCACGGATTTCATGTCCCTGTGACTGGTG 
GGGCCCATGGAGGAGACAGGAAGCCTCAAGTTCCAGTGCAGAGATCCTACTTCT 
CTGAGTCAGCTGACCCCCTCCCCCCAATCCCTCAAACCTTGAGGAGAAGTGGGGA 
5 CCCCACCCCTCATCAGGAGTTCCAGTGCTGCATGCGATTATCTACCCACGTCCAC 
GCGGCCACCTCACCCTCTCCGCACACCTCTGGCTGTCTTTTTGTACTTTTTGTTCC 
AGAGCTGCTTCTGTCTGGTTTATTTAGGTTTTATCCTTCCTTTTCTTTGAGAGTTCG 
TGAAGAGGGAAGCCAGGATTGGGGACCTGATGGAGAGTGAGAGCATGTGAGGG 
GTAGTGGGATGGTGGGGTACCAGCCACTGGAGGGGTCATCCTTGCCCATCGGGA 

1 0 CCAGAAACCTGGGAGAGACTTGGATGAGGAGTGGTTGGGCTGTGCTGGGCCTAG 
CACGGACATGGTCTGTCCTGACAGCACTCCTCGGCAGGCATGGCTGGTGCCTGAA 
GACCCCAGATGTGAGGGCACCACCAAGAATTTGTGGCCTACCTTGTGAGGGAGA 
GAACTGAGGATCTCCAGCATTCTCAGCCACAACCAAAAAAAAATAAAAAGGGCA 
GCCCTCCTTACCACTGTGGAAGTCCCTCAGAGGCCTTGGGGCATGACCCAGTGAA 

1 5 GATGCAGGTTTGACCAGGAAAGCAGCGCTAGTGGAGGGTTGGAGAAGGAGGTA 
AAGGATGAGGGTTCATCATCCCTCCCTGCCTAAGGAAGCTAAAAGCATGGCCCT 
GCTGCCCCTCCCTGCCTCCACCCACAGTGGAGAGGGCTACAAAGGAGGACAAGA 
CCCTCTCAGGCTGTCCCAAGCTCCCAAGAGCTTCCAGAGCTCTGACCCACAGCCT 
CCAAGTCAGGTGGGGTGGAGTCCCAGAGCTGCACAGGGTTTGGCCCAAGTTTCT 

20 AAGGGAGGCACTTCCTCCCCTCGCCCATCAGTGCCAGCCCCTGCTGGCTGGTGCC 
TGAGCCCCTCAGACAGCCCCCTGCCCCGCAGGCCTGCCTTCTCAGGGACTTCTGC 
, GGGGCCTGAGGCAAGCCATGGAGTGAGACCCAGGAGCCGGACACTTGTCAGGAA 
:■ ATGGCTTTTGCCAACGGCCAGGGCeCAGCCGGTGGTTGTTCCTGTTCTGTGAeTGT;, 

. ! C.GTATAGTGCGACCAGAGCTTATGGGATCTGATTGAGGACAAAGAAAAGTGCAGA 
; ' 25 ATAAAACCAAGCCTCTGGAATCTGTCCTCGTGTCCAGGTGGCCTTCGCTCCTCCA 
GCAGTGCCTGCCTGCCCCCGCTT 

SEQ ID NO: 682 

yw08hl l.sl Soares melanocyte 2NbHM Homo sapiens cDNA clone IMAGE:251685 3', 

30 mRNA sequence gi|1110224|gb|H96738.1|H96738[1110224] 

TAAAAANAAATCTTTTTTTATTTCAAAGATTGCTTCTTATATTGAAGCTCATATTA 
AAGCAACAGTACAATGTTCATAAAATATAAGTGTGATGCCGTAACATTTTCTTAC 
ATGTCAGAATACTGA IA1TTATATGTATACTAAA AT,\AOA a rTTTAAAAfTGTAC 
AAATAGATACATTAAAAATGACATAGAAATAG<aGCGTCTCTCACTGAAACAAGA 

35 CAGTTATATCTGGCACGTATTAGTTTAAGATGAAAGTAGAAGCAAAAAGATTTAC 
AAGAATCAGCAGTAACAAGATTGATGCTCAAGAGACATAATTGTACATTGTATT 
GTACATACATTGTATGGGTTTAAGCTGGCTGGAATATTATATATTTCCAAGTTTTA 
AAAATGGCNCTACCANATAGAGTGGTCCNGAGTTTAAGGCGAAATTACAGCTCA 
GAACTGTTGTCCCTTCNAATTTTGGTGG 

40 

SEQ ID NO: 683 

Human integral membrane serine protease Seprase mRNA, complete cds 
gi|1924981|gb|U76833.1|HSU76833[1924981] 

CCACGCTCTGAAGACAGAATTAGCTAACTTTCAAAAACATCTGGAAAAATGAAG 
45 ACTTGGGTAAAAATCGTATTTGGAGTTGCCACCTCTGCTGTGCTTGCCTTATTGGT 
GATGTGCATTGTCTTACGCCCTTCAAGAGTTCATAACTCTGAAGAAAATACAATG 
AGAGCACTCACACTGAAGGATATTTTAAATGGAACATTTTCTTATAAAACATTTT 
TTCCAAACTGGATTTCAGGACAAGAATATCTTCATCAATCTGCAGATAACAATAT 
AGTACTTTATAATATTGAAACAGGGCAATCATATACCATTTTGAGTAATAGAACC 
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ATGAAAAGTGTGAATGCTTCAAATTACGGCTTATCACCTGATCGGCAATTTGTAT 
ATCTAGAAAGTGATTATTCAAAGCTTTGGAGATACTCTTACACAGCAACATATTA 
CATCTATGACCTTAGCAATGGAGAATTTGTAAGAGGAAATGAGCTTCCTCGTCCA 
ATTCAGTATTTATGCTGGTCGCCTGTTGGGAGTAAATTAGCATATGTCTATCAAA 
5 ACAATATCTATTTGAAACAAAGACCAGGAGATCCACCTTTTCAAATAACATTTAA 
TGGAAGAGAAAATAAAATATTTAATGGAATCCCAGACTGGGTTTATGAAGAGGA 
AATGCTTGCTACAAAATATGCTCTCTGGTGGTCTCCTAATGGAAAATTTTTGGCA 
TATGCGGAATTTAATGATACGGATATACCAGTTATTGCCTATTCCTATTATGGCG 
ATGAACAATATCCTAGAACAATAAATATTCCATACCCAAAGGCTGGAGCTAAGA 

1 0 ATCCCGTTGTTCGGATATTTATTATCGATACCACTTACCCTGCGTATGTAGGTCCC 
CAGGAAGTGCCTGTTCCAGCAATGATAGCCTCAAGTGATTATTATTTCAGTTGGC 
TCACGTGGGTTACTGATGAACGAGTATGTTTGCAGTGGCTAAAAAGAGTCCAGA 
ATGTTTCGGTCCTGTCTATATGTGACTTCAGGGAAGACTGGCAGACATGGGATTG 
TCCAAAGACCCAGGAGCATATAGAAGAAAGCAGAACTGGATGGGCTGGTGGATT 

1 5 CTTTGTTTCA^CACCAGTTTTCAGCTATGATGCCATTTCGTACTACAAAATATTTA 
GTGACAAGGATGGCTACAAACATATTCACTATATCAAAGACACTGTGGAAAATG 
CTATTCAAATTACAAGTGGCAAGTGGGAGGCCATAAATATATTCAGAGTAACAC 
AGGATTCACTGTTTTATTCTAGCAATGAATTTGAAGAATACCCTGGAAGAAGAAA 
CATCTACAGAATTAGCATTGGAAGCTATCCTCCAAGCAAGAAGTGTGTTACTTGC 

20 CATCTAAGGAAAGAAAGGTGCCAATATTACACAGCAAGTTTCAGCGACTACGCC 
AAGTACTATGCACTTGTCTGCTACGGCCCAGGCATCCCCATTTCCACCCTTCATG 
' ATGGACGCACTGATGAAGAAATTAAAA'I'CGTGGAAGAAAAGAAGGAA'ITGGAAA 
•:• 'ATGeTlTGAAAAATATGCAGGTGCGTAAAGAGGAAATTAAGAAACTTGAAGTAG: 
- c •.".? A^GAAATTACrTTATGGTAGAAGATGATTCTTeCTGCTGAAarFTGAGAGATCAAA ;. 

25. . GAAGTATCCCTTGCTAATTCAAGTGTATGGTGGTCeCTGCAGTCAGAGTGTAAGG 
TCTGTATTTGCTGTTAATTGGATATCTTATCTTGCAAGTAAGGAAGGGATGGTCA 
TTGCCTTGGTGGATGGTCGAGGAACAGCTTTCCAAGGTGACAAACTCCTCTATGC 
AGTGTATCGAAAGCTGGGTGTTTATGAAGTTGAAGACCAGATTACAGCTGTCAG 
AAAATTCATAGAAATGGGTTTCATTGATGAAAAAAGAATAGCCATATGGGGCTG 

30 GTCCTATGGAGGATACGTTTCATCACTGGCCCTTGCATCTGGAACTGGTCTTTTCA 
AATGTGGTATAGCAGTGGCTCCAGTCTCCAGCTGGGAATATTACGCGTCTGTCTA 
CACAGAGAGATTCATGGGTCTCCCAACAAAGGATGATAATCTTGAGCACTATAA 
G/VATTCAACTGTGATGGGAAGAGGAGAATATTTGAGAAATGTAGACTATCTTCTC 
ATCCACGGAACAGCAGAfGATAAl'GTGCACTTTCAGAACTCAGCACAGATTGCT 

35 AAAGCTCTGGTTAATGCACAAGTGGATTTCCAGGCAATGTGGTACTCTGACCAGA 
ACCACGGCTTATCCGGCCTGTCCACGAACCACTTATACACCCACATGACCCACTT 
CCTAAAGCAGTGTTTCTCTTTGTCAGACTAAAAACGATGCAGATGCAAGCCTGTA 
TCAGAATCTGA 

40 SEQIDNO:684 

zw83d07.sl Soares_testis_NHT Homo sapiens cDNA clone MAGE:782797 3', mRNA 
sequence gi|21 6 1 864|gb|AA448 1 94. 1 1 AA448 1 94[2 161 864] 
TTTTTTTTAAAAAAAAATTAAATATTm 

TAGAAAAAAACAGTACAATGAACAGCCATGTCCACCAGTTAGATTCTGTAACAT 
45 TTTGCCACATACGCCTCACATACATTTTGTTAAACCATTTGAAACATTTTAAGACA 
CTCTAACACTTCATTCCTAAATGCTTAAGTATGCAAATTAAGACAGTCTTTTATAA 
ACTACAACACCCTTCTCACAGCTCATAAAATTACCAATAATTATCCAATATCATT 
CAAAATCTAATCCACATTCAAATTTTCTCAACTGCCTCACCACCGTGCTGGCCTCC 
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CACCCCCACCTCAGTCTTTTACAGATGGTTTTTCAAAATAGAGTCCAGTAAAATA 
TTTCACATTGCATTTGGTTATTACATAACTTTTAATCAAGAAGAGTTAC 

SEQ ED NO: 685 

5 Human gene for preproenkephalin gi|3 1 1 50|emb|V00509. 1 |HSENK1 [3 1 1 50] 

ccgacccctcccgcgaaggcgtcggcgcggggctggcgtagggcctgcgtcagc 
tgcagcccgccggcgattggggcgcgcgcgcctccttcggtttggggctaattat 
aaagtggctccagcagccgttaagccccgggacggcgaggcaggcgctcagagc 
cccgcagcctggcccgtgaccccgcagagacgctgaggaccgcgacggtgaggc 
1 0 cctacgtccgccagcacacccgggcccgcttctccccgacgcccgccctcctc ac 
acttgccttcttctcttccctctagagtcgtgtctgaacccggcttttccaattgg 
cctgctccatccgaacagcgtcaacgtgagtgaatttgcccgaagcttgtctttg 
ctgagcgggtttggggacgtctgcccgccctctttcccttcacatttcattgcatg 
ggttccccaacagcgttccctggttcttctttgtgaccccagtcaatgtcctgcct 
1 5 cccccggctcccgctctctcgcccctggtctgcggcgttctctccggaatcttgcc 
ctgggccgcggacgcccaggaaaagagccgggtgccccaggcagcctcgcgttg 
ggggcgaccgcgccatcccgggaaccgcgaggcgatctgagtcgcctccacgtc 
tacctaaaagctgtcggccgggagggcggggccccagaaaggagcattcctgcg 
ggcttttgctcgacgatcccctgctgaggctgtcgcggcgagggtcctgccgagg 
20 gaccccgttctgcgcccaggcaggctcgaagcacgcgtccctctctcctcgcagt 
ccatggcgcggttcctgacactttgcacttggctgctgttgctcggccccgggct 
••"...v. . tggtggggaccgtgggggccgaatggaggcaggattgggcgacgtgcagctacgg 
.■ cgtagtgcggccggcggagatcaagttcctggtgagtgttgcgcgcggggagtgt 
. : : tgcgcacgttgtgagacagagtttggg v. .. .•: 5? "' ' m • ; :, ; 

25 :: : " ■ 

SEQIDNO:686 

yi26gl2.sl Soares placenta Nb2HP Homo sapiens cDNA clone IMAGE: 140422 3', mRNA 
sequence gi|838397|gb|R65759.1|R65759[838397] 

AAAATTTTTTNTACCGTATTTATTGGTTCAAAAACTAGAATTTATAGTTTCAGGCA 
30 GATTTCAACCAAAGAGTCACCAAATTAAATACACAGGGTAGCTTGTGAGGCATA 
GACACAGCCCATGTGTTTTCCTCTACATTGTATATTCATTTCTCTTTGGCGATTTG 
ACATTATAGCCATTCTCTGGAAGTCCTAAAGCAAACTAGTATTTTATGTGCCATA 
TTAAGTTAAAATTTCTTATGTGAGGATACCAGTMTAGTGGGTTTTGATTTAGGG 
CCATCCTTCTTGCCGGGGGGTATGGACAATGuGGGGCrTGlTlG 
35 GNCCCTACCCCTGGGGCCAGGTGNTATGGGGGNATTGTTAAAACCATGGCCATT 
ATTATGGTGGGGGGCCAACCCCCCACCCNTGGAAGGGGA 

SEQ ID NO: 687 
>R91550 

40 GGAGGATGTGGGCCACGCAGGGCTGGCGGTGGCGCTGGCTCTGAGCGTGCTGCC 
GGGCACCGGGCGCTGCGGCCGGGCGACTGCGAAGTTTGTATTTCTTATCTGGGAA 
GATTTTACCAGGACCTCAAAGACAGAGATGTCACATTCTCACCAGCCACTATTGA 
AAACGAACrTATAAAGTTCTGCCGGGAAGCAAGAGGCAAAGAGAATCGGTTGTG 
CTACTATATCGGGGCCACAGATGATGCAGCCACCAAAATCATCAATGAGGTATC 

45 AAAGCCTCTGGCCCCACCACATCCCTGTGGGAGAAGATCTGTGAGAAGCTTAAG 
GAAGAAGGACAGCCAGATATGTGAGCTTAAGTAT GGACAAGCAGATCC 

SEQ ID NO: 688 
>M94054 
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GGGCGTGATTTGAGCCCCGTTTTTATTTTCTGTGAGCCACGTCCTCCTCGAGGGG 
GTCAATCTGGCCAAAAGGAGTGATGCGCTTCGCCTGGACCGTGCTCCTGCTCGGG 
CCTTTGCAGCTCTGCGCGCTAGTGCACTGCGCCCCTCCCGCCGCCGGCCAACAGC 
AGCCCCCGCGCGAGCCGCCGGCGGCTCCGGGCGCCTGGCGCCAGCAGATCCAAT 
5 GGGAGAACAACGGGCAGGTGTTCAGCTTGCTGAGCCTGGGCTCACAGTACCAGC 
CTCAGCGCCGCCGGGACCCGGGCGCCGCCGTCCCTGGTGCAGCCAACGCCTCCG 
CCCAGCAGCCCCGCACTCCGATCCTGCTGATCCGCGACAACCGCACCGCCGCGGC 
GCGAACGCGGACGGCCGGCTCATCTGGAGTCACCGCTGGCCGCCCCAGGCCCAC 
CGCCCGTCACTGGTTCCAAGCTGGCTACTCGACATCTAGAGCCCGCGAACGTGGC 

1 0 GCCTCGCGCGCGGAGAACCAGACAGCGCCGGGAGAAGTTCCTGCGCTCAGTAAC 
CTGCGGCCGCCCAGCCGCGTGGACGGCATGGTGGGCGACGACCCTTACAACCCC 
TACAAGTACTCTGACGACAACCCTTATTACAACTACTACGATACTTATGAAAGGC 
CCAGACCTGGGGGCAGGTACCGGCCCGGATACGGCACTGGCTACTTCCAGTACG 
GTCTCCCAGACCTGGTGGCCGACCCCTACTACATCCAGGCGTCCACGTACGTGCA 

1 5 GAAGATGTCCATGTAC AACCTGAGATGCGCGGCGGAGGAAAACTGTCTGGCCAG 
TACAGCATACAGGGCAGATGTCAGAGATTATGATCACAGGGTGCTGCTCAGATTT 
CCCCAAAGAGTGAAAAACCAAGGGACATCAGATTTCTTACCCAGCCGACCAAGA 
TATTCCTGGGAATGGCACAGTTGTCATCAACATTACCACAGTATGGATGAGTTTA 
GCCACTATGACCTGC1TGATGCCAACACCCAGAGGAGAGTGGCTGAAGGCCACA 

20 AAGCAAGTTTCTGTCTTGAAGACACATCCTGTGACTATGGCTACCACAGGCGATT 
TGCATGTACTGCACACACACAGGGATTGAGTCCTGGCTGTTATGATACCTATGGT 

• ; IGGAGAGATAGAGTGGCAGTGGATTGATATTACAGATGTAAAA.CCTGGAAAC1AT . 

. & i AT.CCTAAAGGTC AGTGT AAACCCC AGCTAGC-rGGTTCCTGAATCTGAGTATAGG A 
•ACAATGTTGTGCGCTGTGAGATTGGCTACAGAGGACATCATGCGTATGGCTGAGG 

25 CTGCACAATTTCACCGTATTAGAAGGCAAAGCAAAACTCCCAATGGATAAATCA 
GTGCCTGGTGTTCTGAAGTGGGAAAAAATAGACTAACTTCAGTAGGATTTATGTA 
TTTTGAAAAAGAGAACAGAAAACAACAAAAGAATTTTTGTTTGGACTGTTTTCAA 
TAACAAAGCACATAACTGGATTTTGAACGCTTAAGTCAATCATTACTTGGAAATT 
TNTAATGTTrATTATTTACATCAACTTTGTGAATTAACACAGTGTTTCAATTCTGT 

30 AATTTCATATTTGACTCTTT 

SEQ ID NO: 689 

Human mRNA for beta-actin. gi|2825 l!emb!K00351 .1 |HSAC07[2825 1] 
TTGCCGATCCGCCGCCCGTeCACAGGCGCCGCCAGCTCACCATGGATGATGATAT 

35 CGCCGCGCTCGTCGTCGACAACGGCTCCGGCATGTGCAAGGCCGGCTTCGCGGG 
CGACGATGCCCCCCGGGCCGTCTTCCCCTCCATCGTGGGGCGCCCCAGGCACCAG 
GGCGTGATGGTGGGCATGGGTCAGAAGGATTCCTATGTGGGCGACGAGGCCCAG 
AGCAAGAGAGGCATCCTCACCCTGAAGTACCCCATCGAGCACGGCATCGTCACC 
AACTGGGACGACATGGAGAAAATCTGGCACCACACCTTCTACAATGAGCTGCGT 

40 GTGGCTCCCGAGGAGCACCCCGTGCTGCTGACCGAGGCCCCCCTGAACCCCAAG 
GCCAACCGCGAGAAGATGACCCAGATCATGTTTGAGACCTTCAACACCCCAGCC 
ATGTACGTTGCTATCCAGGCTGTGCTATCCCTGTACGCCTCTGGCCGTACCACTG 
GCATCGTGATGGACTCCGGTGACGGGGTCACCCACACTGTGCCCATCTACGAGG 
GGTATGCCCTCCCCCATGCCATCCTGCGTCTGGACCTGGCTGGCCGGGACCTGAC 

45 TGACTACCTCATGAAGATCCTCACCGAGCGCGGCTACAGCTTCACCACCACGGCC 
GAGCGGGAAATCGTGCGTGACATTAAGGAGAAGCTGTGCTACGTCGCCCTGGAC 
TTCGAGCAAGAGATGGCCACGGCTGCTTCCAGCTCCTCCCTGGAGAAGAGCTAC 
GAGCTGCCTGACGGCCAGGTCATCACCATTGGCAATGAGCGGTTCCGCTGCCCTG 
AGGCACTCTTCCAGCCTTCCTTCCTGGGCATGGAGTCCTGTGGCATCCACGAAAC 
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TACCTTCAACTCCATCATGAAGTGTGACGTGGACATCCGCAAAGACCTGTACGCC 
AACACAGTGCTGTCTGGCGGCACCACCATGTACCCTGGCATTGCCGACAGGATGC 
AGAAGGAGATCACTGCCCTGGCACCCAGCACAATGAAGATCAAGATCATTGCTC 
CTCCTGAGCGCAAGTACTCCGTGTGGATCGGCGGCTCCATCCTGGCCTCGCTGTC 
5 CACCTTCCAGCAGATGTGGATCAGCAAGCAGGAGTATGACGAGTCCGGCCCCTC 
CATCGTCCACCGCAAATGCTTCTAGGCGGACTATGACTTAGTTGCGTTACACCCT 
TTCTTGACAAAACCTAACTTGCGCAGAAAACAAGATGAGATTGGCATGGCTTTAT 
TTGTTTTTTTTGTTTTGTTTTGGTTTTTTTTTTTTTm 

AAACTGGAACGGTGAAGGTGACAGCAGTCGGTTGGAGCGAGCATCCCCCAAAGT 
1 0 TCACAATGTGGCCGAGGACTTTGATTGCACATTGTTGTTTTTTTAATAGTCATTCC 
AAATATGAGATGCATTGTTACAGGAAGTCCCTTGCCATCCTAAAAGCCACCCCAC 
TTCTCTCTAAGGAGAATGGCCCAGTCCTCTCCCAAGTCCACACAGGGGAGGTGAT 
AGCATTGCTTTCGTGTAAATTATGTAATGCAAAATTTTTTTAATCTTCGCCTTAAT 
ACTTTTTTATTTTGTTTTATTTTGAATGATGAGCCTTCGTGCCCCCCCTTCCCCCTT 
1 5 TTTGTCCCCCAACTTGAGATGTATGAAGGCTTTTGGTCTCCCTGGGAGTGGGTGG 
AGGCAGCCAGGGCTTACCTGTACACTGACTTGAGACCAGTTGAATAAAAGTGCA 
CACCTTA 

SEQ ID NO: 690 
20 >AA435938 

TTTCATGCTCATTGCTGTTTATTGAAACAAAAGAATCAGAAGAAGATCAGAATGA 
. t vAGACAATAATAAAAAGCAGAAGGAGAAGTACAAGAAGAATAA.\GA/lAGAAAGG 
i -•• GAAAGAATTGTAGGAAGGAAAAAGCTGTAGAAGTAGAGGGTGGAG AGTGGGAA 
'GAGGTGGAGTATGATGGGGAGTGGGATCTTTTGCATCTGGGCTTTGAGACAATGG 
25 GATATGTCATGGAAGGGTTGTTTAAACACCAGAAGAAATTCAGGATAAAGCTCA 
AAAAGAGCAGGCAATCGATAGGGGTTGAAAATCCACTCAGTAGGCCACGGAAG 
GACTTCAAGAAGGTTGATCGTTCTGTCGCTGGATGTTGTAGGTGTCCTACGTGAA 
GGCAATCGACATCTGGATGGCTGTGTGTCTGCTCTTTGTGTT 
CGCTGCCTTGCTGGAG 

30 

SEQ ID NO: 691 
>AA443497 

TCCAAGGTCATGGCAAAACATCTGAAGTTCATGGCeAGGACTGTGATGGTACAG 
GAAGGGAACGTGGAAAGCGCATACAGGACCC iAAAGAGAAl CeTGACTATGGAT 

35 GGGCTCATTGAGGACATTAAGCATCGGCGGTATTATGAGAAGCCATGCCGCCGC 
GACAGAGGGAAAGCTATGAAAGGTGCCGGCGGATCTACAACATGGAAATGGCTC 
GCAAGATCAACTTCTTGATGCGAAAGAATCGGGCAGATCCGTGGCAGGGCTGCT 
GAGGCCTGTGGGTGGGACACCAGTGCGAAACCCTCATCCAGTTTTCTCTCCATCT 
CTTTTCTTTGTACAATCCCATTTCCTATTACCATTCTCTGCAATAAACTCAAATCA 

40 CATGTCTGC 

SEQ ID NO: 692 

zfl7e01.sl Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGE:377208 3', 
mRNA sequence gi|1547536|gb|AA055198.1|AA055198[1547536] 
45 CACCTTAAAAACTAGGTTTCTATTTCTGGTTAGATTCTAGAGCAGTGGAACTCAG 
GAGTGATACTATACCCTACCCAGTCCCACCACAGCCTGCCTCCTTCCTCCCACAG 
AGATAACATTGTACAAAACTGTATTTACAAGAAAACCAATTAAAAATTAAGGGT 
GTGTGCAAAAGTAGACAGGAGAGTCAAGACATATCAATGCAGGGATGGCTTTGG 
GGAATGGGGGACTCAAGGTTCTACACTGGAACCTGGGG 
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SEQ ID NO: 693 

zt87hl0.sl Soares_testis_NHT Homo sapiens cDNA clone IMAGE:729379 3', mRNA 
sequence 

5 gi|2140847|gb|AA435933.1 |AA435933[2140847] 

TTTTGGTTCAAACAATGGAACATTTTATTATATCATATTACAAAGAGTCAGTGAT 
GGGCC 

ATTCCAGGATTGGTTAATTCAGTAGTTCACCAAAGTCATCAAGGATCCGTCTTTC 
CATCTCCCTTCTCTGCCACCCTCAAGGTTTAAGACGGCTGTTGCAGT1CCAGACAT 
10 TATATCAAGATGCAGTATTCACAGAAAGAGGACTGTTCATTTCTTTACCAGAAGA 
TTCTCCCATATATCATGTGTCTACATCTAAACCAATCACTACTAAGGGGAAATTG 
ACCTACAACATTTGGATTAGACTAATCAAATTTACCTTCTGAGTTAGGCATAGAG 
TCAACTTCTATGAGCACATGGCTGAGCCAAGGATAAGCATTCTGCCAGCAAGAG 
AGGACATAATATGGGTGTGGGATTGGAGATGGGAGAG 

15 

SEQ ED NO: 694 

yo27c07.sl Soares adult brain N2b5HB55Y Homo sapiens cDNA clone IMAGE: 179148 3', 
mRNA sequence gi|989944|gb|H50103.1|H50103[989944] 

AAATTTATCAATGACAAACAGACATAAAACTCAAAGTTTGGCTCTTCTGAGGGGC 
20 AGGAGAAAAACTGGTGATGTTCTTTTATACAGATGAAACATGGGTNCAGAAATT 
ACACGNCACTTCTAAAGCAACCAGAAGAGGGACACGAAA.GCAAACCTGTACATT 
., ■ ■ ■■, GAGIAGGANTTTGCA^GTG ATTTGAG ATTTGC ACTAGGTAriG AAAATAC ANTiTTTG 
l : :• ; 'CGTIAGTTXTNCCGTGCTCGGG IGTATGAAAAAAAAANCCCAGCCGACATGCAG . : 
, • : GAACGTGTGGAGCGCTTAGGNCCGTAAAANTGITGTAAGCACAGAAGTACATGT- . 
25 GGGAAGATTTCTCTCATCATTTTTNGTAAANCAAAGCGTTCTAATATTTTACAGA 
CCAAGTTAGGGCCAGTTTTTNTTTTTCCCT 

SEQ ID NO: 695 

za29f01.rl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone EVIAGE:293977 5', 
30 mRNA sequence gi|1267964|gb|N95657.1|N95657[1267964] 

GCAGAAGCGAACAACCTGAGCTTTCCCTTGGAGCCCCTGAGCAGGGAGAGGGCT 
CACAAGCTTGAGGCCATCTCTCGCCTCTGCGAGNACNAAGTACAAGGACCTAAG 
■ .^GATCCGCGAGAAGCGCTCAGCCAGTGCAGACAACCTGACIGTGGGCCGGTGG; ., 

■••-.-■•v: TCCCCAGCCATCATCTCTTAACTACGGAGGCCCGCCGGACCAGACCA'rCCCi i AG 
35 TTTCTCCTTTAGTTTGAGAAAAGACAGACTTGGGGTNGGTTTGTTTTTGTTTTTTC 
TTTCCTTTTCTTTTTTTACGCATAGCTCCCGTCAAAGCTGCCT 

SEQ ID NO: 696 

Human lysophosphatidic acid receptor homolog mRNA, complete cds 

40 gi|1857424|gb|U80811.1|HSU80811[1857424] 

TCACCACCTACAACCACAGAGCTGTCATGGCTGCCATCTCTACTTCCATCCCTGT 
AATTTCACAGCCCCAGTTCACAGCCATGAATGAACCACAGTGCTTCTACAACGAG 
TCCATTGCCTTCTTTTATAACCGAAGTGGAAAGCATCTTGCCACAGAATGGAACA 
CAGTCAGCAAGCTGGTGATGGGACTTGGAATCACTGTTTGTATCTTCATCATGTT 

45 GGCCAACCTATTGGTCATGGTGGCAATCTATGTCAACCGCCGCTTCCATTTTCCTA 
TTTATTACCTAATGGCTAATCTGGCTGCTGCAGACTTCTTTGCTGGGTTGGCCTAC 
TTCTATCTCATGTTCAACACAGGACCCAATACTCGGAGACTGACTGTTAGCACAT 
GGCTCCTGCGTCAGGGCCTCATTGACACCAGCCTGACGGCATCTGTGGCCAACTT 
ACTGGCTATTGCAATCGAGAGGCACATTACGGTTTTCCGCATGCAGCTCCACACA 
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CGGATGAGCAACCGGCGGGTAGTGGTGGTCATTGTGGTCATCTGGACTATGGCC 

ATCGTTATGGGTGCTATACCCAGTGTGGGCTGGAACTGTATCTGTGATATTGAAA 

ATTGTTCCAACATGGCACCCCTCTACAGTGACTCTTACTTAGTCTTCTGGGCCATT 

TTCAACTTGGTGACCTTTGTGGTAATGGTGGTTCTCTATGCTCACATCTTTGGCTA 

TGTTCGCCAGAGGACTATGAGAATGTCTCGGCATAGTTCTGGACCCCGGCGGAAT 

CGGGATACCATGATGAGTCTTCTGAAGACTGTGGTCATTGTGCTTGGGGCCTTTA 

TCATCTGCTGGACTCCTGGATTGGTTTTGTTACTTCTAGACGTGTGCTGTCCACAG 

TGCGACGTGCTGGCCTATGAGAAATTCTTCCTTCTCCTTGCTGAATTCAACTCTGC 

CATGAACCCCATCATTTACTCCTACCGCGACAAAGAAATGAGCGCCACCTTTAGG 

CAGATCCTCTGCTGCCAGCGCAGTGAGAACCCCACCGGCCCCACAGAAAGCTCA 

GACCGCTCGGCTTCCTCCCTCAACCACACCATCTTGGCTGGAGTTCACAGCAATG 

ACCACTCTGTGGTTTAGAACGGAAACTGAGATGAGGAACCAGCCGTCCTCTCTTG 

GAGGATAAACAGCCTCCCCCTACCCAATTGCCAGGGCAAGGTGGGGTGTGAGAG 

AGGAGAAAAGTCAACTCATGTACTTAAACACTAACCAATGACAGTATTTGTTCCT 

GGACCCCACAAGACTTGATATATATTGAAAATTAGCTTATGTGACAACCCTCATC 

TTGATCCCCATCCCTTCTGAAAGTAGGAAGTTGGAGCTCTTGCAATGGAATTCAA 

GAACAGACTCTGGAGTGTCCATTTAGACTACACTAACTAGACTTTTAAAAGATTT 

TGTGTGGTTTGGTGCAAGTCAGAATAAATTCTGGCTAGTTGAATCCACAACTTCA 

TTTATATACAGGCTTCCCTTTTTTATTTTTAAAGGATACGTTTCACTTAATAAACA 

CGTTTATGCCTATCAGCAAAAAAAAAAAAAAA 

SEQiD(NO:697., : • : .r ... -v. V ■ ; „ .. ■-.y-.-'-X •* . = .'. .: ;v...- ; 

zfl6g09:rl S6kreslfetai_heart : .NblIHa.9.W.H i GmG sapiens eDNAciohe IMAGE:377152 5 • \ : 
similar to SW:NlATVI\BOVIN. Q02375 NADH-UBIQUTNONE OXIDOREDUCf ASE 18 "i 
KD SUBUNIT PRECURSOR mRNA sequence & V 

gi|l 547458|gb|AA055 101 .1 |AA055 1 01 [1 547458] 

GCAGCAAGATGGCGGCGGTCTCAATGTCAGTGGTACTGAGGCAGACGTTGTGGC 

GGAGAAGGGCAGTGGCTGTAGCTGCCCTTTCCGTTTCCAGGGTTCCGACCAGGTC 

GTTGAGGACTTCCACATGGAGATTGGCACAGGACCAGACTCAAGACACACAACT 

CATAACAGTTGATGAAAAATTGGATATCACTACTTTAACTGGCGTTCCAGAAGAG 

CATATAAAAACTAGAAAAGTCAGGATCTTTGTTCCTGCTCGCAATAACATGCAGT 

CTGGAGTAAACAACACAAAGAAATGGAAGATGGAGTTTGANTACCAGGGAGCG 

ATGGGAAAATCCTTTGATGGGTTNGGCATCAACCGGCTTGATCGCCTTTTTGCNA 

CATGGGTTCTAAAC 

SEQ ID NO: 698 

Human interleukin 1 1 mRNA, complete cds gi|186272|gb|M57765.1|HUMILl 1[186272] 

GCTCAGGGCACATGCCTCCCCTCCCCAGGCCGCGGCCCAGCTGACCCTCGGGGCT 

CCCCCGGCAGCGGACAGGGAAGGGTTAAAGGCCCCCGGCTCCCTGCCCCCTGCC 

CTGGGGAACCCCTGGCCCTGTGGGGACATGAACTGTGTTTGCCGCCTGGTCCTGG 

TCGTGCTGAGCCTGTGGCCAGATACAGCTGTCGCCCCTGGGCCACCACCTGGCCC 

CCCTCGAGTTTCCCCAGACCCTCGGGCCGAGCTGGACAGCACCGTGCTCCTGACC 

CGCTCTCTCCTGGCGGACACGCGGCAGCTGGCTGCACAGCTGAGGGACAAATTC 

CCAGCTGACGGGGACCACAACCTGGATTCCCTGCCCACCCTGGCCATGAGTGCG 

GGGGCACTGGGAGCTCTACAGCTCCCAGGTGTGCTGACAAGGCTGCGAGCGGAC 

CTACTGTCCTACCTGCGGCACGTGCAGTGGCTGCGCCGGGCAGGTGGCTCTTCCC 

TGAAGACCCTGGAGCCCGAGCTGGGCACCCTGCAGGCCCGACTGGACCGGCTGC 

TGCGCCGGCTGCAGCTCCTGATGTCCCGCCTGGCCCTGCCCCAGCCACCCCCGGA 

CCCGCCGGGGCCCCCGCTGGCGCCCCCCTCCTCAGCCTGGGGGGGCATCAGGGCC 
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GCCCACGCCATCCTGGGGGGGCTGCACCTGACACTTGACTGGGCCGTGAGGGGA 
CTGCTGCTGCTGAAGACTCGGCTGTGACCCGGGGCCCAAAGCCACCACCGTCCTT 
CCAAAGCCAGATCTTATTTATTTATTTATTTCAGTACTGGGGGCGAAACAGCCAG 
GTGATCCCCCCGCCATTATCTCCCCCTAGTTAGAGACAGTCCTTCCGTGAGGCCT 
5 GGGGGACATCTGTGCCTTATTTATACTTATTTATTTCAGGAGCAGGGGTGGGAGG 
CAGGTGGACTCCTGGGTCCCCGAGGAGGAGGGGACTGGGGTCCCGGATTCTTGG 
GTCTCCAAGAAGTCTGTCCACAGACTTCTGCCCTGGCTCTTCCCCATCTAGGCCTG 
GGCAGGAACATATATTATTTATTTAAGCAATTACTTTTCATGTTGGGGTGGGGAC 
GGAGGGGAAAGGGAAGCCTGGGTTTTTGTACAAAAATGTGAGAAACCTTTGTGA 
1 0 GACAGAGAACAGGGAATTAAATGTGTCATACATATCC 

SEQ ID NO: 699 

Homo sapiens mRNA for GABA-BRla (hGBla) receptor 
gi|2826760|emb|Yl 1044. 1 |HSGTHLA1 [2826760] 

1 5 ATGCTGCTGCTGCTGCTGGCGCCACTCTTCCTCCGCCCCCCGGGCGCGGGCGGGG 
CGCAGACCCCCAACGCCACCTCAGAAGGTTGCCAGATCATACACCCGCCCTGGG 
AAGGGGGCATCAGGTACCGGGGCCTGACTCGGGACCAGGTGAAGGCTATCAACT 
TCCTGCCAGTGGACTATGAGATTGAGTATGTGTGCCGGGGGGAGCGCGAGGTGG 
TGGGGCCCAAGGTCCGCAAGTGCCTGGCCAACGGCTCCTGGACAGATATGGACA 

20 CACCCAGCCGCTGTGTCCGAATCTGCTCCAAGTCTTATTTGACCCTGGAAAATGG 
GAAGGTTTTCCTGACGGGTGGGGACCTCCCAGCTCTGGACGGAGCCCGGGTGGA 
TTTCCGGTGTGACCCCGACTTCCATCTGGTGGGCAGCTCGCGGAGCATCTGTAGT • 

■•;■■>- i GAGGGGCAGTGGAGeAGCGGGAAGGGCCAGTGGGAGGTGAATCGAACGCGAGAG. : 
STGAGAACGGCGGGCAGTGTACATCGGGGGAOTGTTTCCCATGAGCGGGGGCTGG '.. 

25 ;.;CCAGGGGGCCAGGCCTGCCAGCCCGCGGTGGAGATGGCGCTGGAGGACGTGAAT 
AGCCGCAGGGACATCCTGCCGGACTATGAGCTCAAGCTCATCCACCACGACAGC 
AAGTGTGATCCAGGCCAAGCCACCAAGTACCTATATGAGCTGCTCTACAACGAC 
CCTATCAAGATCATCCTTATGCCTGGCTGCAGCTCTGTCTCCACGCTGGTGGCTG 
AGGCTGCTAGGATGTGGAACCTCATTGTGCTTTCCTATGGCTCCAGCTCACCAGC 

30 CCTGTCAAACCGGCAGCGTTTCCCCACTTTCTTCCGAACGCACCCATCAGCCACA 
CTCCACAACCCTACCCGCGTGAAACTCTTTGAAAAGTGGGGCTGGAAGAAGATT 
GCTACCATCCAGCAGACCACTGAGGTCTTCACTTCGACTCTGGACGACCTGGAGG 
AACGAGTGAAGGAGGCTGGAATTGAGA1TAGTTTCGGCCAGAGTTTCTTCTGAGA 
TCCAGCTGTGCCCGTCAAAAACCTGAAGCGCCAGGATGGGGGAATCATCGTGGG 

35 ACTTTTCTATGAGACTGAAGCCCGGAAAGTTTTTTGTGAGGTGTACAAGGAGCGT 
CTCTTTGGGAAGAAGTACGTCTGGTTCCTCATTGGGTGGTATGCTGACAATTGGT 
TCAAGATCTACGACCCTTCTATCAACTGCACAGTGGATGAGATGACTGAGGCGGT 
GGAGGGCCACATCACAACTGAGATTGTCATGCTGAATCCTGCCAATACCCGCAG 
CATTTCCAACATGACATCCCAGGAATTTGTGGAGAAACTAACCAAGCGACTGAA 

40 AAGACACCCTGAGGAGACAGGAGGCTTCCAGGAGGCACCGCTGGCCTATGATGC 
CATCTGGGCCTTGGCACTGGCCCTGAACAAGACATCTGGAGGAGGCGGCCGTTCT 
GGTGTGCGCCTGGAGGACTTCAACTACAACAACCAGACCATTACCGACCAAATC 
TACCGGGCAATGAACTCTTCGTCCTTTGAGGGTGTCTCTGGCCATGTGGTGTTTG 
ATGCCAGCGGCTCTCGGATGGCATGGACGCTTATCGAGCAGCCTCAGGGTGGCA 

45 GCTACAAGAAGATTGGCTACTATGACAGCACCAAGGATGATCTTTCCTGGTCCAA 
AACAGATAAATGGATTGGAGGGTCCCCCCCAGCTGACCAGACCCTGGTCATCAA 
GACATTCCGCTTCCTGTCACAGAAACTCTTTATCTCCGTCTCAGTTCTCTCCAGCC 
TGGGCATTGTCCTAGCTGTTGTCTGTCTGTCCTTTAACATCTACAACTCACATGTC 
CGTTATATCCAGAACTCACAGCCCAACCTGAACAACCTGACTGCTGTGGGCTGCT 
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CACTGGCTTTAGCTGCTGTCTTCCCCCTGGGGCTCGATGGTTACCACATTGGGAG 
GAACCAGTTTCCTTTCGTCTGCCAGGCNCGCCTCTGGCTCCTGGGCCTGGGCTTTA 
GTCTGGGCTACGGTTCCATGTTCACCAAGATTTGGTGGGTCCACACGGGCTTCAC 
AAAGAAGGAAGAAAAGAAGGAGTGGAGGAAGACTCTGGAACCCTGGAAGCTGT 
5 ATGCCACAGTGGGCCTGCTGGTGGGCATGGATGTCCTCACTCTCGCCATCTGGCA 
GATCGTGGACCCTCTGCACCGGACCATTGAGACATTTGCCAAGGAGGAACCTAA 
GGAAGATATTGACGTCTCTATTCTGCCCCAGCTGGAGCATTGCAGCTCCAGGAAG 
ATGAATACATGGCTTGGCATTTTCTATGGTTACAAGGGGCTGCTGCTGCTGCTGG 
GAATCTTCCTTGCTTATGAGACCAAGAGTGTGTCCACTGAGAAGATCAATGATCA 

1 0 CCGGGCTGTGGGCATGGCTATCTACAATGTGGCAGTCCTGTGCCTCATCACTGCT 
CCTGTCACCATGATTCTGTCCAGCCAGCAGGATGCAGCCTTTGCCTTTGCCTCTCT 
TGCCATAGTTTTCTCCTCCTATATCACTCTTGTTGTGCTCTTTGTGCCCAAGATGC 
GCAGGCTGATCACCCGAGGGGAATGGCAGTCGGAGGCGCAGGACACCATGAAG 
ACAGGGTCATCGACCAACAACAACGAGGAGGAGAAGTCCCGGCTGTTGGAGAA 

1 5 GGAGAACCGTGAACTGGAAAAGATCATTGCTGAGAAAGAGGAGCGTGTCTCTGA 
ACTGCGCCATCAACTCCAGTCTCGGCAGCAGCTCCGCTCCCGGCGCCACCCACCG 
ACACCCCCAGAACCCTCTGGGGGCCTGCCCAGGGGACCCCCTGAGCCCCCCGAC 
CGGCTTAGCTGTGATGGGAGTCGAGTGCATTTGCTTTATAAGTGAGGGTAGGGTG 
AGGGAGGACAGGCCAGTAGGGGGAGGGAAAGGGAGAGGGGAAGGGCAGGGGA 

20 CTCAGGAAGCAGGGGGTCCCCATCCCCAGCTGGGAAGAACATGCTATCCAATCT 
CATCTCTTGTAAATACATGTCCCCCTGTGAGTTCTGGGCTGATTTGGGTCTCTCAT 

• v • ACGTCTGGG ; . 

• it ^GETGAGCAGCCTCAGTGGATGTTTGTCTl'CCCATGGAAGAGCGTCTTCTAGTTACC ■ 
■:a5 ACGGCAACCCCTGCAGCTCCTCTGCCTTTGTGCTCTGTTCCTGTCGAGCAGGGGTC 

TCCCAACAAGTGCTCTTTCCACCCCAAAGGGGCCTCTCCTTTTCTCCACTGTCATA 
ATCTCTTTCCATCTTACTTGCCCTTCTATACTTTCTCACATGTGGCTCCCCCTGAAT 
TTTGCTTCCTTTGGGAGCTCATTCTTTTCGCCAAGGCTCACATGCTCCTTGCCTCT 
GCTCTGTGCACTCACGCTCAGCACACATGCATCCTCCCCTCTCCTGCGTGTGCCCA 

30 CTGAACATGCTCATGTGTACACACGCTTTTCCCGTATGCTTTCTTCATGTTCAGTC 
ACATGTGCTCTCGGGTGCCCTGCATTCACAGCTACGTGTGCCCCTCTCATGGTCAT 
GGGTCTGCCCTTGAGCGTGTTTGGGTAGGCATGTGCAATTTGTCTAGCATGCTGA 
GTCATGTCTTTCCTATTTGGAGACGTCCATGTTTATCCATGTACTTTCCCTGTGTAC 
CCTCCATGTACCTI^GTGTAC TT i C 11 CGCITAAATCATGGTATTCTTCTGACAGAG 

35 CCATATGTACCCTACCCTGCACATTGTTATGCACTTTTCCCCAATTCATGTTTGGT 
GGGGCCATCCACACCCTCTCCTTGTCACAGAATCTCCATTTCTGCTCAGATTCCCC 
CCATCTCCATTGCATTCATGTACTACCCTCAGTCTACACTCACAATCATCTTCTCC 
CAAGACTGCTCCCTTTTGTTTTGTGTTTTTTTGAGGGGAATTAAGGAAAAATAAG 
TGGGGGCAGGTTTGGAGAGCTGCTTCCAGTGGATAGTTGATGAGAATCCTGACC 

40 AAAGGAAGGCACCCTTGACTGTTGGGATAGACAGATGGACCTATGGGGTGGGAG 
GTGGTGTCCCTTTCACACTGTGGTGTCTCTTGGGGAAGGATCTCCCCGAATCTCA 
ATAAACCAGTGAACAGTGTGACTCGGAAAAAAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 700 

45 zh96g08.sl Soares_fetal_liver_spleen_lNFLS_Sl Homo sapiens cDNA clone 

IMAGE:429182 3',mRNA sequence gi|1448327|gb|AA004759.1|AA004759[1448327] 
ACTTTATGCAAAAAAAAATATACATTTATTTATAGGTCTCAATACAGCAAAATGA 
AAACGAAAATTGAGAACATTGCTCATTAGGCCAGCAACTTTAAAATTATTTAATT 
TGAAATATAAAATAGGTGGTCTTCATAAAAAGATGCATGAAATTTACCTTACCTT 
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ATATTTTATACTTTAAGAGTACATTTTATACAAATCAGTAACCAGGCTTCTTTCAT 
GTTTAACCTGAAATGAACGTAACTATAAATGAGTATCTTTCTTTTATGTAGTAGC 
AAAAAGAGTCAATAATCCTTTCAAGAAAGATACTATTTCATTTCCTCCCAACTTG 
GGATTCNCCATAAACACGGA 

5 

SEQ ID NO: 701 

Homo sapiens canalicular multispecific organic anion transporter 2 (CMOAT2) rnRNA, 
complete cds gi|3550323|gb|AF083552.1|AF083552[3550323] 

AGCCGCGCCTCGGCCCCATGGACGCCCTGTGCGGTTCCGGGGAGCTCGGCTCCAA 

10 GTTCTGGGACTCCAACCTGTCTGTGCACACAGAAAACCCGGACCTCACTCCCTGC 
TTCCAGAACTCCCTGCTGGCCTGGGTGCCCTGCATCTACCTGTGGGTCGCCCTGC 
CCTGCTACTTGCTCTACCTGCGGCACCATTGTCGTGGCTACATCATCCTCTCCCAC 
CTGTCCAAGCTCAAGATGGTCCTGGGTGTCCTGCTGTGGTGCGTCTCCTGGGCGG 
ACCTTTTTTACTCCTTCCATGGCCTGGTCCATGGCCGGGCCCCTGCCCCTGTTTTC 

15 TTTGTCACCCCCTTGGTGGTGGGGGTCACCATGCTGCTGGCCACCCTGCTGATAC 
AGTATGAGCGGCTGCAGGGCGTACAGTCTTCGGGGGTCCTCATTATCTTCTGGTT 
CCTGTGTGTGGTCTGCGCCATCGTCCCATTCCGCTCCAAGATCCTTTTAGCCAAGG 
CAGAGGGTGAGATCTCAGACCCCTTCCGCTTCACCACCTTCTACATCCACTTTGC 
CCTGGTACTCTCTGCCCTCATCTTGGCCTGCTTCAGGGAGAAACCTCCATTTTTCT 

20 CCGCAAAGAATGTCGACCCTAACCCCTACCCTGAGACCAGCGCTGGCTTTCTCTC 
CCGCCTGTTTTTCTGGTGGTTCACAAAGATGGCCATCTATGGCTACCGGCATCCC 

• r - .GfFGGAGGAGAAGGACGTGTGGTGCGTAAAGGAAGAGGACAGATCGCAGATGGTG 
■ Y: ^GTG.eAGCAGGTGCTGGAGGCATGGAGGAAGGAGGAAAAGCAGAGGGGACGAGA . 
. : . <5:GAAGGGTTCAGGAGGAGGTGGGAAAAATGGGTGCGGCGAGGAGGAGGTGGTGGT - ; 

25: 'GGGTGCCCGGCCCAGGCCCCGGAAGCCCTCCTTGCTGAAGGCCCTGCTGGCCACC 
TTCGGCTCCAGCTTCCTCATCAGTGCCTGCTTCAAGCTTATCCAGGACCTGCTCTC 
CTTCATCAATCCACAGCTGCTCAGCATCCTGATCAGGTTTATCTCCAACCCCATG 
GGCCCCTCCTGGTGGGGCTTCCTGGTGGCTGGGCTGATGTTCCTGTGCTCCATGA 
TGCAGTCGCTGATCTTACAACACTATTACCACTACATCTTTGTGACTGGGGTGAA 

30 GTTTCGTACTGGGATCATGGGTGTCATCTACAGGAAGGCTCTGGTTATCACCAAC 
TCAGTCAAACGTGCGTCCACTGTGGGGGAAATTGTCAACCTCATGTCAGTGGATG 
CCCAGCGCTTCATGGACCTTGCCCCCTTCCTCAATCTGCTGTGGTCAGCACCCCTG 
CAGATCATCCTGGCGA.TCTAGTTCCTGTGGCAGAACCTAGGTCCCTCTGTCCTGG 
CTGGAGTCGCTTTCATGGTCi iGCTGA'l reCACTCAACGGAGCTGTGGCGGTGAA 

35 GATGCGCGCCTTCCAGGTAAAGCAAATGAAATTGAAGGACTCGCGCATCAAGCT 
GATGAGTGAGATCCTGAACGGCATCAAGGTGCTGAAGCTGTACGCCTGGGAGCC 
CAGCTTCCTGAAGCAGGTGGAGGGCATCAGGCAGGGTGAGCTCCAGCTGCTGCG 
CACGGCGGCCTACCTCCACACCACAACCACCTTCACCTGGATGTGCAGCCCCTTC 
TTGGTGACCCTGATCACCCTCTGGGTGTACGTGTACGTGGACCCAAACAATGTGC 

40 TGGACGCCGAGAAGGCCTTTGTGTCTGTGTCCTTGTTTAATATCTTAAGACTTCCC 
CTCAACATGCTGCCCCAGTTAATCAGCAACCTGACTCAGGCCAGTGTGTCTCTGA 
AACGGATCCAGCAATTCCTGAGCCAAGAGGAACTTGACCCCCAGAGTGTGGAAA 
GAAAGACCATCTCCCCAGGCTATGCCATCACCATACACAGTGGCACCTTCACCTG 
GGCCCAGGACCTGCCCCCCACTCTGGACAGCCTAGACATCCAGGTCCCGAAAGG 

45 GGCACTGGTGGCCGTGGTGGGGCCTGTGGGCTGTGGGAAGTCCTCCCTGGTGTCT 
GCCCTGCTGGGAGAGATGGAGAAGCTAGAAGGCAAAGTGCACATGAAGGGCTCC 
GTGGCCTATGTGCCCCAGCAGGCATGGATCCAGAACTGCACTCTTCAGGAAAAC 
GTGCTTTTCGGCAAAGCCCTGAACCCCAAGCGCTACCAGCAGACTCTGGAGGCCT 
GTGCCTTGCTAGCTGACCTGGAGATGCTGCCTGGTGGGGATCAGACAGAGATTG 
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GAGAGAAGGGCATTAACCTGTCTGGGGGCCAGCGGCAGCGGGTCAGTCTGGCTC 
GAGCTGTTTACAGTGATGCCGATATTTTCTTGCTGGATGACCCACTGTCCGCGGT 
GGACTCTCATGTGGCCAAGCACATCTTTGACCACGTCATCGGGCCAGAAGGCGTG 
CTGGCAGGCAAGACGCGAGTGCTGGTGACGCACGGCATTAGCTTCCTGCCCCAG 
5 ACAGACTTCATCATTGTGCTAGCTGATGGACAGGTGTCTGAGATGGGCCCGTACC 
CAGCCCTGCTGCAGCGCAACGGCTCCTTTGCCAACTTTCTCTGCAACTATGCCCC 
CGATGAGGACCAAGGGCACCTGGAGGACAGCTGGACCGCGTTGGAAGGTGCAG 
AGGATAAGGAGGCACTGCTGATTGAAGACACACTCAGCAACCACACGGATCTGA 
CAGACAATGATCCAGTCACCTATGTGGTCCAGAAGCAGTTTATGAGACAGCTGA 

10 GTGCCCTGTCCTCAGATGGGGAGGGACAGGGTCGGCCTGTACCCCGGAGGCACC 
TGGGTCCATCAGAGAAGGTGCAGGTGACAGAGGCGAAGGCAGATGGGGCACTG 
ACCCAGGAGGAGAAAGCAGCCATTGGCACTGTGGAGCTCAGTGTGTTCTGGGAT 
TATGCCAAGGCCGTGGGGCTCTGTACCACGCTGGCCATCTGTCTCCTGTATGTGG 
GTCAAAGTGCGGCTGCCATTGGAGCCAATGTGTGGCTCAGTGCCTGGACAAATG 

1 5 ATGCCATGGCAGACAGTAGACAGAACAACACTTCCCTGAGGCTGGGCGTCTATG 
CTGCTTTAGGAATTCTGCAAGGGTTCTTGGTGATGCTGGCAGCCATGGCCATGGC 
AGCGGGTGGCATCCAGGCTGCCCGTGTGTTGCACCAGGCACTGCTGCACAACAA 
GATACGCTCGCCACAGTCCTTCTTTGACACCACACCATCAGGCCGCATCCTGAAC 
TGCTTCTCCAAGGACATCTATGTCGTTGATGAGGTTCTGGCCCCTGTCATCCTCAT 

20 GCTGCTCAATTCCTTCTTCAACGCCATCTCCACTCTTGTGGTCATCATGGCCAGCA 
CGCCGCTCTTCACTGTGGTCATCCTGCCCCTGGCTGTGCTCTACACCTTAGTGCAG 
. • . ; eGGTTeTATGGAGCCACATGACGGCAAGTGA'VGeGGGTGGAATCAGTCAGCGGeT' 
: . ■ -V • >■ 7 iGAGGlATCTACTCCCAGTTTTCGGAGACAGTG AGTGGTGCCAG JGTGAiTGCGGGC" ? - 
GrAGAACGGCAGCCGGGATTTTGAGATGATGAGS'GATACTAAGGTGGATGGCAA 

25 CCAGAGAAGCTGCTACCCCTACATGATCTCCAACCGGTGGCTGAGCATCGGAGTG 
GAGTTCGTGGGGAACTGCGTGGTGCTCTTTGCTGCACTATTTGCCGTCATCGGGA 
GGAGCAGCCTGAACCCGGGGCTGGTGGGCCTTTCTGTGTCCTACTCCTTGCAGGT 
GACATTTGCTCTGAACTGGATGATACGAATGATGTCAGATTTGGAATCTAACATC 
GTGGCTGTGGAGAGGGTCAAGGAGTACTCCAAGACAGAGACAGAGGCGCCCTGG 

30 GTGGTGGAAGGCAGCCGCCCTCCCGAAGGTTGGCCCCCACGTGGGGAGGTGGAG 
TTCCGGAATrATTCTGTGCGCTACCGGCCGGGCCTAGACCTGGTGCTGAGAGACC 
TGAGTCTGCATGTGCACGGTGGCGAGAAGGTGGGGATCGTGGGCCGCACTGGGG 
CTGGCAAGTC-l^CCATGACCGTTTGCCTGTTCCGCATCCTGGAGGCGGCAAAGGG 
: 1GAAATCCGCATTGATGGCCTCAATGTGGCAGACATCGGCCTCCATGACGTGCGC 

35 TCTCAGCTGACCATCATCCCGCAGGACCCCATCCTGTTCTCGGGGACCCTGCGCA 
TGAACCTGGACCCCTTCGGCAGCTACTCAGAGGAGGACATTTGGTGGGCTTTGGA 
GCTGTCCCACCTGCACACGTTTGTGAGCTCCCAGCCGGCAGGCCTGGACTTCCAG 
TGCTCAGAGGGCGGGGAGAATCTCAGCGTGGGCCAGAGGCAGCTCGTGTGCCTG 
GCCCGAGCCCTGCTCCGCAAGAGCCGCATCCTGGTTTTAGACGAGGCCACAGCTG 

40 CCATCGACCTGGAGACTGACAACCTCATCCAGGCTACCATCCGCACCCAGTTTGA 
TACCTGCACTGTCCTGACCATCGCACACCGGCTTAACACTATCATGGACTACACC 
AGGGTCCTGGTCCTGGACAAAGGAGTAGTAGCTGAATTTGATTCTCCAGCCAACC 
TCATTGCAGCTAGAGGCATCTTCTACGGGATGGCCAGAGATGCTGGACTTGCCTA 
AAATATATTCCTGAGATTTCCTCCTGGCCTTTCCTGGTTTTCATCAGGAAGGAAAT 

45 GACACCAAATATGTCCGCAGAATGGACTTGATAGCAAACACTGGGGGCACCTTA 
AGATTTTGCACCTGTAAAGTGCCTTACAGGGTAACTGTGCTGAATGCTTTAGATG 
AGGAAATGATCCCCAAGTGGTGAATGACACGCCTAAGGTCACAGCTAGTTTGAG 
CCAGTTAGACTAGTCCCCGGTCTCCCGATTCCCAACTGAGTGTTATTTGCACACT 
GCACTGTTTTCAAATAACGATTTTATGAAATGACCTCTGTCCTCCCTCTGATTTTT 

t 
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CATATTTTCTAAAGTTTCGTTTCTGTTTTTTAATAAAAAGCTTTTTC 
AGAAGACAGCTGCTGGGTCAGGCCACCCCTAGGAACTCAGTCCTGTACTCTGGG 
GTGCTGCCTGAATCCATTAAAAATGGGAGTACTGATGAAATAAAACTACATGGT 
CAACAGTAAAAAAAAAAAAAAA 

5 

SEQ ID NO: 702 

yq42dl0.sl Soares fetal liver spleen 1 NFLS Homo sapiens cDNA clone MAGE:198451 3', 
mRNA sequence gi|970054|gb|R94659.1|R94659[970054] 

TTGTTTTTTTTGGTTCAGCATAACTTGGAACATTTGAAAGCTTTTCAACCTAAATG 
10 TGGG 

GAAAAAACAGGTAAGGCATTATTTTTGCACAAAACTAGCATTCCTAATAGTGCA 
AATGAA 

TCTGATACCTCTTAAAATGGTGAGAGGTCATACACTTACTAGATTAATTTAGATT 
TTCTT 

1 5 TCTATGGCTTGACAAATTATCCCTCTATAAATTCTACTCTCACCCAGAGGCTGTTG 
CTGT 

AATCAAAAGGATAACTGTAGGATAAAGGTCCAACCTTCTCCTGGTATCCGGCAA 
AAGGGT 

TTTTGCTCATATGGCAAAAAAAATCTAATTTTTAAATTATCCTACAGNGGAATAT 
20 ACAAC 

TGGGNTTCCTNGGGACCCTCTATTTATCNGGCGGCAACAGGTGGTTCGGGGCGGC 

>GGNGT TTCGAATGGGGGGCCGTAAC€GAAAATTGGGCGGNCAATGT V : . X 

• CSEQ ID NO: 703 ' V^-V-SU:? V-?;p- '/'. ^'".^ r •?* tf-T- o>"V ' 

25 zd29f03.sl Soares_fetal_heart_NbHHlW Homo sapiens cDNA clone IMAGE:342077 3', 
naRNA sequence gi|1367074|gb|W60315.1|W60315[1367074] 

CATAACTTAAGTAAACTTTATTTTCAAAATGCTTCAGGTACAAAAGAAAACAATC 
GGCAAAGTCTAACAATAATTAACAAACCAGCTCTTGAGCGGCAGAGTGCTCCAG 
GGATGAGAGGGGCTGGGGATGGAAAGGTGGTTGGGAGACACAACATTTTTCTAG 
30 CTTCAGAAAGTCAGGGAGCCCAGATCACAGCCTGAACTTCATGGTATTGGTTACA 
GATTCTTTACAAAGGTGTTTACCTCTCTCATGAGGTCTTCTTGATTGGTTACTTCC 
TCAGAAAAATCATCATTGACATCCAACACCAGCACTGGAATGTTCATCAGAGCCT 




35 



SEQ ID NO: 704 

yb54f05.rl Stratagene ovary (#937217) Homo sapiens cDNA clone MAGE.75009 5', 
mRNA sequence gj|653755|gb|T51895.1|T51895[653755] 

TTTCTACCGTCCTTGTCATAACTTTGTGTTGGAGGGAACCTGTTTCACTATGGCCT 
40 CCTTTGCCCAAGTTGAAACAGGGGCCCATCATCATGTCTGTTTCCAGAACAGTGC 
CTTGGTCATCCCACATCCCCGGACCCCGCCTGGGGACCCCCAAGCTGTGTCCTAT 
GAAGGGGTGTGGGGGTGAGGTAGTGAAAAGGGCGGTAGTTGGTGGTGGGACCC 
AGAAACGGACGCCGGTGCTTGGGAGGGGTTCTTAAATTAATATTTTAAAAAAAG 
TAACTTTTTTTGTATTAAATTAAAAAGAAAATNGGGGACG 

45 

SEQ ID NO: 705 

zx69a01.sl Soares Jotal Jems JNb2HF8_9w Homo sapiens cDNA clone IMAGE:796680 3*, 
mRNA sequence gi|2185799|gb|AA460679.1|AA460679[2185799] 

TACTCAGTCACCACCCAGAAATTGTCCGAGTTATGAAATAGATTCATTTTGAGAA 
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GTTACACATTCAGTTTGTTTATGAACTAGCCTGTCTTGTTTCTGCCTCTTGTAAGA 
AAAGAGCTAGGTCTTTATGCTGCTAGGACAAAATACTGTACATGAATTGGAGAA 
TAAGGAGGGGTCATCCTTCTCCCCGGTACCGGAACAAGAGAACAGTTAGTACAG 
AAATGGCTTTGGCACTTTAACCCTTAGACATTGTCCCAAACCTTGTTACTTGAGTA 
5 TTGTAGCCTCACCATGATTT1TTTTTAACACCGTATCATCTCCATACTTTTTATTTA 
CAAATTATATATACACACAATAATACAATTCCTTCATTCTAAAACAATAGTAGAC 
CCCAAACAGGTCTACATTAAGTTTC 

SEQIDNO: 706 

1 0 zv64gl 1 .s 1 Soares_total_fetus_Nb2HF8_9w Homo sapiens cDNA clone IMAGE:75 8468 3', 
mRNA sequence gi|2046825|gb|AA393856.1|AA393856[2046825] 

TTTAACATCAGTTAAAGATTTTATTTGATTCATTAAAGAGGAAACTGGTGAGGCA 
TTTCCACCAGCTCAAGGAAGAATTTTGTAAATGTTATATTTATGGATCAGAAATA 
ACTGAAATGAATGTGCAAATGGAGGCAAAACTGGCCTCTTCCACAGTGGGGAAG 

1 5 AAAGTCAACAGAACCTCCACTAGGCATAATTTACATATGTACAGACTCAATCAGC 
TTTTAATATAGAAAGATATTTGAACCCAAAATCTTTCATTAAGGTAAAAAATACA 
ATAATAATTTTTAATGAAATCCTGGAAAATTCATACAAATAAAATTAAAAGCCTC 
CAATGGGGTATAATCCAGCAATATCCTAGGCAAATGCCTCCTGAAGAACAACAG 
CCTTTTTAAAACATCACTGTTTATCATTCAAAATTCAGACGTCTCCTATCTTTGGC 

20 TATTTTATCTCTTCAACT 

.-, . \ 'SEQIDNO: 707 . . -f ••• <i -V:- X^v-v- . . ; 

:■ ;aa47b0.1.rl NCLCGAP^GCBl Homo sapiehsxDNA clone ©4AGE:S24041 5 ! similar-tb • 
. . :1T.R::G1 049078 Gl 049078 SRP30C: mRNA sequence ■ . 

25 gi|221 9894|gb|AA490721 : 1 |AA49072 1 [22 1 9894] 

TATCTCAGAAAAGAAGACATGCGATATGCCCTGCGTAAACTGGATGACACCAAA 
TTCCGCTCTCATGAGGGTGAAACTTCCTACATCCGAGTTTATCCTGAGAGAAGCA 
CCAGCTATGGCTACTCACGGTCTCGGTCTGGGTCAAGGGGCCGTGACTCTCCATA 
CCAAAGCAGGGGTTCCCACACTACTTCTCTCCTTTCAGGCCCTACTGAGACAGGT 
30 GATGGGAATTTTTTCTTTATTTTTTAGGTTAACTGAGCTGCTTTGTGCTCAGAATC 
TACATTCCAGATTGAGGATTTAGTGTCTTAGGAAATTTTTTTAATTTTTTTTTTTTA 
AA 

SEQIDNO: 708 " ■ - : . : 

35 Human 78 kdalton glucose-regulated protein (GRP78) gene, complete cds 
gi|183644|gb|M19645.1|HUMGRP78[l 83644] 

CCCGGGGTCACTCCTGCTGGACCTACTCCGACCCCCTAGGCCGGGAGTGAAGGC 

GGGACTTGTGCGGTTACCAGCGGAAATGCCTCGGGGTCAGAAGTCGCAGGAGAG 

ATAGACAGCTGCTGAACCAATGGGACCAGCGGATGGGGCGGATGTTATCTACCA 

40 TTGGTGAACGTTAGAAACGAATAGCAGCCAATGAATCAGCTGGGGGGGCGGAGC 
AGTGACGTTTATTGCGGAGGGGGCCGCTTCGAATCGGCGGCGGCCAGCTTGGTG 
GCCTGGGCCAATGAACGGCCTCCAACGAGCAGGGCCTTCACCAATCGGCGGCCT 
CCACGACGGGGCTGGGGGAGGGTATATAAGCCGAGTAGGCGACGGTGAGGTCG 
ACGCCGGCCAAGACAGCACAGACAGATTGACCTATTGGGGTGTTTCGCGAGTGT 

45 GAGAGGGAAGCGCCGCGGCCTGTATTTCTAGACCTGCCCTTCGCCTGGTTCGTGG 
CGCCTTGTGACCCCGGGCCCCTGCCGCCTGCAAGTCGAAATTGCGCTGTGCTCCT 
GTGCTACGGCCTGTGGCTGGACTGCCTGCTGCTGCCCAACTGGCTGGCAAGATGA 
AGCTCTCCCTGGTGGCCGCGATGCTGCTGCTGCTCAGCGCGGCGCGGGCCGAGG 
AGGAGGACAAGAAGGAGGACGTGGGCACGGTGGTCGGCATCGACTTGGGGACC 
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ACCTACTCCTGGTAAGTGGGGTTGCGGATGAGGGGGACGGGGCGTGGCGCTGGC 
TGGCGTGAGAAGTGCGGTGCTGATGTCCCTCTGTCGGGTTTTTGCAGCGTCGGCG 
TGTTCAAGAACGGCCGCGTGGAGATCATCGCCAACGATCAGGGCAACCGCATCA 
CGCCGTCCTATGTCGCCTTCACTCCTGAAGGGGAACGTCTGATTGGCGATGCCGC 
5 CAAGAACCAGCTCACCTCCAACCCCGAGAACACGGTCTTTGACGCCAAGCGGCT 
CATCGGCCGCACGTGGAATGACCCGTCTGTGCAGCAGGACATCAAGTTCTTGCCG 
TTCAAGGTTCGACCGGTTTTCCTCATCCAGTTAGAGAACGGGTGGGTGGTGGGAG 
TATTTAGAGTTATAAGTCTCTGGAAAAGTGTTGAGACAACAGTTGAAGGTTATAG 
ACATGATGTATGTAATAACTTTAATACTATTAGTATGTTACAAAACTTAAGACAG 

1 0 TTGCTGTCGT ACTGTCTACGATAGTTTAGGAATAAAAGACCGATTAAAACTGAAC 
TTTGTAAGACACCTATACTCCCTGAAGTATTTCTAGTCAATTTGCAGCCCCAAGG 
GACCAAAATAAACCAAATTGTGGGGATGGTAGTGGGTCTTTTAAACTTTGAGATG 
TCATTGTATCTGTGTCTGAAAACAATAATTCTTTAAAATAGGTGGTTGAAAAGAA 
AACTAAACCATACATTCAAGTTGATATTGGAGGTGGGCAAACAAAGACATTTGC 

1 5 TCCTGAAGAAATTTCTGCCATGGTTCTCACTAAAATGAAAGA AACCGCTGAGGCT 
TATTTGGGAAAGAAGGTAAATATTTCTAGAACAATGTTAAGTATTTTTTGATCAT 
TAGTATTCTCGGTTGGCTGTTATGTATAGAAGCCTTCGTGAAGGGTTTCAAAAAT 
TTTAATCAGAATGGTATTCATGCTTGTCACGGTTTAATTATTGAGTCCCTTTACTA 
TAAGCCAAACAAAAATAGACTTTTCATGTATTATTTAATGCTTACAATTCCAGGA 

20 ACAATAAAATTTTATATGTTGTATTCATCAATAATTGGCTTAAAAACTAAAGTGA 
TGGTTTGACTGTAATTTTTTTTTTTTGAGATGGAGTCTTGCTCTGTTGCCCAGGCT 
GGACTGCAGTGGCAGGATCTCAGCrGACTGCAACCTCTGCCTCGGGGGTTAAGGA . 
, : ; ^GCTCTGGTGCGTCAGGGTGGAAGTAATGGAAXvGACAGGCACACCACCAGAGGTG 
GCTAATTITTTn?TTTTTTTTTTAAIT]rrC 

25 AGGCTGGTCTTGAAATCGTGCCCTCAGGTTGATCCTCCTGCCTAGCCTCCCAAAG ' 
TGCTGGATTATAGGCAGAAGCCACCGCCTGGCCAGACTGTAATTTAAATAAGGG 
TTAAACTATGTGACAATACACTTAATTATCTTTATCCTTTTAGGTTACCCATGCAG 
TTGTTACTGTACCAGCCTATTTTAATGATGCCCAACGCCAAGCAACCAAAGACGC 
TGGAACTATTGCTGGCCTAAATGTTATGAGGATCATCAACGAGCCGTAAGTATGA 

30 AATTCAGGGATACGGCATATTTGCCAAATAGTGGAAATGTGAAGTACTGACAAA 
ACTTTTCCCTTTTTCAATCTAATAGTACGGCAGCTGCTATTGCTTATGGCCTGGAT 
AAGAGGGAGGGGGAGAAGAACATCCTGGTGTTTGACCTGGGTGGCGGAACCTTC 
. GATGTGTCTCTTGTG AGG ATTGACAA XGGTGTCTTCGAAGTTGTGGCCACTAATG 
GAGATACTCATCTGGG7GGAGAAGACTTTGACCAGCGTGTCATGGAACACTTCAT 

35 CAAACTGTACAAAAAGAAGACGGGCAAAGATGTCAGGAAGGACAATAGAGCTG 
TGCAGAAACTCCGGCGCGAGGTAGAAAAGGCCAAGGCCCTGTCTTCTCAGCATC 
AAGCAAGAATTGAAATTGAGTCCTTCTATGAAGGAGAAGACTTTTCTGAGACCCT 
GACTCGGGCCAAATTTGAAGAGCTCAACATGGTATGTTCCTTGTTTTCTGCTTTGC 
TAATGAGATCTCCTTAGACTCTGAATTCAGGACATTGCATCTAGATACTTAGATA 

40 ACAGACATCACAGTAACCATGTCTTTTTTCTAGGATCTGTTCCGGTCTACTATGAA 
GCCCGTCCAGAAAGTGTTGGAAGATTCTGATTTGAAGAAGTCTGATATTGATGAA 
ATTGTTCTTGTTGGTGGCTCGACTCGAATTCCAAAGATTCAGCAACTGGTTAAAG 
AGTTCTTCAATGGCAAGGAACCATCCCGTGGCATAAACCCAGATGAAGCTGTAG 
CGTATGGTGCTGCTGTCCAGGCTGGTGTGCTCTCTGGTGATCAAGATACAGGTAG 

45 GTCATCATCGCAGCATCTTTCTTAGTGATTCAGTAGCTTGATGGAAGAGCTCGGT 
ACCCCTATTGCTTTAGAAAATACCAGAATATGAGCAACAAGGTCACACAGCTAG 
TAAAGGGTATAAGTGAAGACAAGACTGGGGTAGTCTCCAAGATCATTAGCAACT 
GTTTAATTCACTGCCTTTAAAATGTGTGTGTTAGAACCTAACCAAATGTTAGAGA 
GATAAACTTTACATAGCTCATAGGGAGAACTTGAATTAAAAGTTAAATAACTTAT 
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CCTTACAGGTGACCTGGTACTGCTTCATGTATGTCCCCTTACACTTGGTATTGAAA 
CTGTAGGAGGTGTCATGACCAAACTGATTCCAAGTAATACAGTGGTGCCTACCAA 
GAACTCTCAGATCTTTTCTACAGCTTCTGATAATCAACCAACTGTTACAATCAAG 
GTCTATGAAGGTAATTACCTTAAGTTTGGTTAATATCATGGCTTTTTTTTTGAGAT 
5 GAAGTCTTGCTCTGTTGCCCAGGCTGGACTGCAGTGGCACGATCTCGGCTCACTG 
CAAATTCTGTCTCCCGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCAGAGTAGCT 
GGATTACAGCCTGACCACCACACCTGGCTAATTTCTGTATTTTTAGTAGAGGATG 
GGCTTTCACCATGTTTCCCAGGCTGGTCTCCAACTCCTGACCTCAGGTCATCTGCC 
TGCCTCCACCGTCCCGAAAGTACTGGGATTATAGCGTGAGCCACCACGCCAGATC 

1 0 TATCTATCATGGCATATTTTAAAAGAACATGACTTAATATGTCCTATTGAAATGG 
CTAGGGAACTAAGTAACTGCTGTTTTCAGATGGAGGTCTTAATTTGAATAATGTT 
GATATTAGATATTTAGCATTCTTTTTTTTTTTTTTTTAATGGAGTCTTGCTCTGTCG 
CCTAGGCTGGGGTGCAGTGGCATGACTTGCAACCTCTGCCTCCCGAATAGCTGGG 
ATTACAGGTGCCCACCATCACGCCCGGCTAAGTTTTGTATTTTTAGTAGAGGCGA 

1 5 GTTTCGCCATGTTGGCCAGGCTGGTCTTGAACCCCTAACCTCAGTGATCCCACGG 
TCACCGACCTGGCCTCCCAAAAGTACTGTACCCAGCCAATGATTAGCATTCTCAC 
TAATAATAGCATCTGAGCTGGCTCCTAGAGTACAAGAAAAAGGAGTTCACAGTA 
CTTTAAAATAGATAAAATTCAGTTGAGTTAGTAACCTAACTCATTGTTAGTACTA 
GTTGCTGCTCCTTGTAGACCAATATGAAATTACTTTTAGCTCGATAAAACCAAAA 

20 GTGTCACTTTATGCTTCAGACTGAAATGCGGGGATCTAGATGTGCTAATGCTTGT 
CAGTAACAACTAACAAGTTTTTCTGTATGTAACTTCTAGGTGAAAGACCCCTGAC 
• rAAAAGAGAATGATGTTCTGGGTAGATTTGATCTGACTGGAATTCCTGGTGCTCCTC * 
: : .GTGGGGTCGCAGAGAin , GAAGTCAG€TTTGAGATAGATGTGAATGGTAT ; I:G r fTCG • 
AGTOAGAGCTGAAGAGAAGGGTACAGGG^AGAAAAATAAGATGACAATGAGCA • 

25 ATGACGAGAATCGGCTGACACCTGAAGAAATCGAAAGGATGGTTAATGATGCTG 
AGAAGTTTGCTGAGGAAGACAAAAAGCTGAAGGAGCGCATTGATACTAGAAATG 
AGTTGGAAAGCTATGCCTATTCTCTAAAGAATCAGATTGGAGATAAAGAAAAGC 
TGGGAGGTAAACTTTCCTCTGAAGATAAGGAGACCATGGAAAAAGCTGTAGAAG 
AAAAGATTGAATGGCTGGAAAGCCACCAAGATGCTGACATTGAAGACTTCAAAG 

30 CTAAGAAGAAGGAACTGGAAGAAATTGTTCAACCAATTATCAGCAAACTCTATG 
GAAGTGCAGGCCCTCCCCCAACTGGTGAAGAGGATACAGCAGAAAAAGATGAGT 
TGTAGACACTGATCTGCTAGTGCTGTAATATTGTAAATACTGGACTCAGGAACTT 
TTGTTAGGAAAAAATTGAAAGAAGTTAAGTCTCGAATGTAATTGGAATCrrCACG 
TCAGAGTGGAG 1 TGAAAC f GGTA1 AGCCTAAGCGGCTGTTTACTGCTTTTCATT A 

35 GCAGTTGCTCACATGTCTTTGGGTGGGGGGGAGAAGAAGAATTGGCCATCTTAA 
AAAGCGGGTAAAAAACCTGGGTTAGGGTGTGTGTTCACCTTCAAAATGTTCTATT 
TAACAACTGGGTCATGTGCATCTGGTGTAGGAGGTTTTTTCTACCATAAGTGACA 
CCAATAAATGTTTGTTATTTACACTGGTCTAATGTTTGTGAGAAGCTT 

40 SEQIDNO:709 

Human adenosine receptor (A2) gene, complete cds 
gi|177891 |gb|M97370.1 |HUMA2XXX[1 77891] 

GGCACGAGGCTGGCTGAGCCATGATGCTGCTGCCAGAACCCCTGCAGAGGGCCT 
GGTTTCAGGAGACTCAGAGTCCTCTGTGAAAAAGCCCTTGGAGAGGCGCCCCAG 
45 CAGGGCTGCACTTGGCTCCTGTGAGGAAGGGGCTCAGGGTCTGGGCCCCTCCGCC 
TGGGCCGGGCTGGGAGCCAGGCGGGCGGCTGGGCTGCAGCAATGGACCGTGAGC 
TGGCCCAGCCCGCGTCCGTGCTGAGCCTGCCTGTCGTCTGTGGCCATGCCATCAT 
GGGCTCCTCGGTGTACATCACGGTGGAGCTGGCCATTGCTGTGCTGGCCATCCTG 
GGCAATGTGCTGGTGTGCTGGGCCGTGTGGCTCAACAGCAACCTGCAGAACGTC 
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ACCAACTACTTTGTGGTGTCACTGGCGGCGGCCGACATCGCAGTGGGTGTGCTCG 
CCATCCCCTTTGCCATCACCATCAGCACCGGGTTCTGCGCTGCCTGCCACGGCTG 
CCTCTTCATTGCCTGCTTCGTCCTGGTCCTCACGCAGAGCTCCATCTTCAGTCTCC 
TGGCCATCGCCATTGACCGCTACATTGCCATCCGCATCCCGCTCCGGTACAATGG 
5 CTTGGTGACCGGCACGAGGGCTAAGGGCATCATTGCCATCTGCTGGGTGCTGTCG 
TTTGCCATCGGCCTGACTCCCATGCTAGGTTGGAACAACTGCGGTCAGCCAAAGG 
AGGGCAAGAACCACTCCCAGGGCTGCGGGGAGGGCCAAGTGGCCTGTCTCTTTG 
AGGATGTGGTCCCCATGAACTACATGGTGTACTTCAACTTCTTTGCCTGTGTGCTG 
GTGCCCCTGCTGCTCATGCTGGGTGTCTATTTGCGGATCTTCCTGGCGGCGCGAC 

1 0 GACAGCTGAAGCAGATGGAGAGCCAGCCTCTGCCGGGGGAGCGGGCACGGTCCA 
CACTGCAGAAGGAGGTCCATGCTGCCAAGTCACTGGCCATCATTGTGGGGCTCTT 
TGCCCTCTGCTGGCTGCCCCTACACATCATCAACTGCTTCACTTTCTTCTGCCCCG 
ACTGCAGCCACGCCCCTCTCTGGCTCATGTACCTGGCCATCGTCCTCTCCCACACC 
AATTCGGTTGTGAATCCCTTCATCTACGCCTACCGTATCCGCGAGTTCCGCCAGA 

1 5 CCTTCCGCAAGATCATTCGCAGCCACGTCCTGAGGC AGCAAGAACCTTTCAAGGC 
AGCTGGCACCAGTGCCCGGGTCTTGGCAGCTCATGGCAGTGACGGAGAGCAGGT 
CAGCCTCCGTCTCAACGGCCACCCGCCAGGAGTGTGGGCCAACGGCAGTGCTCC 
CCACCCTGAGCGGAGGCCCAATGGCTATGCCCTGGGGCTGGTGAGTGGAGGGAG 
TGCCCAAGAGTCCCAGGGGAACACGGGCCTCCCAGACGTGGAGCTCCTTAGCCA 

20 TGAGCTCAAGGGAGTGTGCCCAGAGCCCCCTGGCCTAGATGACCCCCTGGCCCA 
GGATGGAGCAGGAGTGTCCTGATGATTCATGGAGTTTGCCCCTTCCTAAGGGAAG 
' GAGATCTTTATGTTTCTGGTTGGGTTGAGGAGTGA€GTTGGGAGAAGAGAGAGAG 
: •: .TGGGAGGAGACCGTGAGGGGAGCGGGTOCTAGTTTGGACTGAGAGAAGGGAGC.: 
, ■ iGCGAGGCTGGAGCAGGATGAGGGGGAGCAAGAAGGGCTTGGGTlTGTGAGGAAGG ' 

25 AGATGTTTCATGCTGTGAGGCCTTGCACCAGGTGGGGGCCACAGCACCAGCAGC 
ATCTTTGCTGGGCAGGGCCCAGCCCTCCACTGCAGAAGCATCTGGAAGCACCACC 
TTGTCTCCACAGAGCAGCTTGGGCACAGCAGACTGGCCTGGCCCTGAGACTGGG 
GAGTGGCTCCAACAGCCTCCTGCCACCCACACACCACTCTCCCTAGACTCTCCTA 
GGGTTCAGGAGCTGCTGGGCCCAGAGGTGACATTTGACTTTTTTCCAGGAAAAAT 

30 GTAAGTGTGAGGAAACCCTTTTTATTTTATTACCTTTCACTCTCTGGCTGCTGGGT 
CTGCCGTCGGTCCTGCTGCTAACCTGGCACCAGAGCCTCTGCCGGGGAGCCTCAG 
GCAGTCCTCTCCTGCTGTCACAGCTGCCATCCACTTCTCAGTCCCAGGGCCATCTC 
. TTGGAGTGAGAAA.GCTGGGATCAAGGACAGGGAGTTGTAACAGAGCAGTGCCAG 
J " ' AGCATGGGGCCAGGTCCCAGGGGAGAGGTTGGGGCTGGCAGGCCACTGGCATGT 

35 GCTGAGTAGCGCAGAGCTACCCAGTGAGAGGCCTTGTCTAACTGCCTTTCCTTCT 
AAAGGGAATGTTTTTTTCTGAGATAAAATAAAAACGAGCCACATCGTGTTTTAAG 
CTTGTCCAAATGAAAAAAAAAAAAAAAAA/ 

SEQE)NO:710 

40 za59g01 .rl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:296880 5' 
similar to gb:M64925 55 KD ERYTHROCYTE MEMBRANE PROTEIN (HUMAN);, 
mRNA sequence gi|1273219|gb|W01240.1|W01240[1273219] 

GAGGAACATCTCTGCCAATGAGTTCTTGGAGTTTGGCAGCTACCAAGGCAACATG 
TTTGGCACCAAATTTGAAACAGTGCACCAGATCCATAAGCAGAACAAGATTGCC 
45 ATCCTTGACATTGAGCCCCAGACCCTGAAAATTGTTCGGACAGCAGAACTTTCGC 
CTTTCATTGTGTTCATTGCACCTACTGACCAGGGCACTCAGACAGAAGCCCTGCA 
GCAGCTGCAGAAGGACTCTGAGGCCATCCGCAGCCAGTACGCTCACTACTTTGAC 
CTCTCACTGGTCAATAATGGTGTTGATGAAACCCTTAANGAAATTACAAGAAGCC 
TTCGACCAAGCGTGCAGTTCTCCACAGTGGGGTGGCTGGTCTCCTGGGGTTTACT 
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NAAGCCTGGTAAGAATTGGGGGGAACCCACTTGGTATTGNCCCTCTTCCAGGATT 

TTGGAAATTCCAACCGGCCTTGGNTTTAAGAGAAAANAAGGGNTGGTTCCCACT 

AAT 

5 SEQE)NO:711 

ab36c08.rl Stratagene HeLa cell s3 937216 Homo sapiens cDNA clone IMAGE:842894 5' 
similar to TRG1256802 G1256802 SODIUM/POTASSIUM-TRANSPORTING ATPASE 
BETA-3 SUBUNIT.; mRNA sequence gi|2218877|gb|AA489275.1|AA489275[2218877] 
CTGGCCGAGTGGAAGCTCTTCATCTACAACCCGACCACCGGAGAATTCCTGGGGC 

1 0 GCACCGCAAGAGCTGGGGTTTGATCTTGCTCTTCTACCTAGTTTTTTATGGGTTCC 
TGGCTGCACTCTTCTCATTCACGATGTGGGTTATGCTTCAGACTCTCAACGATGA 
GGTTCCAAAATACCGTGACCAGATTCCTAGCCCAGGACTCATGGTTTTTCCAAAA 
CCAGTGACCGCATTGGAATATACATTCAGTAGGTCTGATCCAACTTCGTATGCAG 
GGTACATTGAAGACCTTAAGAAGTTTCTAAAACCATATACTTTAGAAGAACAGA 

1 5 AGAACCTCACAGTCTGTCCTGATGGAGCACTTTTTGAACAGAAGGGTCCAGTTTA 
TGTTGCATGTCAGTTTCCTATTTCATTACTTCAAGCATGCAGTGGTATGAATGATC 
CTGATTTTGGCTATTCTCAAGGAAAC 

SEQIDNO:712 

20 za24e08.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone LVIAGE:2935 1 0 3', 
mRNA sequence gi|1225735|gb|N69574.1(N69574[1225735] 
■•<:•• ■;; VfAACTAATATTAAATAGTAAATTTA^^ , 
: : '• .^:^MTrACTCATGTAAATGTAAATATTAGATTGAGGATATAGTAAATATTAAArrEAC. i 
, :. ." ■ : ;:Zm-GT.C^ 

25 ■. TGGCAGTGAATAGAACAGTGATTGTTCATACTACTTGGATCTACTGCCTTAATTT 
ATACTAGGATGTCAATCCACCATTGATTTTGGACCATCAGTGCCAATGTCNACGT 
AGCCAAAAAGGCCAAT 

SEQ ID NO: 713 

30 Human mRNA for gamma-interferon inducible early response gene (with homology to 
platelet proteins) gi|33917|emb|X02530.1|HSINFGER[33917] 

GAGACATTCCTCAATTGCTTAGACATATTCTGAGCCTACAGCAGAGGAACCTCCA 
-GTGTCAGGA CCATG A ATCAAACTGGGATTCTGATTTGCTGCCTTATCTTTCTGACT 
* CTAAGTGGGATl CAAGGAGTACCTCTCTCTAGAACCGTACGCTGTACCTGCATCA 

35 GCATTAGTAATCAACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAATTATTCC 
TGCAAGCCAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGGGT 
GAGAAGAGATGTCTGAATCCAGAATCGAAGGCCATCAAGAATTTACTGAAAGCA 
GTTAGCAAGGAAATGTCTAAAAGATCTCCTTAAAACCAGAGGGGAGCAAAATCG 
ATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTGCCTCTCCCATCACTTCCCT 

40 ACATGGAGTATATGTCAAGCCATAATTGTTCTTAGTTTGCAGTTACACTAAAAGG 
TGACCAATGATGGTCACCAAATCAGCTGCTACTACTCCTGTAGGAAGGTTAATGT 
TCATCATCCTAAGCTATTCAGTAATAACTCTACCCTGGCACTATAATGTAAGCTCT 
ACTGAGGTGCTATGTTCTTAGTGGATGTTCrGACCCTGCTTCAAATATTTCCCTCA 
CCrTrCCCATCTTCCAAGGGTACTAAGGAATCTTTCTGCTTTGGGGTTTATCAGAA 

45 TTCTCAGAATCTCAAATAACTAAAAGGTATGCAATCAAATCTGCTTTTTAAAGAA 
TGCTCTTTACTTCATGGACTTCCACTGCCATCCTCCCAAGGGGCCCAAATTCTTTC 
AGTGGCTACCTACATACAATTCCAAACACATACAGGAAGGTAGAAATATCTGAA 
AATGTATGTGTAAGTATTCTTATTTAATGAAAGACTGTACAAAGTATAAGTCTTA 
GATGTATATATTTCCrATATTGTTTTCAGTGTACATGGAATAACATGTAATTAAGT 
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ACTATGTATCAATGAGTAACAGGAAAATTTTAAAAATACAGATAGATATATGCTC 
TGCATGTTACATAAGATAAATGTGCTGAATGGTTTTCAAATAAAAATGAGGTACT 
CTCCTGGAAATATTAAGAAAGACTATCTAAATGTTGAAAGATCAAAAGGTTAAT 
AAAGTAATTATAACT 

5 

SEQIDNO:714 

ab21g06.rl Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE: 84 1498 5' similar 
to gb:X54304 MYOSIN REGULATORY LIGHT CHAIN 2, NONSARCOMBR1C 
(HUMAN);, mRNA sequence gi|2217534|gb|AA487370.1|AA487370[2217534] 

1 0 ACAAGGAAGATTTGCATGATATGCTTGCTTCTCTAGGGAAGAATCCCACTGATGC 
ATACCTTGATGCCATGATGAATGAGGCCCCAGGGCCATTCAATTTCACCATGTTC 
CTGACCATGTTTGGTGAGAAGTTAAATGGCACAGATCCTGAAGATGTCATCAGA 
AACGCCTTTGCTTGCTTTGATGAAGAAGCAACAGGCACCATTCAGGAAGATTACC 
TAAGAGAGCTGCTGACAACCATGGGGGATCGGTTTACAGATGAGGAAGTGGATG 

1 5 AGCTGTACAGAGAAGCACCTATTGACAAAAAGGGGAATTTCAATTACATCGAGT 
TCACACGCATCCTGAAACATGGAGCCAAAGACAAAGATGACTGAAAGAACTTTA 
G 

SEQIDNO:715 

20 H.sapiens mRNA for central cannabinoid receptor 
gi|736236|emb|X81120.1|HSCANN6[736236] 

- ; . -TGGGGTTATTTGTTTTCGGTCCTGTTAGGATTGGCCCGTGTGGGTC A.OTTTCTCAGT 
;•?•: ,;GATT.TTGAGCTCAGGG.TAATCAmGAGTGAGGTrATGAAGTGGATCGTAG 
. . '•• ■! M .v:; : GTTGCAGATAGCAGGTTGCGGAGCATCAGGAGTGACGTCGTGTACGTGGGCTCAA. : '< 
■ ■ \25 ATGACATTCAGTACGAAGACATCAAAGGTGACATGGGATCCAAATTAGGGTACT 
TCCCACAGAAATTCCCTTTAACTTCCTTTAGGGGAAGTCCCTTCCAAGAGAAGAT 
GACTGCGGGAGACAACCCCCAGCTAGTCCCAGCAGACCAGGTGAACATTACAGA 
ATTTTACAACAAGTCTCTCTCGTCCTTCAAGGAGAATGAGGAGAACATCCAGTGT 
GGGGAGAACTTCATGGACATAGAGTGTTTCATGGTCCTGAACCCGAGCCAGCAG 

3 0 CTGGCCATTGCAGTCCTGTCCCTCACGCTGGGCACCTTCACGGTCCTGGAGAACC 
TCCTGGTGCTGTGCGTCATCCTCCACTCCCGCAGCCTCCGCTGCAGGCCTTCCTAC 
CACTTCATCGGCAGCCTGGCGGTGGCAGACCTCCTGGGGAGTGTCATTTTTGTCT 
ACAGCTTCATTGACTTCCACGTGTTCCACCGCAAAGATAGCCGCAACGTGTTTCT 
'GTTCAAACTGGG1 GGGGTeACGGCCTCCTTCACTGCCTCCGTGGGCAGCCTGTTC 

35 CTCACAGCCATCGACAGGTACATATCCATTCACAGGCCCCTGGCCTATAAGAGGA 
TTGTCACCAGGCCCAAGGCCGTGGTGGCGTTTTGCCTGATGTGGACCATAGCCAT 
TGTGATCGCCGTGCTGCCTCTCCTGGGCTGGAACTGCGAGAAACTGCAATCTGTT 
TGCTCAGACATTTTCCCACACATTGATGAAACCTACCTGATGTTCTGGATCGGGG 
TCACCAGCGTACTGCTTCTGTTCATCGTGTATGCGTACATGTATATTCTCTGGAAG 

40 GCTCACAGCCACGCCGTCCGCATGATTCAGCGTGGCACCCAGAAGAGCATCATC 
ATCCACACGTCTGAGGATGGGAAGGTACAGGTGACCCGGCCAGACCAAGCCCGC 
ATGGACATTAGGTTAGCCAAGACCCTGGTCCTGATCCTGGTGGTGTTGATCATCT 
GCTGGGGCCCTCTGCTTGCAATCATGGTGTATGATGTCTTTGGGAAGATGAACAA 
GCTCATTAAGACGGTGTTTGCATTCTGCAGTATGCTCTGCCTGCTGAACTCCACC 

45 GTGAACCCCATCATCTATGCTCTGAGGAGTAAGGACCTGCGACACGCTTTCCGGA 
GCATGTTTCCCTCTTGTGAAGGCACTGCGCAGCCTCTGGATAACAGCATGGGGGA 
CTCGGACTGCCTGCACAAACACGCAAACAATGCAGCCAGTGTTCACAGGGCCGC 
AGAAAGCTGCATCAAGAGCACAGTCAAGATTGCCAAGGTAACCATGTCTGTGTC 
CACAGACACGTCTGCCGAGGCTCTGTGAGCCTGATGCCTCCCTGGCAGCACAGG 
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AAAAGAATTTTTTTTTTTAAGCTCAAAATCTAGAAGAGTCTATTGTCTCCTTGGTT 
ATATTTTTTTAACTTTACCATGCTCAATGAAAAGGTGATTGTCACCATGATCACTT 
ATCAGTTTGCTAATGTTTCCATAGTTTAGGTACTCAAACTCCATTCTCCAGGGGTT 
TACAGTGAAGAAAGCCTGTTGTTTAAGTGACTGAACGATCCTTCAAAGTCTCAAT 
5 GAAATAGGAGGGAAACCTTTGGCTACACAATTGGAAGTCTAAGAACCCATGGAA 
AAATGCCATCAAATGAATAATGCCTTTGTAACCACAACTTTCACTATAATGTGAA 
ATGTAACTGTCCGTAGTATCAGAGATGTCCATTTTTACAAGTTATAGTACTAGAG 
ATATTTTGTAAAATGTATTATGTCCTGTGAGATGTGTATCAGTGTTTATGTGCTAT 
TAATATTTGTTTAGTTCAGCCAAACTGAAAGGTAGACTTTTATGAGAACAATGGA 
1 0 CAAGCAGTGGATACGTGTCAATGTGTGCACTTTTTTTCTATATTATTGCCCATGAT 
ATAACTTTAGAAATAAACCTTAATATTTCTTCCCAAAAAAAAAAA 

SEQIDNO: 716 

Human mRNA for dihydropteridine reductase (hDHPR) 

15 gi|30818|emb|X04882.1|HSDHPR[30818] 

CGGAGCCGGGCTGGCAGGAGCAGGATGGCGGCGGCGGCGGCTGCAGGCGAGGC 
GCGCCGGGTGCTGGTGTACGGCGGCAGGGGCGCTCTGGGTTCTCGATGCGTGCA 
GGCTTTTCGGGCCCGCAACTGGTGGGTTGCCAGCGTTGATGTGGTGGAGAATGAA 
GAGGCCAGCGCTACGATCATTGTTAAAATGACAGACTCGTTCACTGAGCAGGCT 

20 GACCAGGTGACTGCTGAGGTTGGAAAGCTCTTGGGTGAAGAGAAGGTGGATGCA 
ATTCTTTGCGTTGCTGGAGGATGGGCCGGGGGCAATGCCAAATCCAAGTCTCTCT 
■ . . ••ITAAGAACTC 

. • .:GGCATCTGGCTACGAAGCAT€TGAAGGAJAGGAGGGeTGCTGAGCTTGGCTGGCGC 
• ' AAAGGCTGCCCTGGATGGGAGTGGTGGTATGATCGGGTACGGCATGGCGAAGGG 

25 TGCTGTTCACCAGCTCTGCCAGAGCGTGGCTGGGAAGAACAGCGGCATGCCGCC 
CGGGGCAGCCGCCATCGCTGTGCTCCCGGTTACCCTGGATACCCCGATGAACAGG 
AAATCAATGCCTGAGGCTGACTTCAGCTCCTGGACACCCTTAGAATTCCTAGTTG 
AAACTTTCCATGACTGGATCACAGGGAAAAACCGACCGAGCTCAGGAAGCCTAA 
TCCAGGTGGTAACCACAGAAGGAAGGACGGAACTCACCCCAGCATATTTTTAGG 

30 CCTCATCTCAGTGCCTATGAGGGGCCTGCCAGAAAAGTCACTAACCTGTCTCAGT 
GTGGCCTTGTCCAGCCTTGTGTTTTCTGTAACCCCTGTTTGTGGTACGAGATAATG 
AGTCCTATTTTTCTCTCACATAATATGCATTTGCTCTCCTAGGACAGTGTAATACA 
TTTATGTGAAGnCAAAGACATGCGAGACTGGTGGCCTGCAAATAGCATCCGTCAAT 

" CTGTGTTAAGTGCATAGGGAGGGCTCTGCATAGCACCTGCTATAGCGGTGTCATG 

35 TTGGATCGCTTTTGTGACTGTTCATCTGTCCTTGACAGTGGCTGTCATCTTGACTA 
CTTTGTTGATTTGTTGGTATTGGGGACATTTTAAAGGCTGAGTTATTTTTGAATGT 
CATGTTTATGTCATAGACGTAGTTTTCGCATCCTTGAATTAAACTGCCTTAACTCC 
TTTTGTGGTAT 

40 SEQ ID NO: 717 

aa24gl2.rl NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:814246 5' similar to 
gb:D00762 PROTEASOME COMPONENT C8 (HUMAN);, mRNA sequence 
gi|21 91 760|gb|AA465593 . 1 |AA465593 [2 1 9 1 760] 

CGATGACTCAATCGGCACTGGGTATGACCTGTCAGCCTCTACATTCTCTCCTGAC 
45 GGAAGAGTTTTTCAAGTTGAATATGCTATGAAGGCTGTGGAAAATAGTAGTACA 
GCTATTGGAATCAGATGCAAAGATGGTGTTGTCTTTGGGGTAGAAAAATTAGTCC 

TGTTGGAATGGCAGTAGCAGGTTTGTTGGCAGATGCTCGTTCTTTAGCAGACATA 
GCAAGAGAAGAAGCTTCCAACTTCAGATCTAACTTTGGCTACAACATTCCACTAA 
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AACATCTTGCAGACAGAGTGGCCATGTATGTGCATGCATATACACTCTACAGTGC 
TGTTAGACCTTTTGGGCTGCAGTTTCA 

SEQIDNO:718 

5 zxl0e07.sl Soares_total_fetus_Nb2HF8_9w Homo sapiens cDNA clone IMAGE:786084 3', 
mRNA sequence gi|2162337|gb|AA448667.1|AA448667[2162337] 

ATAAATCTATAGTTTTATTAAGACAAAAACTGACAATGTAGTATGAAGTTTACAT 
TTAAA 

CAAAGTTTACACAGGAATCTAACACATGCCTAAAAGAATTTTACAACGTAGCTCT 
1 0 AGATGCAAGTCTAGACAATATC AAGAACTGATGGTTCTCATGACTC AAGACAGA 
GCATTTTGGGTATGTTACTTATTAGGATTTCTTAAAAAATTGTTTTGTGTGTGTAT 
GTGTGTGTTTTAAAGTGAACCACTGCCCAATATGAAAGTTTAATCTTCTCCTGAG 
ACCAAGGCTTTTGAAATCACTAAACTCTTGGATCAATTCAGTGAAACTTGTGCTG 
TCAGTGACTGAACCCTGCCAACAATGGTTTCAGTGTTCAAAGCTCAAAGAAAAC 
15 GGCT 

SEQIDNO:719 

Human hyaluronate receptor (CD44) gene, exon 1 
gi 1 1 80 1 27|gb|M692 15.1 |HUMSCG0 1 [ 1 80 1 27] 

20 TGGTTTGTGGTTTTTATGAAGAGATGTGAAAAAGGAAGTGTGGAATGATGGGAT 
GAGAAGTTGTATGGGGAAGATGAATAGAAGAATTAGGTGGTTGAATAAAATTAA 
r. :j. {AAGGTGTGTGGTTGGATGAATGAATGAGTGGGATGATAGATGGAGCTAAGTGGT 
• v; -'FAGTGGATGGACAGGAGGATGGATGGATGTGAGAGCGGGAGAAGGAGATAAGG . 
v : yvAAAGATGGGTGGATAGATGGArGGGCGGATGGAAGGATATTTAGGAGGATGAAT 

25 GAGCATGTGTGTGGAGAGAGGTGCCCATTCACACTGGCTTGAACACATGGGTTA 
GCTGAGCCAAATGCCAGCCCTATGACAGGCCATCAGTAGCTTTCCCTGAGCTGTT 
CTGCCAAGAAGCTAAAATTCATTCAAGCCATGTGGACTTGTTATTGAGGGGAAA 
AAGAATGAGCTCTCCCTCTTTCCACTTGGAAGATTCACCAACTCCCCACCCCTCA 
CTCCCCACTGTGGGCACGGAGGCACTGCGCCACCCAGGGCAAGACCTCGCCCTCT 

30 CTCCAGCTCCTCTCCCAGGATATCCAACATCCCTGTGAAACCAGAGATCTTGCTC 
CAGCCGGATTCAGAGAAATTTAGCGGGAAAGGAGAGGCCAAAGGCTGAACCCA 
ATGGTGCAAGGTTTTACGGTTCGGTCATCCTCTGTCCTGACGCCGCGGGGCCAGC 
. GGGAGAAGAAAGCCAGTGCGTCTCTGGGCGCAGGGGCCAGTGGGGCTCGGAGG 
CACAGGCACCCCGCGACACTCCAGGTTCCCCGACCCACGTCCCTGGCAGCCCCGA 

35 TTATTTACAGCCTCAGCAGAGCACGGGGCGGGGGCAGAGGGGCCCGCCCGGGAG 
GGCTGCTACTTCTTAAAACCTCTGCGGGCTGCTTAGTCACAGCCCCCCTTGCTTGG 
GTGTGTCCTTCGCTCGCTCCCTCCCTCCGTCTTAGGTCACTGTTTTCAACCTCGAA 
TAAAAACTGCAGCCAACTTCCGAGGCAGCCTCATTGCCCAGCGGACCCCAGCCTC 
TGCCAGGTTCGGTCCGCCATCCTCGTCCCGTCCTCCGCCGGCCCCTGCCCCGCGC 

40 CCAGGGATCCTCCAGCTCCTTTCGCCCGCGCCCTCCGTTCGCTCCGGACACCATG 
GACAAGTTTTGGTGGCACGCAGCCTGGGGACTCTGCCTCGTGCCGCTGAGCCTGG 
CGCAGATCGGTGAGTGCCCGCCGCAGGCTGGGCAGCAAGATGGGTGCGGGGTGC 
TCAGCGCGGAC 

45 SEQIDNO:720 

yi63g06.rl Soares placenta Nb2HP Homo sapiens cDNA clone IMAGE:143962 5*, mRNA 
sequence gi|851402|gb(R76770.1|R76770[851402] 

AATTCGGAACGAGGNCTGTACAACACAGTGTCATACAGGGATAATGCTATCATA 
TTTAATATGAAACAGTGTTACGGGCACAAATTACCCATTTCTACAAAATAAGTGT 
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GCAAGTGATGCCACATATTATCCATATTCAACTGAGGTGTCATCAAAATACATTT 
TATTTACAATATGTACTATGATCAGTTGGATATTAAGTTCTAAAATGATTTACTTC 
ACTGCTACATTATAAAGGTAAAAGCAATGTGTAGGAAAAAGTGTGAGATTGTGT 
TTTTACATACTGCTTTTGTAGTTGCCATCGCTGGTTCAGTTCGACTTATAACATAT 
5 GTCTTGCTTGTAGGATTTAACACCTCCAATAGGGGATTCTTCTAACATTACAGGA 
GGATTCTTAGGGGATCCGGGGCTTTTTCANCAGTATAT 

SEQIDNO: 721 

yi07h02.rl Soares placenta Nb2HP Homo sapiens cDNA clone IMAGE:138579 5', mRNA 

10 sequence gi|835174|gb|R63295.1|R63295[835174] 

AATTCGGAACGAGGGAGAAATCAGTCTGGTTTCCATCCCAGTCGGGGAAGAGAG 
AGGTGAGAGGGAATCAGAACGTACCTAGTTGATTCCTTGGTGACAAGTGCAATG 
GGGTATGGGTAGAATTTATTTTCAGAGCCAAGAGGACTTGATGGTTATAAATAAA 
GTTGCCTTTAGCAATGGAATTTACAGATCGATCATGTTGTTCCNAAAGATGTGAA 

1 5 TAGGATCCACAATAACAAGTTGATTCAGACTAATGTAGATATTTAGATTAGCAAG 
TATTGAACATTTGATTTCTTAGGACTGAGCTTTTAAATGAATTTCCATTATTTCTT 
CC 

SEQ ED NO: 722 

20 Homo sapiens P2U nucleotide receptor mRNA, complete cds 
gi|984506|gb[U07225.1|HSU07225[984506] 
. '.> GGGGACGAGGCACCGCGAGAGGAGAAGCGCAGCGCAGTGGCGAGAGGAGCCCG 

. .. i.:: .•'i:TG'lGGCAGCAGGAG'rAGG:rGCGGAGAAAAATGGTGGAGGCTGGGCGlGGCGCC . 
■ •<:■: AGGCCTGGGGACGTGTXTTT.GGTGTTTCCCGCAGAGTTCCCTGCAGCCCGGTCGA ; : 

25 GGTCCAGGCGTGTGCATTCATGAGTGAGGAACCCGTGCAGGCGCTGAGCATCCT ; : 
GACCTGGAGAGCAGGGGCTGGTCAGGGCGATGGCAGCAGACCTGGGCCCCTGGA 
ATGACACCATCAATGGCACCTGGGATGGGGATGAGCTGGGCTACAGGTGCCGCT 
TCAACGAGGACTTCAAGTACGTGCTGCTGCCTGTGTCCTACGGCGTGGTGTGCGT 
GCTTGGGCTGTGTCTGAACGCCGTGGCGCTCTACATCTTCTTGTGCCGCCTCAAG 

30 ACCTGGAATGCGTCCACCACATATATGTTCCACCTGGCTGTGTCTGATGCACTGT 
ATGCGGCCTCCCTGCCGCTGCTGGTCTATTACTACGCCCGCGGCGACCACTGGCC 
CTTCAGCACGGTGCTCTGCAAGCTGGTGGGCTTCCTCTTCTACACCAACCTTTACT 
. GCAGCATCCTCTTCCTCACGT-GGATCAGCGTGCACCGGTGTCTGGGCGTCTTACG 
ACCTCTGCGCTCCCTGGGCTGGGGGCGGGGCCGCTACGCTCGCCGGGTGGCCGGG 

35 GCCGTGTGGGTGTTGGTGCTGGCCTGCCAGGCCCCCGTGCTCTACTTTGTCACCA 
CCAGCGCGCGCGGGGGCCGCGTAACCTGCCACGACACCTCGGCACCCGAGCTCT 
TCAGCCGCTTCGTGGCCTACAGCTCAGTCATGCTGGGCCTGCTCTTCGCGGTGCC 
CTTTGCCGTCATCCTTGTCTGTTACGTGCTCATGGCTCGGCGACTGCTAAAGCCAG 
CCTACGGGACCTCGGGCGGCCTCCCTAGGGCCAAGCGCAAGTCCGTGCGCACCA 

40 TCGCCGTGGTGCTGGCTGTCTTCGCCCTCTGCTTCCTGCCATTCCACGTCACCCGC 
ACCCTCTACTACTCCTTCCGCTCGCTGGACCTCAGCTGCCACACCCTCAACGCCAT 
CAACATGGCCTACAAGGTTACCCGGCCGCTGGCCAGTGCTAACAGTTGCCTTGAC 
CCCGTGCTCTACTTCCTGGCTGGGCAGAGGCTCGTACGCTTTGCCCGAGATGCCA 
AGCCACCCACTGGCCCCAGCCCTGCCACCCCGGCTCGCCGCAGGCTGGGCCTGCG 

45 CAGATCCGACAGAACTGACATGCAGAGGATAGGAGATGTGTTGGGCAGCAGTGA 
GGACTTCAGGCGGACAGAGTCCACGCCGGCTGGTAGCGAGAACACTAAGGACAT 
TCGGCTGTAGGAGCAGAACACTTCAGCCTGTGCAGGTTTATATTGGGAAGCTGTA 
GAGGACCAGGACTTGTGCAGACGCCACAGTCTCCCCAGATATGGACCATCAGTG 
ACTCATGCTGGATGACCCCATGCTCCGTCATTTGACAGGGGCTCAGGATATTCAC 
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TCTGTGGTCCAGAGTCAACTGTTCCCATAACCCCTAGTCATCGTTTGTGTGTATAA 
GTTGGGGGAATTAAGTTTCAAGAAAGGCAAGAGCTCAAGGTCAATGACACCCCT 
GGCCTGACTCCCATGCAAGTAGCTGGCTGTACTGCCAAGGTACCTAGGTTGGAGT 
CCAGCCTAATCAAGTCAAATGGAGAAACAGGCCCAGAGAGGAAGGTGGCTTACC 
5 AAGATCACATACCAGAGTCTGGAGCTGAGCTACCTGGGGTGGGGGCCAAGTCAC 
AGGTTGGCCAGAAAACCCTGGTAAGTAATGAGGGCTGAGTTTGCACAGTGGTCT 
GGAATGGACTGGGTGCCACGGTGGACTTAGCTCTGAGGAGTACCCCCAGCCCAA 
GAGATGAACATCTGGGGACTAATATCATAGACCCATCTGGAGGCTCCCATGGGC 
TAGGAGCAGTGTGAGGCTGTAACTTATACTAAAGGTTGTGTTGCCTGCTAAAAAA 
10 AA 

SEQ ID NO: 723 

aa50e04.sl NCI_CGAP_GCB1 Homo sapiens cDNA clone MAGE:824382 3', mRNA 
sequence 

15 gi|2219301|gb|AA489699.1|AA489699[2219301] 

TTTTTTTTTTTGAAATAATTGAAGAATTCAGTTAAATATTTATTGAACAAATGCAG 
AGTA 

AATGAACTAAGGGCTGTTATAACCTTAAGTTACAACAAACAACTTCAAATATTCA 
GAGGGCTGTCACACAGAGAATGAAAGACTTGCTCAGTATTTCTCCAAAGGGCAG 
20 AACTTGAGCCAAGGGATAAATATAAGCAACCAATGGGCTGCAGGATAGTTGTAC 
AAAGTGTATCATGTATCTTCATAGCTTCTTTGCCCATATAATGCATTCCACACTTA 
• ,' .•; AGTTTGTCCTTGTAAAAGGGGAG ACGAC AAGTTAATATGTCTGATAAATGTCTTA • 
•/•. = ; AA'FAAGTTGCATTTTGATGGCAAGCCGTCCACTGGCAGGAATGGATATACTCACA. r 
CTA^GGAAAAAATCTAAA.GTTAACAAAGTGGTTTAGTATGGAAATGGTCTATTT . 
25 GTTCCTCAGCTATGTTTCTGTATCCTACATTAGTGGCTCTCAGGAGG . ' 

SEQ ID NO: 724 

HUMHBC4799 Human pancreatic islet Homo sapiens cDNA similar to alpha-1 
antichymotrypsin, mRNA sequence gi|1262485|dbj|D83812.1|D83812[1262485] 

30 CGCAGACAATGATGGTCCTGGTGAATTACATCTTCTTTAAAGCCAAATGGGAGAT 
GCCCTTTGACCCCCAANATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAAAAG 
TGGGTAATGGTGCCCATGATGAGTTTGCATCACCTGACTATACCTTACTTCCGGG 
ACGAGGAGCTGTCCTGCAGCGTGGIGGAGCTGAAGTACACAGGCAATGCCAGCG 
CACTCTTCATCGTCCCTGATGAAGAGAAGATGGAGGAAGTGGAAGCCATGCTGCT 

35 CCCANAGACCCTGAAGCGGTGGAGAGACTCTCTGGAGTTCANAGAGATAGGTGA 
GCTCTACCTGCCAAAGTTTTCCANCTCGAGGGACTATAACCTGAACGACATNCTT 
CTCCAGCTGGGCATTGAGGAAGCCTTC 

SEQ ID NO: 725 

40 zx84cl2.sl Soares ovary tumor NbHOT Homo sapiens cDNA clone IMAGE:810454 3', 
mRNA sequence gi|2179839|gb|AA4571 19.1|AA4571 19[2179839] 

CTCATCAAAACATGATTTATTAATTTTAAGCAAGAGTAAGCATATGTGATAGTGG 
CCAGCTTGGGGATAGAACTCTTCCTGGTTGATGCACAGTTCAGCACCTGTTGGGT 
CTTGGCTGTTGGGATGATAATTCTTTTGGGTGAGGGGAACAGCCGTGGTCAAGGC 
45 TGCCTGCACCCCCATCCAGGCACAGGACCCTGGGCAAAGTCTCAAAAGAGGTAG 
TGTirrTACTTTCGCACCAACAATACAACATAAGTATTGGGTACAAAAGAGGAGA 
TTTCCTTCCCCTCTACCTCAACGGGCAAAAGGCCTTCCATCTTCAGAAGAGGCTT 
GTGAGGACCATCGGTTGGATGACCTCCTAGTGAGTTCTGGCTCCCATTCAGAGCA 



604 



WO 02/074979 



PO7US02/08456 



CAGAGAAACCCACAAAAGGGGCCTGTGGATCTGGTTCCAGGTCTCAAGGGTACA 
GCTTGGTTACATCCCCAGGCCCC 

SEQ ID NO: 726 

5 yul0b07.rl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:233365 5", 
mRNA sequence gi|1057977|gb|H79888.1|H79888[1057977] 

GGCACGAGAATNGAGGCACAATATAGCACTGACTGAGTTGTAAAGCCTCCTGCC 
TGGAGACTTCAGTTATAGCTGTAATAATTAATCTTATTTATAAAAGCCACTCCAC 
TAACCTTTTCTCTCCAACTGTAAACACAGAGACAGCTTTGGGAATAAGCCAAAAA 
1 0 CAGGGTGATCTCATTAGATTTTGAAGATATATGACTCCTTTGGGCTACATTTCATA 
TTGATCAATTTCTAGGTATTTTTCACTGGCCCAAAGTATTGCATTCCCTTAACAGC 
AAGCACAAGTTCTCTATATCACTTGTTTTTTGTTGTTGTTGTTGTTGTCGTCGTTGT 
TTTGAGGACGGAGTTTTGNCTCAGGTGCCCCGGNAGTGGCAGTGGTGCAATCTCA 
GCTCACTGGCAACCTCCACCTCCGGGGGTTCAAGGCAATTCTCCGGTT 

15 

SEQ ID NO: 727 

yr38gl0.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:207618 3' 
similar to gb:L24038_rnal A-RAF PROTO-ONCOGENE SERINE/THREONINE- 
PROTEIN KINASE (HUMAN);, mRNA sequence 

20 gi|1012590|gb|H59758.1|H59758[1012590] 

AATNATTAACAAGCAAAGGCCCAGCAGAATTCTGTGCTTCTTGGTGAAGAAAGA 

■■■•■■«. •GAGGAGTGGTTGAATGGGGGGGGAGAeAGAAAAGGGACCCCCCAAA^TCCACAT 

, (■••/ GGGGTGCTGGGAACGGCAAAATCCAGTGGAAGGCACATCAGGGACA.AA'I'TGGAG' 
•: . ■;; AGAGGTTGTGAGTGGAATCCCTGGCAGAAATCGCAGCCATTGGAGATGGAGGAG 

25 UCTCGCAAAATTTAGAAGTATCCCCAAAGCCAAGAGGAAACCAAATGATGGGAGG 
AGACAGGGGGCTCAGTCTTTGGGCGGGGGTCCCCCAATTTCCAGAAGAACTGGG 
AAAAGGCACATGGGGGNCCCCCTTCATCTTCCCGGGGTGGGGGAATGGGGGGAT 
TCCTNAGGGCAGCNTCAGGGGCAGAGACGAACTTTGTTTGGGTTGGTNGGGCAA 
GGTTCCTTGGGCTTNGGAG 

30 

SEQ ID NO: 728 

Human thyroid hormone receptor alpha 1 (TR-alpha-1) gene, complete cds 
gi|339662|gb|M24748.1|HIlMTHRA3A[339662] ■ ■ 

-TGCCGGGGGGGCCAGTGTCjCeCACCGCAGTeTCTTGGCGTGCTGGAGGGCATCCT 
35 GGATGGAATTGAAGTGAATGGAACAGAAGCCAAGCAAGGTGGAGTGTGGGTCA 
GACCCAGAGGAGAACAGTGCCAGGTCACCAGATGGAAAGCGAAAAAGAAAGAA 
CGGCCAATGTTCCCTGAAAACCAGCATGTCAGGGTATATCCCTAGTTACCTGGAC 
AAAGACGAGCAGTGTGTCGTGTGTGGGGACAAGGCAACTGGTTATCACTACCGC 
TGTATCACTTGTGAGGGCTGCAAGGGCTTCTTTCGCCGCACAATCCAGAAGAACC 
40 TCCATCCCACCTATTCCTGCAAATATGACAGCTGCTGTGTCATTGACAAGATCAC 
CCGCAATCAGTGCCAGCTGTGCCGCTTCAAGAAGTGCATCGCCGTGGGCATGGCC 
ATGGACTTGGTTCTAGATGACTCGAAGCGGGTGGCCAAGCGTAAGCTGATTGAG 
CAGAACCGGGAGCGGCGGCGGAAGGAGGAGATGATCCGATCACTGCAGCAGCG 
ACCAGAGCCCACTCCTGAAGAGTGGGATCTGATCCACATTGCCACAGAGGCCCA 
45 TCGCAGCACCAATGCCCAGGGCAGCCATTGGAAACAGAGGCGGAAATTCCTGCC 
CGATGACATTGGCCAGTCACCCATTGTCTCCATGCCGGACGGAGACAAGGTGGA 
CCTGGAAGCCTTCAGCGAGTTTACCAAGATCATCACCCCGGCCATCACCCGTGTG 
GTGGACTTTGCCAAAAAACTGCCCATGTTCTCCGAGCTGCCTTGCGAAGACCAGA 
TCATCCTCCTGAAGGGGTGCTGCATGGAGATCATGTCCCTGCGGGCGGCTGTCCG 
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ctacgaccctgagagcgacaccctgacgctgagtggggagatggctgtcaagcg 
ggagcagctcaagaatggcggcctgggcgtagtctccgacgccatctttgaact 
gggcaagtcactctctgcctttaacctggatgacacggaagtggctctgctgcag 
gctgtgctGctaatgtcaacagaccgctcgggcctgctgtgtgtggacaagatcg 
5 agaagagtcaggaggcgtacctgctggcgttcgagcactacgtcaaccaccgca 
aacacaacattccgcacttctggcccaagctgctgatgaaggtgactgacctccg 
catgatcggggcctgccacgccagccgcttcctccacatgaaagtcgagtgcccc 
accgaactcttccccccactcttcctcgaggtctttgaggatcaggaagtctaaa 
gcctcaggcggccagagggtgtgcggagctggtggggaggagcctggagagaa 

1 0 ggggcagagctgggggctgagggagacccccccacaccccttctctccttcctct 
cgtccttggatagattcagctcccacacacacaccccgcactgcccaggtccctc 
ctcagacctccagccctgggacagggcaaacaactgaacttgctatggaaagga 
cagtgtgggaggctgggggagctgtgtcctgcagttcccaggaccccatcctctc 
agaaggtaggggaagggcgggaggattgagaagggacaagccaccttgaccgt 

1 5 aggggaaggaggaatgtgggctgggggaagatgccctcaactcaccccctcaca 
cacatgagagagagcccccacccagttccttggcctaggtctcccctccaggctg 
agggcctctctacttccccagatgcctgggtgcaaagaacggcttggcttggctc 
ctcctctggaggttaaaatttatagtcattctaactgcacttggaaaccaagcaa 
ggggagaagacaaatgaagaaaaact 

20 

SEQ ID NO: 729 

■• •:• *A (£640905 is 1. Gessler Wilms tumor Hoirio Sapiens eBNA clone IMAGE:39828 l : 3 : similar to . . 

• "- ' v;gb:X5341^ lriRNA ; sequence ,.: 

. :. :gi|2432277|gb|AA598978..lfAA598978[2432277J ' \~V i -A £>; . :!■:•: ..'v • '•' 

25 TTTTTTTTTAATGGAAGCAAAACTTTATTCCTCTTGGGTGGAGAAGAGAACTAGT 
GGGTGGTTGTGTACAGGACCCCCATCCCTCACCCCTCCCAGAACCAAAGAAGAC 
AAGCAGCGCCACCAAATGGCTCCCTCTGCCCAAGTGAAAGCCGAGAGGTCAGCG 
GCTGGCTGGGGAGGCAGGTGAGCGCACACGGCACAGGGCAGGGGCGGCTGCAG 
TGACAGGCGGGCGGCCAGGGCGGCCTGGGCCGGGGTTGAGGGGAAGAGGGCGG 

30 GGCTGCTTGGGTAGCGGGGCAGGCTTGGGGGCTGCCGGCTGGCACGGGCCCCAG 
ACTCAGGGCACCACAACGCGGTAGGGGCTGCCTGGGATGTGCTCGTCCCCCCATT 
TGACCACCAGTGTGTAATCCCCCTTGTCCTTGAGCAGGTAGGACACGCTGTAGAG 
CCGGATTGCCAAGTTCTTTAGGAGGAGTXTCCCGCAGGGGGCCTTTGGCCATTAA 
CCCCACC — . 

35 

SEQ ID NO: 730 

yr86d03.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:212165 3' 
similar to gb:Z22548 TfflOL-SPECIFIC ANTIOXIDANT PROTEIN (HUMAN);, mRNA 
sequence gi|1030355|gb|H68845.1|H68845[1030355] 

40 TrCCCTAATACTTTATTGGNTACCTCTAGGCCTGTGTGCGGCTGGGTGGGCTTGG 
GGGAGGGCGTCACTATTCAGCTTCTAGGTGGAGGCATGAGAAGGCCTTGGCTAG 
NCCCTCCAGGGTCCCATACTGTGGAGTTTGGAGGGGCAGGTCTGGCCTTTCCTGG 
GTCAGCATAGGGCACCCAGGTNGGGGCACAGGTGGACACCCAGCACAGGCACCT 
AGGCAGGGGCACAAGCTCACTATCCGTTAGCCAGCCTAATTGTGTTTGGAGAAAT 

45 ATTCCTTGCTGTCATCCACGTTGGGCTTAATCGTGTCACTACCAGGCTTCCAGCCA 
GCGGGANAAACTTTCCCCATGCTCGTCTGTGTACTGGGAAGGNCTGGGACCAGC 
CGCAGAGCCTANATTCCACGGAGCGTCCCACAGGCAAAT 
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SEQIDNO: 731 

ab23b05.rl Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:841617 5' similar 
to TR:E1 83625 El 83625 ORNITHINE DECARBOXYLASE ANTIZYME mRNA 
sequence 

5 gi|2217845|gb|AA487681.1|AA487681[2217845] 

GTGCTGAGTGGCGGCACTCTACATCGAGATCCCGGGCGGCGGCTGCCCGAGGGG 
AGCAAGGACAGCTTTGCAGTTCTCCTGGAGTTCGCTGAGGAGCAGCTGCGAGCC 
GACCATGTCTTCATTTGCTTCCACAAGAACCGCGATGACAGAGCCGCCTTGCTCC 
GAACCTTCAGCTTTTTGGGCTTTGAGATTGTGAGACCGGGGCATCCCCTTGTCCC 
1 0 C AAGAGACCCGACGCTTGCTTCATGGCCTACACGTTCGAGAGAGAGTCTTCGGG 
A 

SEQ ID NO: 732 

Human elastase III B mRNA, complete cds, clone pCLlE3 

15 gi|607029|gb|M18692.1|HUMELA3A[607029] 

CCTATCATCGCAAAACTCATGATGCTCCGGCTGCTCAGTTCCCTCCTCCTTGTGGC 
CGTTGCCTCAGGCTATGGCCCACCTTCCTCTCGCCCTTCCAGCCGCGTTGTCAATG 
GTGAGGATGCGGTCCCCTACAGCTGGCCCTGGCAGGTTTCCCTGCAGTATGAGAA 
AAGCGGAAGCTTCTACCACACCTGTGGCGGTAGCCTCATCGCCCCCGACTGGGTT 

20 GTGACTGCCGGCCACTGCATCTCGAGCTCCCGGACCTACCAGGTGGTGTTGGGCG 
AGTACGACCGTGCTGTGAAGGAGGGCCCCGAGCAGGTGATCCCCATCAACTCTG 
'-. i • ; ■ •GGGACCTeTTTGTGCATGGACTeTGGAACCGCTGGTGTGTGGCCTGTGGCAATGA 
: : .aGATGGGCCTGATCAAGGTGTGAGGCAGGGCCCAGCTGGGAGAGGGCGT.CGAGCTC 
, ., pGCGTCACTCCGTGCGGCTGGTGACATCCTTCCCAACGAGACACCCTGCTACATGA 

25, CCGGCTGGGGCCGTCTCTATACCAACGGGCGACTCGCAGACAAGCTGCAGGAGG 
CCCTGCTGCCGGTGGTGGACTATGAACACTGCTCCAGGTGGAACTGGTGGGGTTC 
CTCCGTGAAGAAGACCATGGTGTGTGCTGGAGGGGACATCCGCTCCGGCTGCAA 
TGGTGACTCTGGAGGACCCCTCAACTGCCCCACAGAGGATGGTGGCTGGCAGGT 
CCATGGCGTGACCAGCTTTGTTTCTGCCTTTGGCTGCAACACCCGCAGGAAGCCC 

30 ACGGTGTTCACTCGAGTCTCCGCCTTCATTGACTGGATTGAGGAGAGCATAGCAA 
GCCACTAGAACCAAGGCCCAGCTGGCAGTGCTGATCGATCCCACATCCTGAATA 
AAGAADAAAGATCTCTCAG 



SEQ ID NO: 733 

35 yq07g06.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE: 1 96282 3', 
mRNA sequence gi|960149|gb|R92609.1|R92609[960149] 

TGCTGTTAGTTTAATGTGGACAGAGACATCCCACGGCGTGACTGTTAGTTAGGAT 
GAGTCAGCTTGGGGGAGTTTGTGCTTCCTGCTTGGNGTGGCCAGCCACATGCCAA 
GGTCCCCTGCCTTCTAGCCCAGAATGACGGGACTGGGCAGAACACCCCCAACTTT 
40 TAGCTGCCACTTGGCTCATTACAGCAGTACCAGTATGGGGGTGGGAGGGGTGAG 
GCTNTGGAGTGAAGGCGGCGTATAGGGCAGAGACTAAGAGGGTCCTGTGAGATT 
CTTAGAGGAGCCATCCTGNTCCAAGGGGCCTGAGCTGAGTNTGGGTCTGTGAGC 
ATCTGCTGCTCCTCTCAGAGAGGGGAGATCTCACTCTCTGCCAGTCTGTCTAGCC 
CCAAAG 

45 

SEQ ID NO: 734 

yvl9b06.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:243155 3', 
mRNA sequence gi|1102102|gb|H94469.1|H94469[1102102] 

GCAAAACAACATTTATTCTTTTAAAAAATCTATATACATTGCCATACAAAGATAC 
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CACATTGAAGCAGTTCTCAGGAACCTTCCAGTGAGCCTTCTCTTATAATTGCCCG 
AGCAAGATTTCGTGCCAGAGAAAGTCTCAGCATTTCCACCTTGGTGTNCTCTATG 
TCATCATCCTGGAGCTGCTCGGTATCAGATTCTCCATGCACAGGTCTTCTTGACGT 
CAAGTCCTCCAGACACCGCATCAACTCATAAGTCTGTTCTGCTGAGAAAATCACC 
5 TGTTTCTGTTCCAAAAGGGGCAAGGCATCTGTCAGCAGAGTTCATCCCAGAAAGA 
CCGAAGGGGCAATCCGAGACGTCATCAAGGACAGAAGGA 

SEQ ID NO: 735 

aa91g07.sl Stratagene fetal retina 937202 Homo sapiens cDNA clone IMAGE:838716 3' 
10 similar to TR:G1 73234 Gl 73234 RIBOSOMAL 5S RNA-BINDING PROTEIN ;, mRNA 
sequence 

gi|21 80364|gb| AA457644. 1 |AA457644[21 80364] 

TAGTATGAAACTTAGTGTTTTAGTAGATCTTGTGATTTCTGAAAACGAATTTCTTC 
TAAACATCAAGCTATTTTTCTTCACTATCTATACCTGCTATGCAGAGATTGAGAA 

1 5 CCAAACCAAATGGATATCTGCTTTTAAGATTAGAATTTGTTCTTCATCCTTAAAGC 
AGAACTCATTGAGATGAAAAGATGCTCTTAATTTATCACAGAACTGTGTATTTAA 
TAGTATGCTTATTAAAATCACGAAGTGTACTGGAATGCTAAGATAAAAGAACTGT 
ATAGTTTCTGTTATGTAATACGAGAATAGAAATGTTATTAAAATCTTTCTATAATT 
TCCAGTGCTTCTGTTTTGAAGAACAAAGGCTTAATCCCCAAGAGGAAGTAGATAT 

20 GCCAGTGTTTTTCTACATTGATCCTGAATTTGCTGAAGATCCA 

y > SEQ ID NO: 736 «'? W; * • . ■ -kW nyh\V yV-/- ■. , • ■■■:■■■.■■■} 
■■■ ■J? '-- -.ffisapiensCDlS exon.34 gi|29753|eirib|X63924.qiHSGD18XI4[29.753] ; "i ■ . LOb 

• CTGX5GCGOAGCTCCTGCGCCGAGTGCGTGAAGTTGGAAAAGGGCCCGTTTGGGAA ■? 
25 GAACTGCAGCGCGGCGTGTCCGGGCCTGCAGCTGTCGAACAACCCCGTGAAGGG 
CAGGACCTGCAAGGAGAGGGACTCAGAGGGCTGCTGGGTGGCCTACACGCTGGA 
GCAGCAGGACGGGATGGACCGCTACCTCATCTATGTGGATGAGAGCCGAGGTGA 
GGCCGC 

30 SEQ ID NO: 737 

ye81h02.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:124179 3', 
mRNA sequence gi|751008|gb|R01272.1|R01272[751008] 
TCITTATTTAAAATAAAGTTTAAAAAT^ 

GAAATGTATAAAGTTGAy\AG'ITrCATGTGATGTAGACTGTTCAAAGAAAGCTGTG 
35 AATAGACCTTTCTATGCATTTATAAACATAAGCACACACATTTTAAAATGAGTTC 
ACACrGTACACTTTTCTATTAATAACTTGTTTCACCTAATGTATCATGGCCATTTT 
TCCATACACAATGAATGTACTTTATTCATTTTAACAGATACGAGGATATTCCTAT 
ATGGGCTGGAACCACACCTTTAACCCTATCCCTTTAATGACAGGACATTTAGGGN 
TTTCTATTACTTTCTACCCATGGTCCATTTTTACGGCTTCTGTGGGGGATCCTTAA 
40 ATATTCCCCTCAGGTTCCCGGTTTCCATTTTGTT 

SEQ ID NO: 738 

zx35fl l.sl Soares_total_fetus_Nb2HF8_9w Homo sapiens cDNA clone IMAGE:788493 3', 
mRNA sequence gi|2166225|gb|AA452556.1|AA452556[2166225] 
45 TTTTGAAAGTAAAAATTTTTATTTTGATTGATTTCTCA 

TGCCAGTTTTTAATGGCAAAAATTTGGTTCCACTGAAACTCCATAATGCTACAGA 
GAGCTACTACTTTTTCCAGGAAGTAGGTTAACAGCTAGAAAGAAAAAGGACAAT 
TTCCTAGCAGCATGGCAACTTAAACrGCAGATCrAATAGGTCTGCAACrTTTACA 
CTAAAAATGGCACAAACAGCTGGTGACACAAGTGAGAAATGGGGAACAAGATG 
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TGAACACTGAAAAGAACAATATATATACTGTAAATATGATGAATAAACCAAATG 
TAGCTATAAGAATCTTAAAGGATGATTATAGAAAAGGGA 

SEQIDNO: 739 

5 zc35g04.sl Soares_senescent_fibroblasts_NbHSF Homo sapiens cDNA clone 
IMAGE:324342 3', mRNA sequence gi|1332227|gb|W47576.1 |W47576[1332227] 
CTTGGAAATTTTTTTATTCTC(^GCCAACATTTCTTTTGACATTTTArrACTTAAT 
TATGTGACATTAAGAAATAATTTGGTTGCATATTATTTTCAAAAAGCAGTAAGAA 
AGTAGCTATTGAGAAAGAAGGAGGGCCATAGGTTTTTCAATAAAACGTTAGAAA 
1 0 CATTATAAAAAACGAGACTCCCATTACATGGAAACACATGATCAAAGATCAGAC 
TAACACACATTCAAACAGGCTTGGTTCGAAATAGAGTTCTCCATTTCTTTCAGAT 
GAGCCTTTTTTCTTAGGCTCTTTCAGAAGCACTTCACAATGAACAGAGGTCTTGC 
CAGCTCATTTCATTAGCGGAGAAGCAAAGGTATGATGGCAGAATCATGAGAAGA 
TGGAAATAAGGCCT 

15 

SEQ ID NO: 740 

ye40b03.rl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE: 1201 73 5', 
mRNA sequence gi |7343 1 7|gb|T95693 . 1 |T95693 [73431 7] 

AGATGTTCCAGGAGTAGAATTCCTGACTGCTGTGTGAAAGTGAACTGCTACTCCA 
20 TCTCTGAAACATATCTGAGAAACGGGGCAGAAAACCAGTGTAAACTGCTCGTGG 
TGAAATTATTGAACATTGAAGTGTGAGGCTTGTCCTAAGAGCACGTCACCTCCCT 
.. ; . TGAGACAGATTCTGCATGTCCTTCCCTGTGGTAGGGATCCTCGAGTTCGGTTTCTC 
■• . :f . - - : AGGGGAAGTAACCAGAGGTTCGAGTGTGGTNTTGGITTCTGGGGAGGGAAGGAG : 
• •rAGAGGGACCTAGGTTAATAGGATTGCCAGGGGTACTTGATTGGGGGAGGCACAC 
25 ATGGANTTCAGGAGGGGGGACCTTAAGGGCNTTCAGGCAGG 

SEQ ID NO: 741 

Human (clone HSY3RR) neuropeptide Y receptor (NPYR) mRNA, complete cds 
gi|l 893 1 3 |gb|L01 639 .1 |HUMNYRECA[1 893 1 3] 

30 CGCATCTGGAGAACCAGCGGTTACCATGGAGGGGATCAGTATATACACTTCAGA 
TAACTACACCGAGGAAATGGGCTCAGGGGACTATGACTCCATGAAGGAACCCTG 
TTTCCGTGAAGAAAATGCTAATTTCAATAAAATCTTCCTGCCCACCATCTACTCC 
ATCATCTTCETAACTGGCATTGTGGGGAATGGATTGGTCATCCTGGTCATGGGTT 
ACCAGAAGAAACTGAGAAGCAfGACGGAGAAGtACAGGCTGCACCTGTCAGTGG 

35 CCGACCTCCTCTTTGTCATCACGCTTCCCTTCTGGGCAGTTGATGCCGTGGCAAAC 
TGGTACTTTGGGAACTTCCTATGCAAGGCAGTCCATGTCATCTACACAGTCAACC 
TCTACAGCAGTGTCCTCATCCTGGCCTTCATCAGTCTGGACCGCTACCTGGCCATC 
GTCCACGCCACCAACAGTCAGAGGCCAAGGAAGCTGTTGGCTGAAAAGGTGGTC 
TATGTTGGCGTCTGGATCCCTGCCCTCCTGCTGACTATTCCCGACTTCATCTTTGC 

40 CAA.CGTCAGTGAGGCAGATGACAGATATATCTGTGACCGCTTCTACCCCAATGAC 
TTGTGGGTGGTTGTGTTCCAGTTTCAGCACATCATGGTTGGCCTTATCCTGCCTGG 
TATTGTCATCCTGTCCTGCTATTGCATTATCATCTCCAAGCTGTCACACTCCAAGG 
GCCACCAGAAGCGCAAGGCCCTCAAGACCACAGTCATCCTCATCCTGGCTTTCTT 
CGCCTGTTGGCTGCCTTACTACATTGGGATCAGCATCGACTCCTTCATCCTCCTGG 

45 AAATCATCAAGCAAGGGTGTGAGTTTGAGAACACTGTGCACAAGTGGATTTCCA 
TCACCGAGGCCCTAGCTTTCTTCCACTGTTGTCTGAACCCCATCCTCTATGCTTTC 
CTTGGAGCCAAATTTAAAACCTCTGCCCAGCACGCACTCACCTCTGTGAGCAGAG 
GGTCCAGCCTCAAGATCCTCTCCAAAGGAAAGCGAGGTGGACATTCATCTGTTTC 
CACTGAGTCrGAGTCTTCAAGTTTTCACTCCAGCTAACACAGATGTAAAAGACTT 
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TTTTTTTATACGATAAATAACTTTTTTTTAAGTTACACATm 

ACrGACCAATATTGTACAGTTTTTATTGCTTGTTGGATTTTTGTCTTGTGTTTCTTT 

AGTTTTTGTG 

5 SEQIDNO:742 
>AA504554 

CACCCACGGTGACCGTTTTCATCAGCAGCTCCCTCAACACCTTCCGCTCCGAGAA 
GCGATACAGCCGCAGCCTCACCATCGCTGAGTTCAAGTGTAAACTGGAGTTGCTG 
GTGGGCAGCCCTGCTTCCTGCATGGAACTGGGAGCTGTATGGAGTTGACGACAA 
10 GTTCTACAGCAAGCTG 

GATCAAGAGGATGCGCTCCTGGGCTCCTACCCTGTAGATGACGGCTG 

SEQ ID NO: 743 
>M11723 

1 5 TTGGAGTCAACACTTTCGATTCCACCTTGGGAAGCCCCCAAGGAGCATAAGTACA 
AAGCTGAAGAGCACACAGTCGTTCTCACTGTCACCGGGGAGCCCTGCCACTTCCC 
CTTCCAGTACCACCGGCAGCTGTACCACAAATGTACCCACAAGGGCCGGCCAGG 
CCCTCAGCCCTGGTGTGCTACCACCCCCAACTTTGATCAGGACCAGCGATGGGGA 
TACTGTTTGGAGCCCAAGAAAGTGAAAGACCACTGCAGCAAACACAGCCCCTGC 

20 CAGAAAGGAGGGACCTGTGTGAACATGCCAAGCGGCCCCCACTGTCTCTGTCCA 
CAACACCTCACTGGAAACCACTGCCAGAAAGAGAAGTGCTTTGAGCCTCAGCTT 
' !.' ; GTCCGGTTTTTCGAC AL.\GAATGAGATATGGT ATAGAACTGAGGAAGCAGeiGTGG : 
■••-f;v • : ->LGCAGATGCCAGTGGAAGGGTGCTGATGCv€CAGTGGGAGCGGCTGGCCAGCCAGG 
•-..{ vrrCCTGGCGCACGAACGGGTGCCTGCATGGGGGTCGGTGCCTAGAGGTGGAGGGCG ; 

25 ACCGCCTGTGCCACTGCCCGGTGGGCTACACCGGACCCTTCTGCGACGTGGACAC 
CAAGGCAAGCTGCTATGATGGCCGCGGGCTCAGCTACCGCGGCCTGGCCAGGAC 
CACGCTCTCGGGTGCGCCCTGTCAGCCGTGGGCCTCGGAGGCCACCTACCGGAAC 
GTGACTGCCGAGCAAGCGCGGAACTGGGGACTGGGCGGCCACGCCTTCTGCCGG 
AACCCGGACAACGACATCCGCCCGTGGTGCTTCGTGCTGAACCGCGACCGGCTG 

30 AGCTGGGAGTACTGCGACCTGGCACAGTGCCAGACCCCAACCCAGGCGGCGCCT 
CCGACCCCGGTGTCCCCTAGGCTTCATGTCCCACTCATGCCCGCGCAGCCGGCAC 
CGCCGAAGCCTCAGCCCACGACCCGGACCCCGTCTCAGTCCCAGACCCCGGGAG 
CCTTGCCGGCGAAGCGGGAGCAGCCGGCTTCCCTGAGCAQGA4GGGCCCACTGA 
GCTGCGGGCAGCGGCTCCGCAAGAGTCTGTCTTCGATGACGCGGGTCGTTGGCGG 

35 GCTGGTGGCGCTACGCGGGGCGCACCCCTACATCGCCGCGCTGTACTGGGGCCA 
CAGTTTCTGCGCCGGCAGCCTCATCGCCCCCTGCTGGGTGCTGACGGCCGCTCAC 
TGCCTGCAGGACCGGCCCGCACCCGAGGATCTGACGGTGGTGCTCGGCCAGGAA 
CGCCGTAACCACAGCTGTGAGCCGTGCCAGACGTTGGCCGTGCGCTCCTACCGCT 
TGCACGAGGCCTTCTCGCCCGTCAGCTACCAGCACGACCTGGCTCTGTTGCGCCT 

40 TCAGGAGGATGCGGACGGCAGCTGCGCGCTCCTGTCGCCTTACGTTCAGCCGGTG 
TGCCTGCCAAGCGGCGCCGCGCGACCCTCCGAGACCACGCTCTGCCAGGTGGCC 
GGCTGGGGCCACCAGTTCGAGGGGGCGGAGGAATATGCCAGCTTCCTGCAGGAG 
GCGCAGGTACCGTTCCTCTCCCTGGAGCGCTGCTCAGCCCCGGACGTGCACGGAT 
CCTCCATCCTCCCCGGCATGCTCTGCGCAGGGTTCCTCGAGGGCGGCACCGATGC 

45 GTGCCAGGGTGATTCCGGAGGCCCGCTGGTGTGTGAGGACCAAGCTGCAGAGCG 
CCGGCTCACCCTGCAAGGCATCATCAGCTGGGGATCGGGCTGTGGTGACCGCAA 
CAAGCCAGGCGTCTACACCGATGTGGCCTACTACCTGGCCTGGATCCGGGAGCA 
CACCGTTTCCTGATTGCTCAGGGACTCATCTTTCCCTCCTTGGTGATTCCGCAGTG 
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AGAGAGTGGCTGGGGCATGGAAGGCAAGATTGTGTCCCATTCCCCCAGTGCGGC 
CAGCTCCGCGCCAGGATGGCGCAGGAACTCAATAAAGTGCTTTGAAAATGCTG 

SEQ ED NO: 744 
5 >S60489 

CTACTCCTAGATATTTGGCATGATCTTCAGTATGATCTTGTGCTGTGCTATCCGCA 
GGAACGGCGAGATGGTCTAGA 

SEQ ID NO: 745 
10 >M59916 

GAATTCGGGCGGGGGCGCCGCCCGGGGCCCTGAGGGCTGGCTAGGGTCCAGGCC 
GGGGGGGACGGGACAGACGAACCAGCCCCGTGTAGGAAGCGCGACAATGCCCC 
GCTACGGAGCGTCACTCCGCCAGAGCTGCCCCAGGTCCGGCCGGGAGCAGGGAC 
AAGACGGGACCGCCGGAGCCCCCGGACTCCTTTGGATGGGCCTGGTGCTGGCGC 

1 5 TGGCGCTGGCGCTGGCGCTGGCTCTGTCTGACTCTCGGGTTCTCTGGGCTCCGGC 
AGAGGCTCACCCTCTTTCTCCCCAAGGCCATCCTGCCAGGTTACATCGCATAGTG 
CCCCGGCTCCGAGATGTCTTTGGGTGGGGGAACCTCACCTGCCCAATCTGCAAAG 
GTCTATTCACCGCCATCAACCTCGGGCTGAAGAAGGAACCCAATGTGGCTCGCGT 
GGGCTCCGTGGCCATCAAGCTGTGCAATCTGCTGAAGATAGCACCACCTGCCGTG 

20 TGCCAATCCATTGTCCACCTCTTTGAGGATGACATGGTGGAGGTGTGGAGACGCT 
CAGTGCTGAGCCCATCTGAGGCCTGTGGCCTGCTCCTGGGCTCCACCTGTGGGCA 
. V X : w-. €TGGGACATTTTGTCATGTTGGAA.GATCTCTTTGGr;TACTGTGGCGAAGCGGCCCG 
^^^iGCAAACCGCCTAGCCCCCGAGCeCCAGGTGGCCCTGTGAGCCGGATGCTGTTCGTMei 
' CACTGACCTGCACTGGGATCATGAGTACCTGGAGGGCACGGACCCTGACTGTGC ' 

25 AGACCCACTGTGCTGGGGCCGGGGTTCTGGCCTGCCGCCCGCATCCCGGCCAGGT 
GCCGGATACTGGGGCGAATACAGCAAGTGTGACCTGCCCCTGAGGACCCTGGAG 
AGCCTGTTGAGTGGGCTGGGCCCAGCCGGCCCTTTTGATATGGTGTACTGGACAG 
GAGACATCCCCGCACATGATGTCTGGCACCAGACTCGTCAGGACCAACTGCGGG 
CCCTGACCACCGTCACAGCACTTGTGAGGAAGTTCCTGGGGCCAGTGCCAGTGTA 

30 CCCTGCTGTGGGTAACCATGAAAGCATACCTGTCAATAGCTTCCCTCCCCCCTTC 
ATTGAGGGCAACCACTCCTCCCGCTGGCTCTATGAAGCGATGGCCAAGGCTTGGG 
AGCCCTGGCTGCCTGCCGAAGCCCTGCGCACCCTCAGAATTGGGGGGTTCTATGC 
TCTTTCCCCATACCCCGGTCTCCGCCTCATCTGTCTGAATATGAATTTTTGTTCCCG 
TGAGAACtTCTGGCTCTTGATCAACTCCAGGGATCCCGGAGGACAGCTCCAGTGG 

35 CTGGTGGGGGAGCTTCAGGCTGCTGAGGATCGAGGAGACAAAGTGCATATAATT 
GGCCACATTCCCCCAGGGCACTGTCTGAAGAGCTGGAGCTGGAATTATTACCGA 
ATTGTAGCCAGGTATGAGAACACCCTGGCTGCTCAGTTCTTTGGCCACACTCATG 
TGGATGAATTTGAGGTCTTCTATGATGAAGAGACTCTGAGCCGGCCGCTGGCTGT 
AGCCTTCCTGGCACCCAGTGCAACTACCTACATCGGCCTTAATCCTGGTTACCGT 

40 GTGTACCAAATAGATGGAAACTACTCCAGGAGCTCTCACGTGGTCCTGGACCATG 
AGACCTACATCCTGAATCTGACCCAGGCAAACATACCGGGAGCCATACCGCACT 
GGCAGCTTCTCTACAGGGCTCGAGAAACCTATGGGCTGCCCAACACACTGCCTAC 
CGCCTGGCACAACCTGGTATATCGCATGCGGGGCGACATGCAACTTTTCCAGACC 
TTCTGGTTTCTCTACCATAAGGGCCACCCACCCTCGGAGCCCTGTGGCACGCCCT 

45 GCCGTCTGGCTACTCTTTGTGCCCAGCTCTCTGCCCGTGCTGACAGCCCTGCTCTG 
TGCCGCCACCTGATGCCAGATGGGAGCCTCCCAGAGGCCCAGAGCCTGTGGCCA 
AGGCCACTGTTTTGCTAGGGCCCCAGGGCCCACATTTGGGAAAGTTCTTGATGTA 
GGAAAGGGTGAAAAAGCCCAAATGCTGCTGTGGTTCAACCAGGCAAGATCATCC 
GGTGAAAGAACCAGTCCCTGGGCCCCAAGGATGCCGGGGAAACAGGACCTTCTC 



611 



WO 02/074979 



PCTAJS02/08456 



CTTTCCTGGAGCTGGTTTAGCTGGATATGGGAGGGGGTTTGGCTGCCTGTGCCCA 
GGAGCTAGACTGCCTTGAGGCTGCTGTCCTTTCACAGCCATGGAGTAGAGGCCTA 
AGTTGACACTGCCCTGGGCAGACAAGACAGGAGCTGTCGCCCCAGGCCTGTGCT 
GCCCAGCCAGGAACCCTGTACTGCTGCTGCGACCTGATGCTGCCAGTCTGTTAAA 
5 ATAAAGCCCGCCCGAATTC 

SEQ ID NO: 746 
>W74362 

TGAAGATGGAGCTAATCTTTCCTCTGCTCGTGGCATTTTGTCGCTTATCCAGTCTT 
1 0 CTACTCGTAGGGCATACCAGCAGATCTTGGATGTGCTGGATGAAAATCGCAGAC 
CTGTGTTGCGTGGTGGGTCTGCTGCCGCCACTTCTAATCCTCATCATGACAACGT 
NAGGTATGGCATTTCAAATATAGATACAACCATTGAAGGAAAGACCCCCNCNCC 
NCGACTGTNNTAGATGCANCN 

CCCCCCCAGAAGACAGATAATCAAACTAAATAGACGTCTA 

15 

SEQ ID NO: 747 
>N71365 

AAAGATCCTAACAGAACATAGCGTAACAATATTGGTCTTCCAGGTGTTACTCATT 

TCAATTATGTGTAGTATACCAGGACAGACCTATTTTCATGTCTTATTTCTTTAAAG 
20 AGCTGCTTCATTGGCCGGGCGCCATGGCTCACGTCTGTAATCCCAGCACTTTGGG 

AGGCCGAGGCGGGTCGGGTTACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCAA 
• ^AGATGG€GAAACCGCATCTTAACTAAAAAT5ACAAAAAAAriAGCGGGGTGTGGT 
, '-. 'GTGACGCGGCTGTAATCCGAGGTACTTGGGGGGGTCAGGCAGGAGAATllGGCTG 

AAGGCAGGAGGCGGAGGTTGCAGTTGAAGGl'NAGATTGGGCCATTGGAGTGGAG 
25 CCTGGGAAACAGAGTGAAGACGCTGTCTAAAAAAAAAAAAAAAAAAAA •• \ 

SEQ ID NO: 748 
>AA454662 

ACCATTTAAAAAAACAATTTATATAAATAGATTCGTATACAAAGAAGAAACACA 
30 TATACAGAGTACCCCAATTACCAGTATGGTGGACCCTACCCCTTCTTTTCTGCATT 
GGGAAACAGAACAGAGAACAGAAAAAATCATTCCATCTTGCTCTTAACTCTTTCC 
ACCTATGTGCTCAGTTTTTCAAGTAGAATTTCTATTCCTTTGCTGGTGCTTTTGGTT 
TTTTCCAATGTAGGAATCAAGCTTTTCAGTGCAGGTTTOACTTTGTTTGCA,\CTTG 
CAGGTCACAACTC'IGGAGG AGGC I* ACjAAAG A ATAA IGgCACX TGGA 1"! TAG AG T 
35 AGCCCAGGACTTCAGGTTCTTCATACCAACATGCTC 

SEQ ID NO: 749 
>AA450180 

TGATCTTCTGTGCCTAGCACAAGAGTTGATACATAAGGAGTACTTTATAAATAAA 
40 AAAATGAAAGTGTAGTGATGAGATTCCTTTAGCTATCTATCTATATGTATATATC 
TGGTTATTCAAAGCTTCCCCACCCCCAGTCATCTAAATTTTTCAGGTATCAAGTGC 
TCAACAGACATATGATAGTCAAGGCTCTTAGTCTCATTTTTTACTCTTTGTCAAGA 
GAAATGGAAAATAAGAGTACTTGGGCCCTCTTAAGGGAGCTCAGAGAGAATTAC 
TAAATTAGGGACAGTTTCAATAGTTATCATTCTGTCTACATGAACGATCAAGACC 
45 AGGACTCAGGGAACTTTACTCTGTAACAGAAAGAGAGGATTCAGTGTTTGCCCTG 
GGAGAATTGTCCCATTCTTGTTGCTTCTCTCCTG AGTACCCACTAC 
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SEQ ID NO: 750 
>N76338 

GCGANTGGCATTGAGCTACAGGCAGGAGATGAGGTGGAGTTCTCAGTGATTCTT 
AATCAGCGCACTGGCAAGTGAGCGCCCTGTAATGTTTGGCGAGTCTGTGAGGGC 
5 CCCAAGGCTGTTGCAGCTCCTCGACCTGATCGGTTGGTCAATCGCTTGAAGAATA 
TCACTCTGGATGATGCCAGTGCTCCTCGCNTAANANGNGNTTCTTCGTCAGCCAN 
GGGGACCAGATAACTCAATGGGTTTTGGTGCAGAAAGAAAGATCCGTCAAGCTG 
GTGTCATTGACTAACCACNTCCACAANGCACACCATTTAATCCACTATGATCAAG 
TTGGGGGGAATCTGGTNAAGGGTTCTGAATATCTCCCTCTTNATCCCTCCCGAAA 
10 TCTGGGAATACTTATTCTATTGGNGCTATTACACCAGTTTTAAANACCTTCCNCG 
GGGTTATGGTTTTAAAAAAATAAATAAATTTTAGAAAACCCTT 
TTAAATAATGCACAGTTGCAGCCTGGNAAAA 

SEQ ID NO: 751 
15 >M60626 

CCCAGAGCAAGACCACAGCTGGTGAACAGTCCAGGAGCAGACAAGATGGAGAC 
AAATTCCTCTCTCCCCACGAACATCTCTGGAGGGACACCTGCTGTATCTGCTGGC 
TATCTCTTCCTGGATATCATCACTTATCTGGTATTTGCAGTCACCTTTGTCCTCGG 
GGTCCTGGGCAACGGGCTTGTGATCTGGGTGGCTGGATTCCGGATGACACACAC 

20 AGTCACCACCATCAGTTACCTGAACCTGGCCGTGGCTGACTTCTGTTTCACCTCC 
ACTTTGCCATTCTTCATGGTCAGGAAGGCCATGGGAGGACATTGGCCTTTCGGCT 
-"• ■: . : GGTTGCTGTGGAAATTCGTCTTTACCATAGTGGACATCAA(jn"GT^CGGAAGTGTC , 
>• - 'TTGCIGATCGGGC .. 
■ ■■ .vGAGGCAGAAGGACCGCACCGTGAGGGTGGCCAAGAAGGTGATGATTGGGGGGTG: • 

25 ■•GGTGATGGCTCTGCTCCTCACATTGCCAGTTATCATTCGTGTGAGTACAGTACCTG 
GTAAAACGGGGACAGTAGCCTGCACTTTTAACTTTTCGCCCTGGACCAACGACCC 
TAAAGAGAGGATAAATGTGGCCGTTGCCATGTTGACGGTGAGAGGCATCATCCG 
GTTCATCATTGGCTTCAGCGCACCCATGTCCATCGTTGCTGTCAGTTATGGGCTTA 
TTGCCACCAAGATCCACAAGCAAGGCTTGATTAAGTCCAGTCGTCCCTTACGGGT 

30 CCTCTCCTTTGTCGCAGCAGCCTTTTTTCTCTGCTGGTCCCCATATCAGGTGGTGG 
CCCTTATAGCCACAGTCAGAATCCGTGAGTTATTGCAAGGCATGTACAAAGAAAT 
TGGTATTGCAGTGGATGTGACAAGTGCCCTGGCCTTCTTCAACAGCTGCCTCAAC 
CCCATGCTCTATGTCTTCATGGGCCAGGACTTCCGGGAGAGGCTGATCCACGCGG 
TTCCCGCCAGTCTGGAGAGGGCCCTGACCGAGGACTGAACeCAAACCAGlGAUA 

35 CAGCTACCAATTCTACTTTACCTTCTGCAGAGGTGGCGTTACAGGCAAAGTGAGG 
AGGGAGCTGGGGGACACTTTCGAGCTCCCAGCTCCAGCTTCGTCTCACCTTGAGT 
TAGGCTGAGCACAGGCATTTCCTGCTTATTTTAGGATTACCCACTCATCAGAAAA 
AAAAAAAAAGCCTTTGTGTCCCCTGATTTGGGGAGAATAAACAGATATGAGTTT 
ATTATTGACTTCTTTTTTGATTTTGGACCTCAGCCTCGGGTGGTCAGGGTGGGAAA 

40 TGATAGGAAGAAGCTGTCATCTGCATCCTAGTTTGCCTGAAATGAACCCAAATAA 
TACCCATTATTATTAGTCCTGAATTATGAGTAGTGAATGATACCCATCATTCTGGC 
ATCATGATGAGTAGTGTCCACTTCCATTCTGAAAAGTGCCCTGCTGTGAAAAATA 
AATTATATAGTCATCCTAGGTAAATGAAGGAGGAGGGAGAAGTGTGAAAGAGTA 
TGGCTTAAATCAGACAAGATATACAAGAAGATACTTTATATAGGGCAGGAGCGG 

45 TGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCACCA 
GAGGTCAGGAATTCGAGAACAGCCTGGCCAACATGGTGAAACCCTGTCTCTACT 
AAAAATACAAAAATTAGCTGGGCGTAGTGGCAGGCTCGCGTAATCCCAGCTACT 
CAGGAGACCGAGGCAGGAGAATCGCTTGGACCTGGAAGGCGGAGGTTGTAGTGA 
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GCCAAGAAAACGCCACTACACTCCAGCCTGGGTGACAGAGAGAGACTCCGGCTC 
AG 

SEQ ED NO: 752 
5 >X70070 

TCAAGCTCGCCCCGCGCAGCCCGAGCCGGGCTGGGCGCTGTCCTCGGGGGCCTG 
GGGAACCGCGCGGTTTGGAGATCGGAGGCACCTGGAACCCGTGGCAAGCGCCGA 
GCCGGGAGACAGCCCGAGGAACCACGGGTTCTGGAGCTAGGAGCCGGAAGCTG 
GGAGTCCGGAGGAGAGCGGAGCCCGGAGCCCGGAGCCCGGGGCGGCGCGTCTG 

1 0 GGTCTGGCGCTTCCCGACTGGACGGCGCGCCCGCTGGTCTTCGCCACGCGCCCTC 
CCCTGGGCTCGCGTTCATCGGTCCCCGCCTGAGACGCGCCCACTCCTGCCCGGAC 
TTCCAGCCCCGGAGGCGCCGGACAGAGCCGCGGACTCCAGCGCCCACCATGCGC 
CTCAACAGCTCCGCGCCGGGAACCCCGGGCACGCCGGCCGCCGACCCCTTCCAG 
CGGGCGCAGGCCGGACTGGAGGAGGCGCTGCTGGCCCCGGGCTTCGGCAACGCT 

1 5 TCGGGCAACGCGTCGGAGCGCGTCCTGGCGGCACCCAGCAGCGAGCTGGACGTG 
AACACCGACATCTACTCCAAAGTGCTGGTGACCGCCGTGTACCTGGCGCTCTTCG 
TGGTGGGCACGGTGGGCAACACGGTGACGGCGTTCACGCTGGCGCGGAAGAAGT 
CGCTGCAGAGCCTGCAGAGCACGGTGCATTACCACCTGGGCAGCCTGGCGCTGT 
CCGACCTGCTCACCCTGCTGCTGGCCATGCCCGTGGAGCTGTACAACTTCATCTG 

20 GGTGCACCACCCCTGGGCCTTCGGCGACGCCGGCTGCCGCGGCTACTACTTCCTG 
CGCGACGCCTGCACCTACGCCACGGCCCTCAACGTGGCCAGCCTGAGTGTGGAG 
\.h >"GGCTA^^ 

.6 i x •;-GCAG€AAGAAGTTCATGAGGGGCATCTGGCTGGCCTGGGGGGTGCTGAGGGTGGG: : 
ri.-:.V ;.^mTGGTGTTCAGCATGGGG<3AX3CAGAACCGGA!GGGCCGACGGGCAGGAGGCCGG 

25 * CGGCCTGGTGTGCACCCCCACCATCCACACTGCCACCGTCAAGGTCGTCATACAG 
GTCAACACCTTCATGTCCTTCATATTCCCCATGGTGGTCATCTCGGTCCTGAACAC 
CATCATCGCCAACAAGCTGACCGTCATGGTACGCCAGGCGGCCGAGCAGGGCCA 
AGTGTGCACGGTCGGGGGCGAGCACAGCACATTCAGCATGGCCATCGAGCCTGG 
CAGGGTCCAGGCCCTGCGGCACGGCGTGCGCGTCCTACGTGCAGTGGTCATCGCC 

30 TTTGTGGTCTGCTGGCTGCCCTACCACGTGCGGCGCCTCATGTTCTGCTACATCTC 
GGATGAGCAGTGGACTCCGTTCCTCTATGACTTCTACCACTACTTCTACATGGTG 
ACCAACGCACTCTTCTACGTCAGCTCCACCATCAACCCCATCCTGTACAACCTCG 
TCTCTGCCAACTTCCGCCACATCTTCCTGGCCACACTGGCCTGCGTCTGCCCGGTG 
TGGCGGCGCAGGAGGAAGAGGCCAGGCrrGfCGAGGAAGGCCGACAGCGTGTGG 

35 AGCAACCACACCCTCTCCAGCAATGCCACCCGCGAGACGCTGTACTAGGCTGTGC 
GCCCCGGAACGTGTCCAGGAGGAGCCTGGCCATGGGTCCTTGCCCCCGACAGAC 
AGAGCAGCCCCCACCCGGGAGCCTTGATGGGGGTCAGGCAGAGGCCAGCCTGCA 
CTGGAGTCTGAGGCCTGGGACCCCCCCCTCCCACCCCCTAACCCATGTTTCTCATT 
AGTGTCTCCCGGGCCTGTCCCCAACTCCTCCCCACCCCTCCCCCATCTCCTCTTTG 

40 AAAGCCAGAACAAGAGAGCGCTCCTCTCCCAGATAGGAAAAGGGCCTCTAACAA 
GGAGAAATTAGTGTGCGGCAAAAGGCAGTTTTCTTTGTTCTCAGACTAATGGATG 
GTTGCAGAGAAGGAAATGAAATGTGCTGGGTGGGGCCGGGCCTCCGGCGGCCCG 
GCTGCTGTTCCCATGTCCACATCTCTGAGGCCTGCACCCCCTCTGTCTAGCTCGGG 
GAGTCCAGCCCCAGTCCCGCAGGCTCCGTGGCTTTGGGCCTCACGTGCAGACCCT 

45 GCCATGCAGACCCATGCCCCCCTCCCCCAGGCAGCTCCAAGAAAGCTCCCTGACT 
CGCCCCTTCAGGCCTGGCAAGCTGGGGGCCCATCGCCGTGGGGAGTCCCTCCCAC 
CACCCTCGCCGCAGGCAGCTGCAGCCCCCAGAGGGGACCACAAGCCCAAAAAGG 
ACAAAAATGGGCTGGCCTGGAATGGCCCAGACCCCAGCCTCCCCTCCTCCCTCCC 
ATCCTCACCCAGGCCAAGGCCCAGGGGCTCTGCCAGGACACCACATGGGAGGGG 
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gctcaggcctcagcctcaagatcttcagctgtggcctctcgggctcggcagaagg 
gacgccggatcaggggcctggtctccagcacctgcccgagtggccgtggccagg 
atggggtgcgcattccgtgtgctttgcttgtagctgtgcaggctgaggtctggag 
ccaggcccagagctggcttcagggtggggccttgagaaggggaatgtgggacag 
5 gggcgatggtgcctggtctctgagtaagatgccaggtcccaggaactcaggcttc 
aggtgagaaggagcggtgtgtccaggcaccgctggccggcagccctgggctgag 
gcacagactcatttgtcaccttctggcggcggcagccctggccccggcctccaag 
cagttgaaaaagctggcgcctccttggtctctaggatccaggctccacagagcac 
atgactagccaggcccctggcttaagaaggtcgcctaagcctaagagaagacag 
1 0 tcccaggagaagctggccgggaccagccaggagctgggagccacaggaagcaa 
aagtcagccttttcttcaagggatttccctgtctcagagcagcctttgccccagg 
gaaatgggctctgggctggctgcctgcaccggccatgtcgacccaggacccgga 
cacctggtcttgggctgtgttcagccactttgccttctctggactcagtttccccg 
tctgagaaatgagagtcgaatgctacagtatctgcagtcgcttggatctggctgt 
1 5 tgagttgacgggttccttgaaccccacaaaatccctctccaaccacaggaccctt 
cggctcaccaagaacggggcccaggggagtcaggcctattcgctgcacttcctg 
ccaaactttgcccccacaagcctggtcatcagccaggcagccctcccagtgccca 
agggccaccaaccccagggaaacagggccagcacagaggggccttcctccccca 
cagagctcccatgacatagtctgctctgggcggaagagctttgctgccagccagg 
20 gatgtccagaggtcggtgcagcccctatccctgctcaggagtgggctcagagtct 
agcaaatgctaaggcccctcaggctgggctctgaacgaggacctggactcagag 
: :• i-?^eagacagggcagcc?rcagagegrfctctggggctcctggagcitgggg.gataat-- 
. * : ■ •^tgtgagcctcggtt^^ 
■ ^xggtggatgagactgtectggaggatccaccesggaagagagagaacggtgtgtg: 
'25 tcaggatggtgctctgagagagggcagagtggatgcccgactgccctagaccct 
cggtagacgtggggtctctggggcggggtctgtggctgtgactgaagtcggcttt 
cccgttgatgtcttgatgctcctatctgtgcacttaccgtaggtagggacacgtg 
tccatgcaccacagacacacccacgacacctgatctcgtatcactagcttgcggc 
caggtcatgatgtggccccggaagctggccctgcgtgccatgagtgcgtcggtca 
30 tggagtccggagcccctgagccggcccctggtgacggcacagccctcacagctc 
aaacgcccacccccactcccaccatctgcaggtggtgaaaacaaaccccgtgtat 
ctctcaataaaggtggccgaagggcctcgatgtgg 

SEQ ID NO: 753 ' r 

35 >X58454 

ATGCTGCCGCCAGGCAGCAACGGCACCGCGTACCCGGGGCAGTTCGCTCTATAC 
CAGCAGCTGGCGCAGGGGAACGCCGTGGGGGGCTCGGCGGGGGCACCGCCACTG 
GGGCCCTCACAGGTGGTCACCGCCTGCCTGCTGACCCTACTCATCATCTGGACCC 
TGCTGGGCAACGTGCTGGTGTGCGCAGCCATCGTGCGGAGCCGCCACCTGCGCG 

40 CCAACATGACCAACGTCTTCATCGTGTCTCTGGCCGTGTCAGACCTTTTCGTGGC 
GCTGCTGGTCATGCCCTGGAAGGCAGTCGCCGAGGTGGCCGGTTACTGGCCCTTT 
GGAGCGTTCTGCGACGTCTGGGTGGCCTTCGACATCATGTGCTCCACTGCCTCCA 
TCCTGAACCTGTGCGTCATCAGCGTGGACCGCTACTGGGCCATCTCCAGGCCCTT 
CCGCTACAAGCGCAAGATGACTCAGCGCATGGCCTTGGTCATGGTCGGCCTGGC 

45 ATGGACCTTGTCCATCCTCATCTCCTTCATTCCGGTCCAGCTCAACTGGCACAGG 
GACCAGGCGGCCTCTTGGGGCGGGCTGGACCTGCCAAACAACCTGGCCAACTGG 
ACGCCCTGGGAGGAGGACTTTTGGGAGCCCGACGTGAATGCAGAGAACTGTGAC 
TCCAGCCTGAATCGAACCTACGCCATCTCTTCCTCGCTCATCAGCTTCTACATCCC 
CGTTGCCATCATGATCGTGACCTACACGCGCATCTACCGCATCGCCCAGGTGCAG 



615 



WO 02/074979 



PCTYUS02/08456 



ATCCGCAGGATTTCCTCCCTGGAGAGGGCCGCAGAGCACGCGCAGAGCTGCCGG 
AGCAGCGCAGCCTGCGCGCCCGACACCAGCCTGCGCGCTTCCATCAAGAAGGAG 
ACCAAGGTTCTCAAGACCCTGTCGGTGATCATGGGGGTCTTCGTGTGTTGCTGGC 
TGCCCTTCTTCATCCTTAACTGCATGGTCCCTTTCTGCAGTGGACACCCCGAAGGC 
5 CCTCCGGCCGGCTTCCCCTGCGTCAGTGAGACCACCTTCGACGTCTTCGTCTGGTT 
CGGCTGGGCTAACTCCTCACTCAACCCCGTCATCTATGCCTTCAACGCCGACTTTC 
AGAAGGTGTTTGCCCAGCTGCTGGGGTGCAGCCACTTCTGCTCCCGCACGCCGGT 
GGAGACGGTGAACATCAGCAATGAGCTCATCTCCTACAACCAAGACATCGTCTTC 
CACAAGGAAATCGCAGCTGCCTACATCCACATGATGCCCAACGCCGTTACCCCCG 
1 0 GCAACCGGGAGGTGGACAACGACGAGGAGGAGGGTCCTTTCGATCGCATGTTCC 
AGATCTATCAGACGTCCCCAGATGGTGACCCTGTTGCTGAGTCTGTCTGGGAGCT 
GGACTGCGAGGGGGAGATTTCTTTAGACAAAATAACACCTTTCACCCCGAATGG 
ATTCCATTAA 

15 SEQIDNO:754 
>D13538 

CCATGGCGTCCCCGGCGCTGGCGGCGGCGCTGGCGGTGGCGGCAGCGGCGGGCC 

CCAATGCGAGCGGCGCGGGCGAGAGGGGCAGCGGCGGGGTTGCCAATGCCTCGG 

GGGCTTCCTGGGGGCCGCCGCGCGGCCAGTACTCGGCGGGCGCGGTGGCAGGGC 

20 TGGCTGCCGTGGTGGGCTTCCTCATCGTCTTCACCGTGGTGGGCAACGTGCTGGT 
GGTGATCGCCGTGCTGACCAGCCGGGCGCTGCGCGCGCCACAGAACCTCTTCCTG 

-. -. vGTGTCGCTGGCGTCGGGCGAGATCCTGGTGGGCAGGQTGGTCATGGCCTrCTGGT:-' 
. .: : TGGCCAAGGAGGTCATGGCG^\CTGGTAGTI>GGGGGAGGTGTGGTGGGGGGTG^A 

• • CCTGGGGCTGGATGTGCTGrm-GGAGGTCGTCGATCGTGC ATCTGTCTKjCG AT.CA 

25 GCCTGGACCGCTACTGGTCGGTGACGCAGGCCGTCGAGTACAACCTGAAGCGCA 
CACCACGCCGCGTCAAGGCCACCATCGTGGCCGTGTGGCTCATCTCGGCCGTCAT 
CTCCTTCCCGCCGCTGGTCTCGCTCTACCGCCAGCCCGACGGCGCCGCCTACCCG 
CAGTGCGGCCTCAACGACGAGACCTGGTACATCCTGTCCTCCTGCATCGGCTCCT 
TCTTCGCGCCCTGCCTCATCATGGGCCTGGTCTACGCGCGCATCTACCGAGTGGC 

30 CAAGCTGCGCACGCGCACGCTCAGCGAGAAGCGCGCCCCCGTGGGCCCCGACGG 
TGCGTCCCCGACTACCGAAAACGGGCTGGGCGCGGCGGCAGGCGCAGGCGAGAA 
CGGGCACTGCGCGCCCCCGCCCGCCGACGTGGAGCCGGACGAGAGCAGCGCAGC 
GGCCGAGAGGCGGCGGCGCCGGGGOGCGTTGCGGCGGGGCGGGCGGCGGCGAG 
CGGGCGCCGAGGGGGGCGtGGGCGGTGCGfGACGGGCAGGGGGCGGCTGAGTCG 

35 GGGGCGCTGACCGCCTCCAGGTCCCCGGGGCCCGGTGGCCGCCTGTCGCGCGCC 
AGCTCGCGCTCCGTCGAGTTCTTCCTGTCGCGCCGGCGCCGGGCGCGCAGCAGCG 
TGTGCCGCCGCAAGGTGGCCCAGGCGCGCGAGAAGCGCTTCACCTTTGTGCTGGC 
TGTGGTCATGGGTGTGTTCGTGCTCTGCTGGTTCCCCTTCTTCTTCAGCTACAGCC 
TGTACGGCATCTGCCGCGAGGCCTGCCAGGTGCCCGGCCCGCTCTTCAAGTTCTT 

40 CTTCTGGATCGGCTACTGCAACAGCTCGCTCAACCCGGTCATCTACACGGTCTTC 
AACCAGGATTTCCGGCGATCCTTTAAGCACATCCTCTTCCGACGGAGGAGAAGG 
GGCTTCAGGCAGTGACTC 

SEQ E) NO: 755 
45 >N76944 

TGTAAACAGATTGGAGAATCTAGCAATAAGATTCAAAGCTAATCTGGAGCATAA 
AGGCACAGTTCAGAGACAGAATAACAGGGATCACAAGCATGAATTAAAAGGAA 
TTTATTTGCTTCAAGTTCCTAGATACAACCTTCCCATGCTGCACTTCTCCACTGTC 
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GGAGCACGTTCCGAAAAACAGAATGCCTTGATCCCTGGTGGGTGCGAAGGAGTT 
GTTAGGGATGGCAGGCATTGGTG GGC 

SEQIDNO: 756 
5 >AA451716 

TTTTGCAAATCAGAGAAATAACCACATTAGAAAAAGCAATATGCCTTTTTTTTTT 
AAAATGGCACATCAAGTGACTCTCATTTTAAAATATCTCTTTTCTTAACCCTTAAT 
TTGAATGCAAAATGATGCTGTGGTCAGAAGGAATGCCAGGTGGCGACCGTGATA 
CCTTTAATGACAATAGGAACGTAGCAGAGGGACAACAGCAATGACAACAGAAA 
1 0 GCAGCTGTGATCCAGCAGCAGCTGGCAAAGCTTAGTAAGCAACCTCATCCCCAG 
ATGCATCCGCTCAGCCAGTGTTGTGATTGCTAGATACTATCTGTAAGTGAACCAA 
ACTAAAATTCATTTATGAACCAAGAAAGGAAGCCAAGTTGAAAAGGTCTCGAGT 
TAAATCGAGAATGATTCAGGCGGGCCGGCTCTCTGAGCA 
CCTTTGGATGCACTTCAGCTTCTGTCTTG 

15 

SEQ ID NO: 757 
>H 19264 

TCACATTTGAGCTGGTNGCCAGGTTTGCTGTGGCCCCTGACTTCCTCAAGTTCTTC 
AAGAATGCCCTAAACCTTATTGACCTCATGTCCATCGTCCCCTTTTACATCACTCT 
20 GGTGGTGAACCTGGTNGTGGAGAGCACACCTACTTTAGCCAACTTGGGCAGGGT 
GGCCCAGGTCCTGAGGCTGATGCGGATCTTCCGATCTTAAAGCTGGCCAGGCACT 

- • ■ : NCAea'GGCCTCCGCTCGCT ^vscsa-r-w ■• ; • •:• ' <*•>- 

GGGGGGCACTTTGAAATACAGGTAGA^GGAAGXAGGGCTGCTC'F * 1 s V 

25 SEQ ID NO: 758 • ■ • 'i\ \ : - X 

>AA598527 

GTATCAGTAGGTAATAGGATATTTTATTTCAAAACAGTGAAGAAGCTGCTAAGCA 

TAAAATTTGTCAAATGCTACAAAGGTGATGAATATACAACTGGGAATTCCAAGA 

AATTTAAATTTAATTACATTCTTTATTATCTTTTCCTCAAAAGAAATAAATTAGTT 

30 CCACCATTTGGCTAATATTATTTCATTAAAGACTGAATTTAGATTTTAGGAAATA 
AAATATGGAATCTGTTATAATGTCCCAATTTATACTACAGTATTAATCTCAATCCT 
GATCATTACATAATTATAGCATTTACCAATCTGTGATTTTATAAATTAACCAAATT 
TGTTAAATTAAGAAGAAATTCATAGACACCATTTTTTTCCTGTTAGAAGATATGG 
AAAAGCCATCAAAAAACTTAACAGAACCAAATCAAAAAGAAGTATAiTTiATGC 

35 TAAAGTTACTTTCTGTCCAGGTCGAAACATTGTTC 

SEQ ID NO: 759 
>AA286908 

TCAGTGAGATGTCATTTATTAAGCAGTTACAATGCTGCAGGTGCTGTGCAGGAGA 
40 CTGGACATACAAAAGAAGAATTTGACCCAGACCTTCCCCCTCGTGGGTCGTCATA 
ATCTTGTAGGGGGAAGGGAATACAAATACAAATTAGCGAAGAATGATAGCAGTA 
TCTTAGGACACTGTAACTGTGTGCTACGGGACCCAAGGACTGGAGAGCCATCCCT 
TCGTGAAGGTCAGGGAAGAGCTGGGTGGTGGAGAGAGCTGAGCCTGTGTGGACC 
CCTGATGCATGCTCTGATGCTGAGGGAGTACAGTAGAGATGGACACTGATAGTG 
45 ACAGAAGAGTTTGGCCCCAAAGCAGAAGCGGCATCCTGCACCGACTCCCCTTAG 
AATGAATGAGTACGCACAAGAAAACAACCACAGGCATCGCGCATCTTCAGTGGA 
TCTCTTTGCTGGAGAATTGACAGAGTGCGTGTCGCGCCTGAGTGAGCCGGTAAAT 
TCrCTCCTTAAGGATTCTTCTCTTGGTAGCGGTCTCACTCTGCTCTTTGAGCAGCC 
AGGAATAGCGATTTTTTTCCTGTAGTATCTGCATCATGGCTTTC 
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SEQ ID NO: 760 
>AA280924 

GGAACACGCTGCGGGGCTCCCGGGCCTGAGCCAGTGTCTGTTCTCCACGCAGGTG 
5 TTCCGCGCGCCCCGTTCAGCCATGTCGTCCGGCATCCATGTAGAGCTGGTGACTG 
GAGGCAACAAGGGCATCGGCTTGGCATCGTGCGCGACCTGTGCCGGCTGTTCTCG 
GGGGACGTGGTGCTCACGGCGCGGGACGTGACGCGGGGCCAGGCGGCGTACAGC 
AGCTGCAGGCGGAGGGCCTGAGCCGCGCTTCCACCAGCTGGACATCGACGATCT 
GCAGACATCCGCCCCTGCCNTTCCTGCGCAAGGAGTACGGGGGCCTGGACGTGC 
1 0 TGGTCAACAACGCGGGCATCGCTTCAAGGTTGCTGATCCCACACCCTTTCATATT 
CAAGCTGAAGTGACGATGAAAACAAATTTCTTTGGTACCCGAGATGTGTGCACA 
GAATTACTCCCTCTAATAAAACCCCAAGGGAGAGTGGTGAACGTATCTAG 

SEQ ID NO: 761 
15 >AA279601 

AAAGATGTAAATCGTGGAGGTTACGGCCAAGCCAGTTCCATTAAATTCAGGAGT 
CAGATTCCAGGTTTATGTAGAAGTTTCTAAAATGAAAATCAATGTTACTGAAATT 
CCTGACACATTGCGTGAAGATCAAATGAGAGACAAACTAGAGCTGAGCTTTTCA 
AAGTCGCGAAATGGAGGCGGAGAGGTGGACCGCGTGGACTATGACAGACAGTCC 
20 GGGAGTGCAGTCATCACGGTTGT G 

' SEQ ID NO: 762 ' v; ■:; ,.,5! Y. [■■ ' : - . -V r- ■ : ■ - 3 ■ : 

T:, :: • ^N229.80 I ?\ iHijr^ ^-.V/ ; : :v :■ : • • .< 

GTTAAAACATGAAAAAAAATTTTATTGTTTTAGAGAAAGAGGCCAGTTTTGGAAA . 

25 ATAATACTTTTTTTTTTTTAGTTGAATCAGGTGAAGACAGAGTTAAAATCACATA- 
GGATTTGCATTTTTAAAAAAGGAAAGCACTAGGATTGTTGGCACTGGAGTAACTA 
TTTACACTGAACAGAGGTTTGGCCTTTTACATAACATCGATACAATGCATTTTCC 
AAAGTCTGAGAAATAACAAGGTTCTGTCTCGAATGCTTCACAGAGGAGGTTCGG 
ATTTGGGGACAAGTGTCATTAATGAGGGCCATGGAAGTTCGTCAGCTTCAGAGTC 

30 ACATGCAATCTGATCCTGGGCGGTTCCCCNGCTGGGGAGCACTTGGCTACGGAAT 
TGAAAGCTAATGGGGAGGGGTGGGGC 

vm,^,,,':. SEQ ID NO: 763 • ....... 

>T61575 

35 GATTATATCATGGTATATGAAGCACTGGTGAGGTCTATGTCACCAGAAATTCCCA 
GTTTGCTGATTTCATTGAGTTTTTTAACCCGATGATNGTACTGCAACAAGTNAGC 
AT^GTCACTGCAACCNAACM^GNGGGGGGGNAGGTNCACCCNNNNTTNTTTTT 
TGAAAGGGTTCCCATTTTC^AANGGGGAAACCGNTNTTTTTCTTCCCTNCCCTSfGT 
TATTATCCAGCTTTGTATTGCAAACAATGACTCTCCTGTTGTTCTCATTGAAGCGT 

40 GGGGTTAAAGTGGGAGGGCAACATCATTCCCTCTTTGGGAAATCTAAGGCAATTC 
TGTTTGCATTGGGGCTTCACCGTGCCCAGAATTGTTATCAGCATGCGAGGGGACC 
ACTCCCCCGGGGGAAAGGGCAGGGTTATAGGGGACAATCAGTGGGCCCGNAGG 
GGGNCCATGGGGNCCAGTGGCAGGGGNAGGGTNCCGTGGCNCTTGGCTTT 

45 SEQ ID NO: 764 
>R23586 

AGAACGAGCTGGACCAGAAGAAAGTAAAATATCCCAAAATGACAGACCTCAGC 
AAGGGTGTGATTGAGGAGCCCAAGTAGCGCCTGCTTNGCGTGGGTGGATCCAAC 
ACCAGCCCTGCGTTCGTGGGACTTGCCTCAGATCAGCCTGCGACTGCAAGATTCT 



618 



WO 02/074979 



PCT/US02/08456 



TACTGCAGTAGAGAACTCTTTTTCTCCCTTGTACTTTTTTTTGACCTGGGCATCTTT 
TTATAGGGAAAAATGGCCTTTGTAGGCAGTGGAAAACTTGCAAGGAAAGCTGCC 
GTCTCTTTGGGCAGTCTGATGCAGAGCCTGCACTCTGGGCACTTCGCTGGAAGAA 
TCTGGGAAGGTTGCGGTTTGCTCTTCCAGTGTTCGGGGGCCTTGGCTGCTTNAAG 
5 GGNTTCGGTCTACCACGGANGGCTTTGCTGTTTAGGG CTGCATCCC 

SEQ ID NO: 765 
>L08044 

CAAGGTCTCGATGTCGTCGGGATCGACGACCTTGGGGTCGATCGTCACGCCGATC 
ACCTCCCCGCTGCCTTTGACGACGACCTTGACCAGGCCCCCACCGGCTTGACCGT 
GCACCTCAGAGTTCGCCAGCTGTTGCTGGGCCTCCAGGAGCTTTTGCTGCATCTG 
CTGCGCCTGAGCGAGCAGCGCCGACATGTCGCCTCCGGGTTGCATGACAGTCCCC 
TAGCATCTTGGTCTCGAGTTGGTTTCGCCTGTGGTTGTCGGGCGATTCGGAACATT 
CAGCCTAGACCGCGCCGCGTTACCTTTGCGCCGTGGACCTACGAGTTGGCCCGCG 
TGTCGGGTTCGCCATGATAGTCGGGGTACTCGTCGCAGCAGCGACGCCGATCATC 
TCGTCCGCGAGCGCAACCCCCGCCAACATCGCCGGCATGGTCGTCTTCATCGACC 
CCGGACACAACGGAGCCAACGACGCATCGATCGGCCGCCAGGTACCCACCGGTC 
GCGGCGGCACCAAGAACTGCCAGGCCAGCGGAACGTCAACCAACAGCGGCTACC 
CGGAGCACACCTTCACCTGGGAAACCGGGCTGCGGCTGCGGGCCGCGTTGA 

SEQ ID NO: 766 

>H52141 - i.-,: ■.■ ; •,. ■,. J ,^ 

GAGGGAAAGGGTGGTGOCTGCTGCTCTGTCCTCATCCCCGGC'TTAGCTGACGGGG : 
CAGAGGG^GGGTGGGAA'ITl'CGAGCAGGAGGTGGAACTGAAAAGCAAGGTTCAGA 
AATGTCAGATATGCTCCGGGAGCTGCTCTGTGTCTCTGAGAAGGCTGGTAAGATT 
GCCCGGGCGTGCAGACAGCAGGAAGCCCTCTTCCAGCTGCTGATCGAAGAAAAG 
AAAGAGGGAGAAAAGAACAAGAAGTTTGCAGTTGACTTCAAGACGCTGGGCTGA 
TGTACTGGGTACAGGAAGTTATAAAACAGGAATATGGGAGAACAAGTTTTCCAG 
GGTTTGGAAAAAAATATTTTTTGGGAGAAGGAATCCAATGGAGNTTAANTATTG 
ANTGGGGGGGGAAAGGTTT 

SEQ ED NO: 767 

>U39613 ....... r . . v. 

ATGGCAGATGATCAGGGCTGTATTGAAGAGCAGGGGGTTGAGGATTCAGCAAAT 

35 GAAGATTCAGTGGATGCTAAGCCAGACCGGTCCTCGTTTGTACCGTCCCTCTTCA 
GTAAGAAGAAGAAAAATGTCACCATGCGATCCATCAAGACCACCCGGGACCGAG 
TGCCTACATATCAGTACAACATGAATTTTGAAAAGCTGGGCAAATGCATCATAAT 
AAACAACAAGAACTTTGATAAAGTGACAGGTATGGGCGTTCGAAACGGAACAGA 
CAAAGATGCCGAGGCGCTCTTCAAGTGCTTCCGAAGCCTGGGTTTTGACGTGATT 

40 GTCTATAATGACTGCTCTTGTGCCAAGATGCAAGATCTGCTTAAAAAAGCTTCTG 
AAGAGGACCATACAAATGCCGCCTGCTTCGCCTGCATCCTCTTAAGCCATGGAGA 
AGAAAATGTAATTTATGGGAAAGATGGTGTCACACCAATAAAGGATTTGACAGC 
CCACTTTAGGGGGGATAGATGCAAAACCCTTTTAGAGAAACCCAAACTCTTCTTC 
ATTCAGGCTTGCCGAGGGACCGAGCTTGATGATGCCATCCAGGCCGACTCGGGG 

45 CCCATCAATGACACAGATGCTAATCCTCGATACAAGATCCCAGTGGAAGCTGACT 
TCCTCTTCGCCTATTCCACGGTTCCAGGCTATTACTCGTGGAGGAGCCCAGGAAG 
AGGCTCCTGGTTTGTGCAAGCCCTCTGCTCCATCCTGGAGGAGCACGGAAAAGAC 
CTGGAAATCATGCAGATCCTCACCAGGGTGAATGACAGAGTTGCCAGGCACTTT 
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GAGTCTCAGTCTGATGACCCACACTTCCATGAGAAGAAGCAGATCCCCTGTGTGG 
TCTCCATGCTCACCAAGGAACTCTACTTCAGTCAATAG 

SEQ ID NO: 768 
5 >H91337 

TGGTATGCAAGTCAGCTTTGNCTCACAGTTGAAAATGTTCGGTCATGATTGCTTTT 
GAAACCAAAGGGGAAGGTACCGATATCATTGAGCTATTTAAAGTTGCCAGTTTG 
GGCTCCAGTAATGCTTTCTGGTGGGTAAAATTCCACATTCAGGCCACGAGAGCAT 
CTACAGTTTGTACTCTGGGGCTGCAGGCATCCTGGGACGCTGTACGCAATTCAGT 
10 GGTCTAGTCCTTTATACCGACTCAGATTCCTTAAGCATGCAGAGTCACTCGAATG 
AAAAAA 

SEQ ID NO: 769 
>M29870 

1 5 ATGCAGGCCATCAAGTGTGTGGTGGTGGGAGACGGAGCTGTAGGTAAAACTTGC 
CTACTGATCAGTTACACAACCAATGCATTTCCTGGAGAATATATCCCTACTGTCTT 
TGACAATTATTCTGCCAATGTTATGGTAGATGGAAAACCGGTGAATCTGGGCTTA 
TGGGATACAGCTGGA1CAAGAAGATTATGACAGATTACGCCCCCTATCCTATCCG 
CAAACAGATGTGTTCTTAATTTGCTTTTCCCTTGTGAGTCCTGCATCATTTGAAAA 

20 TGTCCGTGCAAAGTGGTATCCTGAGGTGCGGCACCACTGTCCCAACACTCCCATC 
ATCCTAGTGGGAACTAAACTTGATCTTAGGGATGATAAAGACACGATCGAGAAA 

• ' CTGAAGGAGAAGAAGCTGACTCCCATCACCTATCCGCAGGGTCTAGCCATGGCT 
• ..; AAGGAGATTGGTGGTGTAAAATACGTGGAGTGCTGGGCGGTCACACAGCGAGGG 

\ , i CTGAAGACAGTGrnGAGGAAGCGATCCGAGCAGTCCTCTGCCCGCCrCCGGTGA 

25 .; AGAAGAGGAAGAGAAAATGCCTGCTGTTGTAA : ■:■ V; 

SEQ ID NO: 770 
>AA454652 

TAAGTTGTAAAAAAAATTTTGTTATTTATAAATGAATTACACAATAAAATAATTA 
30 TTTTTAAAAGTCACAAATACAATCGTTGTATAAAGTCATTTTGGCATCAAGTATC 
TCTTAAATATGTTGCAAACTATTTTCCAAAGAGATGTGGTCCAAACCCTCTGAAG 
GCTTTATAATTTTGTATTAGATAACAAGTGAACAAAACTGACAATAAATACTCCA 
....... ACAATTATCTTTTAAAATAC 

TAAGTGGCAAATGCTATTCTAAGTGGCAAAACAATC 

35 

SEQ ID NO: 771 
>AA424315 

AGGTCCCATTACAAAGCATGGTGAAATAGA1TATGAAGCAATTGTGAAGCTTTCG 
GATGGCTTTAATGGAGCAGATCTGAGAAATGTTTGTACTGAAGCAGGTATGTTCG 

40 CAATTCGTGCTGATCATGATTTTGTAGTACAGGAAGACTTCATGAAAGCAGTCAG 
AAAAGTGGCTGATTCTAAGAAGCTGGAGTCTAAATTGGACTACAAACCTGTGTA 
ATTTACTGTAAGATTTTTGATGGCTGCATGACAGATGTTGGCTTATTGTAAAAAT 
AAA.GTTAAAGAAAATAATGTATGTATTGGCAATGATGTCATTAAAAGTATATGA 
ATAAAAATATGAGTAACATCATAAAAATTAGTAATTCAACTTTTAAGATACAGA 

45 AGAAATTTGTATGTTTGTTAAAGTTGCATTTATTGCAGCAAG 

SEQ ID NO: 772 
>AA460727 

TAATAGTGGTTAAAAAAAACTTTAATTTACTTTGTTGAGTCAGAGGGTTGTAAAA 
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AAAATTATTGCTAAAGTAGATATCAGGCAAACAGAAAGGTGCTTTAGAAGTCCA 
GTTACCTTGGAGTTTATTTAAACTAAGAGAAAAAAGTCATAATGTTTTCATGCAA 
TACATACTTGGTTCTCCAAATAACAACTGTGTGACATATAGCAGAAGGAATTAAG 
GAATGCTGCACTTGTGATCCATACAAAACACCAACATTTTAGGTTGTACATAATT 
5 AGAGAAATATCTGAAACACTTTTTAAAACACTGTAGTAGCCAATACATAGAGGC 
ATGCCGTAGTGGGCACAGGAATGCAGTTTAGAAAAGAAGAANAAAAAAAATCA 
CATAGGAACTACTCAATTTCTTTAAAATCACTGAGCAAGAACAGCAACATTGAAC 
TTTCATACTGATTTTACACAACTTCTATACAGTACCTTGACTTAAATCCAAGAGCA 
AAAGTTAAGACTCTCCTCCTCTATTTTTGGTAAACAACTGCATGGTAAACTTAGA 
10 TGACTCTTCCCCCTGGATTTTACCT 

SEQIDNO: 773 
>L15189 

CCTGCCTCGTACTCCTCCATTTATCCGCCATGATAAGTGCCAGCCGAGCTGCAGC 
1 5 AGCCCGTCTCGTGGGCGCCGCAGCCTCCCGGGGCCCTACGGCCGCCCGCCACCA 
GGATAGCTGGAATGGCCTTAGTCATGAGGCTTTTAGACTTGTTTCAAGGCGGGAT 
TATGCATCAGAAGCAATCAAGGGAGCAGTTGTTGGTATTGATTTGGGTACTACCA 
ACTCCTGCGTGGCAGTTATGGAAGGTAAACAAGCAAAGGTGCTGGAGAATGCCG 
AAGGTGCCAGAACCACCCCTTCAGTTGTGGCCTTTACAGCAGATGGTGAGCGACT 
20 TGTTGGAATGCCGGCCAAGCGACAGGCTGTCACCAACCCAAACAATACATTTTAT 
GCTACCAAGCGTCTCATTGGCCGGCGATATGATGATCCTGAAGTACAGAAAGAC 
ATlAAAAATGTTCCCTTrAAAATTGICCCi'rGCCTCCAATGGTGATGCCTGGGTTG 
. V; : ;AGGGTGATGGGAAA1TGTATTC 

' • • ■ jGATGAAAGAGACTGCAGAAAATTACTTGGGGCAGAGAGGAAAAAATGGTGTGAT 

; 25 CACAGTCCCAGCTTATTTCAATGACTCGCAGAGACAGGCCACTAAAGATGCTGGC 
CAGATATCTGGACTGAATGTGCTTCGGGTGATTAATGAGCCCACAGCTGCTGCTC 
TTGCCTATGGTCTAGACAAATCAGAAGACAAAGTCATTGCTGTATATGATTTAGG 
TGGTGGAACTTTTGATATTTCTATCCTGGAAATTCAGAAAGGAGTATTTGAGGTG 
AAATCCACAAATGGGGATACCTTCTTAGGTGGGGAAGACTTTGACCAGGCCTTGC 

30 TACGGCACATTGTGAAGGAGTTCAAGAGAGAGACAGGGGTTGATTTGACTAAAG 
ACAACATGGCACTTCAGAGGGTACGGGAAGCTGCTGAAAAGGCTAAATGTGAAC 
TCTCCTCATCTGTGCAGACTGACATCAATTTGCCCTATCTTACAATGGATTCTTCT 

GGACGCAAGGATTTGAATATGAAGTTGACCCGTGCTCAATTTGAAGGGATTGTGA . 

CTGATCTAATGAGAAGGACTATCGCTCCATGCCAAAAAGCTATGCAAGATGCAG 

3 5 AAGTC AGC AAGAGTG AC ATAGG AGAAGTGATTCTTGTGGGTGGC ATGACTAGGA 
TGCCCAAGGTTCAGCAGACTGTACAGGATCTTTTTGGCAGAGCCCCAAGTAAAGC 
TGTCAATCCTGATGAGGCTGTGGCCATTGGAGCTGCCATTCAGGGAGGTGTGTTG 
GCCGGCGATGTCACGGATGTGCTGCTCCTTGATGTCACTCCCCTGTCTCTGGGTAT 
TGAAACTCTAGGAGGTGTCTTTACCAAACTTATTAATAGGAATACCACTATTCCA 

40 ACCAAGAAGAGCCAGGTATTCTCTACTGCCGCTGATGGTCAAACGCAAGTGGAA 
ATTAAAGTGTGTCAGGGTGAAAGAGAGATGGCTGGAGACAACAAACTCCTTGGA 
CAGTTTACTTTGATTGGAATTCCACCAGCCCCTCGTGGAGTTCCTCAGATTGAAG 
TTACATTTGACATTGATGCCAATGGGATAGTACATGTTTCTGCTAAAGATAAAGG 
CACAAGACGTGAGCAGCAGATTGTAATCCAGTCTTCTGGTGGATTAAGCAAAGA 

45 TGATATTGAAAATATGGTTAAAAATGCAGAGAAATATGCTGAAGAAGACCGGCG 
AAAGAAGGAACGAGTTGAAGCAGTTAATATGGCTGAAGGAATCATTCACGACAC 
AGAAACCAAGATGGAAGAATTCAAGGACCAATTACCTGCTGATGAGTGCAACAA 
GCTGAAAGAAGAGATTTCCAAAATGAGGGAGCTCCTGGCTAGAAAAGACAGTGA 
AACAGGAGAAAATATTAGACAGGCAGCATCCTCTCTTCAGCAGGCATCATTGAA 



621 



WO 02/074979 



PCTAJS02/08456 



GCTGTTCGAAATGGCATACAAAAAGATGGCATCTGAGCGAGAAGGCTCTGGAAG 
TTCTGGCACTGGGGAACAAAAGGAAGATCAAAAGGAGGAAAAACAGTAATAAT 
AGCAGAAATTTTGAAGCCAGAAGGACAACATATGAAGCTTAGGAGTGAAGAGAC 
TTCC 

5 

SEQ ID NO: 774 
>W60890 

TTCAAGTACATCATAATCGGCGACACAGGTGTTGGTAAATCATGCTTATTGCTAC 
AGTTTACAGACAAGAGGTTTCAGCCAGTGCATGACCTTACTATTGGTGTAGAGTT 

1 0 CGGTGCTCGAATGATAACTATTGATGGGAAACAGATAAAACTTCAGATATGGGA 
TACGGCAGGGCAAGAATCCTTTCGTTCCATCACAAGGTCGTATTACAGAGGTGCA 
GCAGGAGCTTTACTAGTTTACGATATTACACGGAGAGATACATTCAACCACTTGA 
CAACCTGGTTAGAAGATGCCCGCCAGCATTCCAATTCCAACATGGTCATTATGCT 
TATTGGAAATAAAAGTGATTTAGAATCTAGAAGAGAAGTAAAAAAAGAAGAAG 

1 5 GTGAAGCTTTTGCACGAGAACATGGACTCATCTTCATGGAAACGTCTGCTAAGAC 
TGCTTCCAATGTAGAAGAGGCATTTATTAATACAGCAAAAGAAATTTATGAAAA 
AATTCAAGAAGGAGCTTTGACATTAATAATGAGGCCAATGGCATTAAAATTGGC 
CCTCAGCATNTGTTACCATGCCACACATGCAGGCNATCAGGGAGGCANCAGCTG 
GGGCNGCTCTGTTGANTCTGTTTATGCTANTGCCACGGGCTTCTCCCTTATCTTAN 

20 CCTTCCTCTGGNACTGGNTGACCTTTGAAAGGTTTGCCAGAGATTANCCGCAATC 
T 

I o3EQ,IDNO: 7.75 . 
'. • >AA287196 

25 ; GTACACTGGTGTTGGACAGAGCAGCTTGGCTTTTCATGTGCCCACCTACTTACCT 
ACTACCTGCGACTTTCTTTTTCCTTGTTCTAGCTGACTCTTCATGCCCCTAAGATTT 
TAAGTACGATGGTGAACGTTCTAATTTCAGAACCAATTGCGAGTCATGTAGTGTG 
GTAGAATTAAAGGAGGACACGAGCCTGCTTCTGTTACCTCCAAGTGGTAACAGG 
ACTGATGCCGAAATGTCACCAGGTCCTTTCAGTCTTCACAGTGGAGAACTCTTGG 

30 CCAAAGGTTTTTGGGGGGAGGAGGAGGAAACCAGCTTTCTGGTTAAGGTTAACA 
CCAGATGGTGCCCCTCATTGGTGTCCTTTTAAAAAATATTTACTGTAGTCCAATA 
AGATAGCAGCTGTACAAAATGACTAAAATAGATTGTAGGATCATATGGCGTATA 
TGTTGGTTCATGTTCAAAATCAGAGACTGAGCTTTGAAACTAGTGGTTTTTAATCA 

35 SEQ ID NO: 776 
>T97257 

TTTCAAANTTAGTTTTTATTTTATTGTAAAACATTGAGATGGAATGATAGGGTTTC 
CCAGAATCAGGTCCATATTTTAACTAAATGAAAATTATGATTTATAGCCTTCTCA 
AATACCTGCCATACTTGATATCTCAACCAGAGCTAATTTTACCTCTTTACAAATTA 
40 AATAAGGCAAGTAACTGGGATCCACAATTTATAATACCTGGTCAATTTTTTCTGT 
AmAAACCTCTATCATAGGTTTAAGGCCTATTGGGGGGACTTTAATCCCTTACC 
AAATAAACAGGGGTTTAAAATCACCCTCATGGGGGGCACTGCCCCTTCTGGGGG 
TTTTCCTTCCTTTGGACTTAAACCAATCTGGGAATGGCTTAGGGGATTTTCCC 

45 SEQ ID NO: 777 
>W96114 

GTTACGGAGGCGGCTACGGTGGCCAGAGCAGCATGAGTGGATACGACCAAGTTT 
TACAGGAAAACTCCAGTGATTTTCAATCAAACATTGCATAGGTAACCAAGGAGC 
AGTGAACAGCAGCTACTACAGTAGTGGAAGCCCGTGCATCTATGGGCGTGAACG 
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GAATGGGAGGGTTGTCTAGCATGTCCAGTATGAGTGGTGGATGGGGAATGTAAT 
TGATCGATCCTGATCACTGACTCTTGGTCAACCTTTTTTTTTTTTTm 
GAAAACTTCAGTTTAACACGTTTCTGCAATACAAGCTTGTGATTTATGCTTACTCT 
AAGTCGGAAATCAGGATTGTTATGAAGACTTAAGGCCCAGTATTTTTGAATACAA 
5 TACTCATCTAGGATGTAACAGTGAAGCTGAGTAAACTATAACTGTTAAACTTAAG 
TTCCAGCTTTTCTCAAGTTAGTTATA 

SEQ ID NO: 778 
>AA486836 

10 GAAAACTATGGCATAGAATGGCATTCTGTGCGGGATAGCGAAGGGCAGAAACTG 
CTCATTGGGGTTGGACCTGAAGGAATCTCAATTTGTAAAGATGACTTTAGCCCAA 
TTAATAGGATAGCTTATCCTGTGGTGCAGATGGCCACCCAGTCAGGAAAGAATGT 
ATATTTGACGGTCACCAAGGAATCTGGGAACAGCATCGTGCTCTTGTTTAAAATG 
ATCAGCACCAGGGCGGCCAGCGGGCTCTACCGAGCGATAACAGAGACGCACGCA 

1 5 TTCTACAGGTGTGACACAGTGACCAGCGCCGTGATGATGCAGTATAGCCGTGACT 
TGAAGGGCACTTGGCATCTCTGTTTCTGAATGAAAACATTAACCTTGGCAAGAAA 
TATGTCTTTGATATT 

SEQ ID NO: 779 
20 >L24470 

GTGCGCGGAGGGGACGAGCGGCTGGACCACAGCCGGCGCCCGATCAGGATCTCC 
GCGCTGGGATCGGTGGAACTTGAGGCAGCGGCGGGGCGGGGCGGCATGGCACAC 

, . •: iCGAGCGGCTCCGTCTTCTGCTCCTCAGAGAGGCCGGCTGGGGGCCTGGGATGACA 
AGATGTCTGGACTGCAATCCTGCACAGTfnTGAGAGGGAGATGACTTGAGTGGTr 

25 GGCTTTTATCTCCACAACAATGTCCATGAACAATTCCAAACAGCTAGTGTCTCCT 
GCAGCTGCGCTTCTTTCAAACACAACCTGCCAGACGGAAAACCGGCTTTCCGTAT 
TTTTTTCAGTAATCTTCATGACAGTGGGAATCTTGTCAAACAGCCTTGCCATCGCC 
ATTCTCATGAAGGCATATCAGAGATTTAGACAGAAGTCCAAGGCATCGTTTCTGC 
TTTTGGCCAGCGGCCTGGTAATCACTGATTTCTTTGGCCATCTCATCAATGGAGCC 

30 ATAGCAGTATTTGTATATGCTTCTGATAAAGAATGGATCCGCTTTGACCAATCAA 
ATGTCCTTTGCAGTATrTTTGGTATCTGCATGGTGTTTTCTGGTCTGTGCCCACTTC 
TTCTAGGCAGTGTGATGGCCATTGAGCGGTGTATTGGAGTCACAAAACCAATATT 
TCATTGTAGGAAAATTTAGATGCAAiiGATGTGAAAATGATGTTAAGTGGTGTGTGC 
TTGmGCTGiTrrGATAGCTlTGCTGGCCATCCTTGGACATCGAGACTATAAAAT 

35 TCAGGCGTCGAGGACCTGGTGTTTCTACAACACAGAAGACATCAAAGACTGGGA 
AGATAGATTTTATCTTCTACTTTTTTCTTTTCTGGGGCTCTTAGCCCTTGGTGTTTC 
ATTGTTGTGCAATGCAATCACAGGAATTACACTTTTAAGAGTTAAATTTAAAAGT 
CAGCAGCACAGACAAGGCAGATCTCATCATTTGGAAATGGTAATCCAGCTCCTG 
GCGATAATGTGTGTCTCCTGTATTTGTTGGAGCCCATTTCTGGTTACAATGGCCAA 

40 CATTGGAATAAATGGAAATCATTCTCTGGAAACCTGTGAAACAACACTTTTTGCT 
CTCCGAATGGCAACATGGAATCAAATCTTAGATCCTTGGGTATATATTCTTCTAC 
GAAAGGCTGTCCTTAAGAATCTCTATAAGCTTGCCAGTCAATGCTGTGGAGTGCA 
TGTCATCAGCTTACATATTTGGGAGCTTAGTTCCATTAAAAATTCCTTAAAGGTTG 
CTGCTATTTCTGAGTCACCAGTTGCAGAGAAATCAGCAAGCACCTAGCTTAATAG 

45 GACAGTAAATCTGTGTGGGGCTAGAACAAAAATTAAGACATGTTTGGCAATATTT 
CAGTTAGTTAAATACCTGTAGCCTAACTGGAAAATTCAGGCTTCATCATGTAGTT 
TGAAGATACTATTGTCAGATTCAGGTTTTGAAATTTGTCAAATAAACAGGATAAC 
TGTACATTTTCAACTTGTTTTTGCCAATGGGAGGTAGACACAATAAAATAATGCC 
ATGGGAGTCACACrGAAAGCAATTTTGAGCTTATCTGTCTTATTTATGCTTTGAGT 
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GAATCATCTGTTGAGGTCTAATGCCTCTACTTGGCCTATTTGCCAGAGAACATCTT 
AATGCAGCCTGCATAGTGAAATGGTTATTTTGAGATCACCGCTCTGTAGCTAACC 
CTTATAAACTAGGCTCAGTAAAATAAAGCACTCTTATTTTTTGATCTGGCCTATTT 
TGCCCCTCATTGTGTAGCCTCAATTAACACATGCATGGTCATGACACCCAGAATT 
5 CATGATGGTTTGTTATAACAACCTCTGCATATTCCAGGTCTGGCAGACAGGTTGC 
CTGACCCTGCAATCCTATCTAGAATGGGCCCATTCTTGTCACATTTGACAAATAG 
GACTGCCTACATTTATTATTATGAAGGTCGATTGTTGTTGGAAGTGTTTTTTCATG 
TCATAGATTAGCAATTTTCAAATAATTATTTTTTCTCTGAAAATTTTGTGTGTGAT 
TGCACAATAAATAATTTTTAGAGAAACAAAGGCTCTTTCTCAGCACATTGATGGG 

10 CAACTAGAATTACAGCAGTTTCAAACTCTACCATGGATAATGCAAACAAACCGA 
AGCTACATGCCAATGATAGGTGCAAAGAATATTGGCAAAAGGTGCTTTACCTTG 
AGCCATTATTTGTGTCAGAGAACAAAAGAAACAGAATCAATATATAAATTCAAA 
GACTATCTGCAGCTAGTGTGTTTCTTCTTTACACACATATACACACAGACATCAG 
AAAATTCTGTTGAGAGCAGGTTCATTAAATTTGTAAGATGGCATATTCTAAAGCC 

1 5 TGTGCTACC AGTACTAAGAGGGGAAGACTGGCAATTTGCCAAGCACTTGGGGAT 
TATTATAACAATTAACTAGGAGATCAAGAGATAATAATCTCTCCCCAAATTTTCC 
AATAATAATTGAG 

SEQ ID NO: 780 
20 >T61078 

GACAATTTAATTGCAAAAGACACAGAATATTAAGGCATAACAAAGTAAACTGAA 
• ATGAAGTTTAGTTATCAATATTCATGTGTGAGAAAGnGTGAATGAGTTCeTTTAG • 

ATAAGATGTGGGTCAGGTTGATTTAATAATGGGGGTGGGGTGTCTGCATCTCTAT 
' " ; - GGTGCTTTTGCAGCACTGTACTGGCTGTAGTGGAAAAGACTCTTGGAGTCCACCT 
25 TGCGAGATTTCTGCACAGCTTGAGCCAAAAAGTTTGGGNCACCCCGAAAATTAG 

GTGAGGGAGAGGG 

SEQ ID NO: 78] 
>S40706 

30 AGAGACTTAAGTCTAAGGCACTGAGCGTATCATGTTAAAGATGAGCGGGTGGCA 
GCGACAGAGCCAAAATCAGAGCTGGAACCTGAGGAGAGAGTGTTCAAGAAGGA 
AGTGTATCTTCATACATCACCACACCTGAAAGCAGATGTGCTTTTCCAGACTGAT 
CCAACTGGAGAGATGGCAGGTGAGTGATIGCC'ITI-CTCTTCGGACACTGTCAGCT 
GGGAGCTGGAAGGCTGG tAtGAGGACCTGCAAGAGGTCCTGTCTTCAGATGAAA 

35 ATGGGGGTACCTATGTTTCACCTCCTGGAAATGAAGAGGAAGAATCAAAAATCT 
TCACCACTCTTGACCCTGCTTCTCTGGCTTGGCTGACTGAGGAGGAGCCAGAACC 
AGCAGAGGTCACAAGCACCTCCCAGAGCCCTCACTCTCCAGATTCCAGTCAGAG 
CTCCCTGGCTCAGGAGGAAGAGGAGGAAGACCAAGGGAGAACCAGGAAACGGA 
AACAGAGTGGTCATTCCCCAGCCCGGGCTGGAAAGCAGCGCATGAAGGAGAAAG 

40 AACAGGAGAATGAAAGGAAAGTGGCACAGCTAGCTGAAGAGAATGAACGGCTC 
AAGCAGGAAATCGAGCGCCTGACCAGGGAAGTAGAGGCGACTCGCCGAGCTCTG 
ATTGACCGAATGGTGAATCTGCACCAAGCATGAACAATTGGGAGCATCAGTCCC 
CCACTTGGGCCACACTACCCACCTTTCCCAGAAGTGGCTACTGACTACCCTCTCA 
CTAGTGCCAATGATGTGACCCTCAATCCCACATACGCAGGGGGAAGGCTTGGAG 

45 TAGACAAAAGGAAAGGTCTCAGCTTGTATATAGAGATTGTACATTTATTTATTAC 
TGTCCCTATCTATTAAAGTGACTTTCTAT 
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SEQ ID NO: 782 
>H25907 

GGTGAACCAGNNTNTTTATCAGTTTATTAATCTATTTTTAATATATAGACTTTTCA 
GTAGACAACAGCATAAAACATATTCTTTTCAAGTTCAAATTGAACTTTCACCAAC 
5 ATAGACCATATTCTGGGCCATAAAATAAACATTGGCAAATTTAAAATAATTGAA 
ATCATATTAAGTTTGTTCTCTGACCCTGATAGAGGTAAGCCAGAAATCAAGANCA 
GAAAGATATCTAGAAAAATCCCAAATAATTTGGAAGTAAAAGANCACAATTTTA 
AATAAACCATGGGGCCAAAGGNAAAGGTCACAGGGGGAANCTCTTAGGNACTG 
GANCTAAAATAGGGGGGNATTTTAC 

10 

SEQ ID NO: 783 
>N90246 

TTTTTTGTAGTGCCTGCAGCCCTCATGGGTCGGGATGGAGGCAGAAAATCAGTTC 
CTGTTTATTTACAAAAATATATATATGTGTATGTATGTATATATATTAACCCCTCA 
1 5 GCTCCCTCCCATGATCATCCTTTTACTTCTACCCCCACCTCCCTTTTAAAACAAAG 
AGGTTTTCTGGGGTGCAGAGAGGGTTCTCCTGAAAGTGGGCAGAAGCAGCACCG 
ATAGCCTAGTCTGGCAGGTTGTGGGAAGGGGCGCAGGGAGTGACCATGAGCGAC 
CTTGGCCCCGTCCTTGCTCCTTGCACCCTGATTGGGGCATGGGGTGAGAGGAGGG 
ATCAGTCCTTGAATCCCTGAATACTGCAAA 
- 20 GAATGCGCTTCTGGTGCCCGGGCAGTGT 

■ f.SE.O;ID:.NO: 784 ' ■■. .•• \ ', :• \; ■■ ■• : x . 

•• . ; . SH84113: . . ■. • v.v : • , 

f. ■GATTCGGAACGAGGGATGGGAGANGGGGeCGGTGTTGCCCCTGGTGCTGCCGCT - 
25 GCANCCCGNATCCGCCTGGCACAAGGGCTCTGGCTCCTCTCCTGGCTGCTGGCGC 
TGGCTGGTGGCGTCATCCTCCTCTGTAGTGGGCACCTCCTGGTCCAGCTAAGGCA 
CCTTGGCACCTTCCTGGCTCCCTCCTGTCAGTTCCCTGTCCTGCCCCAGGCTGCCC 
TGGCACGGNGCGCGGTTGGCTCTGGGCACAGGACTAGTGGGTGTAGGAGCCAGC 
CGGGCAAGTCTGAATGCAGCTCTATACCCTNCCTGGGCGAGGGGTCCTGGGGCC 
30 CGCTTGCTGGTGGCTGGCACGGCTTNGTT 

SEQ ID NO: 785 

>AA477082 .. ,. , , . ... .,; -J^.^ ,. • 

AGAGAGTATATTGC 1 GC rfllCl'CAGTCACTTTGGCACAGGTGTCGTGGAATATG 
35 ATGCAGAAGGCTTTACAAAACTCACTCTGCTGCTGATGTGGAAAGATTTTTGTTT 
TCTTGTACACATTGACCTGCCTCTGTTTTTCCCTCGAGACCAGCCAACTCTCACAT 
TTCAGTCCGTTTATCACTTTACCAACAGTGGACAGCTTTACTCCCAGGCCCAAAA 
AAATTATCCGTACAGCCCCAGATGGGATGGAAATGAAATGGCCAAAAGAGCAAA 
GGCTTATTTCAAAACCTTTGTCCCTCAGTTCCAGGAGGCAGCATTTGCCAATGGA 
40 AAGCTCTAGGAAACACCAGTCTTGAGAGGTGGCCAGCCAGACTGCCTGTCCACA 
TGCGTGTCAGCACATACAGCCGCTTCCTGGAAGC 

SEQ ID NO: 786 
>Z73903 

45 GAATTCCGATCTCTCGTCCTCTTCCTGGGCTAGGCCGCCCCAGGCGCGGCCCCTG 
CGACTCCTGGCACGGCCCCGTGCTCGGCTGCCGCCCTGGCGCGCGCCACACTGTC 
GTCCCCGGACGGGCGCGGACCGGCTCGGCCGGGGCGCCGGCGGCTGGGGAGGG 
GTCGCTGGCCCCGGGGCCGCGCATGCGCCGCCACCAACTTGGGGCTGTCAGTGG 
AGGGCGAGTGCTGGTTCTCAGGGGAGGCGACGCCTTCGGGCCAACGGGCCTGGA 
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GCCGAGGCAGCAGTGGGAACGACTCATCCTTTTTCCAGCCCTGGGGCGTGGCTGG 
GGTCGGGGTCGGGGTCGGGGCCGGTGGGGGCCCCGCCCCCGTCTCCTGGCCTGC 
CCCCTTCATGGGCCGCGATGATGGCGGCCCTGTACCCGAGCACGGACCTCTCGGG 
CGCCTCCTCCTCCTCCCTGCCTTCCTCTCCATCCTCTTCCTCGCCGAACGAGGTGA 
5 TGGCGCTGAAGGATGTGCGGGAGGTGAAGGAGGAGAATACGCTGAATGAGAAG 
CTTTTCTTGCTGGCGTGCGACAAGGGTGACTATTATATGGTTAAAAAGATTTTGG 
AGGAAAACAGTTCAGGTGACTTGAACATAAATTGCGTAGATGTGCTTGGGAGAA 
ATGCTGTTACCATAACTATTGAAAACGAAAACTTGGATATACTGCAGCTTCTTTT 
GGACTACGGTTGTCAGAAACTAATGGAACGAATTCAGAATCCTGAGTATTCAAC 

1 0 AACTATGGATGTTGCACCTGTCATTTTAGCTGCTCATCGTAACAACTATGAAATT 
CTTACAATGCTCTTAAAACAGGATGTATCTCTACCCAAGCCCCATGCAGTTGGCT 
GTGAATGCACATTGTGTTCTGCAAAAAACAAAAAGGATAGCCTCCGGCATTCCA 
GGTTTCGTCTTGATATATATCGATGTTTGGCCAGTCCAGCTCTAATAATGTTAACA 
GAGGAGGATCCAATTCTGAGAGCATTTGAACTTAGTGCTGATTTAAAAGAACTA 

1 5 AGTCTTGTGGAGGTGGAATTCAGGAATGATTATGAGGAACTAGCCCGGCAATGT 
AAAATGTTTGCTAAGGATTTACTTGCACAAGCCCGGAATTCTCGTGAATTGGAAG 
TTATTCTAAACCATACGTCTAGTGACGAGCCTCTTGACAAACGGGGATTATTAGA 
AGAAAGAATGAATTTAAGTCGTCTAAAACTTGCTATCAAATATAACCAGAAAGA 
GTTTGTCTCCCAGTCTAACTGCCAGCAGTTCCTGAACACTGTTTGGTTTGGACAG 

20 ATGTCGGGTTACCGACGCAAGCCCACCTGTAAGAAGATAATGACTGTTTTGACAG 
TAGGCATCTTTTGGCCAGTTTTGTCACTTTGTTATTTGATAGCTCCCAAATCTCAG 
TITGGG AGAATC ATTG ACACACCTTTTATGAAATTTATC ATTCATGGAGCATGATA ■ 
• TTTCACATTTCTGCT GTTGCTTAATGTATACTCTCTTGTTTACAATGAGGATAAGA . 
:<■■. AA AAC ACAATGGGGCCAGGCGTTGAAAGAATAGACTATCTTCTTATTCTGTGGAT 

25 TATTGGGATGATTTGGTCAGACATTAAAAGACTCTGGTATGAAGGGTTGGAAGA ■ ? 
CTTTTTAGAAGAATCTCGTAATCAACTCAGTTTTGTCATGAATTCTCTTTATTTGG 
CAACCTTTGCCCTCAAAGTGGTTGCTCACAACAAGTTTCATGATTTTGCTGATCG 
GAAGGATTGGGATGCATTCCATCCTACACTGGTGGCAGAAGGGCTTTTTGCATTT 
GCAAATGTTCTAAGTTATCTTCGTCTCTTTTTTATGTATACAACCAGCTCTATCTT 

30 GGGTCCATTACAGATTTCAATGGGACAGATGTTACAAGATTTTGGAAAATTTCTT 
GGGATGTTTCTTCTTGTTTTGTTTTCTTTCACAATTGGACTGACACAACTGTATGA 
TAAAGGATATACTTCAAAGGAGCAGAAGGACTGTGTAGGCATCTTCTGTGAACA 
GCAAAGCAATGATACCTTCCATTCGTTCATTGGCACCTGCTTTGCTTTGTTCTGGT 
ATATTTTCTCCTTAGCGCATGTGGCAATCTTTGTCACAAGATTTAGCTATGGAGA 

35 AGAACTGCAGTCCTTTGTGGGAGCTGTCATTGTTGGTACATACAATGTCGTGGTT 
GTGATTGTGCTTACCAAACTGCTGGTGGCAATGCTTCATAAAAGCTTTCAGTTGA 
TAGCAAATCATGAAGACAAAGAATGGAAGTTTGCTCGAGCAAAATTATGGCTTA 
GCrACTTTGATGACAAATGTACGTTACCTCCACCTTTCAACATCATTCCCTCACCA 
AAGACTATCTGCTATATGATTAGTAGCCTCAGTAAGTGGATTTGCTCTCATACAT 

40 CAAAAGGCAAGGTCAAACGGCAAAACAGTTTAAAGGAATGGAGGAATTTGAAA 
CAGAAGAGAGATGAAAACTATCAAAAAGTGATGTGCTGCCTAGTGCATCGTTAC 
TTGACTTCCATGAGACAGAAGATGCAAAGTACAGATCAGGCAACTGTGGAAAAT 
CTAAACGAACTGCGCCAAGATCTGTCAAAATTCCGAAATGAAATAAGGGATTTA 
CTTGGCTTTCGGACTTCTAAATATGCTATGTTTTATCCAAGAAATTAACCATTTTC 

45 TAAATCATGGAGCGAATAATTTTCAATAACAGATCCAAAAGACTATATTGCATAA 
CTTGCAATGAAATTAATGAGATATATATTGAAATAAAGAATTATGTAAANGCCAT 
TCTTTAAAATATTTATAGCATAAATATATGTTATGTAAAGTGTGTATATAGAATT 
AGTTTTTTAANCCTTCTGTTAGTGGCTTTTTGCAGAAGCNAAACAGATTA^ 
ATAGATTTTGTTAGCATGCTGCITGGTTTTCTTACTTAGTGCTTTAAAATGTTTT^ 
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TTTATGTTTAAGAGGGGCAGTTATAAATGGACACATTGCCCAGAATNTTTTGTAA 
NATGAAGACCAGCAAATGTAGGCTGATCTCCTTCACAGGATACACTTGAAATAT 
AGAAGTTATGTTTTAAATATCTCTGTTTTAGGAGTTCACATATAGTTCAGCATTTA 
TTGTTTAGGAGTATAATTTTATTTTATCT 
5 TTTTGTTATA ATCTTAAGCA AC AAAGAA A AAACCCTAATATTTG AATCT ATTTAT 
GTCTTTCAATTTAAATTCACTTCAGTTTTTGTTATTGTAATATATTTACTTTTACAT 
GGTTATAATCACTTTATATTTTTAATGTTTTTTTCACTTAATATTTTATATATACAT 
TTCCATGTATTGATGTAGTTAGTCCACATTTAAATTTTTATAGAATTATATAGTTT 
TTGAAAAATACAGTCAGTAGATGTTTTATTTTTTAGCTATTCAGTTATGTTTATAA 

1 0 GTTTGCATAGCTACTTCTCGACATTTGGTTTGTTTTAATTTTTTTGTATCATAATAG 
TCCTATTTTTTTTTCAAGTTGGAGTGAATGTTTTTAGTTTTAAGATAGATAGGAGA 
CACTTTTTTATCACATGTAGTCACAACCTGTTTTGTTTTTGTAAAACATAGGAAGT 
CTCTTTAATGCAATGATTTGTTTTATATTTGGACTAAGGTTCTTGAGCTTATCTCC 
CAAGGTACTTTCCATAATTTAACACAGCTTCTATAAAAGTGACTTCATGCTTACTT 

1 5 GTGGATCATTCTTGCTGCTTAAGATGAAAAGCATTGGTTTTTTAAAATTAGAGAA 
TAAAATATGTATTTAAATTTTTGGTGTGTTCACATAAAGNGATGTAGCTAAAATG 
TTTTCATAGGCTATTATATATNCTCGCAGCATTTCCAGTTAAGAGGATATTAGGT 
ATATAATTCTCTTCTTAACCGAATGTCAGATGGTCTTACGCCACAGGGTGCAGGT 
AACCCTTGGCCTGTAAGCACCACCGATCCAGGGATCATTGTCTAAATAGGTTACT 

20 ATTGTTTGTTTCATCTGGAATTCCGAGGGTGCACAAATTACCAGCAGCCTGAGGG 
AGGTCTTATTGGAAGGCTTCCTGCAGGAGGTGGCATCTGATCCGGGCCTAGACAT 
• . CGGGAGTTGGAATTTTCCAGACAGGGAAGGGGAGTGTGGGTGGAAAACAAAGGAC 
GAACAAACGTATGGTGTGGGAGCAAGGCTGAGATGGTGCATAAATGATGAGAGG 
TGAGGGTGAAGCGTAGGTGTGTGTCAGGGGAAGAGCTAGAAAGGAAGGTGGGG 

25 CAGGGAAGCTCAGTGAGTGTCTGCTACATGTGAGGCTTCATTCTGAGCACCAACT 
CTGCGCGCTAATGCCACGAAGTGGAGTCATGATTCTTCCATTTTCCAGGTGAAGA 
AACCAAAGCACGGGGAGAATTAGCTTGTCCAAGGGCTCATGGCCAGTCGGTGGT 
GCCACTGGGATTTAACCAGGGATTCCAGCTGTGGAAGCTGCATGCTGCCAGCTGA 
GCACTCCGTCTGTCCACCCTGGCAAATGACATGCTGAGGGCTGGGGGCAGTCATC 

30 TTTCCAGCAGTTGTCGACCAGAAATAATGATAATGCATCAGCCAGGTGGGCAAG 
AACTCAGACTTTGTGGTCAGACCTCGCTGTGGCAGGGAGCTTAGAAAAGTCACTT 
TTCCTCCACAGCTGTGTAACATGGGGAAAGGGGGATGCTCAGCTCACCTCTCATG 
GCCCTTGTGTGGGGAXITGAAGGGTAAATGCTGGAAAAGCACTGAATATACAGC 
ACT1AGTAGAGGG1TTGGAAGCGGCTGTCCTCACCCAAACGGATCCTTCCCCAGG 

35 AAAGCTCTGCAAATGGAGCCACTTGGCTTTTTGCCTGATGCCATATTCCGTTGTTT 
AAAACGGCGATCCCAAACTTAAGAGTATGAAAGGGGTGTTTTGCAGACAATGCA 
TAATTAACCACTTCTAAACACAGGGTGTGCCAGGCTCCCTCAAAGCTGTTAATTA 
TTCTTCATTAGTGATCTTAAGTTAATGTAAAATAATCCTGGAGCTCTGCCAGAGG 
CTCGGGCAGGGGAAGGAGCAGAGCCGCTTATTTCAACTAGCAAACGGAAAGAAA 

40 TCTTCACGGGGCGCCTCTGCGTTCTGCCTTGGTTGTGGGGAGATGCCTCTATAGA 
CTCTTTAGCTCTGCCCAAAGGCCATTGTGGGAGGCGGCAAGCCCTCTCCCAAGTT 
CCCAGAGCCCAGCCGACCTCAGGGTACTTTGGTTAATGAAATAGTTCAGGTGGG 
AAGAAAATATGGAGGAGAGTAGTATACCCATCGCCCAGCTTCCAAAATAAGCTG 
TTAATGGTGTGGTGGACTGCCCCTGTGGGCCACCCCACAAATCTTATCCCTTTCCT 

45 GCTTCCCCAGAGCTAAGCCTAAACAGTCCCTCTTGTTTGGTGTGTAGATTTCCCAT 
GCACATTTTTTTAAATTGCTGTAGGTACATAGTAAGTGTATATATTTATGGGGTAC 
GTGAGATGTTTTGACACAGGCACGCAATGTGAAATACACACTTCATGGAGAATTC 
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SEQ ID NO: 787 
>M81882 

AGCTCGCCCGCAGCTCGCACTCGCAGGCGACCTGCTCCAGTCTCCAAAGCCGATG 
GCATCTCCGGGCTCTGGCTTTTGGTCTTTCGGGTCGGAAGATGGCTCTGGGGATT 
5 CCGAGAATCCCGGCACAGCGCGAGCCTGGTGCCAAGTGGCTCAGAAGTTCACGG 
GCGGCATCGGAAACAAACTGTGCGCCCTGCTCTACGGAGACGCCGAGAAGCCGG 
CGGAGAGCGGCGGGAGCCAACCCCCGCGGGCCGCCGCCCGGAAGGCCGCCTGCG 
CCTGCGACCAGAAGCCCTGCAGCTGCTCCAAAGTGGATGTCAACTACGCGTTTCT 
CCATGCAACAGACCTGCTGCCGGCGTGTGATGGAGAAAGGCCCACTTTGGCGTTT 

1 0 CTGCAAGATGTT ATGAAC ATTTTACTTCAGTATGTGGTGAAAAGTTTCGATAGAT 
CAACCAAAGTGATTGATTTCCATTATCCTAATGAGCTTCTCCAAGAATATAATTG 
GGAATTGGCAGACCAACCACAAAATTTGGAGGAAATTTTGATGCATTGCCAAAC 
AACTCTAAAATATGCAATTAAAACAGGGCATCCTAGATACTTCAATCA4CTTTCT 
ACTGGTTTGGATATGGTTGGATTAGCAGCAGACTGGCTGACATCAACAGCAAAT 

1 5 ACTAACATGTTCACCTATGAAATTGCTCCAGTATTTGTGCTTTTGGAATATGTCAC 
ACTAAAGAAAATGAGAGAAATCATTGGCTGGCCAGGGGGCTCTGGCGATGGGAT 
ATTTTCTCCCGGTGGCGCCATATCTAACATGTATGCCATGATGATCGCACGCTTTA 
AGATGTTCCCAGAAGTCAAGGAGAAAGGAATGGCTGCTCTTCCCAGGCTCATTG 
CCTTCACGTCTGAACATAGTCATTTTTCTCTCAAGAAGGGAGCTGCAGCCTTAGG 

20 GATTGGAACAGACAGCGTGATTCTGATTAAATGTGATGAGAGAGGGAAAATGAT 
TCCATCTGATCTTGAAAGAAGGATTCTTGAAGCCAAACAGAAAGGGTTTGTTCCT 

••: • . ,TTGC:TCGTGAGTGCCACAGGTGGAAGCAGGGTGTACGGAGGATTTGAGGCGCTCT • 
: •'• ...TAGGTGTGGGTGACATTTGGAAAAAGTATAAGATCTGGATGCATGTGGAOTGCAGC * 
. TTGGGGTGGGGGATTAGTGATGTGGGGAAAACACAAGTGGAAACTGAGTGGCGT . : 

25 GGAGAGGGCCAACTCTGTGACGTGGAATCCACACAAGATGATGGGAGTCCCTTT 
GCAGTGCTCTGCTCTCCTGGTTAGAGAAGAGGGATTGATGCAGAATTGCAACCA 
AATGCATGCCTCCTACCTCTTTCAGCAAGATAAACATTATGACCTGTCCTATGAC 
ACTGGAGACAAGGCCTTACAGTGCGGACGCCACGTTGATGTTTTTAAACTATGGC 
TGATGTGGAGGGCAAAGGGGACTACCGGGTTTGAAGCGCATGTTGATAAATGTT 

30 TGGAGTTGGCAGAGTATTTATACAACATCATAAAAAACCGAGAAGGATATGAGA 
TGGTGTTTGATGGGAAGCCTCAGCACACAAATGTCTGCTTCTGGTACATTCCTCC 
AAGCTTGCGTACTCTGGAAGACAATGAAGAGAGAATGAGTCGCCTCTCGAAGGT 
GGCTCCAGTGATTAAAGCCAGAATGATGGAGTATGGAACCACAATGGTCAGCTA 
CCAACCCTTGGuAGAGAAGGTCAATITCTTCCGCATGGTCATCTCAAACCCAGCG 

35 GCAACTCACCAAGACATTGACTTCCTGATTGAAGAAATAGAACGCCTTGGACAA 
GATTTATAATAACCTTGCTCACCAAGCTGTTCCACTTCTCTAGGTAGACAATTAA 
GTTGTCACAAACTGTGTGAATGTATTTGTAGTTTGTTCCAAAGTAAATCTATTTCT 
ATATTGTGGTGTCAAAGTAGAGTTTAAAAATTAAACAAAAAAGACATTGCTCCTT 
TTAAAAGTCCrrrCTTAAGTTTAGAATACCTCTCTAAGAATTCGTGACAAAAGGC 

40 TATGTTCTAATCAATAAGGAAAAGCTTAAAATTGTTATAAATACTTCCCTTACTTT 
TAATATAGTGTGCAAAGCAAACTTTATTTTCACTTCAGACTAGTAGGACTGAATA 
GTGCCAAATTGCCCCTGAATCATAAAAGGTTCTTTGGGGTGCAGTAAAAAGGAC 
AAAGTAAATATAAAATATATGTTGACAATAAAAACTCTTGCCTTTTTCATAGTAT 
TAGAAAAAAATTTCTAATTTACCTATAGCAACATTTCAAATGTATTTAAATACAT 

45 ATAATTTTACAAAAGGAAAATATATATATTAAAAAAGATATCCTATTTTGTAACA 
TATAGATTTTTATTTTATATAGGTTATACAAACTGCGGGGGCGGAATT 
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SEQIDNO: 788 
>AA401448 

TTTTTTTTTACAGTTTATCTTTTATTTTCTGCAAATT^ 

TTCACATTGAATCITAAGTTTAAGCTCTTCATTTGGTATTTAGGCAATATATGAGA 
5 AAAAAATrWTTTTGTTCATTTGTAATTTTAACAAGin'GAACATrrrACCATGATT 
GAACATGTTTTTATTACAGTATTTAACATTCCCCCAAAGAATACCCTGCAAAGTG 
TAAACCTTTGTCCCATACTGTGATATTACTGTTCTGCTACAATAAATGTCAAACCT 
AAGCACTTTGCAGTTCACTACTTTTGGGAAAATGTTCTAGGGAACTGTATCACAG 
GTGAAACTGTTACCCATAAAGTGTAGC 

10 

SEQ ID NO: 789 
>T84762 

ATTCGGCACAGGATGAGCAGAAGAGGTTATCAGCATTAAATTGTTTTGGTTCTAA 
ATTTGGAACAGTATATATAATTAAAAGTAAGGAACATTAGAGGATTTAATTAGA 

1 5 ATAAATACATGTTTTGGAAATACAGTGACCTCTTGCAGTGTCACAAAAGTGCAAA 
GTGATATTAGCTGTCATCTGCAATACAGAATCTCATTGCTTTTGCACATGGAGCA 
TATAGGGAAACTCCANACAGATCACAATGAGGGTTTCTAAATCTGTTGGGGTTCT 
GTCTTCTATTGGGGTTCTGTGAAGGCAAACCACTGTAGGCTTTAGCTGGGGTTCN 
GTCCTATGGACTCGTTGGGGGGNATGCCNTG 

20 GGTTTTTCCATNCTTACCTGGCAGTCTTGGGGGGGT 

: v.. SEQIDNO: 790 , /•'. •,• ...... ..; ... ; -.- v .y - 

: •; : :>nv87069.-.; V « V X* v.v- • r-': ... '.•<.-■■■ v.-' - •'. 

>TiaT ! GCTTCTCTGCCCeTTTNCATTTGTTTTGTATTTGTTTTCTGTGAGAGGACTGA 
•;25 AATGGCAGCCCTGGAATCTACAATTTGGCTCTCCACTGAGCACCTTATCTTGCCA 

ccttagccttaagaatgaatatgaagaaaaatacacagccacctctgtccaggg 
cagtaagaagggctgcaaggaaggggaggatggggacaaggaaaggatcagat 
acctgctccagtagttntgaggccactgtgtctcaggggactccagggaggagc 
agaagagggntcccacgaagttattcttacgcagctggggccagggagggtcag 
30 agtnggtgccagggtgcaagttaggctaaagaagccaccacttattcctctctct 
tgcccatttntgggggggcaaaggccatttggtcacccaagagtctttccagggg 
gacccacagatattgccatgtccctncacacgtctttggngtccttaa.cn 

SEQ ED NO: 791 
35 >AA424743 

CATATTTATCGGGATGACAAATCCATAGAATATATTCTTTTATGTTAAATTATGAT 

CTTCATATTAATCTTAAAATTTTGTGACGTGT^ 

AATATATTATTCTTCAACGACATTTTTTGTAACTT^ 

TTTAAAAAAATGAAAAATTAATTTAAAAAAATGCAAAAAACTGTTGGATTATTTA 
40 TTTTAGAAATTCCCCCCTGTTGTGTTGGACTGCAAATTGAGTTTCTTTCTCTTTAG 
GCCTTTCACAACTAGGACTGAGAATGTATGTAAAAGTTCTGTGACAGTACAGAA 
GGAAAACAACTTTTTATGTATAGCTTCTAAAAGGGGAAAAAAAAAAAAAGAGAA 
ACCCTTTGACTTCCACGTGCCCATCT 

45 SEQ ID NO: 792 
>AA489331 

TTAGTGAAACATTTTCTTTTTATTGAGAACATCTCAAATCCTTTGTCTGTATTT 

CAGCGTCTCATGCTCAGTTCCAGCTGGTCTTGTGCGAGAGGAAGCTCATGCAGTT 

GTAACGTGTGGTGTATACACAGATTTACATACAGAGAACACTGAGGATTGCATCT 



629 



WO 02/074979 



PCT/US02/08456 



CAGCAACATGTTTCTCAGCCGAATTACATTCATAGAAAGTGTCCAGATTCTAAAA 
TCAAATTAAAAGCATGTAATCCAAAGCCTGAAAAAGCAAACAGCTTTAGGGGCT 
GACTCCATTAGCGTTCCATAGACTGTGCTTTTAACCGTTCAGTTCATGTTTAATGG 
CCCATCGGTTCCTTACATACCATCAGCTTATGCTGTGGCCAAAAGAAGTGTTCTT 
5 GTGGCTTGGTACTCGTCCCTTCAAACAGTAAACAAGAAAGTGCAGACAGTGCTG 
CCAGAGACAG 

SEQ ID NO: 793 
>T67104 

1 0 CCAGTTTACACTGAAGATCGATCTGAAACTCAGCACCAGCGANAATCCAGAACT 
TTGCCTGTCTCCATGGCTGGTTTTAATTTCCCCATTCTGCAGTGGCTTGTTAATAT 
TAGTTCTGACCTTTGGGGCAAGGTGAACACATGGTTGGACTGAAGAGAAAAGGC 
TTCTGGTGGCTCAGGAACGTCTTTGGCAACTACAACAGCTGATATTTCAACAGAG 
CACATACATCCCCCACTTAACAAGGGTACGTCCTCAGCCTTCTCAGGGAACCAAC 

1 5 GAACACCTCCAGGCTTCCTCTTTGATGCCACCCACTGGACCTGCCTTGGGGGTCT 
GTAAATGCAAGAGGAACCGAGTGTTGGATAATTAGCGATGGGAAGAAAAAACCT 
CTTAGNATTAAAAGGTAGGTTT 

SEQ ID NO: 794 
20 >R65792 

tccagagagtaagatcagattcgtccacaaagagatgggcataataccaagctg 
gggtggcaccaccggctagttgaaataatgggaagtagagaagctgtcaaagtg 
;ttgagtggggoccttaaact^^ 
•;. .:' . - < .'aagaggtcttgc agtgttcagatg aaactaaatctgtag aagagggacaagaat 
25 : ggctaaagcaattcatccaagggccaccggaag3/aattagagctttgaaaaaat 
ctgtttgttcaggcagagagctatatttggggggaagcattacagaacgaaaga 
gatcttttagggnacagttttggggtnggccngcaaattttagaggctatttnct 
aaggaagggnattttattaatatttgggtttttcccg 

30 SEQ ID NO: 795 
>T90621 

AGCAGGANCAAGTTTAATAAACGTTTATTGAGCAGTAGAATACAAGTGAGTNCC 
NGGANCCNGATCACCAAGTCCTGTACAACTGAGGTAATTATTTCACAATGATGG 
GTGGCTCAGTGAGATTCTGATTGCATGCGGTGCATGACAAATTATCTACTCAGAG 

35 TATGCCTGACACGCCGGAGGGCTNGAGGGGGAACACACTGAAAGCAGTACCAGG 
GAGCAGTGCATCTCACAGANCCATTTNTTCATGCCATGAAGTAAACGGTACTTAT 
ACAAGTGTACAGTGACGTTCCACGNTCCCCATCTAACACGGNTTGCTGGAANTTT 
ACAGGCAGACTGACGTTTTCTTTCACATGTACTCCAAGTAAATCTGGTTAGTGAT 
GACCNGGGGGCAGGCGCTGAAGCTTTTCAAAGCCTTACTTCTTTTATCAGCAGCC 

40 CGGNTTTTTAT 

SEQ ID NO: 796 
>AA464067 

^AAAGGAAGCTGGGCGTCCTCTGGGCCCCCCAACACACGTCCCATTTAGCCCTGC 
45 ACAGCGGTCTCCTTCCCCTAAGCCAGCACCGCTGCTCCCTGGACCCGGGAAGGAG 
GCTGCCTGGCTGGAGGCCGAGCGATGGGCCTGTGCTGAGGATTTGTGCTGTGATT 
TGGGCAAATCATTCCAGGTCTTTGGGCCTCCACCCCCT 
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SEQ ID NO: 797 
>AA291163 

CATCTATAGGTTTTTTTTATTAGAAAAGAAATTAAGTGTTGTCACTAGAGATTGA 
AGGAAATTAACAATCTTACAATTCTAGAACAGGCAAACTTCATGATAAGGGATT 
5 CTTAAGTTTTCAAAGTGTAGGAGCTCTTTCACAGATACACTCTTGGTGTAGGGGG 
CTGTAAGTTTTATCAGATGTTTTACATTTCATGCTTTAATCTTTGCTGGTAGTCTA 
AATAAAATAAATACACAGTGTTCAGGATTATCTGGATAGCCATCTTAAATAACAG 
AGTGTTCCACATGACCACAGCCTCTGCACTTGTGCCTCTGATCCATATGACACCA 
AGACCAACTATGCTTTTCATATGATTTCTCCACATTGGGTCTTGTGACTTTTCACA 
10 GAATTGTTGAACATTTCCCCAGAGATCCGTGGTTACAGAGAGCTCCAATCTGCTT 

SEQ ID NO: 798 
>N53024 

TGGAGCCCCTGNTGCGGAGATGGCCTCCAGAGGNCAGCTGCAGGGCACGTTCTG 
1 5 GGCTTAGCGAC AGAGGC AAGCAAGGGACTGGTGTCTCTGGTGAG AGGTGGGTTT 
GATGTATCTCTGTCCTATGCTGGTCTCTCTTCTCCTTTATAAAATCCTCTGTGGTC 
AACTGACTACTGCGTATCGCAGTGGGAATAAGACTGCACAGTTGCTGGTAGGTG 
AGTTTAAAGTCTTAATCTATGCATTCAGAGAAATATTTTTATATGCTTTGTGTAAT 
TTATAACAAGGATTTTTTTTTTAGCTTTGTTAACTGTGAATTCACCCCTCCTCCTCC 
20 ACTGCATATTTAAAGCATGTGTTCACACTGTGTGTAAACATTCACTGGAAGATTT 
TTTCNTTGTGCATTGCTGACTGTTCCAACATNACAAGTATTATTAAAATTAAATAT 
: TAACTGGACCGGAAAAAAAGAAAAAAAAAAGNTCCTTACCCG 

:SEQfl>NO:799 -r< : : ' " ' ' ».V ?-.-.v.'.'.¥." ■■■ : . ' 

25 >AA398230 

GCGGAATGGGAAGCAGTTTATGGAGTTAAGTGGGGCTCTGCTATTTCCCCCAAGA 
AGGACTCGGAAGATGTTGATTCCAGGGCAGAGTGAGGGGCAGACGGGATGAGG 
CTCTTCTGTAAAGTCCAACAGACGCTCACAGATGCTGGGAGGCTGGGGACTGCC 
AGGTTGGGAGCCTCACCCAGAGAGCCTCACTGCATTGACCCCACACCCACCACTC 
30 ACCCAGCACACAGGGGGCCTCTCCTCACGCTCCCAGGCCACCAGGATGGCCCCC 
AGGTTCACACACAGGCACACGCACACACGCTGCACTCACCACGCACTGAAGGGC 
ATCACAGCCCCAAGTCTGGGTAAGAAATTCTCCAC 

SEQ ID NO: 800 
35 >H21107 

GTTGCATCATTATACATCACACTGAGTAAGAATCGTTTAGCCATCTACATTCAAT 
GTTACTGGGTAATATTTNNCTCAAATTATAATTCCCAACACTGATTTTACCTGTGA 
CAAAAGGAACAATAGTAATTCCTTGAAGAAGACTAACTGGNAAAAACATTTNGC 
TTTTAGTATAAAAGTTCCTAGGNTGCTGAAAGGNACACATACACACCTAAAGAG 
40 TCATGGCCTTCTTAAACAGCTTTCTTAATCCTTTCTGGGAAATATCCTTTGGTTCA 
TTTTTATTGCCCCTCTCTNGGGCAAAACAAAGTATGTTAACGCAGGNATCAGTGA 
GTTATNTCCTAGGCACTTGTAAGGCAATATCCTTACCAAGAGGGACCATTCAACT 
TTTGTAATAATCCGTNAAGCG 

45 SEQ ID NO: 801 

zd20g08.sl Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGE:341246 3' 
similar to WP:ZK970.2 CE02402 CLPP-LIKE PROTEASE ;, mRNA sequence 
gi|1365390|gb|W58658.1|W58658[1365390] 

GCGACCGCCGAGCGACAGATCCAGAACGGCCTGGCCTGCAGCGGTGCCTGACGC 
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GAACGGCANCCCGGGCTCTCCCGCTCATTCCCATCGTGGTGGAGCAGACGGGTC 
GCGGCGAGNCGCCTGATGACATCTACTCGCGGCTGCTGCGGGANGCACTCAGTG 
TGCGTCATGGGCCCGATCGATGACAGCGTTGCCAGCCTTGTTATCGCACAGCTCC 
TCTTCCTGCAATCCNGAGAGCAACAAGAAGCCCATCCACATGTACATCAACAGC 
5 CCTGGTGGTGTGGTGACCGCGGGCCTGGCATCTACGACACGATGCAGTACATCCT 
CAACCCGATCTGCACCTGGTGCGTTGGGCCAGGCCGCCAGCATGGGCTCCCTTGC 
TTCTCGCCGCCGGAACCCCAGGCATGCGCCACTCGCTCCCCAACTCCCGTATCAT 
GATCCACCAGCCCTCAGGAGGCGCCCG 

10 SEQIDNO:802 

zw32b03.rl Soares ovary tumor NbHOT Homo sapiens cDNA clone IMAGE:770957 5', 
mRNA sequence gi|21 122l0|gb|AA428170.1|AA428170[21 12210] 

ATTCGGCAATGGAGAGGATAGGGAGAATATTTACTAACTAAATACCATTCACTA 
CTCATGCGTGAGACTGGGTGTACAAACTCATCCTCTTTTAATGGCATTTCTCTTTA 

1 5 AACTATGTTCCTAACAAAATGAGATGATAGGATAGATCCTGGTTACCACTCTTTT 
GCTGTGCACATACGGGCTCTGACTGGTTTTAATAGTCACCTTCATGATTATAGCA 
ACTAATGTTTGAACAAAGCTCAAAGTATGCAATGCTTCATTATTCAAGAATGAAA 
AATATAATGTTGATAATATATATTAAGTGTGCCAAATCAGTTTGACTACTCTCTGT 
TTTAGTGTTTATGTTTAAAAGAAATATATTTTTTGTTATTATTAGATAATATTTTTG 

20 TATTTCTCTATTTTCATAATCAGTAATAGTGTCATATAAACTCATTTATCTCCTCTT 
CATGGCATCTTCAATATGAATCTATAAGTAGTAAATCAGAAAGTAACAATCTATG 
.GCTTATTTCTATGACAAATrGAAGAGGTAGAAAAATA 

SEQ'H)NO:803 • 

25 ab35g03.sl Stratagene HeLa cell s3 937216 Homo sapiens cDNA clone IMAGE:842836 3' 
similar to gb:M93056 LEUKOCYTE ELASTASE INHIBITOR (HUMAN);, mRNA 
sequence 

gi|22 1 649 1 |gb|AA486275 . 1 |AA486275 [22 1 649 1 ] 

TCTGGACAGTGGTTTTATTGGTAAAGATATAAGACATATTGGCTCTATTAAAAAC 
30 TCAGGTAATAAAGCACTAAGCTTGATTTTTGTATTGCTACAGTCTCTTTCTTCTAA 
GGGGAAGAAAATCTCCCCAAGAATAGGATGCTACCTGAGGAATTATGCCGAATA 
AAGAAAAGGAATGGATGGTCGGCAGTGAAATTTTCTTCGGGCATCAACATGCAG 



CACAAATGACTTGTGGACAATTTTTGATATAAAAATATCTCTGGCTCCTGACAIG 
35 CCAGACAGATCAGCCTTGCTACTGTTAAAGAGATCCTGCACACCTAGGCGGGCG 
AGGTCGGAGTTGAGAGTGTAACTCTCTTCCAGTTTGAACCTGGGCAAGCTGACAT 
TAACTTCAATGAAATCGAGATTCTCAGGTTTAG 
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